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RNA INTERFERENCE MEDIATED INHIBITION OF GENE EXPRESSION 
USING SHORT INTERFERING NUCLEIC ACID (siNA) 

This invention claims the benefit of Beigelman USSN 60/35S,5S0 filed February 
20, 2002, of Beigelman USSN 60/363,124 filed March 11, 2002, of Beigelman USSN 
5 60/386,782 filed June 6, 2002, of Beigelman USSN 60/406,784 filed August 29, 2002, of 
Beigelman USSN 60/408,378 filed September 5, 2002, of Beigelman USSN 60/409,293 
filed September 9, 2002, and of Beigelman USSN 60/440,129 filed January 15, 2003. 
These applications are hereby incorporated by reference herein in their entireties, 
including the drawings. 

Field Of The Invention 

The present invention concerns methods and reagents useful in modulating gene 
expression in a variety of applications, including use in therapeutic, diagnostic, target 
validation, and genomic discovery applications. Specifically, the invention relates to 
small nucleic acid molecules, such as short interfering nucleic acid (siNA), short 
interfering RNA (siRNA), double-stranded RNA (dsRNA), micro-RNA (miRNA), and 
short hairpin RNA (shRNA) molecules capable of mediating RNA interference (RNAi). 

Background Of The Invention 

The following is a discussion of relevant art pertaining to RNAi. The discussion is 
provided only for understanding of the invention that follows. The summary is not an 
20 admission that any of the work described below is prior art to the claimed invention. 
Applicant demonstrates herein that chemically modified short interfering nucleic acids 
possess the same capacity to mediate RNAi as do siRNA molecules and are expected to 
possess unproved stability and activity in vivo; therefore, this discussion is not meant to 
be limiting only to siRNA and can be applied to siNA as a whole. 

25 RNA interference refers to the process of sequence-specific post-transcriptional 

gene silencing in animals mediated by short interfering RNAs (siRNAs) (Fire et ah, 1998, 
Nature, 391, 806). The corresponding process in plants is commonly referred to as post- 
transcriptional gene silencing or RNA silencing and is also referred to as quelling in 
fungi. The process of post-transcriptional gene silencing is thought to be an 
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evolutionarily-conserved cellular defense mechanism used to prevent the expression of 
foreign genes and is commonly shared by diverse flora and phyla (Fire et al, 1999, 
Trends Genet, 15, 358). Such protection from foreign gene expression may have evolved 
in response to the production of double-stranded RNAs (dsRNAs) derived from viral 

5 infection or from the random integration of transposon elements into a host genome via a 
cellular response that specifically destroys homologous single-stranded RNA or viral 
genomic RNA. The presence of dsRNA in cells triggers the RNAi response though a 
mechanism that has yet to be fully characterized. This mechanism appears to be different 
from the interferon response that results from dsRNA-mediated activation of protein 

10 kinase PKR and 2',5 -oligoadenylate synthetase resulting in non-specific cleavage of 
nxRNA by ribonuclease L. 

The presence of long dsRNAs in cells stimulates the activity of a ribonuclease HI 
enzyme referred to as dicer. Dicer is involved in the processing of the dsRNA into short 
pieces of dsRNA known as short interfering RNAs (siRNAs) (Berstein et al, 2001, 

15 Nature, 409, 363). Short interfering RNAs derived from dicer activity are typically about 
21 to about 23 nucleotides in length and comprise about 19 base pair duplexes (Elbashir 
et al, 2001, Genes Dev., 15, 188). Dicer has also been implicated in the excision of 21- 
and 22-nucleotide small temporal RNAs (stRNAs) from precursor RNA of conserved 
structure that are implicated in translational control (Hutvagner et al, 2001, Science, 293, 

20 834). The RNAi response also features an endonuclease complex, commonly referred to 
as an RNA-induced silencing complex (RISC), which mediates cleavage of single- 
stranded RNA having sequence complementary to the antisense strand of the siRNA 
duplex. Cleavage of the target RNA takes place in the middle of the region 
complementary to the antisense strand of the siRNA duplex (Elbashir et al, 2001, Genes 

25 Dev., 15, 188). 

RNAi has been studied in a variety of systems. Fire et al, 199S, Nature, 391, 806, 
were the first to observe RNAi in C. elegans. Wianny and Goetz, 1999, Nature Cell 
Biol, 2, 70, describe RNAi mediated by dsRNA in mouse embryos. Hammond et al, 
2000, Nature, 404, 293, describe RNAi in Drosophila cells transfected with dsRNA. 
30 Elbashir et al, 2001, Nature, 411, 494, describe RNAi induced by introduction of 
duplexes of synthetic 21 -nucleotide RNAs in cultured mammalian cells including human 
embryonic kidney and HeLa cells. Recent work in Drosophila embryonic lysates 
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(Elbashir et al, 2001, EMBO J., 20, 6877) has revealed certain requirements for siRNA 
length, structure, chemical composition, and sequence that are essential to mediate 
efficient RNAi activity. These studies have shown that 21 -nucleotide siRNA duplexes 
are most active when containing 3'-terminal dinucleotide overhangs. Furthermore, 

5 complete substitution of one or both siRNA strands with 2'-deoxy (2 ! -H) or 2'-0-methyl 
nucleotides abolishes RNAi activity, whereas substitution of the S'-terminal siRNA 
overhang nucleotides with 2'-deoxy nucleotides (2'-H) was shown to be tolerated. Single 
mismatch sequences in the center of the siRNA duplex were also shown to abolish RNAi 
activity. In addition, these studies also indicate that the position of the cleavage site in the 

10 target RNA is defined by the 5 T -end of the siRNA guide sequence rather than the 3'-end of 
the guide sequence (Elbashir et al, 2001, EMBO J., 20, 6877). Other studies have 
indicated that a 5 -phosphate on the target-complementary strand of a siRNA duplex is 
required for siRNA activity and that ATP is utilized to maintain the 5'-phosphate moiety 
on the siRNA (Nykanen et al, 2001, Cell 107, 309). 

15 Studies have shown that replacing the 3 '-terminal nucleotide overhanging segments 

of a 21-mer siRNA duplex having two -nucleotide S'-overhangs with 
deoxyribonucleotides does not have an adverse effect on RNAi activity. Replacing up to 
four nucleotides on each end of the siRNA with deoxyribonucleotides has been reported 
to be well tolerated, whereas complete substitution with deoxyribonucleotides results in 

20 no RNAi activity (Elbashir et al, 2001, EMBO 7., 20, 6877). In addition, Elbashir et al, 
supra, also report that substitution of siRNA with 2'-0-methyl nucleotides completely 
abolishes RNAi activity. Li et al, International PCT Publication No. WO 00/44914, and 
Beach et al, International PCT Publication No. WO 01/68836 preliminarily suggest that 
siRNA may include modifications to either the phosphate-sugar backbone or the 

25 nucleoside to include at least one of a nitrogen or sulfur heteroatom, however, neither 
application postulates to what extent such modifications would be tolerated in siRNA 
molecules, nor provides any further guidance or examples of such modified siRNA. 
Kreutzer et al, Canadian Patent Application No. 2,359,180, also describe certain 
chemical modifications for use in dsRNA constructs in order to counteract activation of 

30 double-stranded RNA-dependent protein kinase PKR, specifically 2'-amino or 2 f -0- 
methyl nucleotides, and nucleotides containing a 2'-0 or 4'-C methylene bridge. 

3 
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However, Kreutzer et al similarly fails to provide examples or guidance as to what extent 
these modifications would be tolerated in siRNA molecules. 

Parrish et al, 2000, Molecular Cell, 6, 1977-1087, tested certain chemical 
modifications targeting the unc-22 gene in C. elegans using long (>25 nt) siRNA 

5 transcripts. The authors describe the introduction of thiophosphate residues into these 
siRNA transcripts by incorporating thiophosphate nucleotide analogs with T7 and T3 
RNA polymerase and observed that RNAs with two phosphorothioate modified bases 
also had substantial decreases in effectiveness as RNAi. Further, Parrish et al. reported 
that phosphorothioate modification of more than two residues greatly destabilized the 

10 RNAs in vitro such that interference activities could not be assayed. Id. at 1081. The 
authors also tested certain modifications at the 2'-position of the nucleotide sugar in the 
long siRNA transcripts and found that substituting deoxynucleotides for ribonucleotides 
produced a substantial decrease in interference activity, especially in the case of Uridine 
to Thymidine and/or Cytidine to deoxy-Cytidine substitutions. Id. In addition, the 

15 authors tested certain base modifications, including substituting, in sense and antisense 
strands of the siRNA, 4-thiouracil, 5-bromouracil, 5-iodouracil, and 3-(aminoallyl)uracil 
for uracil, and inosine for guanosine. Whereas 4-thiouracil and 5-bromouracil 
substitution appeared to be tolerated, Parrish reported that inosine produced a substantial 
decrease in interference activity when incorporated in either strand. Parrish also reported 

20 that incorporation of 5-iodouracil and 3-(aminoallyl)uracil in the antisense strand resulted 
in a substantial decrease in RNAi activity as well. 

The use of longer dsRNA has been described. For example, Beach et al., 
International PCT Publication No. WO 01/68836, describes specific methods for 
attenuating gene expression using endogenously-derived dsRNA. Tuschl et al., 

25 International PCT Publication No. WO 01/75164, describe a Drosophila in vitro RNAi 
system and the use of specific siRNA molecules for certain functional genomic and 
certain therapeutic applications; although Tuschl, 2001, Chem. Biochem., 2, 239-245, 
doubts that RNAi can be used to cure genetic diseases or viral infection due to the danger 
of activating interferon response. Li et al, International PCT Publication No, WO 

30 00/44914, describe the use of specific dsRNAs for attenuating the expression of certain 
target genes. Zernicka-Goetz et al., International PCT Publication No. WO 01/36646, 
describe certain methods for inhibiting the expression of particular genes in mammalian 

4 
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cells using certain dsRNA molecules. Fire et al, International PCT Publication No. WO 
99/32619, describe particular methods for introducing certain dsRNA molecules into cells 
for use in inhibiting gene expression. Plaetinck et al, International PCT Publication No. 
WO 00/01846, describe certain methods for identifying specific genes responsible for 

5 conferring a particular phenotype in a cell using specific dsRNA molecules. Mello et al, 
International PCT Publication No. WO 01/29058, describe the identification of specific 
genes involved in dsRNA-mediated RNAi. Deschamps Depaillette et al, International 
PCT Publication No. WO 99/07409, describe specific compositions consisting of 
particular dsRNA molecules combined with certain anti-viral agents. Waterhouse et al, 

10 International PCT Publication No. 99/53050, describe certain methods for decreasing the 
phenotypic expression of a nucleic acid in plant cells using certain dsRNAs. Driscoll et 
al, International PCT Publication No. WO 01/49844, describe specific DNA constructs 
for use in facilitating gene silencing in targeted organisms. 

Others have reported on various RNAi and gene-silencing systems. For example, 

15 Parrish et al, 2000, Molecular Cell, 6, 1977-1087, describe specific chemically-modified 
siRNA constructs targeting the unc-22 gene of C. elegans. Grossniklaus, International 
PCT Publication No. WO 01/38551, describes certain methods for regulating polycomb 
gene expression in plants using certain dsRNAs. Churikov et al, International PCT 
Publication No. WO 01/42443, describe certain methods for modifying genetic 

20 characteristics of an organism using certain dsRNAs. Cogoni et al, International PCT 
Publication No. WO 01/53475, describe certain methods for isolating a Neurospora 
silencing gene and uses thereof Reed et al, International PCT Publication No. WO 
01/68836, describe certain methods for gene silencing in plants. Honer et al, 
International PCT Publication No. WO 01/70944, describe certain methods of drug 

25 screening using transgenic nematodes as Parkinson's Disease models using certain 
dsRNAs. Deak et al, hitemational PCT Publication No. WO 01/72774, describe certain 
Drosophila-derived gene products that may be related to RNAi in Drosophila. Arndt et 
al, International PCT Publication No. WO 01/92513 describe certain methods for 
mediating gene suppression by using factors that enhance RNAi. Tuschl et al, 

30 International PCT Publication No. WO 02/44321, describe certain synthetic siRNA 
constructs. Pachuk et al, International PCT Publication No. WO 00/63364, and 
Satishchandran et al, International PCT Publication No. WO 01/04313, describe certain 

5 
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methods and compositions for inhibiting the function of certain polynucleotide sequences 
using certain dsRNAs. Echeverri et al, International PCT Publication No. WO 02/38805, 
describe certain C. elegans genes identified via RNAi. Kreutzer et al, International PCT 
Publications Nos. WO 02/055692, WO 02/055693, and EP 1144623 Bl describes certain 
5 methods for inhibiting gene expression using RNAi. Graham et al, International PCT 
Publications Nos. WO 99/49029 and WO 01/70949, and AU 4037501 describe certain 
vector expressed siRNA molecules. Fire et al, US 6,506,559, describe certain methods 
for inhibiting gene expression in vitro using certain long dsRNA (greater than 25 
nucleotide) constructs that mediate RNAi. 



1 0 SUMMARY OF THE INVENTION 

This invention relates to compounds, compositions, and methods useful for 
modulating RNA function and/or gene expression in a cell. Specifically, the instant 
invention features synthetic small nucleic acid molecules, such as short interfering nucleic 
acid (siNA), short interfering RNA (siRNA), double-stranded RNA (dsRNA), micro- 

15 RNA (miRNA), and short hairpin RNA (shRNA) molecules capable of modulating gene 
expression in cells by RNA inference (RNAi). The siRNA of the instant invention can be 
chemically synthesized, expressed from a vector or enzymatically synthesized. The use 
of chemically modified siNA can improve various properties of native siRNA molecules 
through increased resistance to nuclease degradation in vivo and/or improved cellular 

20 uptake. The chemically modified siNA molecules of the instant invention provide useful 
reagents and methods for a variety of therapeutic, diagnostic, agricultural, target 
validation, genomic discovery, genetic engineering and pharmaco genomic applications. 

In a non-limiting example, the introduction of chemically modified nucleotides into 
nucleic acid molecules provides a powerful tool in overcoming potential limitations of in 

25 vivo stability and bioavailability inherent to native RNA molecules that are delivered 
exogenously. For example, the use of chemically modified nucleic acid molecules can 
enable a lower dose of a particular nucleic acid molecule for a given therapeutic effect 
since chemically modified nucleic acid molecules tend to have a longer half-life in serum. 
Furthermore, certain chemical modifications can improve the bioavailability of nucleic 

30 acid molecules by targeting particular cells or tissues and/or improving cellular uptake of 
the nucleic acid molecule. Therefore, even if the activity of a chemically modified 
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nucleic acid molecule is reduced as compared to a native nucleic acid molecule, for 
example when compared to an all RNA nucleic acid molecule, the overall activity of the 
modified nucleic acid molecule can be greater than the native molecule due to improved 
stability and/or delivery of the molecule. Unlike native unmodified siRNA, chemically 
5 modified siNA can also minimize the possibility of activating interferon activity in 
humans. 

The siRNA molecules of the invention can be designed to inhibit gene expression 
through RNAi targeting of a variety of RNA molecules. In one embodiment, the siRNA 
molecules of the invention are used to target various RNAs corresponding to a target 
gene. Non-limiting examples of such RNAs include messenger RNA (mRNA), alternate 
RNA splice variants of target gene(s), post-transcriptionally modified RNA of target 
gene(s), pre-mRNA of target gene(s). If alternate splicing produces a family of transcipts 
that are distinguished by usage of appropriate exons, the instant invention can be used to 
inhibit gene expression through the appropriate exons to specifically inhibit or to 
distinguish among the functions of gene family members. For example, a protein that 
contains an alternatively spliced transmembrane domain can be expressed in both 
membrane bound and secreted forms. Use of the invention to target the exon containing 
the transmembrane domain can be used to determine the functional consequences of 
pharmaceutical targeting of membrane bound as opposed to the secreted form of the 
protein. Non-limiting examples of applications of the invention relating to targeting these 
RNA molecules include therapeutic pharmaceutical applications, pharmaceutical 
discovery applications, molecular diagnostic and gene function applications, and gene 
mapping, for example using single nucleotide polymorphism mapping with siRNA 
molecules of the invention. Such applications can be implemented using known gene 
sequences or from partial sequences available from an expressed sequence tag (EST). 

In another embodiment, the siRNA molecules of the invention are used to target 
conserved sequences corresponding to a gene family or gene families. As such, siRNA 
can be used to characterize pathways of gene function in a variety of applications. For 
example, the present invention can be used to inhibit the activity of target gene(s) in a 
30 pathway to determine the function of uncharacterized gene(s) in gene function analysis, 
mRNA function analysis, or translational analysis. The invention can be used to 
determine potential target gene pathways involved in various diseases and conditions 
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toward pharmaceutical development. The invention can be used to understand pathways 
of gene expression involved in development, such as prenatal development, postnatal 
development and/or aging. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 
5 molecule that down-regulates expression of a gene family by RNA interference. The 
gene family can comprise more than one splice variant of a target gene, more than one 
post-transcriptionally modified RNA of a target gene, or more than one RNA trascript 
having shared homology. In one embodiment, the gene family comprises epidermal 
growth factor (e.g., EGFR, such as HER1, HER2, HER3, and/or HER4) genes, vascular 
10 endothelial growth factor and vascular endothelial growth factor receptor (e.g., VEGF, 
VEGFR1, VEGFR2, or VEGFR3) genes, or viral genes corresponding to different viral 
strains (e.g., HIV-1 and HIV-2). Such gene families can be established by analysing 
nucleic acid sequences (e.g., sequences shown by Genbank Accession Nos. in Table V) 
for homology. 

15 In one embodiment, the invention features a double-stranded short interfering 

nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises one 
or more chemical modifications and each strand of the double-stranded siNA is about 21 
nucleotides long. 

20 In one embodiment, a siNA molecule of the invention comprises no 

ribonucleotides. In another embodiment, a siNA molecule of the invention comprises 
ribonucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 

25 mammalian target gene (e.g., a human gene), wherein one of the strands of the double- 
stranded siNA molecule comprises a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion thereof, and 
wherein the second strand of the double-stranded siNA molecule comprises a nucleotide 
sequence substantially similar to the nucleotide sequence of the endogenous mammalian 

30 target gene or a portion thereof. 

8 
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In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein each strand of the siNA molecule 
comprises about 19 to about 23 nucleotides, and wherein each strand comprises about 19 
5 nucleotides that are complementary to the nucleotides of the other strand. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises an 
antisense region comprising a nucleotide sequence that is complementary to a nucleotide 
10 sequence of the endogenous mammalian target gene or a portion thereof, and wherein the 
siNA further comprises a sense region, wherein the sense region comprises a nucleotide 
sequence substantially similar to the nucleotide sequence of the endogenous mammalian 
target gene or a portion thereof. 

In one embodiment, the invention features a double-stranded short interfering 
15 nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the antisense region and the sense 
region each comprise about 19 to about 23 nucleotides, and wherein the antisense region 
comprises about 19 nucleotides that are complementary to nucleotides of the sense 
region. 

20 In one embodiment, the invention features a double-stranded short interfering 

nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 
sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 

25 the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 
30 from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule. 
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The sense region can be connected to the antisense region via a linker molecule, such as a 
polynucleotide linker or a non-nucleotide linker. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 

5 mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 
sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 
the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region, and 

10 wherein pyrimidine nucleotides in the sense region are 2-O-methyl pyrimidine 
nucleotides, 2-deoxy nucleotides, and/or 2 f -deoxy-2'-fluoro pyrimidine nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 

1 5 from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule, and 
wherein the fragment comprising the sense region includes a terminal cap moiety at the 
5'-end, the 3 ? -end, or both of the 5' and 3' ends of the fragment comprising the sense 
region. In another embodiment, the terminal cap moiety is an inverted deoxy abasic 

20 moiety or glyceryl moiety. In another embodiment, each of the two fragments of the 
siNA molecule comprise 21 nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 

25 sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 
the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region, and 
wherein the purine nucleotides present in the antisense region comprise 2'-deoxy- purine 

30 nucleotides. In another embodiment, the antisense region comprises a phosphorothioate 

i 

10 
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internucleotide linkage at the 3' end of the antisense region. In another embodiment, the 
antisense region comprises a glyceryl modification at the 3' end of the antisense region. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 

5 mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 
from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule, and 
wherein about 19 nucleotides of each fragment of the siNA molecule are base-paired to 
the complementary nucleotides of the other fragment of the siNA molecule and wherein 

10 at least two 3' terminal nucleotides of each fragment of the siNA molecule are not base- 
paired to the nucleotides of the other fragment of the siNA molecule. In another 
embodiment, each of the two V terminal nucleotides of each fragment of the siNA 
molecule are 2'-deoxy-pyrimidines, such as 2'-deoxy-thymidine. In another embodiment, 
all 21 nucleotides of each fragment of the siNA molecule are base-paired to the 

15 complementary nucleotides of the other fragment of the siNA molecule. In another 
embodiment, about 19 nucleotides of the antisense region are base-paired to the 
nucleotide sequence or a portion thereof of the RNA encoded by the endogenous 
mammalian target gene. In another embodiment, 21 nucleotides of the antisense region 
are base-paired to the nucleotide sequence or a portion thereof of the RNA encoded by 

20 the endogenous mammalian target gene. In another embodiment, the 5 5 -end of the 
fragment comprising said antisense region optionally includes a phosphate group. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that inhibits the expression of an endogenous mammalian 
target RNA sequence (e.g., wherein said target RNA sequence is encoded by a human 
25 gene), wherein the siNA molecule comprises no ribonucleotides and wherein each strand 
of the double-stranded siNA molecule comprises about 21 nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that inhibits the expression of an endogenous mammalian 
target gene (e.g., a human gene such as vascular endothelial growth factor, vascular 
30 endothelial growth factor receptor (such as VEGFR1, VEGFR2, or VEGFR3), BCL2, 
HER2/neu, c-Myc, PCNA, REL-A, PTP1B, BACE, CHBQ, PKC-alpha, or EGFR), 

11 
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wherein the siNA molecule does not require the presence of a ribonucleotide within the 
siNA molecule for said inhibition of expression of an endogenous mammalian target gene 
and wherein each strand of the double-stranded siNA molecule is about 21 nucleotides 
long. 

5 In one embodiment, the invention features a medicament comprising a siNA 

molecule of the invention. 

In one embodiment, the invention features an active ingredient comprising a siNA 
molecule of the invention. 

In one embodiment, the invention features the use of a double-stranded short 
10 interfering nucleic acid (siNA) molecule to down-regulate expression of an endogenous 
mammalian target gene, wherein the siNA molecule comprises one or more chemical 
modifications and each strand of the double-stranded siNA is about 21 nucleotides long. 

In one embodiment, siRNA molecule(s) and/or methods of the invention are used to 
inhibit the expression of gene(s) that encode RNA referred to by Genbank Accession 
15 number in Table V. In another embodiment, siRNA molecule(s) and/or methods of the 
invention are used to target RNA sequence(s) referred to by Genbank Accession number 
in Table V, or nucleic acid sequences encoding such sequences referred to by Genbank 
Accession number in Table V. Such sequences are readily obtained using the Genbank 
Accession numbers in Table V. 

20 In one embodiment, the invention features a siNA molecule having RNAi activity 

against an RNA encoding a protein, wherein the siNA molecule comprises a sequence 
complementary to RNA having protein encoding sequence, such as those sequences 
having GenBank Accession Nos. shown in Table V. 

hi another embodiment, the invention features a siNA molecule having RNAi 
25 activity against a gene, wherein the siNA molecule comprises nucleotide sequence 
complementary to a nucleotide sequence of the gene, such as genes encoding sequences 
having GenBank Accession Nos. shown in Table V. In another embodiment, a siNA 
molecule of the invention includes nucleotide sequence that can interact with nucleotide 
sequence of a gene and thereby mediate silencing of gene expression, for example, 

12 
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wherein the siNA mediates regulation of gene expression by cellular processes that 
modulate the chromatin structure of the gene and prevent transcription of the gene. 



In yet another embodiment, the invention features a siNA molecule comprising a 
sequence, for example, the antisense sequence of the siNA construct, complementary to a 
5 sequence represented by GenBank Accession Nos. shown in Table V or a portion of said 
sequence. 

In one embodiment, the nucleic acid molecules of the invention that act as 
mediators of the RNA interference gene silencing response are chemically modified 
double stranded nucleic acid molecules. As in their native double stranded RNA 

10 counterparts, these siNA molecules typically consist of duplexes containing about 19 base 
pairs between oligonucleotides comprising about 19 to about 25 nucleotides. The most 
active siRNA molecules are thought to have such duplexes with overhanging ends of 1-3 
nucleotides, for example 21 nucleotide duplexes with 19 base pairs and 2 nucleotide 3'- 
overhangs. These overhanging segments are readily hydrolyzed by endonucleases in vivo, 

15 Studies have shown that replacing the 3 5 -overhanging segments of a 21-mer siRNA 
duplex having 2 nucleotide 3' overhangs with deoxyribonucleotides does not have an 
adverse effect on RNAi activity. Replacing up to 4 nucleotides on each end of the siRNA 
with deoxyribonucleotides has been reported to be well tolerated whereas complete 
substitution with deoxyribonucleotides results in no RNAi activity (Elbashir et aL, 2001, 

20 EMBO J., 20, 6877). In addition, Elbashir et al, supra, also report that substitution of 
siRNA with 2'-0-methyl nucleotides completely abolishes RNAi activity. Li et al., 
International PCT Publication No. WO 00/44914, and Beach et aL, International PCT 
Publication No. WO 01/68836 both suggest that siRNA may include modifications to 
either the phosphate-sugar back bone or the nucleoside to include at least one of a 

25 nitrogen or sulfur heteroatom, however neither application teaches to what extent these 
modifications are tolerated in siRNA molecules nor provide any examples of such 
modified siRNA. Kreutzer and Limmer, Canadian Patent Application No. 2,359,180, 
also describe certain chemical modifications for use in dsRNA constructs in order to 
counteract activation of double stranded-RNA-dependent protein kinase PKR, 

30 specifically 2 '-amino or 2'-0-methyl nucleotides, and nucleotides containing a 2 5 -0 or 
4'-C methylene bridge. However, Kreutzer and Limmer similarly fail to show to what 

13 



BNSDOCID: <WO 03074654A2_t_> 



WO 03/074654 PCT/US03/05028 

extent these modifications are tolerated in siRNA molecules nor provide any examples of 
such modified siRNA. 



In one embodiment, the invention features chemically modified siNA constructs 
having specificity for target nucleic acid molecules in a cell (i.e. target nucleic acid 
molecules comprising or encoded by seqences referred to herein by Genbank Accession 
numbers in Table V). Non-limiting examples of such chemical modifications include 
without limitation phosphorothioate internucleotide linkages, 2 5 -0-methyl 
ribonucleotides, 2'-deoxy-2'-fluoro ribonucleotides, 2'-deoxy ribonucleotides, "universal 
base" nucleotides, 5-C-methyl nucleotides, and inverted deoxyabasic residue 
incorporation. These chemical modifications, when used in various siNA constructs, are 
shown to preserve RNAi activity in cells while at the same time, dramatically increasing 
the serum stability of these compounds. Furthermore, contrary to the data published by 
Parrish et ah, supra, applicant demonstrates that multiple (greater than one) 
phosphorothioate substitutions are well-tolerated and confer substantial increases in 
serum stability for modified siNA constructs. 

hi one embodiment, a siNA molecule of the invention comprises modified 
nucleotides while maintaining the ability to mediate RNAi. The modified nucleotides can 
be used to improve in vitro or in vivo characteristics such as stability, activity, and/or 
bioavailability. For example, a siNA molecule of the invention can comprise modified 
20 nucleotides as a percentage of the total number of nucleotides present in the siNA 
molecule. As such, a siNA molecule of the invention can generally comprise modified 
nucleotides of about 5 to about 100% of the nucleotide positions (e.g., 5%, 10%, 15%, 
20%, 25%, 30%, 35%, 40%, 45%, 50%, 55%, 60%, 65%, 70%, 75%, 80%, 85%, 90%, 
95% or 100% of the nucleotide positions). The actual percentage of modified nucleotides 
25 present in a given siNA molecule depends on the total number of nucleotides present in 
the siNA. If the siNA molecule is single stranded, the percent modification can be based 
upon the total number of nucleotides present in the single stranded siNA molecules. 
Likewise, if the siNA molecule is double stranded, the percent modification can be based 
upon the total number of nucleotides present in the sense strand, antisense strand, or both 
30 the sense and antisense strands. In addition, the actual percentage of modified 
nucleotides present in a given siNA molecule can also depend on the total number of 
purine and pyrimidine nucleotides present in the siNA, for example wherein all 

14 
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pyrimidine nucleotides and/or all purine nucleotides present in the siNA molecule are 
modified. 

The antisense region of a siNA molecule of the invention can comprise a 
phosphorothioate internucleotide linkage at the 3-end of said antisense region. The 
5 antisense region can comprise about one to about five phosphorothioate internucleotide 
linkages at the 5'-end of said antisense region. The S'-terminal nucleotide overhangs of a 
siNA molecule of the invention can comprise ribonucleotides or deoxyribonucleotides 
that are chemically-modified at a nucleic acid sugar, base, or backbone. The 3 f -terminal 
nucleotide overhangs can comprise one or more universal base ribonucleotides. The 3- 
10 terminal nucleotide overhangs can comprise one or more acyclic nucleotides. 

One embodiment of the invention provides an expression vector comprising a 
nucleic acid sequence encoding at least one siNA molecule of the invention in a manner 
that allows expression of the nucleic acid molecule. Another embodiment of the 
invention provides a mammalian cell comprising such an expression vector. The 

15 mammalian cell can be a human cell. The siNA molecule of the expression vector can 
comprise a sense region and an antisense region. The antisense region can comprise 
sequence complementary to a RNA or DNA sequence encoding a protein and the sense 
region can comprise sequence complementary to the antisense region. The siNA 
molecule can comprise two distinct strands having complementary sense and antisense 

20 regions. The siNA molecule can comprise a single strand having complementary sense 
and antisense regions. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
25 more {e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides comprising a backbone 
modified internucleotide linkage having Formula I: 

Z 

Ri X P Y R 2 

W 

15 
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wherein each Rl and R2 is independently any nucleotide, non-nucleotide, or 
polynucleotide which can be naturally-occurring or chemically-modified, each X and Y is 
independently O, S, N, alkyl, or substituted alkyl, each Z and W is independently O, S, N, 
alkyl, substituted alkyl, O-alkyl, S-alkyl, alkaryl, or aralkyl, and wherein W, X, Y, and Z 
5 are optionally not all O. 

The chemically-modified internucleotide linkages having Formula I, for example, 
wherein any Z, W, X, and/or Y independently comprises a sulphur atom, can be present 
in one or both oligonucleotide strands of the siNA duplex, for example, in the sense 
strand, the antisense strand, or both strands. The siNA molecules of the invention can 
10 comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) chemically- 
modified internucleotide linkages having Formula I at the 3 f -end, the 5 '-end, or both of 
the 3' and 5 -ends of the sense strand, the antisense strand, or both strands. For example, 
an exemplary siNA molecule of the invention can comprise about 1 to about 5 or more 
(e.g., about 1, 2, 3, 4, 5, or more) chemically-modified internucleotide linkages having 
15 Formula I at the 5-end of the sense strand, the antisense strand, or both strands. In 
another non-limiting example, an exemplary siNA molecule of the invention can 
comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) pyrimidine 
nucleotides with chemically-modified internucleotide linkages having Formula I in the 
sense strand, the antisense strand, or both strands. In yet another non-limiting example, 
20 an exemplary siNA molecule of the invention can comprise one or more (e.g., about 1, 2, 
3, 4, 5, 6, 7, 8, 9, 10, or more) purine nucleotides with chemically-modified 
internucleotide linkages having Formula I in the sense strand, the antisense strand, or both 
strands. In another embodiment, a siNA molecule of the invention having internucleotide 
linkage(s) of Formula I also comprises a chemically-modified nucleotide or non- 
25 nucleotide having any of Formulae I- VII. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides or non-nucleotides 
30 having Formula II: 



16 



BNSDOCID: <WO 



03074654A2 I > 



WO 03/074654 



PCT/US03/05028 



B 




R 5 R 3 

wherein each R3, R4, R5, R6, R7, R8, RIO, Rll and R12 is independently H, OH, alkyl, 
substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S-alkyl, 
N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl-OH, 
5 O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocyclo alkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2, and B 
is a nucleosidic base such as adenine, guanine, uracil, cytosine, thymine, 2- 
10 aminoadenosine, 5-methylcytosine, 2,6-diaminopurine, or any other non-naturally 
occurring base that can be complementary or non-complementary to target RNA or a non- 
nucleosidic base such as phenyl, naphthyl, 3-nitropyrrole, 5-nitroindole, nebularine, 
pyridone, pyridinone, or any other non-naturally occurring universal base that can be 
complementary or non-complementary to target RNA. 

15 The chemically-modified nucleotide or non-nucleotide of Formula II can be present 

in one or both oligonucleotide strands of the siNA duplex, for example in the sense 
strand, the antisense strand, or both strands. The siNA molecules of the invention can 
comprise one or more chemically-modified nucleotide or non-nucleotide of Formula II at 
the 3 -end, the 5 -end, or both of the 3' and 5 -ends of the sense strand, the antisense 

20 strand, or both strands. For example, an exemplary siNA molecule of the invention can 
comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 5, or more) chemically- 
modified nucleotides or non-nucleotides of Formula II at the 5 ! -end of the sense strand, 
the antisense strand, or both strands. In anther non-limiting example, an exemplary siNA 
molecule of the invention can comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 

25 5, or more) chemically-modified nucleotides or non-nucleotides of Formula II at the 3 1 - 
end of the sense strand, the antisense strand, or both strands. 
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In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitj-o system, wherein the chemical modification comprises one or 
more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides or non-nucleotides 
5 having Formula HI: 



wherein each R3, R4, R5, R6, R7, R8, RIO, Rll and R12 is independently H, OH, alkyl, 
substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S-alkyl, 
N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl-OH, 

10 O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NEK, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2, and B 
is a nucleosidic base such as adenine, guanine, uracil, cytosine, thymine, 2- 

15 aminoadenosine, 5-methylcytosine, 2,6-diaminopurine, or any other non-naturally 
occurring base that can be employed to be complementary or non-complementary to 
target RNA or a non-nucleosidic base such as phenyl, naphthyl, 3-nitropyrrole, 5- 
nitroindole, nebularine, pyridone, pyridinone, or any other non-naturally occurring 
universal base that can be complementary or non-complementary to target RNA. 

20 The chemically-modified nucleotide or non-nucleotide of Formula HI can be 

present in one or both oligonucleotide strands of the siNA duplex, for example, in the 
sense strand, the antisense strand, or both strands. The siNA molecules of the invention 
can comprise one or more chemically-modified nucleotide or non-nucleotide of Formula 
III at the 3-end, the 5'-end, or both of the 3' and 5'-ends of the sense strand, the antisense 

25 strand, or both strands. For example, an exemplary siNA molecule of the invention can 
comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 5, or more) chemically- 
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modified nucleotide(s) or non-nucleotide(s) of Formula HI at the 5-end of the sense 
strand, the antisense strand, or both strands, hi anther non-limiting example, an 
exemplary siNA molecule of the invention can comprise about 1 to about 5 or more (e.g., 
about 1, 2, 3, 4, 5, or more) chemically-modified nucleotide or non-nucleotide of Formula 
5 III at the 3'-end of the sense strand, the antisense strand, or both strands. 

In another embodiment, a siNA molecule of the invention comprises a nucleotide 
having Formula II or m, wherein the nucleotide having Formula II or HI is in an inverted 
configuration. For example, the nucleotide having Formula II or III is connected to the 
siNA construct in a 3 f -3', 3'-2\ 2'-3\ or 5'-5' configuration, such as at the 3*-end, the 5'- 
10 end, or both of the 3* and 5'-ends of one or both siNA strands. 

hi one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises a 5'- 
terminal phosphate group having Formula IV: 

Z 

ii 

X P Y 

W 

wherein each X and Y is independently O, S, N, alkyl, substituted alkyl, or alkylhalo; 
wherein each Z and W is independently O, S, N, alkyl, substituted alkyl, O-alkyl, S-alkyl, 
alkaryl, aralkyl, or alkylhalo; and wherein W, X, Y and Z are not all O. 

In one embodiment, the invention features a siNA molecule having a S'-terminal 
phosphate group having Formula IV on the target-complementary strand, for example, a 
strand complementary to a target RNA, wherein the siNA molecule comprises an all RNA 
siNA molecule. In another embodiment, the invention features a siNA molecule having a 
5'-terminal phosphate group having Formula IV on the target-complementary strand 
wherein the siNA molecule also comprises about 1 to about 3 (e.g., about 1, 2, or 3) 
nucleotide 3'-terminal nucleotide overhangs having about 1 to about 4 (e.g., about 1, 2, 3, 
or 4) deoxyribonucleotides on the 3'-end of one or both strands. In another embodiment, 
a S'-terminal phosphate group having Formula IV is present on the target-complementary 
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strand of a siNA molecule of the invention, for example a siNA molecule having 
chemical modifications having any of Formulae I- VII. 



In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
5 or reconstituted in vitro system, wherein the chemical modification comprises one or 
more phosphorothioate intemucleotide linkages. For example, in a non-limiting example, 
the invention features a chemically-modified short interfering nucleic acid (siNA) having 
about 1, 2, 3, 4, 5, 6, 7, 8 or more phosphorothioate intemucleotide linkages in one siNA 
strand. In yet another embodiment, the invention features a chemically-modified short 

10 interfering nucleic acid (siNA) individually having about 1, 2, 3, 4, 5, 6, 7, 8 or more 
phosphorothioate intemucleotide linkages in both siNA strands. The phosphorothioate 
intemucleotide linkages can be present in one or both oligonucleotide strands of the siNA 
duplex, for example in the sense strand, the antisense strand, or both strands. The siNA 
molecules of the invention can comprise one or more phosphorothioate intemucleotide 

15 linkages at the 3 -end, the 5'-end, or both of the 3'- and 5-ends of the sense strand, the 
antisense strand, or both strands. For example, an exemplary siNA molecule of the 
invention can comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 5, or more) 
consecutive phosphorothioate intemucleotide linkages at the 5 '-end of the sense strand, 
the antisense strand, or both strands. In another non-limiting example, an exemplary 

20 siNA molecule of the invention can comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 
9, 10, or more) pyrimidine phosphorothioate intemucleotide linkages in the sense strand, 
the antisense strand, or both strands. In yet another non-limiting example, an exemplary 
siNA molecule of the invention can comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 
9, 10, or more) purine phosphorothioate intemucleotide linkages in the sense strand, the 

25 antisense strand, or both strands. 

In one embodiment, the invention features a siNA molecule, wherein the sense 
strand comprises one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more 
phosphorothioate intemucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 
7, 8, 9, 10 or more) 2'-deoxy, 2 , -0-methyl, 2 , -deoxy-2 ? -fluoro, and/or about one or more 
30 (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3-end, the 5'-end, or both of the 3'- and Spends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 10 or 

20 
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more, specifically about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more phosphorothioate 
internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or 
more) 2'-deoxy, 2'-0-methyl, 2'-deoxy-2 ! -fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and optionally a terminal 

5 cap molecule at the 3'-end, the 5*-end, or both of the 3'- and 5'-ends of the antisense 
strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 
10, or more, pyrimidine nucleotides of the sense and/or antisense siNA strand are 
chemically-modified with 2'-deoxy, 2'-Omethyl and/or 2'-deoxy-2 , -fluoro nucleotides, 
with or without one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more, 

10 phosphorothioate internucleotide linkages and/or a terminal cap molecule at the 3 '-end, 
the 5'-end, or both of the 3'- and S'-ends, being present in the same or different strand. 

In another embodiment, the invention features a siNA molecule, wherein the sense 
strand comprises about 1 to about 5, specifically about 1, 2, 3, 4, or 5 phosphorothioate 
internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, or more) 2'-deoxy, 

15 2-O-methyl, 2'-deoxy-2'-fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 5, or more) 
universal base modified nucleotides, and optionally a terminal cap molecule at the 3-end, 
the 5-end, or both of the 3 f - and Spends of the sense strand; and wherein the antisense 
strand comprises about 1 to about 5 or more, specifically about 1, 2, 3, 4, 5, or more 
phosphorothioate internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 

20 7, 8, 9, 10 or more) 2'-deoxy, 2'-0-methyl, 2'-deoxy-2'-fluoro, and/or one or more (e.g., 
about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3'-end, the 5'-end, or both of the 3'- and S'-ends 
of the antisense strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10, or more, pyrimidine nucleotides of the sense and/or antisense siNA strand 

25 are chemically-modified with 2'-deoxy, 2'-0-methyl and/or 2'-deoxy-2 , -fluoro 
nucleotides, with or without about 1 to about 5 or more, for example about 1, 2, 3, 4, 5, or 
more phosphorothioate internucleotide linkages and/or a terminal cap molecule at the 3'- 
end, the 5 -end, or both of the 3 - and S'-ends, being present in the same or different 
strand. 

30 In one embodiment, the invention features a siNA molecule, wherein the antisense 

strand comprises one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more 
phosphorothioate internucleotide linkages, and/or about one or more (e.g., about 1, 2, 3, 

21 



BNSDOCID: <WO 03074654A2J_> 



WO 03/074654 PCT/US03/05028 

4, 5, 6, 7, 8, 9, 10 or more) 2'-deoxy, 2'-0-methyl, 2'-deoxy-2'-fluoro, and/or one or more 
(e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3'-end, the 5'-end, or both of the 3'- and 5*-ends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 10 or 

5 more, specifically about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more phosphorothioate 
internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or 
more) 2'-deoxy, 2'-0-methyl, 2 , -deoxy-2'-fluoro, and/or one or more (e.g., about 1,2,3, 4, 

5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and optionally a terminal 
cap molecule at the 3'-end, the 5'-end, or both of the 3'- and 5'-ends of the antisense 

10 strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 
or more pyrimidine nucleotides of the sense and/or antisense siNA strand are chemically- 
modified with 2'-deoxy, 2'-0-methyl and/or 2'-deoxy-2'-fluoro nucleotides, with or 
without one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more 
phosphorothioate internucleotide linkages and/or a terminal cap molecule at the 3'-end, 

1 5 the 5'-end, or both of the 3' and 5'-ends, being present in the same or different strand. 

In another embodiment, the invention features a siNA molecule, wherein the 
antisense strand comprises about 1 to about 5 or more, specifically about 1, 2, 3, 4, 5 or 
more phosphorothioate internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10 or more) 2'-deoxy, 2'-0-methyl, 2'-deoxy-2'-fluoro, and/or one or more 

20 (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3'-end, the 5'-end, or both of the 3'- and 5'-ends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 5 or 
more, specifically about 1, 2, 3, 4, 5 or more phosphorothioate internucleotide linkages, 
and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) 2'-deoxy, 2'-0-methyl, 

25 2'-deoxy-2'-fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) 
universal base modified nucleotides, and optionally a terminal cap molecule at the 3 '-end, 
the 5'-end, or both of the 3'- and 5'-ends of the antisense strand. In another embodiment, 
one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more pyrimidine nucleotides 
of the sense and/or antisense siNA strand are chemically-modified with 2'-deoxy, 2'-0- 

30 methyl and/or 2'-deoxy-2'-fiuoro nucleotides, with or without about 1 to about 5, for 
example about 1, 2, 3, 4, 5 or more phosphorothioate internucleotide linkages and/or a 
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terminal cap molecule at the 3*-end, the 5 ! -end, or both of the 3 1 - and 5-ends, being 
present in the same or different strand. 



In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule having about 1 to about 5, specifically about 1, 2, 3, 4, 5 or 
5 more phosphorothioate intemucleotide linkages in each strand of the siNA molecule. 

In another embodiment, the invention features a siNA molecule comprising 2-5 1 
intemucleotide linkages. The 2 f -5' intemucleotide linkage(s) can be at the 3 ! -end, the 5- 
end, or both of the 3'- and 5 ! -ends of one or both siNA sequence strands. In addition, the 
2 f -5' intemucleotide linkage(s) can be present at various other positions within one or both 
10 siNA sequence strands, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more including 
every intemucleotide linkage of a pyrimidine nucleotide in one or both strands of the 
siNA molecule can comprise a 2-5 1 intemucleotide linkage, or about 1, 2, 3, 4, 5, 6, 7, 8, 
9, 10, or more including every intemucleotide linkage of a purine nucleotide in one or 
both strands of the siNA molecule can comprise a 2'-5 ' intemucleotide linkage. 

15 In another embodiment, a chemically-modified siNA molecule of the invention 

comprises a duplex having two strands, one or both of which can be chemically-modified, 
wherein each strand is about 18 to about 27 {e.g., about 18, 19, 20, 21, 22, 23, 24, 25, 26, 
or 27) nucleotides in length, wherein the duplex has about 18 to about 23 (e.g., about 18, 
19, 20, 21, 22, or 23) base pairs, and wherein the chemical modification comprises a 

20 structure having any of Formulae I- VII. For example, an exemplary chemically-modified 
siNA molecule of the invention comprises a duplex having two strands, one or both of 
which can be chemically-modified with a chemical modification having any of Formulae 
I-VII or any combination thereof, wherein each strand consists of about 21 nucleotides, 
each having a 2-nucleotide 3 '-terminal nucleotide overhang, and wherein the duplex has 

25 about 19 base pairs. In another embodiment, a siNA molecule of the invention comprises 
a single stranded hairpin structure, wherein the siNA is about 36 to about 70 (e.g., about 
36, 40, 45, 50, 55, 60, 65, or 70) nucleotides in length having about 18 to about 23 (e.g., 
about 18, 19, 20, 21, 22, or 23) base pairs, and wherein the siNA can include a chemical 
modification comprising a structure having any of Formulae I-VII or any combination 

30 thereof. For example, an exemplary chemically-modified siNA molecule of the invention 
comprises a linear oligonucleotide having about 42 to about 50 (e.g., about 42, 43, 44, 45, 
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46, 47, 48, 49, or 50) nucleotides that is chemically-modified with a chemical 
modification having any of Formulae I- VII or any combination thereof, wherein the linear 
oligonucleotide forms a hairpin structure having about 19 base pairs and a 2-nucleotide 
3 '-terminal nucleotide overhang. In another embodiment, a linear hairpin siNA molecule 
5 of the invention contains a stem loop motif, wherein the loop portion of the siNA 
molecule is biodegradable. For example, a linear hairpin siNA molecule of the invention 
is designed such that degradation of the loop portion of the siNA molecule in vivo can 
generate a double- stranded siNA molecule with 3 '-terminal overhangs, such as 3 '-terminal 
nucleotide overhangs comprising about 2 nucleotides. 

In another embodiment, a siNA molecule of the invention comprises a circular 
nucleic acid molecule, wherein the siNA is about 38 to about 70 (e.g., about 38, 40, 45, 
50, 55, 60, 65, or 70) nucleotides in length having about 18 to about 23 (e.g., about 18, 
19, 20, 21, 22, or 23) base pairs, and wherein the siNA can include a chemical 
modification, which comprises a structure having any of Formulae I- VII or any 
combination thereof. For example, an exemplary chemically-modified siNA molecule of 
the invention comprises a circular oligonucleotide having about 42 to about 50 (e.g., 
about 42, 43, 44, 45, 46, 47, 48, 49, or 50) nucleotides that is chemically-modified with a 
chemical modification having any of Formulae I- VII or any combination thereof, wherein 
the circular oligonucleotide forms a dumbbell shaped structure having about 19 base pairs 
and 2 loops. 

In another embodiment, a circular siNA molecule of the invention contains two 
loop motifs, wherein one or both loop portions of the siNA molecule is biodegradable. 
For example, a circular siNA molecule of the invention is designed such that degradation 
of the loop portions of the siNA molecule in vivo can generate a double-stranded siNA 
25 molecule with 3 f -terminal overhangs, such as 3-terminal nucleotide overhangs 
comprising about 2 nucleotides. 

In one embodiment, a siNA molecule of the invention comprises at least one (e.g., 
about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) abasic moiety, for example a compound having 
Formula V: 
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wherein each R3, R4, R5, R6, R7, RS, RIO, Rl 1, R12, and R13 is independently H, OH, 
alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S- 
alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl- 
5 OH, O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl- S -alkyl, alkyl-O- alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2. 

In one embodiment, a siNA molecule of the invention comprises at least one (e.g., 
10 about 1, 2, 3, 4, 5, 6, 7, S, 9, 10, or more) inverted abasic moiety, for example a 
compound having Formula VI: 




wherein each R3, R4, R5, R6, R7, R8, RIO, Rll, R12, and R13 is independently H, OH, 
alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S- 
15 alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl- 
OH, O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2, and 



25 



BNSDOCIO: <WO 03074654A2J_> 



WO 03/074654 PCT/US03/05028 

either R2, R3, RS or R13 serve as points of attachment to the siNA molecule of the 
invention. 



In another embodiment, a siNA molecule of the invention comprises at least one 
{e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) substituted polyalkyl moieties, for 
5 example a compound having Formula VII: 




R 2 

wherein each n is independently an integer from 1 to 12, each Rl, R2 and R3 is 
independently H, OH, alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, 
OCF3, OCN, O-alkyl, S-alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl- 
10 OSH, alkyl-OH, O-alkyl-OH, O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl- 
O-alkyl, ON02, N02, N3, NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O- 
aminoalkyl, O-aminoacid, O-aminoacyl, heterocycloalkyl, heterocycloalkaryl, 
aminoalkylamino, polyalklylamino, substituted silyl, or a group having Formula I, and 
Rl, R2 or R3 serves as points of attachment to the siNA molecule of the invention. 

15 In another embodiment, the invention features a compound having Formula VII, 

wherein Rl and R2 are hydroxyl (OH) groups, n = 1, and R3 comprises O and is the point 
of attachment to the 3 '-end, the 5 f -end, or both of the 3 ! and Spends of one or both strands 
of a double-stranded siNA molecule of the invention or to a single-stranded siNA 
molecule of the invention. This modification is referred to herein as "glyceryl" (for 

20 example modification 6 in Figure 22). 

In another embodiment, a moiety having any of Formula V, VI or VII of the 
invention is at the 3'-end, the 5*-end, or both of the 3* and 5-ends of a siNA molecule of 
the invention. For example, a moiety having Formula V, VI or VII can be present at the 
3'-end, the 5'-end, or both of the 3' and 5'-ends of the antisense strand, the sense strand, or 
25 both antisense and sense strands of the siNA molecule. In addition, a moiety having 
Formula VII can be present at the 3 '-end or the 5 -end of a hairpin siNA molecule as 
described herein. 
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In another embodiment, a siNA molecule of the invention comprises an abasic 
residue having Formula V or VI, wherein the abasic residue having Formula VI or VI is 
connected to the siNA construct in a 3'-3\ 3 f -2', 2'-3', or S'-S* configuration, such as at the 
3'-end, the 5'-end, or both of the 3' and 5'-ends of one or both siNA strands. 

5 In one embodiment, a siNA molecule of the invention comprises one or more (e.g., 

about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) locked nucleic acid (LNA) nucleotides, for 
example at the 5 f -end, the 3 f -end, both of the 5' and 3'-ends, or any combination thereof, 
of the siNA molecule. 

In another embodiment, a siNA molecule of the invention comprises one or more 
10 (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) acyclic nucleotides, for example at the 5'- 
end, the 3 '-end, both of the 5' and 3 '-ends, or any combination thereof, of the siNA 
molecule. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 

15 comprises a sense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the sense region are 2 , -deoxy-2 , -fluoro pyrimidine nucleotides (e.g., wherein all 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a 
plurality of pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and 
where any (e.g., one or more or all) purine nucleotides present in the sense region are 2'- 

20 deoxy purine nucleotides (e.g., wherein all purine nucleotides are 2'~deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2-deoxy purine 
nucleotides). 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 

25 comprises a sense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the sense region are 2 , -deoxy-2*-fluoro pyrimidine nucleotides (e.g., wherein all 
pyrimidine nucleotides are 2 , -deoxy-2'-fluoro pyrimidine nucleotides or alternately a 
plurality of pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and 
where any (e.g., one or more or all) purine nucleotides present in the sense region are 2- 

30 deoxy purine nucleotides (e.g., wherein all purine nucleotides are 2'-deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy purine 
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nucleotides), wherein any nucleotides comprising a 3 -terminal nucleotide overhang that 
are present in said sense region are 2-deoxy nucleotides. 



In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
5 comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2 ! -deoxy-2 ? -fluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2 , -deoxy-2 t -fluoro pyrimidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2 , -deoxy-2'-fluoro pyrimidine 
nucleotides), and wherein any (e.g., one or more or all) purine nucleotides present in the 
10 antisense region are 2'-0-methyl purine nucleotides (e.g., wherein all purine nucleotides 
are 2-O-methyl purine nucleotides or alternately a plurality of purine nucleotides are 2'- 
O-methyl purine nucleotides). 

hi one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 

15 comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2 -deoxy-2'-fluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine 
nucleotides), and wherein any (e.g., one or more or all) purine nucleotides present in the 

20 antisense region are 2 , -0-methyl purine nucleotides (e.g., wherein all purine nucleotides 
are 2 , -0-methyl purine nucleotides or alternately a plurality of purine nucleotides are 2 f - 
O-methyl purine nucleotides), wherein any nucleotides comprising a 3 ! -terminal 
nucleotide overhang that are present in said antisense region are 2 ! -deoxy nucleotides. 

In one embodiment, the invention features a chemically-modified short interfering 
25 nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2 f -deoxy-2-fluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2 f -deoxy-2 ! -fluoro pyrimidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine 
30 nucleotides), and where any (e.g., one or more or all) purine nucleotides present in the 
antisense region are 2'-deoxy purine nucleotides (e.g., wherein all purine nucleotides are 
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2-deoxy purine nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy 
purine nucleotides). 



In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
5 (RNAi) inside a cell or reconstituted in vitro system,, wherein the chemically-modified 
siNA comprises a sense region and an antisense region. The sense region comprises one 
or more 2 -deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2 l -fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 l -deoxy-2 , -fluoro pyrimidine nucleotides), and one or more 

10 2-deoxy purine nucleotides (e.g., wherein all purine nucleotides are 2'-deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy purine 
nucleotides). Inverted deoxy abasic modifications can be optionally present at the 3 f - 
end, the 5'-end, or both of the 3' and 5-ends of the sense region. The sense region 
optionally further comprises a 3 f -terminal overhang having about 1 to about 4 (e.g., about 

15 1, 2, 3, or 4) 2 T -deoxyribonucleotides. The antisense region comprises one or more 2'- 
deoxy-2 ! -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine nucleotides are 2- 
deoxy-2-fluoro pyrimidine nucleotides or alternately a plurality of pyrimidine nucleotides 
are 2 -deoxy-2 f -fluoro pyrimidine nucleotides), and one or more 2-O-methyl purine 
nucleotides (e.g., wherein all purine nucleotides are 2'-0-methyl purine nucleotides or 

20 alternately a plurality of purine nucleotides are 2 , -0-methyl purine nucleotides). A 
terminal cap modification, such as any modification described herein or shown in Figure 
22, is optionally present at the 3 f -end, the 5 ! -end, or both of the 3 ? and 5-ends of the 
antisense sequence. The antisense region optionally further comprises a 3'-terminal 
nucleotide overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 4) T- 

25 deoxynucleotides, wherein the overhang nucleotides can further comprise one or more 
(e.g., 1, 2, 3, or 4) phosphorothioate internucleotide linkages. Non-limiting examples of 
these chemically-modified siNAs are shown in Figures 18 and 19 and Table IV herein. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
30 (RNAi) inside a cell or reconstituted in vitro system, wherein the siNA comprises a sense 
region and an antisense region, wherein the sense region comprises one or more 2 f -deoxy- 
2-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine nucleotides are 2'-deoxy-2 ? ~ 
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fluoro pyrimidine nucleotides or alternately a plurality of pyrimidine nucleotides are 2'- 
deoxy-2'-fluoro pyrimidine nucleotides), and one or more purine ribonucleotides (e.g., 
wherein all purine nucleotides are purine ribonucleotides or alternately a plurality of 
purine nucleotides are purine ribonucleotides) and wherein the antisense region comprises 
5 one or more 2 , -deoxy-2 t -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2 , -fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 , -deoxy-2 l -fluoro pyrimidine nucleotides), and one or more 
2 f -0-methyl purine nucleotides (e.g., wherein all purine nucleotides are 2-O-methyl 
purine nucleotides or alternately a plurality of purine nucleotides are 2-O-methyl purine 

10 nucleotides). Inverted deoxy abasic modifications are optionally present at the 3 -end, the 
5'-end, or both of the 3' and 5 f -ends of the sense region. The sense region optionally 
further comprises a 3 -terminal overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 
4) 2 f -deoxyribonucleo tides. A terminal cap modification, such as any modification 
described herein or shown in Figure 22, is optionally present at the 3'-end, the 5 -end, or 

15 both of the 3 f and 5 -ends of the antisense sequence. The antisense region optionally 
further comprises a 3 ! -terminal nucleotide overhang having about 1 to about 4 (e.g., about 
1, 2, 3, or 4) 2 f -deoxynucleotides, wherein the overhang nucleotides can further comprise 
one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate internucleotide linkages. Non-limiting 
examples of these chemically-modified siNAs are shown in Figures 18 and 19 and Table 

20 IV herein. 

hi one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
(RNAi) inside a cell or reconstituted in vitro system, wherein the chemically-modified 
siNA comprises a sense region and an antisense region, wherein the sense region 

25 comprises one or 2'-deoxy-2 , -fluoro pyrimidine nucleotides {e.g., wherein all pyrimidine 
nucleotides are 2 f -deoxy-2-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 l -deoxy-2'-fluoro pyrimidine nucleotides), and one or more 
purine nucleotides selected from the group consisting of V -deoxy nucleotides, locked 
nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4'-thionucleotides, and 2'- 

30 O-methyl nucleotides (e.g., wherein all purine nucleotides are selected from the group 
consisting of T -deoxy nucleotides, locked nucleic acid (LNA) nucleotides, 2'- 
methoxyethyl nucleotides, 4'-thionucleotides, and 2'-0-methyl nucleotides or alternately 
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a plurality of purine nucleotides are selected from the group consisting of 2'-deoxy 
nucleotides, locked nucleic acid (LNA) nucleotides, 2 5 -methoxyethyl nucleotides, 4>- 
thionucleotides, and 2'-Omethyl nucleotides) and wherein the antisense region comprises 
one or more 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 

5 nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 , -deoxy-2'-fluoro pyrimidine nucleotides), and one or more 
purine nucleotides selected from the group consisting of 2'-deoxy nucleotides, locked 
nucleic acid (LNA) nucleotides, 2 5 -methoxyethyl nucleotides, 4'-thionucleotides, and 2'- 
O-methyl nucleotides (e.g., wherein all purine nucleotides are selected from the group 

10 consisting of 2'-deoxy nucleotides, locked nucleic acid (LNA) nucleotides, 2'- 
methoxyethyl nucleotides, 4'-thionucleotides, and 2'-0-methyl nucleotides or alternately 
a plurality of purine nucleotides are selected from the group consisting of 2'-deoxy 
nucleotides, locked nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4'- 
thionucleotides, and 2'-Omethyl nucleotides). Inverted deoxy abasic modifications are 

15 optionally present at the 3 '-end, the S'-end, or both of the 3' and 5'-ends of the sense 
region. The sense region optionally further comprises a 3 -terminal overhang having about 
1 to about 4 (e.g., about 1, 2, 3, or 4) 2 , -deoxyribonucleotides. A terminal cap 
modification, such as any modification described herein or shown in Figure 22, is 
optionally present at the 3'-end, the 5'-end, or both of the 3' and 5 f -ends of the antisense 

20 sequence. The antisense region optionally further comprises a 3 -terminal nucleotide 
overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 4) 2'-deoxynucleotides, wherein 
the overhang nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4) 
phosphorothioate internucleotide linkages. 

In another embodiment, any modified nucleotides present in the siNA molecules of 
25 the invention, preferably in the antisense strand of the siNA molecules of the invention, 
but also optionally in the sense and/or both antisense and sense strands, comprise 
modified nucleotides having properties or characteristics similar to naturally occurring 
ribonucleotides. For example, the invention features siNA molecules including modified 
nucleotides having a Northern conformation (e.g., Northern pseudorotation cycle, see for 
30 example Saenger, Principles of Nucleic Acid Structure, Springer- Verlag ed., 1984). As 
such, chemically modified nucleotides present in the siNA molecules of the invention, 
preferably in the antisense strand of the siNA molecules of the invention, but also 
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optionally in the sense and/or both antisense and sense strands, are resistant to nuclease 
degradation while at the same time maintaining the capacity to mediate RNAi. Non- 
limiting examples of nucleotides having a northern configuration include locked nucleic 
acid (LNA) nucleotides (e.g., 2'-0 5 4'-C-methylene-(D-ribofuranosyl) nucleotides); 2*- 
5 methoxyethoxy (MOE) nucleotides; 2'-methyl-thio-ethyl, 2'-deoxy-2'-fluoro nucleotides, 
2'-deoxy-2'-chloro nucleotides, 2'-azido nucleotides, and 2'-0-methyl nucleotides. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid molecule (siNA) capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises a conjugate 

10 covalently attached to the chemically-modified siNA molecule. In another embodiment, 
the conjugate is covalently attached to the chemically-modified siNA molecule via a 
biodegradable linker. In one embodiment, the conjugate molecule is attached at the 3'- 
end of either the sense strand, the antisense strand, or both strands of the chemically- 
modified siNA molecule. In another embodiment, the conjugate molecule is attached at 

15 the 5*-end of either the sense strand, the antisense strand, or both strands of the 
chemically-modified siNA molecule. In yet another embodiment, the conjugate molecule 
is attached both the 3'-end and 5'-end of either the sense strand, the antisense strand, or 
both strands of the chemically-modified siNA molecule, or any combination thereof. In 
one embodiment, a conjugate molecule of the invention comprises a molecule that 

20 facilitates delivery of a chemically-modified siNA molecule into a biological system, 
such as a cell. In another embodiment, the conjugate molecule attached to the 
chemically-modified siNA molecule is a poly ethylene glycol, human serum albumin, or a 
ligand for a cellular receptor that can mediate cellular uptake. Examples of specific 
conjugate molecules contemplated by the instant invention that can be attached to 

25 chemically-modified siNA molecules are described in Vargeese et ah, U.S. Serial No. 
10/201,394, incorporated by reference herein. The type of conjugates used and the extent 
of conjugation of siNA molecules of the invention can be evaluated for improved 
pharmacokinetic profiles, bioavailability, and/or stability of siNA constructs while at the 
same time maintaining the ability of the siNA to mediate RNAi activity. As such, one 

30 skilled in the art can screen siNA constructs that are modified with various conjugates to 
determine whether the siNA conjugate complex possesses improved properties while 



32 



BNSDOCID: <WO 03074654A2_I_> 



WO 03/074654 PCT/US03/05028 

maintaining the ability to mediate RNAi, for example in animal models as are generally 
known in the art. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 
molecule of the invention, wherein the siNA further comprises a nucleotide, non- 
5 nucleotide, or mixed nucleotide/non-nucleotide linker that joins the sense region of the 
siNA to the antisense region of the siNA. In one embodiment, a nucleotide linker of the 
invention can be a linker of > 2 nucleotides in length, for example 3, 4, 5, 6, 7, 8, 9, or 10 
nucleotides in length. In another embodiment, the nucleotide linker can be a nucleic acid 
aptamer. By "aptamer" or "nucleic acid aptamer" as used herein is meant a nucleic acid 
10 molecule that binds specifically to a target molecule wherein the nucleic acid molecule 
has sequence that comprises a sequence recognized by the target molecule in its natural 
setting. Alternately, an aptamer can be a nucleic acid molecule that binds to a target 
molecule where the target molecule does not naturally bind to a nucleic acid. The target 
molecule can be any molecule of interest. For example, the aptamer can be used to bind to 
15 a ligand-binding domain of a protein, thereby preventing interaction of the naturally 
occurring ligand with the protein. This is a non-limiting example and those in the art will 
recognize that other embodiments can be readily generated using techniques generally 
known in the art. (See, for example, Gold et al, 1995, Annu. Rev. Biochem., 64, 763; 
Brody and Gold, 2000, J. Biotechnol, 74, 5; Sun, 2000, Curr. Opin. Mol. Titer., 2, 100; 
20 Kusser, 2000, J. Biotechnol., 74, 27; Hermann and Patel, 2000, Science, 287, 820; and 
Jayasena, 1999, Clinical Chemistty, 45, 1628.) 

hi yet another embodiment, a non-nucleotide linker of the invention comprises 
abasic nucleotide, polyether, polyamine, polyamide, peptide, carbohydrate, lipid, 
polyhydrocarbon, or other polymeric compounds (e.g. polyethylene glycols such as those 

25 having between 2 and 100 ethylene glycol units). Specific examples include those 
described by Seela and Kaiser, Nucleic Acids Res. 1990, 75:6353 and Nucleic Acids Res. 
1987, 75:3113; Cload and Schepartz, J. Am. Chem. Soc. 1991, 773:6324; Richardson and 
Schepartz, J. Am. Chem. Soc. 1991, 773:5109; Ma et al., Nucleic Acids Res. 1993, 
27:2585 and Biochemistry 1993, 32:1751; Durand et al. Nucleic Acids Res. 1990, 

30 75:6353; McCurdy et al., Nucleosides & Nucleotides 1991, 70:287; Jschke et al., 
Tetrahedron Lett. 1993, 34:301; Ono et al., Biochemistty 1991, 30:9914; Arnold et al., 
International Publication No. WO 89/02439; Usman et al., International Publication No. 
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WO 95/06731; Dudycz et al t International Publication No. WO 95/11910 and Ferentz 
and Verdine, J. Am. Chem. Soc. 1991, 773:4000, all hereby incorporated by reference 
herein. A "non-nucleotide" further means any group or compound that can be 
incorporated into a nucleic acid chain in the place of one or more nucleotide units, 
5 including either sugar and/or phosphate substitutions, and allows the remaining bases to 
exhibit their enzymatic activity. The group or compound can be abasic in that it does not 
contain a commonly recognized nucleotide base, such as adenosine, guanine, cytosine, 
uracil or thymine, for example at the CI position of the sugar. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 

10 molecule capable of mediating RNA interference (RNAi) inside a cell or reconstituted in 
vitro system, wherein one or both strands of the siNA molecule that are assembled from 
two separate oligonucleotides do not comprise any ribonucleotides. For example, a siNA 
molecule can be assembled from a single oligonculeotide where the sense and antisense 
regions of the siNA comprise separate oligonucleotides not having any ribonucleotides 

15 (e.g., nucleotides having a 2'-OH group) present in the oligonucleotides. In another 
example, a siNA molecule can be assembled from a single oligonculeotide where the 
sense and antisense regions of the siNA are linked or circularized by a nucleotide or non- 
nucleotide linker as desrcibed herein, wherein the oligonucleotide does not have any 
ribonucleotides (e.g., nucleotides having a 2 5 -OH group) present in the oligonucleotide. 

20 Applicant has surprisingly found that the presense of ribonucleotides (e.g., nucleotides 
having a 2'-hydroxyl group) within the siNA molecule is not required or essential to 
support RNAi activity. As such, in one embodiment, all positions within the siNA can 
include chemically modified nucleotides and/or non-nucleotides such as nucleotides and 
or non-nucleotides having Formula I, II, III, IV, V, VI, or VII or any combination thereof 

25 to the extent that the ability of the siNA molecule to support RNAi activity in a cell is 
maintained. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
30 a target nucleic acid sequence. In another embodiment, the single stranded siNA 
molecule of the invention comprises a 5 '-terminal phosphate group. In another 
embodiment, the single stranded siNA molecule of the invention comprises a 5 '-terminal 
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phosphate group and a 3 '-terminal phosphate group (e.g., a 2\ 3 '-cyclic phosphate). In 
another embodiment, the single stranded siNA molecule of the invention comprises about 
19 to about 29 nucleotides. In yet another embodiment, the single stranded siNA 
molecule of the invention comprises one or more chemically modified nucleotides or non- 
5 nucleotides described herein. For example, all the positions within the siNA molecule 
can include chemically-modified nucleotides such as nucleotides having any of Formulae 
I- VII, or any combination thereof to the extent that the ability of the siNA molecule to 
support RNAi activity in a cell is maintained. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 

10 molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
the siNA are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2 f -fluoro pyrimidine nucleotides or alternately a plurality of 

15 pyrimidine nucleotides are 2 , -deoxy-2'-fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are 2-O-methyl purine nucleotides 
(e.g., wherein all purine nucleotides are 2 , -Omethyl purine nucleotides or alternately a 
plurality of purine nucleotides are 2 f -0-methyl purine nucleotides), and a terminal cap 
modification, such as any modification described herein or shown in Figure 22, that is 

20 optionally present at the 3'-end, the 5-end, or both of the 3' and 5 -ends of the antisense 
sequence, the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 
4) terminal 2'-deoxynucleotides at the 3 '-end of the siNA molecule, wherein the terminal 
nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
internucleotide linkages, and wherein the siNA optionally further comprises a terminal 

25 phosphate group, such as a 5 '-terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
30 the siNA are 2'-deoxy-2 -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2-deoxy-2 f -fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 f -deoxy-2'-fluoro pyrimidine nucleotides), and wherein any 
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purine nucleotides present in the antisense region are 2'-deoxy purine nucleotides (e.g., 
wherein all purine nucleotides are 2-deoxy purine nucleotides or alternately a plurality of 
purine nucleotides are 2'-deoxy purine nucleotides), and a terminal cap modification, such 
as any modification described herein or shown in Figure 22, that is optionally present at 

5 the 3-end, the 5'-end, or both of the 3 f and 5'-ends of the antisense sequence, the siNA 
optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 4) terminal 2 f - 
deoxynucleotides at the 3 '-end of the siNA molecule, wherein the terminal nucleotides 
can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate intemucleotide 
linkages, and wherein the siNA optionally further comprises a terminal phosphate group, 

10 such as a 5' -terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 

15 the siNA are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrrolidine 
nucleotides are 2 , -deoxy-2-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2-deoxy-2'-fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are locked nucleic acid (LNA) 
nucleotides (e.g., wherein all purine nucleotides are LNA nucleotides or alternately a 

20 plurality of purine nucleotides are LNA nucleotides), and a terminal cap modification, 
such as any modification described herein or shown in Figure 22, that is optionally 
present at the 3-end, the 5-end, or both of the 3' and 5-ends of the antisense sequence, 
the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 4) 
terminal 2-deoxynucleotides at the 3' -end of the siNA molecule, wherein the terminal 

25 nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
intemucleotide linkages, and wherein the siNA optionally further comprises a terminal 
phosphate group, such as a 5 '-terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
30 the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
the siNA are 2 , -deoxy-2 ! -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
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nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2 , -fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are 2'-methoxyethyl purine nucleotides 
(e.g., wherein all purine nucleotides are 2'-methoxyethyl purine nucleotides or alternately 

5 a plurality of purine nucleotides are 2'-methoxyethyl purine nucleotides), and a terminal 
cap modification, such as any modification described herein or shown in Figure 22, that 
is optionally present at the 3'-end, the 5*-end, or both of the 3 f and S'-ends of the antisense 
sequence, the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 
4) terminal 2'-deoxynucleotides at the 3 '-end of the siNA molecule, wherein the terminal 

10 nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
intemucleotide linkages, and wherein the siNA optionally further comprises a terminal 
phosphate group, such as a S'-terminal phosphate group. 

In another embodiment, any modified nucleotides present in the single stranded 
siNA molecules of the invention comprise modified nucleotides having properties or 

15 characteristics similar to naturally occurring ribonucleotides. For example, the invention 
features siNA molecules including modified nucleotides having a Northern conformation 
(e.g., Northern pseudorotation cycle, see for example Saenger, Principles of Nucleic Acid 
Structure, Springer-Verlag ed., 1984). As such, chemically modified nucleotides present 
in the single stranded siNA molecules of the invention are preferably resistant to nuclease 

20 degradation while at the same time maintaining the capacity to mediate RNAi. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene; and (b) introducing the siNA molecule into 
25 a cell under conditions suitable to modulate the expression of the gene in the cell. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene and wherein the sense strand sequence of 
30 the siNA comprises a sequence substantially similar to the sequence of the target RNA; 
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and (b) introducing the siNA molecule into a cell under conditions suitable to modulate 
the expression of the gene in the cell. 

In another embodiment, the invention features a method for modulating the 
expression of more than one gene within a cell comprising: (a) synthesizing siNA 
5 molecules of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
the siNA molecules into a cell under conditions suitable to modulate the expression of the 
genes in the cell. 

In another embodiment, the invention features a method for modulating the 
10 expression of more than one gene within a cell comprising: (a) synthesizing a siNA 
molecule of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the gene and wherein the sense 
strand sequence of the siNA comprises a sequence substantially similar to the sequence of 
the target RNA; and (b) introducing the siNA molecules into a cell under conditions 
15 suitable to modulate the expression of the genes in the cell. 

In one embodiment, siNA molecules of the invention are used as reagents in ex 
vivo applications. For example, siNA reagents are intoduced into tissue or cells that are 
transplanted into a subject for therapeutic effect. The cells and/or tissue can be derived 
from an organism or subject that later receives the explant, or can be derived from another 

20 organism or subject prior to transplantation. The siNA molecules can be used to 
modulate the expression of one or more genes in the cells or tissue, such that the cells or 
tissue obtain a desired phenotype or are able to perform a function when transplanted in 
vivo. In one embodiment, certain target cells from a patient are extracted. These 
extracted cells are contacted with siNAs targeteing a specific nucleotide sequence within 

25 the cells under conditions suitable for uptake of the siNAs by these cells (e.g. using 
delivery reagents such as cationic lipids, liposomes and the like or using techniques such 
as electroporation to facilitate the delivery of siNAs into cells). The cells are then 
reintroduced back into the same patient or other patients. Non-limiting examples of ex 
vivo applications include use in organ/tissue transplant, tissue grafting* or treatment of 

30 pulmonary disease (e.g., restenosis) or prevent neointimal hyperplasia and atherosclerosis 
in vein grafts. Such ex vivo applications may also used to treat conditions associated with 
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coronary and peripheral bypass graft failure, for example, such methods can be used in 
conjunction with peripheral vascular bypass graft surgery and coronary artery bypass 
graft surgery. Additional applications include transplants to treat CNS lesions or injury, 
including use in treatment of neurodegenerative conditions such as Alzheimer's disease, 
5 Parkinson's Disease, Epilepsy, Dementia, Huntington's disease, or amyotrophic lateral 
sclerosis (ALS). 

In one embodiment, the invention features a method of modulating the expression 
of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
invention, which can be chemically-modified, wherein one of the siNA strands comprises 

10 a sequence complementary to RNA of the gene; and (b) introducing the siNA molecule 
into a cell of the tissue explant derived from a particular organism under conditions 
suitable to modulate the expression of the gene in the tissue explant. In another 
embodiment, the method further comprises introducing the tissue explant back into the 
organism the tissue was derived from or into another organism under conditions suitable 

15 to modulate the expression of the gene in that organism. 

hi one embodiment, the invention features a method of modulating the expression 
of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
invention, which can be chemically-modified, wherein one of the siNA strands comprises 
a sequence complementary to RNA of the gene and wherein the sense strand sequence of 

20 the siNA comprises a sequence substantially similar to the sequence of the target RNA; 
and (b) introducing the siNA molecule into a cell of the tissue explant derived from a 
particular organism under conditions suitable to modulate the expression of the gene in 
the tissue explant. In another embodiment, the method further comprises introducing the 
tissue explant back into the organism the tissue was derived from or into another 

25 organism under conditions suitable to modulate the expression of the gene in that 
organism. 

ha another embodiment, the invention features a method of modulating the 
expression of more than one gene in a tissue explant comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein one of the siNA 
30 strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
the siNA molecules into a cell of the tissue explant derived from a particular organism 
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under conditions suitable to modulate the expression of the genes in the tissue explant. In 
another embodiment, the method further comprises introducing the tissue explant back 
into the organism the tissue was derived from or into another organism under conditions 
suitable to modulate the expression of the genes in that organism. 

5 In one embodiment, the invention features a method of modulating the expression 

of a gene in an organism comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene; and (b) introducing the siNA molecule into 
the organism under conditions suitable to modulate the expression of the gene in the 

10 organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in an organism comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
15 the siNA molecules into the organism under conditions suitable to modulate the 
expression of the genes in the organism. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein the siNA comprises a single stranded 
20 sequence having complementarity to RNA of the gene; and (b) introducing the siNA 
molecule into a cell under conditions suitable to modulate the expression of the gene in 
the cell. 

In another embodiment, the invention features a method for modulating the 
expression of more than one gene within a cell comprising: (a) synthesizing siNA 
25 molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) contacting the siNA molecule with a cell in vitro or in vivo under conditions suitable 
to modulate the expression of the genes in the cell. 

In one embodiment, the invention features a method of modulating the expression 
30 of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
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invention, which can be chemically-modified, wherein the siNA comprises a single 
stranded sequence having complementarity to RNA of the gene; and (b) contacting the 
siNA molecule with a cell of the tissue explant derived from a particular organism under 
conditions suitable to modulate the expression of the gene in the tissue explant. In another 
5 embodiment, the method further comprises introducing the tissue explant back into the 
organism the tissue was derived from or into another organism under conditions suitable 
to modulate the expression of the gene in that organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in a tissue explant comprising: (a) synthesizing siNA 

10 molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) introducing the siNA molecules into a cell of the tissue explant derived from a 
particular organism under conditions suitable to modulate the expression of the genes in 
the tissue explant. In another embodiment, the method further comprises introducing the 

15 tissue explant back into the organism the tissue was derived from or into another 
organism under conditions suitable to modulate the expression of the genes in that 
organism. 

In one embodiment, the invention features a method of modulating the expression 
of a gene in an organism comprising: (a) synthesizing a siNA molecule of the invention, 
20 which can be chemically-modified, wherein the siNA comprises a single stranded 
sequence having complementarity to RNA of the gene; and (b) introducing the siNA 
molecule into the organism under conditions suitable to modulate the expression of the 
gene in the organism. 

In another embodiment, the invention features a method of modulating the 
25 expression of more than one gene in an organism comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) introducing the siNA molecules into the organism under conditions suitable to 
modulate the expression of the genes in the organism. 

30 In one embodiment, the invention features a method of modulating the expression 

of a gene in an organism comprising contacting the organism with a siNA molecule of the 
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invention under conditions suitable to modulate the expression of the gene in the 
organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in an organism comprising contacting the organism 
5 with one or more siNA molecules of the invention under conditions suitable to modulate 
the expression of the genes in the organism. 

The siNA molecules of the invention can be designed to inhibit target gene 
expression through RNAi targeting of a variety of RNA molecules. In one embodiment, 
the siNA molecules of the invention are used to target various RNAs corresponding to a 

10 target gene. Non-limiting examples of such RNAs include messenger RNA (mRNA), 
alternate RNA splice variants of target gene(s), post-transcriptionally modified RNA of 
target gene(s), pre-mRNA of target gene(s), and/or RNA templates. If alternate splicing 
produces a family of transcripts that are distinguished by usage of appropriate exons, the 
instant invention can be used to inhibit gene expression through the appropriate exons to 

15 specifically inhibit or to distinguish among the functions of gene family members. For 
example, a protein that contains an alternatively spliced transmembrane domain can be 
expressed in both membrane bound and secreted forms. Use of the invention to target the 
exon containing the transmembrane domain can be used to determine the functional 
consequences of pharmaceutical targeting of membrane bound as opposed to the secreted 

20 form of the protein. Non-limiting examples of applications of the invention relating to 
targeting these RNA molecules include therapeutic pharmaceutical applications, 
pharmaceutical discovery applications, molecular diagnostic and gene function 
applications, and gene mapping, for example using single nucleotide polymorphism 
mapping with siNA molecules of the invention. Such applications can be implemented 

25 using known gene sequences or from partial sequences available from an expressed 
sequence tag (EST). 

In another embodiment, the siNA molecules of the invention are used to target 
conserved sequences corresponding to a gene family or gene families. As such, siNA 
molecules targeting multiple gene targets can provide increased therapeutic effect. In 
30 addition, siNA can be used to characterize pathways of gene function in a variety of 
applications. For example, the present invention can be used to inhibit the activity of 
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target gene(s) in a pathway to determine the function of uncharacterized gene(s) in gene 
function analysis, mRNA function analysis, or translational analysis. The invention can 
be used to determine potential target gene pathways involved in various diseases and 
conditions toward pharmaceutical development. The invention can be used to understand 
5 pathways of gene expression involved in, for example, in development, such as prenatal 
development and postnatal development, and/or the progression and/or maintenance of 
cancer, infectious disease, autoimmunity, inflammation, endocrine disorders, renal 
disease, pulmonary disease, cardiovascular disease, birth defects, ageing, any other 
disease or condition related to gene expression. 

10 In one embodiment, the invention features a method comprising: (a) generating a 

library of siNA constructs having a predetermined complexity; and (b) assaying the siNA 
constructs of (a) above, under conditions suitable to determine RNAi target sites within 
the target RNA sequence. In another embodiment, the siNA molecules of (a) have 
strands of a fixed length, for example, about 23 nucleotides in length. In yet another 

15 embodiment, the siNA molecules of (a) are of differing length, for example having 
strands of about 19 to about 25 (e.g., about 19, 20, 21, 22, 23, 24, or 25) nucleotides in 
length. In one embodiment, the assay can comprise a reconstituted in vitro siNA assay as 
described herein. In another embodiment, the assay can comprise a cell culture system in 
which target RNA is expressed. In another embodiment, fragments of target RNA are 

20 analyzed for detectable levels of cleavage, for example by gel electrophoresis, northern 
blot analysis, or RNAse protection assays, to determine the most suitable target site(s) 
within the target RNA sequence. The target RNA sequence can be obtained as is known 
in the art, for example, by cloning and/or transcription for in vitro systems, and by 
cellular expression in in vivo systems. 

25 In one embodiment, the invention features a method comprising: (a) generating a 

randomized library of siNA constructs having a predetermined complexity, such as of 4 N , 
where N represents the number of base paired nucleotides in each of the siNA construct 
strands (eg. for a siNA construct having 21 nucleotide sense and antisense strands with 19 
base pairs, the complexity would be 4 19 ); and (b) assaying the siNA constructs of (a) 

30 above, under conditions suitable to determine RNAi target sites within the target RNA 
sequence. In another embodiment, the siNA molecules of (a) have strands of a fixed 
length, for example about 23 nucleotides in length. In yet another embodiment, the siNA 
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molecules of (a) are of differing length, for example having strands of about 19 to about 
25 (e.g., about 19, 20, 21, 22, 23, 24, or 25) nucleotides in length. In one embodiment, 
the assay can comprise a reconstituted in vitro siNA assay as described in Example 7 
herein, ha another embodiment, the assay can comprise a cell culture system in which 

5 target RNA is expressed. In another embodiment, fragments of target RNA are analyzed 
for detectable levels of cleavage, for example by gel electrophoresis, northern blot 
analysis, or RNAse protection assays, to determine the most suitable target site(s) within 
the target RNA sequence. In another embodiment, the target RNA sequence can be 
obtained as is known in the art, for example, by cloning and/or transcription for in vitro 

10 systems, and by cellular expression in in vivo systems. 

In another embodiment, the invention features a method comprising: (a) analyzing 
the sequence of a RNA target encoded by a target gene; (b) synthesizing one or more sets 
of siNA molecules having sequence complementary to one or more regions of the RNA 
of (a); and (c) assaying the siNA molecules of (b) under conditions suitable to determine 

15 RNAi targets within the target RNA sequence. In one embodiment, the siNA molecules 
of (b) have strands of a fixed length, for example about 23 nucleotides in length. In 
another embodiment, the siNA molecules of (b) are of differing length, for example 
having strands of about 19 to about 25 (e.g., about 19, 20, 21, 22, 23, 24, or 25) 
nucleotides in length. In one embodiment, the assay can comprise a reconstituted in vitro 

20 siNA assay as described herein. In another embodiment, the assay can comprise a cell 
culture system in which target RNA is expressed. Fragments of target RNA are analyzed 
for detectable levels of cleavage, for example by gel electrophoresis, northern blot 
analysis, or RNAse protection assays, to determine the most suitable target site(s) within 
the target RNA sequence. The target RNA sequence can be obtained as is known in the 

25 art, for example, by cloning and/or transcription for in vitro systems, and by expression in 
in vivo systems. 

By "target site" is meant a sequence within a target RNA that is "targeted" for 
cleavage mediated by a siNA construct which contains sequences within its antisense 
region that are complementary to the target sequence. 

30 By "detectable level of cleavage" is meant cleavage of target RNA (and formation 

of cleaved product RNAs) to an extent sufficient to discern cleavage products above the 
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background of RNAs produced by random degradation of the target RNA. Production of 
cleavage products from 1-5% of the target RNA is sufficient to detect above the 
background for most methods of detection. 

In one embodiment, the invention features a composition comprising a siNA 
molecule of the invention, which can be chemically-modified, in a pharmaceutically 
acceptable carrier or diluent. In another embodiment, the invention features a 
pharmaceutical composition comprising siNA molecules of the invention, which can be 
chemically-modified, targeting one or more genes in a pharmaceutically acceptable 
carrier or diluent. In another embodiment, the invention features a method for treating or 
preventing a disease or condition in a subject, comprising administering to the subject a 
composition of the invention under conditions suitable for the treatment or prevention of 
the disease or condition in the subject, alone or in conjunction with one or more other 
therapeutic compounds. In yet another embodiment, the invention features a method for 
reducing or preventing tissue rejection in a subject comprising administering to the 
subject a composition of the invention under conditions suitable for the reduction or 
prevention of tissue rejection in the subject. 

In another embodiment, the invention features a method for validating a gene target, 
comprising: (a) synthesizing a siNA molecule of the invention, which can be chemically- 
modified, wherein one of the siNA strands includes a sequence complementary to RNA 
20 of a target gene; (b) introducing the siNA molecule into a cell, tissue, or organism under 
conditions suitable for modulating expression of the target gene in the cell, tissue, or 
organism; and (c) determining the function of the gene by assaying for any phenotypic 
change in the cell, tissue, or organism. 

In another embodiment, the invention features a method for validating a target gene 
25 comprising: (a) synthesizing a siNA molecule of the invention, which can be chemically- 
modified, wherein one of the siNA strands includes a sequence complementary to RNA 
of a target gene; (b) introducing the siNA molecule into a biological system under 
conditions suitable for modulating expression of the target gene in the biological system; 
and (c) determining the function of the gene by assaying for any phenotypic change in the 
30 biological system. 
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By "biological system" is meant, material, in a purified or unpurified form, from 
biological sources, including but not limited to human, animal, plant, insect, bacterial, 
viral or other sources, wherein the system comprises the components required for KNAi 
acitivity. The term "biological system" includes, for example, a cell, tissue, or organism, 
5 or extract thereof. The term biological system also includes reconstituted RNAi systems 
that can be used in an in vitro setting. 

By "phenotypic change" is meant any detectable change to a cell that occurs in 
response to contact or treatment with a nucleic acid molecule of the invention (e.g., 
siNA). Such detectable changes include, but are not limited to, changes in shape, size, 
10 proliferation, motility, protein expression or RNA expression or other physical or 
chemical changes as can be assayed by methods known in the art. The detectable change 
can also include expression of reporter genes/molecules such as Green Florescent Protein 
(GFP) or various tags that are used to identify an expressed protein or any other cellular 
component that can be assayed. 

15 In one embodiment, the invention features a kit containing a siNA molecule of the 

invention, which can be chemically-modified, that can be used to modulate the expression 
of a target gene in a cell, tissue, or organism. In another embodiment, the invention 
features a kit containing more than one siNA molecule of the invention, which can be 
chemically-modified, that can be used to modulate the expression of more than one target 

20 gene in a cell, tissue, or organism. 

In one embodiment, the invention features a kit containing a siNA molecule of the 
invention, which can be chemically-modified, that can be used to modulate the expression 
of a target gene in a biological system. In another embodiment, the invention features a 
kit containing more than one siNA molecule of the invention, which can be chemically- 
25 modified, that can be used to modulate the expression of more than one target gene in a 
biological system. 

hi one embodiment, the invention features a cell containing one or more siNA 
molecules of the invention, which can be chemically-modified. In another embodiment, 
the cell containing a siNA molecule of the invention is a mammalian cell, hi yet another 
30 embodiment, the cell containing a siNA molecule of the invention is a human cell. 
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In one embodiment, the synthesis of a siNA molecule of the invention, which can 
be chemically-modified, comprises: (a) synthesis of two complementary strands of the 
siNA molecule; (b) annealing the two complementary strands together under conditions 
suitable to obtain a double-stranded siNA molecule. In another embodiment, synthesis of 
5 the two complementary strands of the siNA molecule is by solid phase oligonucleotide 
synthesis. In yet another embodiment, synthesis of the two complementary strands of the 
siNA molecule is by solid phase tandem oligonucleotide synthesis. 

In one embodiment, the invention features a method for synthesizing a siNA duplex 
molecule comprising: (a) synthesizing a first oligonucleotide sequence strand of the siNA 
10 molecule, wherein the first oligonucleotide sequence strand comprises a cleavable linker 
molecule that can be used as a scaffold for the synthesis of the second oligonucleotide 
sequence strand of the siNA; (b) synthesizing the second oligonucleotide sequence strand 
of siNA on the scaffold of the first oligonucleotide sequence strand, wherein the second 
oligonucleotide sequence strand further comprises a chemical moiety than can be used to 
15 purify the siNA duplex; (c) cleaving the linker molecule of (a) under conditions suitable 
for the two siNA oligonucleotide strands to hybridize and form a stable duplex; and (d) 
purifying the siNA duplex utilizing the chemical moiety of the second oligonucleotide 
sequence strand. In one embodiment, cleavage of the linker molecule in (c) above takes 
place during deprotection of the oligonucleotide, for example under hydrolysis conditions 
20 using an alkylamine base such as methylamine. In one embodiment, the method of 
synthesis comprises solid phase synthesis on a solid support such as controlled pore glass 
(CPG) or polystyrene, wherein the first sequence of (a) is synthesized on a cleavable 
linker, such as a succinyl linker, using the solid support as a scaffold. The cleavable 
linker in (a) used as a scaffold for synthesizing the second strand can comprise similar 
25 reactivity as the solid support derivatized linker, such that cleavage of the solid support 
derivatized linker and the cleavable linker of (a) takes place concomitantly. In another 
embodiment, the chemical moiety of (b) that can be used to isolate the attached 
oligonucleotide sequence comprises a trityl group, for example a dimethoxytrityl group, 
which can be employed in a trityl-on synthesis strategy as described herein. In yet 
30 another embodiment, the chemical moiety, such as a dimethoxytrityl group, is removed 
during purification, for example, using acidic conditions. 
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In a further embodiment, the method for siNA synthesis is a solution phase 
synthesis or hybrid phase synthesis wherein both strands of the siNA duplex are 
synthesized in tandem using a cleavable linker attached to the first sequence which acts a 
scaffold for synthesis of the second sequence. Cleavage of the linker under conditions 
5 suitable for hybridization of the separate siNA sequence strands results in formation of 
the double-stranded siNA molecule. 

In another embodiment, the invention features a method for synthesizing a siNA 
duplex molecule comprising: (a) synthesizing one oligonucleotide sequence strand of the 
siNA molecule, wherein the sequence comprises a cleavable linker molecule that can be 

10 used as a scaffold for the synthesis of another oligonucleotide sequence; (b) synthesizing 
a second oligonucleotide sequence having complementarity to the first sequence strand on 
the scaffold of (a), wherein the second sequence comprises the other strand of the double- 
stranded siNA molecule and wherein the second sequence further comprises a chemical 
moiety than can be used to isolate the attached oligonucleotide sequence; (c) purifying the 

15 product of (b) utilizing the chemical moiety of the second oligonucleotide sequence 
strand under conditions suitable for isolating the full-length sequence comprising both 
siNA oligonucleotide strands connected by the cleavable linker and under conditions 
suitable for the two siNA oligonucleotide strands to hybridize and form a stable duplex, 
hi one embodiment, cleavage of the linker molecule in (c) above takes place during 

20 deprotection of the oligonucleotide, for example under hydrolysis conditions. In another 
embodiment, cleavage of the linker molecule in (c) above takes place after deprotection 
of the oligonucleotide. In another embodiment, the method of synthesis comprises solid 
phase synthesis on a solid support such as controlled pore glass (CPG) or polystyrene, 
wherein the first sequence of (a) is synthesized on a cleavable linker, such as a succinyl 

25 linker, using the solid support as a scaffold. The cleavable linker in (a) used as a scaffold 
for synthesizing the second strand can comprise similar reactivity or differing reactivity 
as the solid support derivatized linker, such that cleavage of the solid support derivatized 
linker and the cleavable linker of (a) takes place either concomitantly or sequentially. In 
one embodiment, the chemical moiety of (b) that can be used to isolate the attached 

30 oligonucleotide sequence comprises a trityl group, for example a dimethoxytrityl group. 

In another embodiment, the invention features a method for making a double- 
stranded siNA molecule in a single synthetic process comprising: (a) synthesizing an 
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oligonucleotide having a first and a second sequence, wherein the first sequence is 
complementary to the second sequence, and the first oligonucleotide sequence is linked to 
the second sequence via a cleavable linker, and wherein a terminal 5'-protecting group, 
for example, a S'-O-dimethoxytrityl group (5'-0-DMT) remains on the oligonucleotide 
5 having the second sequence; (b) deprotecting the oligonucleotide whereby the 
deprotection results in the cleavage of the linker joining the two oligonucleotide 
sequences; and (c) purifying the product of (b) under conditions suitable for isolating the 
double-stranded siNA molecule, for example using a trityl-on synthesis strategy as 
described herein. 

1 0 In another embodiment, the method of synthesis of siNA molecules of the invention 

comprises the teachings of Scaringe et aL, US Patent Nos. 5,889,136; 6,008,400; and 
6,1 1 1,086, incorporated by reference herein in their entirety. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
15 modifications, for example, one or more chemical modifications having any of Formulae 
I-VII or any combination thereof that increases the nuclease resistance of the siNA 
construct. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased nuclease resistance comprising (a) introducing nucleotides 
20 having any of Formula I-VII or any combination thereof into a siNA molecule, and (b) 
assaying the siNA molecule of step (a) under conditions suitable for isolating siNA 
molecules having increased nuclease resistance. 

In one embodiment, the invention features siNA constructs that mediate RNAi 
against a target gene, wherein the siNA construct comprises one or more chemical 
25 modifications described herein that modulates the binding affinity between the sense and 
antisense strands of the siNA construct. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the sense and antisense strands of the 
siNA molecule comprising (a) introducing nucleotides having any of Formula I-VII or 
30 any combination thereof into a siNA molecule, and (b) assaying the siNA molecule of 
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step (a) under conditions suitable for isolating siNA molecules having increased binding 
affinity between the sense and antisense strands of the siNA molecule. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
5 modifications described herein that modulates the binding affinity between the antisense 
strand of the siNA construct and a complementary target RNA sequence within a cell. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulates the binding affinity between the antisense 
10 strand of the siNA construct and a complementary target DNA sequence within a cell. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the antisense strand of the siNA 
molecule and a complementary target RNA sequence comprising (a) introducing 
nucleotides having any of Formula I- VII or any combination thereof into a siNA 
15 molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having increased binding affinity between the antisense strand 
of the siNA molecule and a complementary target RNA sequence. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the antisense strand of the siNA 
20 molecule and a complementary target DNA sequence comprising (a) introducing 
nucleotides having any of Formula I- VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having increased binding affinity between the antisense strand 
of the siNA molecule and a complementary target DNA sequence. 

25 In one embodiment, the invention features siNA constructs that mediate RNAi in a 

cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulate the polymerase activity of a cellular 
polymerase capable of generating additional endogenous siNA molecules having 
sequence homology to the chemically-modified siNA construct. 
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In another embodiment, the invention features a method for generating siNA 
molecules capable of mediating increased polymerase activity of a cellular polymerase 
capable of generating additional endogenous siNA molecules having sequence homology 
to a chemically-modified siNA molecule comprising (a) introducing nucleotides having 
5 any of Formula I- VII or any combination thereof into a siNA molecule, and (b) assaying 
the siNA molecule of step (a) under conditions suitable for isolating siNA molecules 
capable of mediating increased polymerase activity of a cellular polymerase capable of 
generating additional endogenous siNA molecules having sequence homology to the 
chemically-modified siNA molecule. 

10 In one embodiment, the invention features chemically-modified siNA constructs 

that mediate RNAi in a cell or reconstituted system, wherein the chemical modifications 
do not significantly effect the interaction of siNA with a target RNA molecule, DNA 
molecule and/or proteins or other factors that are essential for RNAi in a manner that 
would decrease the efficacy of RNAi mediated by such siNA constructs. 

15 In another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity, comprising (a) introducing nucleotides having 
any of Formula I- VII or any combination thereof into a siNA molecule, and (b) assaying 
the siNA molecule of step (a) under conditions suitable for isolating siNA molecules 
having improved RNAi activity. 

20 In yet another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity against a target RNA comprising (a) introducing 
nucleotides having any of Formula I- VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved RNAi activity against the target RNA. 

25 In yet another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity against a DNA target comprising (a) introducing 
nucleotides having any of Formula I-VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved RNAi activity against the DNA target, such as 

30 a gene, chromosome, or portion thereof 
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In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulates the cellular uptake of the siNA construct. 

In another embodiment, the invention features a method for generating siNA 
5 molecules against a target gene with improved cellular uptake comprising (a) introducing 
nucleotides having any of Formula I- VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved cellular uptake. 

In one embodiment, the invention features siNA constructs that mediate RNAi 
10 against a target gene, wherein the siNA construct comprises one or more chemical 
modifications described herein that increases the bioavailability of the siNA construct, for 
example, by attaching polymeric conjugates such as polyethyleneglycol or equivalent 
conjugates that improve the pharmacokinetics of the siNA construct, or by attaching 
conjugates that target specific tissue types or cell types in vivo. Non-limiting examples of 
15 such conjugates are described in Vargeese et dL, U.S. Serial No. 10/201,394 incorporated 
by reference herein. 

In one embodiment, the invention features a method for generating siNA molecules 
of the invention with improved bioavailability, comprising (a) introducing a conjugate 
into the structure of a siNA molecule, and (b) assaying the siNA molecule of step (a) 

20 under conditions suitable for isolating siNA molecules having improved bioavailability. 
Such conjugates can include ligands for cellular receptors, such as peptides derived from 
naturally occurring protein ligands; protein localization sequences, including cellular ZIP 
code sequences; antibodies; nucleic acid aptamers; vitamins and other co-factors, such as 
folate and N-acetylgalactosamine; polymers, such as polyethyleneglycol (PEG); 

25 phospholipids; polyamines, such as spermine or spermidine; and others. 

In another embodiment, the invention features a method for generating siNA 
molecules of the invention with improved bioavailability comprising (a) introducing an 
excipient formulation to a siNA molecule, and (b) assaying the siNA molecule of step (a) 
under conditions suitable for isolating siNA molecules having improved bioavailability. 
30 Such excipients include polymers such as cyclodextrins, lipids, cationic lipids, 
polyamines, phospholipids, and others. 
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In another embodiment, the invention features a method for generating siNA 
molecules of the invention with improved bioavailability comprising (a) introducing 
nucleotides having any of Formulae I- VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
5 isolating siNA molecules having improved bioavailability. 

In another embodiment, polyethylene glycol (PEG) can be covalently attached to 
siNA compounds of the present invention. The attached PEG can be any molecular 
weight, preferably from about 2,000 to about 50,000 daltons (Da). 

The present invention can be used alone or as a component of a kit having at least 
one of the reagents necessary to carry out the in vitro or in vivo introduction of RNA to 
test samples and/or subjects. For example, preferred components of the kit include a 
siNA molecule of the invention and a vehicle that promotes introduction of the siNA into 
cells of interest as described herein (e.g., using lipids and other methods of transfection 
known in the art, see for example Beigelman et al, US 6,395,713). The kit can be used 
for target validation, such as in determining gene function and/or activity, or in drug 
optimization, and in drug discovery (see for example Usman et al., USSN 60/402,996). 
Such a kit can also include instructions to allow a user of the kit to practice the invention. 

The term "short interfering nucleic acid", "siNA", "short interfering RNA", 
"siRNA", "short interfering nucleic acid molecule", "short interfering oligonucleotide 
molecule", or "chemically-modified short interfering nucleic acid molecule" as used 
herein refers to any nucleic acid molecule capable of inhibiting or down regulating gene 
expression or viral replication, for example by mediating RNA interference "RNAi" or 
gene silencing in a sequence-specific manner; see for example Bass, 2001, Nature, 411, 
428-429; Elbashir et al, 2001, Nature, 411, 494-498; and Kreutzer et al, International 
PCT Publication No. WO 00/44895; Zernicka-Goetz et al, International PCT Publication 
No. WO 01/36646; Fire, International PCT Publication No. WO 99/32619; Plaetinck et 
al, International PCT Publication No. WO 00/01846; Mello and Fire, International PCT 
Publication No. WO 01/29058; Deschamps-Depaillette, International PCT Publication 
No. WO 99/07409; and Li et al, International PCT Publication No. WO 00/44914; 
Allshire, 2002, Science, 297, 1818-1819; Volpe et al, 2002, Science, 297, 1833-1837; 
Jenuwein, 2002, Science, 297, 2215-2218; and Hall et al, 2002, Science, 297 2232-2237; 

53 

BNSDOCID: <WO 03074654A2_I_> 



10 



15 



20 



25 



30 



WO 03/074654 



PCT/US03/05028 



Hutvagner and Zamore, 2002, Science, 297, 2056-60; McManus et al, 2002, UNA, 8, 
842-850; Reinhart et aL, 2002, Gene & Dev., 16, 1616-1626; and Reinhart & Bartel, 
2002, Science, 297, 1831). Non limiting examples of siNA molecules of the invention are 
shown in Figures 4-6, and Tables II, III, and IV herein. For example the siNA can be a 
5 double-stranded polynucleotide molecule comprising self-complementary sense and 
antisense regions, wherein the antisense region comprises nucleotide sequence that is 
complementary to nucleotide sequence in a target nucleic acid molecule or a portion 
thereof and the sense region having nucleotide sequence corresponding to the target 
nucleic acid sequence or a portion thereof. The siNA can be assembled from two separate 
10 oligonucleotides, where one strand is the sense strand and the other is the antisense 
strand, wherein the antisense and sense strands are self-complementary (i.e. each strand 
comprises nucleotide sequence that is complementary to nucleotide sequence in the other 
strand; such as where the antisense strand and sense strand form a duplex or double 
stranded structure, for example wherein the double stranded region is about 19 base 
15 pairs); the antisense strand comprises nucleotide sequence that is complementary to 
nucleotide sequence in a target nucleic acid molecule or a portion thereof and the sense 
strand comprises nucleotide sequence corresponding to the target nucleic acid sequence 
or a portion thereof. Alternatively, the siNA is assembled from a single oligonucleotide, 
where the self-complementary sense and antisense regions of the siNA are linked by 
20 means of a nucleic acid based or non-nucleic acid-based linker(s). The siNA can be a 
polynucleotide with a hairpin secondary structure, having self-complementary sense and 
antisense regions, wherein the antisense region comprises nucleotide sequence that is 
complementary to nucleotide sequence in a separate target nucleic acid molecule or a 
portion thereof and the sense region having nucleotide sequence corresponding to the 
25 target nucleic acid sequence or a portion thereof. The siNA can be a circular single- 
stranded polynucleotide having two or more loop structures and a stem comprising self- 
complementary sense and antisense regions, wherein the antisense region comprises 
nucleotide sequence that is complementary to nucleotide sequence in a target nucleic acid 
molecule or a portion thereof and the sense region having nucleotide sequence 
30 corresponding to the target nucleic acid sequence or a portion thereof, and wherein the 
circular polynucleotide can be processed either in vivo or in vitro to generate an active 
siNA molecule capable of mediating RNAi. The siNA can also comprise a single 
stranded polynucleotide having nucleotide sequence complementary to nucleotide 
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sequence in a target nucleic acid molecule or a portion thereof (for example, where such 
siNA molecule does not require the presence within the siNA molecule of nucleotide 
sequence corresponding to the target nucleic acid sequence or a portion thereof), wherein 
the single stranded polynucleotide can further comprise a terminal phosphate group, such 
5 as a 5 '-phosphate (see for example Martinez et al, 2002, Cell., 110, 563-574 and 
Schwarz et al, 2002, Molecular Cell, 10, 537-568), or 5 ',3 '-diphosphate. In certain 
embodiment, the siNA molecule of the invention comprises separate sense and antisense 
sequences or regions, wherein the sense and antisense regions are covalently linked by 
nucleotide or non-nucleotide linkers molecules as is known in the art, or are alternately 

10 non-covalently linked by ionic interactions, hydrogen bonding, van der waals 
interactions, hydrophobic intercations, and/or stacking interactions. In certain 
embodiments, the siNA molecules of the invention comprise nucleotide sequence that is 
complementary to nucleotide sequence of a target gene. In another embodiment, the 
siNA molecule of the invention interacts with nucleotide sequence of a target gene in a 

15 manner that causes inhibition of expression of the target gene. As used herein, siNA 
molecules need not be limited to those molecules containing only RNA, but further 
encompasses chemically-modified nucleotides and non-nucleo tides. In certain 
embodiments, the short interfering nucleic acid molecules of the invention lack 2- 
hydroxy (2-OH) containing nucleotides. Applicant describes in certain embodiments 

20 short interfering nucleic acids that do not require the presence of nucleotides having a 2- 
hydroxy group for mediating RNAi and as such, short interfering nucleic acid molecules 
of the invention optionally do not include any ribonucleotides (e.g., nucleotides having a 
2-OH group). Such siNA molecules that do not require the presence of ribonucleotides 
within the siNA molecule to support RNAi can however have an attached linker or linkers 

25 or other attached or associated groups, moieties, or chains containing one or more 
nucleotides with 2' -OH groups. Optionally, siNA molecules can comprise ribonucleotides 
at about 5, 10, 20, 30, 40, or 50% of the nucleotide positions. The modified short 
interfering nucleic acid molecules of the invention can also be referred to as short 
interfering modified oligonucleotides "siMON." As used herein, the term siNA is meant 

30 to be equivalent to other terms used to describe nucleic acid molecules that are capable of 
mediating sequence specific RNAi, for example short interfering RNA (siRNA), double- 
stranded RNA (dsRNA), micro-RNA (miRNA), short hairpin RNA (shRNA), short 
interfering oligonucleotide, short interfering nucleic acid, short interfering modified 
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oligonucleotide, chemically-modified siRNA, post-transcriptional gene silencing RNA 
(ptgsRNA), and others. In addition, as used herein, the term RNAi is meant to be 
equivalent to other terms used to describe sequence specific RNA interference, such as 
post transcriptional gene silencing, or epigenetics. For example, siNA molecules of the 
5 invention can be used to epigenetically silence genes at both the post-transcriptional level 
or the pre-transcriptional level. In a non-limiting example, epigenetic regulation of gene 
expression by siNA molecules of the invention can result from siNA mediated 
modification of chromatin structure to alter gene expression (see, for example, Allshire, 
2002, Science, 297, 1818-1819; Volpe et al, 2002, Science, 297, 1833-1837; Jenuwein, 
10 2002, Science, 297, 2215-2218; and Hall et al, 2002, Science, 291, 2232-2237). 

By "modulate" is meant that the expression of the gene, or level of RNA molecule 
or equivalent RNA molecules encoding one or more proteins or protein subunits, or 
activity of one or more proteins or protein subunits is up regulated or down regulated, 
such that expression, level, or activity is greater than or less than that observed in the 
15 absence of the modulator. For example, the term "modulate" can mean "inhibit," but the 
use of the word "modulate" is not limited to this definition. 

By "inhibit" it is meant that the activity of a gene expression product or level of 
RNAs or equivalent RNAs encoding one or more gene products is reduced below that 
observed in the absence of the nucleic acid molecule of the invention. In one 
20 embodiment, inhibition with a siNA molecule preferably is below that level observed in 
the presence of an inactive or attenuated molecule that is unable to mediate an RNAi 
response. In another embodiment, inhibition of gene expression with the siNA molecule 
of the instant invention is greater in the presence of the siNA molecule than in its 
absence. 

25 By "inhibit* "down-regulate", or "reduce", it is meant that the expression of the 

gene, or level of RNA molecules or equivalent RNA molecules encoding one or more 
proteins or protein subunits, or activity of one or more proteins or protein subunits, is 
reduced below that observed in the absence of the nucleic acid molecules (e.g., siNA) of 
the invention. In one embodiment, inhibition, down-regulation or reduction with an siNA 

30 molecule is below that level observed hi the presence of an inactive or attenuated 
molecule. In another embodiment, inhibition, down-regulation, or reduction with siNA 
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molecules is below that level observed in the presence of, for example, an siNA molecule 
with scrambled sequence or with mismatches. In another embodiment, inhibition, down- 
regulation, or reduction of gene expression with a nucleic acid molecule of the instant 
invention is greater in the presence of the nucleic acid molecule than in its absence. 

5 By "gene" or "target gene" is meant, a nucleic acid that encodes an RNA, for 

example, nucleic acid sequences including, but not limited to, structural genes encoding a 
polypeptide. The target gene can be a gene derived from a cell, an endogenous gene, a 
transgene, or exogenous genes such as genes of a pathogen, for example a virus, which is 
present in the cell after infection thereof. The cell containing the target gene can be 

10 derived from or contained in any organism, for example a plant, animal, protozoan, virus, 
bacterium, or fungus. Non-limiting examples of plants include monocots, dicots, or 
gymnosperms. Non-limiting examples of animals include vertebrates or invertebrates. 
Non-limiting examples of fungi include molds or yeasts. 

By "endogenous" or "cellular" gene is meant a gene normally found in a cell in its 
15 natural location in the genome. For example, HER-2, VEGF, VEGF-R, EGFR, BCL-2, c- 
MYC, RAS and the like would be considered an endogenous gene. Genes expressed in a 
cell from a plasmid, viral vector or other vectors or from virus, bacteria, fungi would be 
considered "foreign" or "heterologous" gene; such genes are not normally found in the 
host cell, but are introduced by standard gene transfer techniques or as a result of 
20 infection by a virus, bacterial or other infectious agent. 

By "gene family" is meant a group of more than one nucleic acid molecules that 
share at least one common characteristic, such as sequence homology, target specificity, 
mode of action, secondary structure, or the ability to modulate a process or more than one 
process in a biological system. The gene family can be of viral or cellular origin. The 
25 gene family can encode, for example, groups of cytokines, receptors, growth factors, 
adapter proteins, structural proteins, and other protein epitopes. 

By "protein family" is meant a group of more than one proteins, peptides, or 
polypeptides that share at least one common characteristic, such as sequence homology, 
target specificity, mode of action, secondary structure, or the ability to modulate a process 
30 or more than one process in a biological system. The protein family can be of viral or 
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cellular origin. The protein family can encode, for example, groups of cytokines, 
receptors, growth factors, adapter proteins, structural proteins, and other protein epitopes. 

By "highly conserved sequence region" is meant, a nucleotide sequence of one or 
more regions in a target gene does not vary significantly from one generation to the other 
5 or from one biological system to the other. 

By "cancer" is meant a group of diseases characterized by uncontrolled growth and 
spread of abnormal cells. 

By "sense region" is meant a nucleotide sequence of a siNA molecule having 
complementarity to an antisense region of the siNA molecule. In addition, the sense 
10 region of a siNA molecule can comprise a nucleic acid sequence having homology with a 
target nucleic acid sequence. 

By "antisense region" is meant a nucleotide sequence of a siNA molecule having 
complementarity to a target nucleic acid sequence. In addition, the antisense region of a 
siNA molecule can optionally comprise a nucleic acid sequence having complementarity 
15 to a sense region of the siNA molecule. 

By "target nucleic acid" is meant any nucleic acid sequence whose expression or 
activity is to be modulated. The target nucleic acid can be DNA or RNA. 

By "complementarity" is meant that a nucleic acid can form hydrogen bond(s) with 
another nucleic acid sequence by either traditional Watson-Crick or other non-traditional 

20 types. In reference to the nucleic molecules of the present invention, the binding free 
energy for a nucleic acid molecule with its complementary sequence is sufficient to allow 
the relevant function of the nucleic acid to proceed, e.g., RNAi activity. Determination of 
binding free energies for nucleic acid molecules is well known in the art (see, e.g., Turner 
et al, 1987, CSH Symp. Quant Biol LII pp.123-133; Frier et al, 1986, Proc. Nat Acad. 

25 ScL USA 83:9373-9377; Turner et al, 1987, J. Am. Chem. Soc. 109:3783-3785). A 
percent complementarity indicates the percentage of contiguous residues in a nucleic acid 
molecule that can form hydrogen bonds (e.g., Watson-Crick base pairing) with a second 
nucleic acid sequence (e.g., 5, 6, 7, S, 9, 10 out of 10 being 50%, 60%, 70%, 80%, 90%, 
and 100% complementary). "Perfectly complementary" means that all the contiguous 
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residues of a nucleic acid sequence will hydrogen bond with the same number of 
contiguous residues in a second nucleic acid sequence. 

The siNA molecules of the invention represent a novel therapeutic approach to a 
broad spectrum of diseases and conditions, including cancer or cancerous disease, 
5 infectious disease, cardiovascular disease, neurological disease, prion disease, 
inflammatory disease, autoimmune disease, pulmonary disease, renal disease, liver 
disease, mitochondrial disease, endocrine disease, reproduction related diseases and 
conditions, and any other indications that can respond to the level of an expressed gene 
product in a cell or organsim. 

10 In one embodiment of the present invention, each sequence of a siNA molecule of 

the invention is independently about 18 to about 24 nucleotides in length, in specific 
embodiments about 18, 19, 20, 21, 22, 23, or 24 nucleotides in length. In another 
embodiment, the siNA duplexes of the invention independently comprise about 17 to 
about 23 base pairs (e.g., about 17, 18, 19, 20, 21, 22 or 23). In yet another embodiment, 

15 siNA molecules of the invention comprising hairpin or circular structures are about 35 to 
about 55 (e.g., about 35, 40, 45, 50 or 55) nucleotides in length, or about 38 to about 44 
(e.g., 38, 39, 40, 41, 42, 43 or 44) nucleotides in length and comprising about 16 to about 
22 (e.g., about 16, 17, 18, 19, 20, 21 or 22) base pairs. Exemplary siNA molecules of the 
invention are shown in Table II. Exemplary synthetic siNA molecules of the invention 

20 are shown in Table I and/or Figures 18-19. 

As used herein, "cell" is used in its usual biological sense, and does not refer to an 
entire multicellular organism, e.g., specifically does not refer to a human. The cell can be 
present in an organism, e.g., birds, plants and mammals such as humans, cows, sheep, 
apes, monkeys, swine, dogs, and cats. The cell can be prokaryotic or eukaryotic (e.g., 
25 mammalian or plant cell). The cell can be of somatic or germ line origin, totipotent or 
pluripotent, dividing or non-dividing. The cell can also be derived from or can comprise 
a gamete or embryo, a stem cell, or a fully differentiated cell. 

The siNA molecules of the invention are added directly, or can be complexed with 
cationic lipids, packaged within liposomes, or otherwise delivered to target cells or 
30 tissues. The nucleic acid or nucleic acid complexes can be locally administered to 
relevant tissues ex vivo, or in vivo through injection, infusion pump or stent, with or 
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without their incorporation in biopolymers. In particular embodiments, the nucleic acid 
molecules of the invention comprise sequences shown in Tables I-II and/or Figures 18- 
19. Examples of such nucleic acid molecules consist essentially of sequences defined in 
these tables and figures. Furthermore, the chemically modified constructs described in 
5 Table IV can be applied to any siNA sequence of the invention. 

In another aspect, the invention provides mammalian cells containing one or more 
siNA molecules of this invention. The one or more siNA molecules can independently be 
targeted to the same or different sites. 

By "RNA" is meant a molecule comprising at least one ribonucleotide residue. By 
10 "ribonucleotide" is meant a nucleotide with a hydroxyl group at the T position of a (3-D- 
ribo-furanose moiety. The terms include double-stranded RNA, single-stranded RNA, 
isolated RNA such as partially purified RNA, essentially pure RNA, synthetic RNA, 
recombinantly produced RNA, as well as altered RNA that differs from naturally 
occurring RNA by the addition, deletion, substitution and/or alteration of one or more 
15 nucleotides. Such alterations can include addition of non-nucleotide material, such as to 
the end(s) of the siNA or internally, for example at one or more nucleotides of the RNA. 
Nucleotides in the RNA molecules of the instant invention can also comprise non- 
standard nucleotides, such as non-naturally occurring nucleotides or chemically 
synthesized nucleotides or deoxynucleotides. These altered RNAs can be referred to as 
20 analogs or analogs of naturally-occurring RNA. 

By "subject" is meant an organism, which is a donor or recipient of explanted cells 
or the cells themselves. "Subject" also refers to an organism to which the nucleic acid 
molecules of the invention can be administered. In one embodiment, a subject is a 
mammal or mammalian cells, hi another embodiment, a subject is a human or human 
25 cells. 

The term "phosphorothioate" as used herein refers to an internucleotide linkage 
having Formula I, wherein Z and/or W comprise a sulfur atom. Hence, the term 
phosphorothioate refers to both phosphorothioate and phosphorodithioate internucleotide 
linkages. 
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The term "universal base" as used herein refers to nucleotide base analogs that form 
base pairs with each of the natural DNA/RNA bases with little discrimination between 
them. Non-limiting examples of universal bases include C-phenyl, C-naphthyl and other 
aromatic derivatives, inosine, azole carboxamides, and nitroazole derivatives such as 3- 
5 nitropyrrole, 4-nitroindole, 5-nitroindole, and 6-nitroindole as known in the art (see for 
example Loakes, 2001, Nucleic Acids Research 29, 2437-2447). 

The term "acyclic nucleotide" as used herein refers to any nucleotide having an 
acyclic ribose sugar, for example where any of the ribose carbons (CI, C2, C3, C4, or 
C5), are independently or in combination absent from the nucleotide. 

10 The nucleic acid molecules of the instant invention, individually, or in combination 

or in conjunction with other drugs, can be used to treat diseases or conditions discussed 
herein. For example, to treat a particular disease or condition, the siNA molecules can be 
administered to a subject or can be administered to other appropriate cells evident to those 
skilled in the art, individually or in combination with one or more drugs under conditions 

1 5 suitable for the treatment. 

In a further embodiment, the siNA molecules can be used in combination with other 
known treatments to treat conditions or diseases discussed above. For example, the 
described molecules could be used in combination with one or more known therapeutic 
agents to treat a disease or condition. Non-limiting examples of other therapeutic agents 
20 that can be readily combined with a siNA molecule of the invention are enzymatic nucleic 
acid molecules, allosteric nucleic acid molecules, antisense, decoy, or aptamer nucleic 
acid molecules, antibodies such as monoclonal antibodies, small molecules, and other 
organic and/or inorganic compounds including metals, salts and ions. 

In one embodiment, the invention features an expression vector comprising a 
25 nucleic acid sequence encoding at least one siNA molecule of the invention, in a manner 
which allows expression of the siNA molecule. For example, the vector can contain 
sequence(s) encoding both strands of a siNA molecule comprising a duplex. The vector 
can also contain sequence(s) encoding a single nucleic acid molecule that is self- 
complementary and thus forms a siNA molecule. Non-limiting examples of such 
30 expression vectors are described in Paul et al, 2002, Nature Biotechnology, 19, 505; 
Miyagishi and Taira, 2002, Nature Biotechnology, 19, 497; Lee et al, 2002, Nature 
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Biotechnology, 19, 500; and Novina et al, 2002, Nature Medicine, advance online 
publication doi:10.1038/nni725. 

In another embodiment, the invention features a mammalian cell, for example, a 
human cell, including an expression vector of the invention. 

5 In yet another embodiment, the expression vector of the invention comprises a 

sequence for a siRNA molecule having complementarity to a RNA molecule referred to 
by a Genbank Accession number in Table III. 

In yet another embodiment, the expression vector of the invention comprises a 
sequence for a siNA molecule having complementarity to a RNA molecule referred to by 
10 a Genbank Accession numbers, for example Genbank Accession Nos. shown in Table I. 

In one embodiment, an expression vector of the invention comprises a nucleic acid 
sequence encoding two or more siNA molecules, which can be the same or different. 

In another aspect of the invention, siRNA molecules that interact with target RNA 
molecules and down-regulate gene encoding target RNA molecules (for example target 

15 RNA molecules referred to by Genbank Accession number in Table IH) are expressed 
from transcription units inserted into DNA or RNA vectors. The recombinant vectors 
can be DNA plasmids or viral vectors. siNA expressing viral vectors can be constructed 
based on, but not limited to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. 
The recombinant vectors capable of expressing the siNA molecules can be delivered as 

20 described herein, and persist in target cells. Alternatively, viral vectors can be used that 
provide for transient expression of siNA molecules. Such vectors can be repeatedly 
administered as necessary. Once expressed, the siNA molecules bind and down-regulate 
gene function or expression via RNA interference (RNAi). Delivery of siNA expressing 
vectors can be systemic, such as by intravenous or intramuscular administration, by 

25 administration to target cells ex-planted from a subject followed by reintroduction into the 
subject, or by any other means that would allow for introduction into the desired target 
cell. 

By "vectors" is meant any nucleic acid- and/or viral-based technique used to deliver 
a desired nucleic acid. 
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Other features and advantages of the invention will be apparent from the following 
description of the preferred embodiments thereof, and from the claims. 

BRIEF DESCRIPTION OF THE DRAWINGS 

Figure 1 shows a non-limiting example of a scheme for the synthesis of siNA 
5 molecules. The complementary siNA sequence strands, strand 1 and strand 2, are 
synthesized in tandem and are connected by a cleavable linkage, such as a nucleotide 
succinate or abasic succinate, which can be the same or different from the cleavable 
linker used for solid phase synthesis on a solid support. The synthesis can be either solid 
phase or solution phase, in the example shown, the synthesis is a solid phase synthesis. 
10 The synthesis is performed such that a protecting group, such as a dimethoxytrityl group, 
remains intact on the terminal nucleotide of the tandem oligonucleotide. Upon cleavage 
and deprotection of the oligonucleotide, the two siNA strands spontaneously hybridize to 
fomi a siNA duplex, which allows the purification of the duplex by utilizing the 
properties of the terminal protecting group, for example by applying a trityl on 
15 purification method wherein only duplexes/oligonucleotides with the terminal protecting 
group are isolated. 

Figure 2 shows a MALDI-TOV mass spectrum of a purified siNA duplex 
synthesized by a method of the invention. The two peaks shown correspond to the 
predicted mass of the separate siNA sequence strands. This result demonstrates that the 
20 siNA duplex generated from tandem synthesis can be purified as a single entity using a 
simple trityl-on purification methodology. 

Figure 3 shows the results of a stability assay used to determine the serum stability 
of chemically modified siNA constructs compared to a siNA control consisting of all 
RNA with 3'-TT termini. T V* values are shown for duplex stability. 

25 Figure 4 shows the results of an RNAi activity screen of phosphorothioate 

modified siNA constructs using a luciferase reporter system. 

Figure 5 shows the results of an RNAi activity screen of phosphorothioate and 
universal base modified siNA constructs using a luciferase reporter system. 
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Figure 6 shows the results of an RNAi activity screen of 2 5 -Omethyl modified 
siNA constructs using a luciferase reporter system. 

Figure 7 shows the results of an RNAi activity screen of 2'-0-methyl and 2'- 
deoxy-2'-fluoro modified siNA constructs using a luciferase reporter system. 

5 Figure 8 shows the results of an RNAi activity screen of a phosphorothioate 

modified siNA construct using a luciferase reporter system. 

Figure 9 shows the results of an RNAi activity screen of an inverted deoxyabasic 
modified siNA construct generated via tandem synthesis using a luciferase reporter 
system. 

10 Figure 10 shows the results of an RNAi activity screen of chemically modifed 

siNA constructs including 3 '-glyceryl modified siNA constructs compared to an all RNA 
control siNA construct using a luciferase reporter system. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3' -terminal 

15 dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. 

20 Figure 11 shows the results of an RNAi activity screen of chemically modifed 

siNA constructs. The screen compared various combinations of sense strand chemical 
modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 

25 dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. 
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Figure 12 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 
modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 

5 concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 

10 are shown in Table I. In addition, the antisense strand alone (RPI 30430) and an inverted 
control (RPI 30227/30229, having matched chemistry to RPI 30063/30224) was 
compared to the siNA duplexes described above. 

Figure 13 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

15 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

20 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. In addition, an inverted control (RPI 30226/30229, having matched 
chemistry to RPI 30222/30224) was compared to the siNA duplexes described above. 

Figure 14 shows the results of an RNAi activity screen of chemically modifed 
25 siNA constructs including various 3' -terminal modified siNA constructs compared to an 
all RNA control siNA construct using a luciferase reporter system. These chemically 
modified siNAs were compared in the luciferase assay described herein at 1 nM and 
lOnM concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
30 level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
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number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. 

Figure 15 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemistries 

5 compared to a fixed antisense strand chemistry. These chemically modified siNAs were 
compared in die luciferase assay described herein at 1 nM and lOnM concentration using 
an all RNA siNA control (siGL2) having having 3 '-terminal dithymidine (TT) and its 
corresponding inverted control (Inv siGL2). The background level of luciferase 
expression in the HeLa cells is designated by the "cells" column. Sense and antisense 

10 strands of chemically modified siNA constructs are shown by RPI number (sense 
strand/antisense strand). Sequences correspoding to these RPI numbers are shown in 
Table I. 

Figure 16 shows the results of a siNA titration study wherein the RNAi activity of 
a phosphorothioate modified siNA construct is compared to that of a siNA construct 
15 consisting of all ribonucleotides except for two terminal thymidine residues using a 
luciferase reporter system. 

Figure 17 shows a non-limiting proposed mechanistic representation of target RNA 
degradation involved in RNAi. Double-stranded RNA (dsRNA), which is generated by 
RNA-dependent RNA polymerase (RdRP) from foreign single-stranded RNA, for 

20 example viral, transposon, or other exogenous RNA, activates the DICER enzyme that in 
turn generates siNA duplexes. Alternately, synthetic or expressed siNA can be 
introduced directely into a cell by appropriate means. An active siNA complex forms 
which recognizes a target RNA, resulting in degradation of the target RNA by the RISC 
endonuclease complex or in the synthesis of additional RNA by RNA-dependent RNA 

25 polymerase (RdRP), which can activate DICER and result in additional siNA molecules, 
thereby amplifying the RNAi response. 

Figure 18A-F shows non-limiting examples of chemically-modified siNA 
constructs of the present invention. In the figure, N stands for any nucleotide (adenosine, 
guanosine, cytosine, uridine, or optionally thymidine, for example thymidine can be 
30 substituted in the overhanging regions designated by parenthesis (N N). Various 
modifications are shown for the sense and antisense strands of the siNA constructs. 
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Figure 18A: The sense strand comprises 21 nucleotides having four 
phosphorothioate 5'- and 3'-terminal internucleotide linkages, wherein the two terminal 3'- 
nucleotides are optionally base paired and wherein all pyrimidine nucleotides that may be 
present are 2-O-methyl or 2 , -deoxy-2'-fluoro modified nucleotides except for (N N) 

5 nucleotides, which can comprise ribonucleotides, deoxynucleotides, universal bases, or 
other chemical modifications described herein. The antisense strand comprises 21 
nucleotides, optionally having a 3'-terminal glyceryl moiety and wherein the two terminal 
3 -nucleotides are optionally complementary to the target RNA sequence, and having one 
3 -terminal phosphorothioate internucleotide linkage and four 5 -terminal 

10 phosphorothioate internucleotide linkages and wherein all pyrimidine nucleotides that 
may be present are 2'-deoxy-2-fluoro modified nucleotides except for (N N) nucleotides, 
which can comprise ribonucleotides, deoxynucleotides, universal bases, or other chemical 
modifications described herein. 

Figure 18B: The sense strand comprises 21 nucleotides wherein the two terminal 
15 3 -nucleotides are optionally base paired and wherein all pyrimidine nucleotides that may 
be present are 2-O-methyl or 2 , -deoxy-2'~fluoro modified nucleotides except for (N N) 
nucleotides, which can comprise ribonucleotides, deoxynucleotides, universal bases, or 
other chemical modifications described herein. The antisense strand comprises 21 
nucleotides, optionally having a 3 -terminal glyceryl moiety and wherein, the two terminal 
20 3 f -nucleotides are optionally complementary to the target RNA sequence, and wherein all 
pyrimidine nucleotides that may be present are 2 , -deoxy-2 ! -fluoro modified nucleotides 
except for (N N) nucleotides, which can comprise ribonucleotides, deoxynucleotides, 
universal bases, or other chemical modifications described herein. 

Figure 18C: The sense strand comprises 21 nucleotides having 5'- and 3 1 - terminal 
25 cap moieties wherein the two terminal 3 '-nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2 , -0-methyl or 2 -deoxy-2- 
fluoro modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. The antisense strand comprises 21 nucleotides, optionally having a 3- 
30 terminal glyceryl moiety and wherein the two terminal 3 '-nucleotides are optionally 
complementary to the target RNA sequence, and having one 3 '-terminal phosphorothioate 
internucleotide linkage and wherein all pyrimidine nucleotides that may be present are 2'- 
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deoxy-2 ! -fluoro modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. 

Figure 18D: The sense strand comprises 21 nucleotides having 5'- and 3 1 - terminal 
5 cap moieties wherein the two terminal 3 f -nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2'-deoxy-2 l -fluoro modified 
nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein and 
wherein and all purine nucleotides that may be present are 2-deoxy nucleotides. The 
10 antisense strand comprises 21 nucleotides, optionally having a 3 ! -terminal glyceryl moiety 
and wherein the two terminal 3 '-nucleotides are optionally complementary to the target 
RNA sequence, and having one 3 -terminal phosphorothioate internucleotide linkage and 
wherein all pyrimidine nucleotides that may be present are 2 , -deoxy-2'-fluoro modified 
nucleotides and all purine nucleotides that may be present are 2'-0-methyl modified 
15 nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. 

Figure 18E: The sense strand comprises 21 nucleotides having 5'- and 3 ! - terminal 
cap moieties wherein the two terminal 3-nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2 ! -deoxy-2 f -fluoro modified 

20 nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. The 
antisense strand comprises 21 nucleotides, optionally having a 3 -terminal glyceryl moiety 
and wherein the two terminal 3 '-nucleotides are optionally complementary to the target 
RNA sequence, and wherein all pyrimidine nucleotides that may be present are 2-deoxy- 

25 2 ! -fluoro modified nucleotides and all purine nucleotides that may be present are 2'-0- 
methyl modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. 

Figure 18F: The sense strand comprises 21 nucleotides having 5'- and 3 f - terminal 
30 cap moieties wherein the two terminal 3 -nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2 f -deoxy-2'-fluoro modified 

68 



BNSDOCID: <WO 03074654A2_I_> 



WO 03/074654 



PCT/US03/05028 



nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. The 
antisense strand comprises 21 nucleotides, optionally having a 3'-terminal glyceryl moiety 
and wherein the two terminal 3'-nucleotides are optionally complementary to the target 

5 RNA sequence, and having one 3 '-terminal phosphorothioate internucleotide linkage and 
wherein all pyrimidine nucleotides that may be present are 2 f -deoxy-2 , -fluoro modified 
nucleotides and all purine nucleotides that may be present are 2 f -deoxy modified 
nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. The 

10 antisense strand of constructs A-F comprise sequence complementary to target RNA 
sequence of the invention. 

Figure 19 shows non-limiting examples of specific chemically modified siNA 
sequences of the invention. A-F applies the chemical modifications described in Figure 
18A-F to a representative siNA sequence targeting the EGFR (HER1). 

15 Figure 20 shows non-limiting examples of different siNA constructs of the 

invention. The examples shown (constructs 1, 2, and 3) have 19 representative base pairs, 
however, different embodiments of the invention include any number of base pairs 
described herein. Bracketed regions represent nucleotide overhangs, for example 
comprising between about 1, 2, 3, or 4 nucleotides in length, preferably about 2 

20 nucleotides. Constructs 1 and 2 can be used independently for RNAi activity. Construct 
2 can comprise a polynucleotide or non-nucleotide linker, which can optionally be 
designed as a biodegradable linker. In one embodiment, the loop structure shown in 
construct 2 can comprise a biodegradable linker that results in the formation of construct 
1 in vivo and/or in vitro. In another example, construct 3 can be used to generate 

25 construct 2 under the same principle wherein a linker is used to generate the active siNA 
construct 2 in vivo and/or in vitro, which can optionally utilize another biodegradable 
linker to generate the active siNA construct 1 in vivo and/or in vitro. As such, the 
stability and/or activity of the siNA constructs can be modulated based on the design of 
the siNA construct for use in vivo or in vitro and/or in vitro. 

30 Figure 21 is a diagrammatic representation of a method used to determine target 

sites for siNA mediated RNAi within a particular target nucleic acid sequence, such as 
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messenger RNA. (A) A pool of siNA oligonucleotides are synthesized wherein the 
antisense region of the siNA constructs has complementarity to target sites across the 
target nucleic acid sequence, and wherein the sense region comprises sequence 
complementary to the antisense region of the siNA. (B) The sequences are transfected 
5 into cells. (C) Cells are selected based on phenotypic change that is associated with 
modulation of the target nucleic acid sequence. (D) The siNA is isolated from the 
selected cells and is sequenced to identify efficacious target sites within the target nucleic 
acid sequence. 

Figure 22 shows non-limiting examples of different stabilization chemistries (1-10) 
that can be used, for example, to stabilize the 3 -end of siNA sequences of the invention, 
including (1) [3-3'Hnverted deoxyribose; (2) deoxyribonucleotide; (3) [5'-3']-3'- 
deoxyribonucleotide; (4) [S'-S'J-ribonucleotide; (5) [S'^-S'-O-methyl ribonucleotide; (6) 
3'-glyceryl; (7) [3^51-3'-deoxyribonucleotide; (8) [S^^-deoxyribonucleotide; (9) [5'-2']- 
deoxyribonucleotide; and (10) [5-3^-dideoxyribonucleotide. In addition to modified and 
unmodified backbone chemistries indicated in the figure, these chemistries can be 
combined with different backbone modifications as described herein, for example, 
backbone modifications having Formula I. In addition, the 2-deoxy nucleotide shown 5 ! 
to the terminal modifications shown can be another modified or unmodified nucleotide or 
non-nucleotide described herein, for example modifications having any of Formulae I- VII 
or any combination thereof. 

Figure 23 shows a non-limiting example of siNA mediated inhibition of VEGF- 
induced angiogenesis using the rat corneal model of angiogenesis. siNA targeting site 
2340 of VEGFR1 RNA (shown as RPI No. sense strand/antisense strand) were compared 
to inverted controls (shown as RPI No. sense strand/antisense strand) at three different 
25 concentrations and compared to a VEGF control in which no siNA was administered. 

Figure 24 shows a non-limiting example of a strategy used to identify chemically 
modified siNA constructs of the invention that are nuclease resistance while preserving 
the ability to mediate RNAi activity. Chemical modifications are introduced into the 
siNA construct based on educated design parameters (e.g. introducing 2'-mofications, 
30 base modifications, backbone modifications, terminal cap modifications etc). The 
modified construct in tested in an appropriate system (e.g human serum for nuclease 

70 



BNSDOCID: <WO 03074654A2J_> 



10 



15 



20 



WO 03/074654 PCT/US03/05028 

resistance, shown, or an animal model for PK/delivery parameters). In parallel, the siNA 
construct is tested for KNAi activity, for example in a cell culture system such as a 
luciferase reporter assay). Lead siNA constructs are then identified which possess a 
particular characteristic while maintaining RNAi activity, and can be further modified and 
5 assayed once again. This same approach can be used to identify siNA-conjugate 
molecules with improved pharmacokinetic profiles, delivery, and RNAi activity. 

Figure 25 shows a non-limiting example of reduction of HER2 mRNA in A549 
cells mediated by RNA-based and chemically-modified siNAs that target HER2 mRNA 
sites 2344 and 3706. A549 cells were transfected with 4 ug/ml lipid complexed with 25 
nM unmodified siNA with a 3 '-terminal dithymidine cap (RPI#28266/28267) or a 
corresponding inverted control (RPI#28268/28269) for site 2344 and (RPI#28262/28263) 
and a corresponding inverted control (RPI 28264/28265) for site 3706. In addition, A549 
cells were transfected with 4 ug/ml lipid complexed with 25 nM modified siNA 
(RPI#30442/30443) and a corresponding matched control (RPI#30444/30445) for site 
2344 and (RPI#30438/30439) and a corresponding matched control (RPI 30440/30441) 
for site 3706. As shown in the figures, the modified and unmodified constructs targeting 
sites 2344 and 3706 all demonstrate significant inhibition of HER2 RNA expression. 

Figure 26 shows a non-limiting example of reduction of PKC-alpha mRNA in 
A549 cells mediated by chemically-modified siNAs that target PKC-alpha mRNA. A549 
20 cells were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A screen 
of siNA constructs comprising ribonucleotides and 3 '-terminal dithymidine caps was 
compared to untreated cells, scrambled siNA control constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, all of 
the siNA constructs show significant reduction of PKC-alpha RNA expression. 

25 Figure 27 shows a non-limiting example of reduction of Myc (c-Myc) mRNA in 

293T cells mediated by chemically-modified siNAs that target c-Myc mRNA. 293T cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A screen of 
siNA constructs comprising ribonucleotides and 3' -terminal dithymidine caps was 
compared to untreated cells, scrambled siNA control constructs (Scraml and Scram2), 

30 and cells transfected with lipid alone (transfection control). As shown in the figure, three 
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of the siNA constructs (RPI 30993/31069; RPI 30995/31071; and RPI 30996/31072) 
show significant reduction of c-Myc RNA expression. 



Figure 28 shows a non-limiting example of reduction of BCL2 mRNA in A549 
cells mediated by chemically-modified siNAs that target BCL2 mRNA. A549 cells were 
5 transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA construct 
comprising ribonucleotides and 3 '-terminal dithymidine caps (RPI#30998/31074) was 
tested along with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro 
pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the siNA 
is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense 

10 strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 
(RPI#3 1368/3 1369), which was also compared to a matched chemistry inverted control 
(RPI#3 1370/3 1371) and a chemically modified siNA construct comprising 2'-deoxy-2'- 
fluoro pyrimidine and 2'-deoxy-2'-fluoro purine nucleotides in which the sense strand of 
the siNA is further modified with 5' and 3' -terminal inverted deoxyabasic caps and the 

15 antisense strand comprises a 3' -terminal phosphorothioate internucleotide linkage 
(RPI#3 1372/3 1373) which was also compared to a matched chemistry inverted control 
(RPI#3 1374/3 1375). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scram 1 and Scram2). 
and cells transfected with lipid alone (transfection control). As shown in the figure, the 

20 siNA constructs show significant reduction of BCL2 RNA expression compared to 
scrambled, untreated, and transfection controls. 

Figure 29 shows a non-limiting example of reduction of CHK-1 mRNA in A549 
cells mediated by chemically-modified siNAs that target CHK-1 mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 

25 construct compiising ribonucleotides and 3 '-terminal dithymidine caps 
(RPI#3 1003/3 1079) and a chemically modified siNA construct comprising 2'-deoxy-2'- 
fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the 
siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and in which 
the antisense strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 

30 (RPI#3 1302/3 1303), were compared to a matched chemistry inverted control 
(RPI#3 13 14/3 1325). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
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and cells trans fected with lipid alone (transfection control). As shown in the figure, both 
siNA constructs show significant reduction of CHK-1 RNA expression compared to 
appropriate controls. 

Figure 30 shows a non-limiting example of reduction of BACE niRNA in A549 
5 cells mediated by siNAs that target BACE mRNA. A549 cells were transfected with 0.25 
ug/well of lipid complexed with 25 nM siNA. A screen of siNA constructs comprising 
ribonucleotides and 3 5 -terminal dithymidine caps was compared to untreated cells, 
scrambled siNA control constructs (Scraml and Scram2), and cells transfected with lipid 
alone (transfection control). As shown in the figure, all of the siNA constructs show 
1 0 significant reduction of BACE RNA expression. 

Figure 31 shows a non-limiting example of reduction of cyclin Dl mRNA in A549 
cells mediated by chemically-modified siNAs that target cyclin Dl mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 
construct comprising ribonucleotides and 3 '-terminal dithymidine caps 

15 (RPI#3 1009/3 1085) was compared to a chemically modified siNA construct comprising 
2'-deoxy-2'-fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense 
strand of the siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps 
and the antisense strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 
(RPI#3 1304/3 1305), which was also compared to a matched chemistry inverted control 

20 (RPI#31316/31317). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 
siNA constructs show significant reduction of cyclin Dl RNA expression. 

Figure 32 shows a non-limiting example of reduction of PTP-1B mRNA in A549 
25 cells mediated by chemically-modified siNAs that target PTP-1B mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 
construct comprising ribonucleotides and 3 '-terminal dithymidine caps 
(RPI#3 101 8/3 1307) was compared to a chemically modified siNA construct comprising 
2'-deoxy-2'-fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense 
30 strand of the siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps 
and the antisense strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 
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(RPI#3 1306/3 1307), which was also compared to a matched chemistry inverted control 
(RPI#31318/31319). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scratnl and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 
5 siNA constructs show significant reduction of PTP-1B RNA expression. 

Figure 33 shows a non-limiting example of reduction of ERG2 mRNA in DLD1 
cells mediated by siNAs that target ERG2 mRNA. DLD1 cells were transfected with 
0.25 ug/well of lipid complexed with 25 nM siNA. A screen of siNA constructs 
comprising ribonucleotides and 3 '-terminal dithymidine caps was compared to untreated 
10 cells, scrambled siNA control constructs (Scraml and Scram2), and cells transfected with 
lipid alone (transfection control). As shown in the figure, all of the siNA constructs show 
significant reduction of ERG2 RNA expression. 

Figure 34 shows a non-limiting example of reduction of PCNA mRNA in A549 
cells mediated by chemically-modified siNAs that target PCNA mRNA. A549 cells were 

15 transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA construct 
comprising ribonucleotides and 3' -terminal dithymidine caps (RPI#31035/31111) was 
compared to a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro 
pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the siNA 
is further modified with 5 5 and 3 '-terminal inverted deoxyabasic caps and the antisense 

20 strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 
(RPI#31310/31311), which was also compared to a matched chemistry inverted control 
(RPI#3 1322/3 1323). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 

25 siNA constructs show significant reduction of PCNA RNA expression. 

DETAILED DESCRIPTION OF THE INVENTION 

Mechanism of action of Nucleic Acid Molecules of the Invention 

The discussion that follows discusses the proposed mechanism of RNA interference 
mediated by short interfering RNA as is presently known, and is not meant to be limiting 
30 and is not an admission of prior art. Applicant demonstrates herein that chemically- 
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modified short interfering nucleic acids possess similar or improved capacity to mediate 
RNAi as do siRNA molecules and are expected to possess improved stability and activity 
in vivo; therefore, this discussion is not meant to be limiting only to siRNA and can be 
applied to siNA as a whole. By "improved capacity to mediate RNAi M or "improved 
5 RNAi activity" is meant to include RNAi activity measured in vitro and/or in vivo where 
the RNAi activity is a reflection of both the ability of the siNA to mediate RNAi and the 
stability of the siNAs of the invention. In this invention, the product of these activities 
can be increased in vitro and/or in vivo compared to an all RNA siRNA or a siNA 
containing a plurality of ribonucleotides. In some cases, the activity or stability of the 
10 siNA molecule can be decreased (i.e., less than ten-fold), but the overall activity of the 
siNA molecule is enhanced in vitro and/or in vivo. 

RNA interference refers to the process of sequence specific post-transcriptional 
gene silencing in animals mediated by short interfering RNAs (siRNAs) (Fire et ai, 1998, 
Nature, 391, 806). The corresponding process in plants is commonly referred to as post- 
15 transcriptional gene silencing or RNA silencing and is also referred to as quelling in 
fungi. The process of post-transcriptional gene silencing is thought to be an 
evolutionarily-conserved cellular defense mechanism used to prevent the expression of 
foreign genes which is commonly shared by diverse flora and phyla (Fire et ah, 1999, 
Trends Genet., 15, 358). Such protection from foreign gene expression may have evolved 
20 in response to the production of double-stranded RNAs (dsRNAs) derived from viral 
infection or the random integration of transposon elements into a host genome via a 
cellular response that specifically destroys homologous single-stranded RNA or viral 
genomic RNA. The presence of dsRNA in cells triggers the RNAi response though a 
mechanism that has yet to be fully characterized. This mechanism appears to be different 
25 from the interferon response that results from dsRNA-mediated activation of protein 
kinase PKR and 2\ 5 ? -oligoadenylate synthetase resulting in non-specific cleavage of 
mRNA by ribonuclease L. 

The presence of long dsRNAs in cells stimulates the activity of a ribonuclease III 
enzyme referred to as Dicer. Dicer is involved in the processing of the dsRNA into short 
30 pieces of dsRNA known as short interfering RNAs (siRNAs) (Berstein et ah, 2001, 
Nature, 409 , 363). Short interfering RNAs derived from Dicer activity are typically about 
21 to about 23 nucleotides in length and comprise about 19 base pair duplexes. Dicer has 
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also been implicated in the excision of 21- and 22-nucleotide small temporal RNAs 
(stRNAs) from precursor RNA of conserved structure that are implicated in translational 
control (Hutvagner et aL, 2001 , Science, 293, 834). The RNAi response also features an 
endonuclease complex containing a siRNA, commonly referred to as an RNA-induced 
silencing complex (RISC), which mediates cleavage of single-stranded RNA having 
sequence homologous to the siRNA, Cleavage of the target RNA takes place in the 
middle of the region complementary to the guide sequence of the siRNA duplex (Elbashir 
et al, 2001, Genes Dev., 15, 188). In addition, RNA interference can also involve small 
RNA (e.g., micro-RNA or miRNA) mediated gene silencing, presumably though cellular 
mechanisms that regulate chromatin structure and thereby prevent transcription of target 
gene sequences (see for example Allshire, 2002, Science, 297, 1818-1819; Volpe et al, 
2002, Science, 297, 1833-1837; Jenuwein, 2002, Science, 297, 2215-221S; and Hall et al, 
2002, Science, 297, 2232-2237). As such, siNA molecules of the invention can be used to 
mediate gene silencing via interaction with RNA transcripts or alternately by interaction 
with particular gene sequences, wherein such interaction results in gene silencing either at 
the transcriptional level or post-transcriptional level. 

RNAi has been studied in a variety of systems. Fire et al, 1998, Nature, 391, 806, 
were the first to observe RNAi in C. elegans. Wianny and Goetz, 1999, Nature Cell 
Biol., 2, 70, describe RNAi mediated by dsRNA in mouse embryos. Hammond et al, 
20 2000, Nature, 404, 293, describe RNAi in Drosophila cells transfected with dsRNA. 
Elbashir et al, 2001, Nature, 411, 494, describe RNAi induced by introduction of 
duplexes of synthetic 21 -nucleotide RNAs in cultured mammalian cells including human 
embryonic kidney and HeLa cells. Recent work in Drosophila embryonic lysates has 
revealed certain requirements for siRNA length, structure, chemical composition, and 
25 sequence that are essential to mediate efficient RNAi activity. These studies have shown 
that 21 nucleotide siRNA duplexes are most active when containing two 2-nucleotide 3 1 - 
terminal nucleotide overhangs. Furthermore, substitution of one or both siRNA strands 
with 2'-deoxy or 2'-0-methyl nucleotides abolishes RNAi activity, whereas substitution of 
3 -terminal siRNA nucleotides with deoxy nucleotides was shown to be tolerated. 
30 Mismatch sequences in the center of the siRNA duplex were also shown to abolish RNAi 
activity. In addition, these studies also indicate that the position of the cleavage site in the 
target RNA is defined by the 5 -end of the siRNA guide sequence rather than the 3 -end 
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(Elbashir et aL, 2001, EMBO J., 20, 6877). Other studies have indicated that a 5- 
phosphate on the target-complementary strand of a siRNA duplex is required for siRNA 
activity and that ATP is utilized to maintain the S'-phosphate moiety on the siRNA 
(Nykanen et aL, 2001, Cell, 107, 309); however, siRNA molecules lacking a 5'-phosphate 
5 are active when introduced exogenously, suggesting that 5 '-phosphorylation of siRNA 
constructs may occur in vivo. 

Synthesis of Nucleic acid Molecules 

Synthesis of nucleic acids greater than 100 nucleotides in length is difficult using 
automated methods, and the therapeutic cost of such molecules is prohibitive. In this 

10 invention, small nucleic acid motifs "small" refers to nucleic acid motifs no more than 
100 nucleotides in length, preferably no more than 80 nucleotides in length, and most 
preferably no more than 50 nucleotides in length; e.g., individual siNA oligonucleotide 
sequences or siNA sequences synthesized in tandem) are preferably used for exogenous 
delivery. The simple structure of these molecules increases the ability of the nucleic acid 

15 to invade targeted regions of protein and/or RNA structure. Exemplary molecules of the 
instant invention are chemically synthesized, and others can similarly be synthesized. 

Oligonucleotides (e.g., certain modified oligonucleotides or portions of 
oligonucleotides lacking ribonucleotides) are synthesized using protocols known in the 
art, for example as described in Caruthers et aL, 1992, Methods in Enzymology 211,3-19, 

20 Thompson et aL, International PCT Publication No. WO 99/54459, Wincott et aL, 1995, 
Nucleic Acids Res. 23, 2677-2684, Wincott et aL, 1997, Methods Mol. Bio., 74, 59, 
Brennan et aL, 1998, Biotechnol Bioeng., 61, 33-45, and Brennan, U.S. Pat. No. 
6,001,31 1 . All of these references are incorporated herein by reference. The synthesis of 
oligonucleotides makes use of common nucleic acid protecting and coupling groups, such 

25 as dimethoxytrityl at the 5 -end, and phosphoramidites at the 3 -end. In a non-limiting 
example, small scale syntheses are conducted on a 394 Applied Biosystems, Inc. 
synthesizer using a 0.2 jimol scale protocol with a 2.5 min coupling step for 2-0- 
methylated nucleotides and a 45 sec coupling step for 2'-deoxy nucleotides or 2 ? -deoxy-2'- 
fluoro nucleotides. Table II outlines the amounts and the contact times of the reagents 

30 used in the synthesis cycle. Alternatively, syntheses at the 0.2 jimol scale can be 
performed on a 96-well plate synthesizer, such as the instrument produced by Protogene 
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(Palo Alto, CA) with minimal modification to the cycle. A 33-fold excess (60 |iL of 0.1 1 
M = 6.6 |miol) of 2 , -Omethyl phosphoramidite and a 105-fold excess of S-ethyl tetrazole 
(60 jliL of 0.25 M = 15 \xmol) can be used in each coupling cycle of 2 f -Omethyl residues 
relative to polymer-bound S'-hydroxyl. A 22-fold excess (40 |iL of 0.11 M = 4.4 (imol) 
5 of deoxy phosphoramidite and a 70-fold excess of S-ethyl tetrazole (40 nL of 0.25 M = 
10 jamol) can be used in each coupling cycle of deoxy residues relative to polymer-bound 
5-hydroxyL Average coupling yields on the 394 Applied Biosystems, Inc. synthesizer, 
determined by colorimetric quantitation of the trityl fractions, are typically 97.5-99%. 
Other oligonucleotide synthesis reagents for the 394 Applied Biosystems, Inc. synthesizer 

10 include the following: detritylation solution is 3% TCA in methylene chloride (ABI); 
capping is performed with 16% iV-methyl imidazole in THF (ABI) and 10% acetic 
anhydride/10% 2,6-lutidine in THF (ABI); and.oxidation solution is 16.9 mM I 2 , 49 mM 
pyridine, 9% water in THF (PERSEPTIVE™). Burdick & Jackson Synthesis Grade 
acetonitrile is used directly from the reagent bottle. S-Ethyltetrazole solution (0.25 M in 

15 acetonitrile) is made up from the solid obtained from American International Chemical, 
Inc. Alternately, for the introduction of phosphorothioate linkages, Beaucage reagent 
(3H-l,2-Benzodithiol-3-one 1,1 -dioxide, 0.05 M in acetonitrile) is used. 

Deprotection of the DNA-based oligonucleotides is performed as follows: the 
polymer-bound trityl-on oligoribonucleotide is transferred to a 4 mL glass screw top vial 
20 and suspended in a solution of 40% aq. methylamine (1 mL) at 65 °C for 10 min. After 
cooling to -20 °C, the supernatant is removed from the polymer support. The support is 
washed three times with 1.0 mL of EtOH:MeCN:H20/3:l:l, vortexed and the supernatant 
is then added to the first supernatant. The combined supematants, containing the 
oligoribonucleotide, are dried to a white powder. 

25 The method of synthesis used for RNA including certain siNA molecules of the 

invention follows the procedure as described in Usman et al, 1987, J. Am. Chem. Soc, 
109, 7845; Scaringe et al, 1990, Nucleic Acids Res., 18, 5433; and Wincott et al, 1995, 
Nucleic Acids Res. 23, 2677-2684 Wincott et al, 1997, Methods Mol Bio., 74, 59, and 
makes use of common nucleic acid protecting and coupling groups, such as 

30 dimethoxytrityl at the 5 -end, and phosphoramidites at the 3 ! -end. In a non-limiting 
example, small scale syntheses are conducted on a 394 Applied Biosystems, Inc. 
synthesizer using a 0.2 \\mo\ scale protocol with a 7.5 min coupling step for alkylsilyl 
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protected nucleotides and a 2.5 min coupling step for 2-O-methylated nucleotides. Table 
II outlines the amounts and the contact times of the reagents used in the synthesis cycle. 
Alternatively, syntheses at the 0.2 jumol scale can be done on a 96-well plate synthesizer, 
such as the instrument produced by Protogene (Palo Alto, CA) with minimal modification 
5 to the cycle. A 33-fold excess (60 \xL of 0.11 M = 6.6 ixmol) of 2'-0-methyl 
phosphoramidite and a 75-fold excess of S-ethyl tetrazole (60 \iL of 0.25 M = 15 nmol) 
can be used in each coupling cycle of 2-O-methyl residues relative to polymer-bound 5'- 
hydroxyl. A 66-fold excess (120 of 0.1 1 M = 13.2 (xmol) of alkylsilyl (ribo) protected 
phosphoramidite and a 150-fold excess of S-ethyl tetrazole (120 |iL of 0.25 M = 30 |imol) 

10 can be used in each coupling cycle of ribo residues relative to polymer-bound 5- 
hydroxyl. Average coupling yields on the 394 Applied Biosystems, Inc. synthesizer, 
detennined by colorimetric quantitation of the trityl fractions, are typically 97.5-99%. 
Other oligonucleotide synthesis reagents for the 394 Applied Biosystems, Inc. synthesizer 
include the following: detritylation solution is 3% TCA in methylene chloride (ABI); 

15 capping is performed with 16% //-methyl imidazole in THF (ABI) and 10% acetic 
anhydride/10% 2,6-lutidine in THF (ABI); oxidation solution is 16.9 mM h, 49 mM 
pyridine, 9% water in THF (PERSEPTIVE™). Burdick & Jackson Synthesis Grade 
acetonitrile is used directly from the reagent bottle. S-Ethyltetrazole solution (0.25 M in 
acetonitrile) is made up from the solid obtained from American International Chemical, 

20 Inc. Alternately, for the introduction of phosphorothioate linkages, Beaucage reagent 
(3H-l,2-Benzodithiol-3-one l,l-dioxide0.05 M in acetonitrile) is used. 

Deprotection of the RNA is performed using either a two-pot or one-pot protocol. 
For the two-pot protocol, the polymer-bound trityl-on oligoribonucleotide is transferred to 
a 4 mL glass screw top vial and suspended in a solution of 40% aq. methylamine (1 mL) 

25 at 65 °C for 10 min. After cooling to -20 °C, the supernatant is removed from the 
polymer support. The support is washed three times with 1.0 mL of 
EtOH:MeCN:H20/3:l:l, vortexed and the supernatant is then added to the first 
supernatant. The combined supernatants, containing the oligoribonucleotide, are dried to 
a white powder. The base deprotected oligoribonucleotide is resuspended in anhydrous 

30 TEA/HF/NMP solution (300 jxL of a solution of 1.5 mL N-methylpyrrolidinone, 750 |iL 
TEA and 1 mL TEA°3HF to provide a 1.4 M HF concentration) and heated to 65 °C. 
After 1.5 h, the oligomer is quenched with 1.5 M NH4HCO3. 
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Alternatively, for the one-pot protocol, the polymer-bound trityl-on 
oligoribonucleotide is transferred to a 4 mL glass screw top vial and suspended in a 
solution of 33% ethanolic methylamine/DMSO: 1/1 (0.8 mL) at 65 °C for 15 min. The 
vial is brought to rt. TEA°3HF (0.1 mL) is added and the vial is heated at 65 °C for 15 
5 min. The sample is cooled at -20 °C and then quenched with 1 .5 M NH4HCO3. 

For purification of the trityl-on oligomers, the quenched NH4HCO3 solution is 
loaded onto a C-18 containing cartridge that had been prewashed with acetonitrile 
followed by 50 mM TEAA. After washing the loaded cartridge with water, the RNA is 
detritylated with 0.5% TFA for 13 min. The cartridge is then washed again with water, 
10 salt exchanged with 1 M NaCl and washed with water again. The oligonucleotide is then 
eluted with 30% acetonitrile. 

The average stepwise coupling yields are typically >98% (Wincott et al., 1995 
Nucleic Acids Res. 23, 2677-2684). Those of ordinary skill in the art will recognize that 
the scale of synthesis can be adapted to be larger or smaller than the example described 
1 5 above including but not limited to 96-well format. 

Alternatively, the nucleic acid molecules of the present invention can be 
synthesized separately and joined together post-synthetically, for example, by ligation 
(Moore et al, 1992, Science 256, 9923; Draper et al t International PCT publication No. 
WO 93/23569; Shabarova et al, 1991, Nucleic Acids Research 19, 4247; Bellon et al, 
20 1997, Nucleosides & Nucleotides, 16, 951; Bellon et al, 1997, Bioconjugate Chem. 8, 
204), or by hybridization following synthesis and/or deprotection. 

The siNA molecules of the invention can also be synthesized via a tandem synthesis 
methodology as described in Example 1 herein, wherein both siNA strands are 
synthesized as a single contiguous oligonucleotide fragment or strand separated by a 
25 cleavable linker which is subsequently cleaved to provide separate siNA fragments or 
strands that hybridize and permit purification of the siNA duplex. The linker can be a 
polynucleotide linker or a non-nucleotide linker. The tandem synthesis of siNA as 
described herein can be readily adapted to both multiwell/multiplate synthesis platforms 
such as 96 well or similarly larger multi-well platforms. The tandem synthesis of siNA as 
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described herein can also be readily adapted to large scale synthesis platforms employing 
batch reactors, synthesis columns and the like. 

A siNA molecule can also be assembled from two distinct nucleic acid strands or 
fragments wherein one fragment includes the sense region and the second fragment 
5 includes the antisense region of the RNA molecule. 

The nucleic acid molecules of the present invention can be modified extensively to 
enhance stability by modification with nuclease resistant groups, for example, 2-amino, 
2 f -C-allyl, 2'-fluoro, 2-Omethyl, 2 , -H (for a review see Usman and Cedergren, 1992, 
TIBS 17, 34; Usman et al, 1994, Nucleic Acids Symp. Ser. 31, 163). siNA constructs can 
10 be purified by gel electrophoresis using general methods or can be purified by high 
pressure liquid chromatography (HPLC; see Wincott et al, supra, the totality of which is 
hereby incorporated herein by reference) and re-suspended in water. 

In another aspect of the invention, siNA molecules of the invention are expressed 
from transcription units inserted into DNA or RNA vectors. The recombinant vectors can 
15 be DNA plasmids or viral vectors. siNA expressing viral vectors can be constructed based 
on, but not limited to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. The 
recombinant vectors capable of expressing the siNA molecules can be delivered as 
described herein, and persist in target cells. Alternatively, viral vectors can be used that 
provide for transient expression of siNA molecules. 

20 Optimizing Activity of the nucleic acid molecule of the invention. 

Chemically synthesizing nucleic acid molecules with modifications (base, sugar 
and/or phosphate) can prevent their degradation by serum ribonucleases, which can 
increase their potency (see e.g., Eckstein et al., International Publication No. WO 
92/07065; Perrault et al, 1990 Nature 344, 565; Pieken et al, 1991, Science 253, 314; 

25 Usman and Cedergren, 1992, Trends in Biochem. Set 17, 334; Usman et al, International 
Publication No. WO 93/15187; and Rossi et al, International Publication No. WO 
91/03162; Sproat, U.S. Pat. No. 5,334,711; Gold et al, U.S. Pat. No. 6,300,074; and 
Burgin et al, supra; all of which are incorporated by reference herein). All of the above 
references describe various chemical modifications that can be made to the base, 

30 phosphate and/or sugar moieties of the nucleic acid molecules described herein. 

81 



BNSDOCID: <WO. 



030746 54A2_L> 



WO 03/074654 



PCT/US03/05028 



Modifications that enhance their efficacy in cells, and removal of bases from nucleic acid 
molecules to shorten oligonucleotide synthesis times and reduce chemical requirements 
are desired. 

There are several examples in the art describing sugar, base and phosphate 

5 modifications that can be introduced into nucleic acid molecules with significant 
enhancement in their nuclease stability and efficacy. For example, oligonucleotides are 
modified to enhance stability and/or enhance biological activity by modification with 
nuclease resistant groups, for example, 2'-amino, 2'-C-allyl, 2 , -fluoro, 2 t -0-methyl, 2 , -0- 
allyl, 2'-H, nucleotide base modifications (for a review see Usman and Cedergren, 1992, 

10 TIBS. 17, 34; Usman et al, 1994, Nucleic Acids Symp. Ser. 31, 163; Burgin et al, 1996, 
Biochemistry, 35, 14090). Sugar modification of nucleic acid molecules have been 
extensively described in the art (see Eckstein et al, International Publication PCT No. 
WO 92/07065; Perrault et al Nature, 1990, 344, 565-568; Pieken et al Science, 1991, 
253, 314-317; Usman and Cedergren, Trends in Biochem. Set , 1992, 17, 334-339; 

15 Usman et al International Publication PCT No. WO 93/15187; Sproat, U.S. Pat No. 
5,334,711 and Beigelman et al, 1995, J. Biol Client., 270, 25702; Beigelman et al, 
International PCT publication No. WO 97/26270; Beigelman et al, U.S. Pat. No. 
5,716,824; Usman et al, U.S. Pat. No. 5,627,053; Woolf et al, International PCT 
Publication No. WO 98/13526; Thompson et al, USSN 60/082,404 which was filed on 

20 April 20, 1998; Karpeisky et al, 1998, Tetrahedron Lett., 39, 1131; Earnshaw and Gait, 
1998, Biopolymers (Nucleic Acid Sciences), 48, 39-55; Verma and Eckstein, 1998, Annu. 
Rev, Biochem., 67, 99-134; and Burlina et al, 1997, Bioorg. Med. Client., 5, 1999-2010; 
all of the references are hereby incorporated in their totality by reference herein). Such 
publications describe general methods and strategies to determine the location of 

25 incorporation of sugar, base and/or phosphate modifications and the like into nucleic acid 
molecules without modulating catalysis, and are incorporated by reference herein. In 
view of such teachings, similar modifications can be used as described herein to modify 
the siNA nucleic acid molecules of the instant invention so long as the ability of siNA to 
promote RNAi is cells is not significantly inhibited. 

30 While chemical modification of oligonucleotide intemucleotide linkages with 

phosphorothioate, phosphorodithioate, and/or S'-methylphosphonate linkages improves 
stability, excessive modifications can cause some toxicity or decreased activity. 

82 



BNSDOCID: <WO 03074654A2J_> 



WO 03/074654 PCT/US03/05028 

Therefore, when designing nucleic acid molecules, the amount of these internucleotide 
linkages should be minimized. The reduction in the concentration of these linkages 
should lower toxicity, resulting in increased efficacy and higher specificity of these 
molecules. 

Short interfering nucleic acid (siNA) molecules having chemical modifications that 
maintain or enhance activity are provided. Such a nucleic acid is also generally more 
resistant to nucleases than an unmodified nucleic acid. Accordingly, the in vifro and/or in 
vivo activity should not be significantly lowered. In cases in which modulation is the 
goal, therapeutic nucleic acid molecules delivered exogenously should optimally be stable 
within cells until translation of the target RNA has been modulated long enough to reduce 
the levels of the undesirable protein. This period of time varies between hours to days 
depending upon the disease state. Improvements in the chemical synthesis of RNA and 
DNA (Wincott et al, 1995, Nucleic Acids Res. 23, 2677; Caruthers et aL, 1992, Methods 
in Enzymology 211,3-19 (incorporated by reference herein)) have expanded the ability to 
modify nucleic acid molecules by introducing nucleotide modifications to enhance their 
nuclease stability, as described above. 

In one embodiment, nucleic acid molecules of the invention include one or more 
(e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) G-clamp nucleotides. A G-clamp 
nucleotide is a modified cytosine analog wherein the modifications confer the ability to 
20 hydrogen bond both Watson-Crick and Hoogsteen faces of a complementary guanine 
within a duplex, see for example Lin and Matteucci, 1998, J. Am. Client. Soc, 120, 8531* 
8532. A single G-clamp analog substitution within an oligonucleotide can result in 
substantially enhanced helical thermal stability and mismatch discrimination when 
hybridized to complementary oligonucleotides. The inclusion of such nucleotides in 
25 nucleic acid molecules of the invention results in both enhanced affinity and specificity to 
nucleic acid targets, complementary sequences, or template strands. In another 
embodiment, nucleic acid molecules of the invention include one or more (e.g., about 1, 
2, 3, 4, 5, 6, 7, 8, 9, 10, or more) LNA "locked nucleic acid" nucleotides such as a 2', 4-C 
methylene bicyclo nucleotide (see for example Wengel et al, International PCT 
30 Publication No. WO 00/66604 and WO 99/14226). 
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In another embodiment, the invention features conjugates and/or complexes of 
siNA molecules of the invention. Such conjugates and/or complexes can be used to 
facilitate delivery of siNA molecules into a biological system, such as a cell. The 
conjugates and complexes provided by the instant invention can impart therapeutic 
5 activity by transferring therapeutic compounds across cellular membranes, altering the 
pharmacokinetics, and/or modulating the localization of nucleic acid molecules of the 
invention. The present invention encompasses the design and synthesis of novel 
conjugates and complexes for the delivery of molecules, including, but not limited to, 
small molecules, lipids, phospholipids, nucleosides, nucleotides, nucleic acids, antibodies, 
10 toxins, negatively charged polymers and other polymers, for example proteins, peptides, 
hormones, carbohydrates, polyethylene glycols, or polyamines, across cellular 
membranes. In general, the transporters described are designed to be used either 
individually or as part of a multi-component system, with or without degradable linkers. 
These compounds are expected to improve delivery and/or localization of nucleic acid 
15 molecules of the invention into a number of cell types originating from different tissues, 
in the presence or absence of serum (see Sullenger and Cech, U.S. Pat. No. 5,854,038). 
Conjugates of the molecules described herein can be attached to biologically active 
molecules via linkers that are biodegradable, such as biodegradable nucleic acid linker 
molecules. 

The term "biodegradable linker" as used herein, refers to a nucleic acid or non- 
nucleic acid linker molecule that is designed as a biodegradable linker to connect one 
molecule to another molecule, for example, a biologically active molecule to a siNA 
molecule of the invention or the sense and antisense strands of a siNA molecule of the 
invention. The biodegradable linker is designed such that its stability can be modulated 
for a particular purpose, such as delivery to a particular tissue or cell type. The stability 
of a nucleic acid-based biodegradable linker molecule can be modulated by using various 
chemistries, for example combinations of ribonucleotides, deoxyribonucleotides, and 
chemically-modified nucleotides, such as 2'-0-methyl, 2'-fluoro, 2'-amino, 2 , -0-amino, 
2 , -C-allyl, 2'-0-allyl, and other 2'-modified or base modified nucleotides. The 
biodegradable nucleic acid linker molecule can be a dimer, trimer, tetramer or longer 
nucleic acid molecule, for example, an oligonucleotide of about 2, 3, 4, 5, 6, 7, 8, 9, 10, 
11, 12, 13, 14, 15, 16, 17, 18, 19, or 20 nucleotides in length, or can comprise a single 
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nucleotide with a phosphorus-based linkage, for example, a phosphoramidate or 
phosphodiester linkage. The biodegradable nucleic acid linker molecule can also 
comprise nucleic acid backbone, nucleic acid sugar, or nucleic acid base modifications. 

The tenn "biodegradable" as used herein, refers to degradation in a biological 
5 system, for example enzymatic degradation or chemical degradation. 

The term "biologically active molecule" as used herein, refers to compounds or 
molecules that are capable of eliciting or modifying a biological response in a system. 
Non-limiting examples of biologically active siNA molecules either alone or in 
combination with other molecules contemplated by the instant invention include 

10 therapeutically active molecules such as antibodies, hormones, antivirals, peptides, 
proteins, chemotherapeutics, small molecules, vitamins, co-factors, nucleosides, 
nucleotides, oligonucleotides, enzymatic nucleic acids, antisense nucleic acids, triplex 
forming oligonucleotides, 2,5-A chimeras, siNA, dsRNA, allozymes, aptamers, decoys 
and analogs thereof. Biologically active molecules of the invention also include 

15 molecules capable of modulating the pharmacokinetics and/or pharmacodynamics of 
other biologically active molecules, for example, lipids and polymers such as polyamines, 
polyamides, polyethylene glycol and other polyethers. 

The term "phospholipid" as used herein, refers to a hydrophobic molecule 
comprising at least one phosphorus group. For example, a phospholipid can comprise a 
20 phosphorus-containing group and saturated or unsaturated alkyl group, optionally 
substituted with OH, COOH, oxo, amine, or substituted or unsubstituted aryl groups. 

Therapeutic nucleic acid molecules (e.g., siNA molecules) delivered exogenously 
optimally are stable within cells until reverse transcription of the RNA has been 
modulated long enough to reduce the levels of the RNA transcript. The nucleic acid 
25 molecules are resistant to nucleases in order to function as effective intracellular 
therapeutic agents. Improvements in the chemical synthesis of nucleic acid molecules 
described in the instant invention and in the art have expanded the ability to modify 
nucleic acid molecules by introducing nucleotide modifications to enhance their nuclease 
stability as described above. 
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In yet another embodiment, siNA molecules having chemical modifications that 
maintain or enhance enzymatic activity of proteins involved in RNAi are provided. Such 
nucleic acids are also generally more resistant to nucleases than umnodified nucleic acids. 
Thus, in vitro and/or in vivo the activity should not be significantly lowered. 

5 Use of the nucleic acid-based molecules of the invention will lead to better 

treatment of the disease progression by affording the possibility of combination therapies 
{e.g., multiple siNA molecules targeted to different genes; nucleic acid molecules coupled 
with known small molecule modulators; or intermittent treatment with combinations of 
molecules, including different motifs and/or other chemical or biological molecules). The 

10 treatment of subjects with siNA molecules can also include combinations of different 
types of nucleic acid molecules, such as enzymatic nucleic acid molecules (ribozymes), 
allozymes, antisense, 2,5-A oligoadenylate, decoys, and aptamers. 

In another aspect a siNA molecule of the invention comprises one or more 5' and/or 
a 3 ? - cap structure, for example on only the sense siNA strand, the antisense siNA strand, 
15 or both siNA strands. 

By "cap structure" is meant chemical modifications, which have been incorporated 
at either terminus of the oligonucleotide (see, for example, Adamic et aL, U.S. Pat. No. 
5,998,203, incorporated by reference herein). These terminal modifications protect the 
nucleic acid molecule from exonuclease degradation, and may help in delivery and/or 

20 localization within a cell. The cap may be present at the 5'-terminus (5'-cap) or at the 3 r - 
terminal (3 -cap) or may be present on both termini. In non-limiting examples, the 5*-cap 
is selected from the group consisting of glyceryl, inverted deoxy abasic residue (moiety); 
4',5-methylene nucleotide; l-(beta-D-erythrofuranosyl) nucleotide, 4-thio nucleotide; 
carbocyclic nucleotide; 1,5-anhydrohexitol nucleotide; L-nucleotides; alpha-nucleotides; 

25 modified base nucleotide; phosphorodithioate linkage; tfzreo-pentofuranosyl nucleotide; 
acyclic 3',4-seco nucleotide; acyclic 3,4-dihydroxybutyl nucleotide; acyclic 3,5- 
dihydroxypentyl nucleotide, 3 ! - 3 -inverted nucleotide moiety; 3 -3 T -inverted abasic 
moiety; 3 t -2 , -inverted nucleotide moiety; 3 , -2 , -inverted abasic moiety; 1,4-butanediol 
phosphate; 3-phosphoramidate; hexylphosphate; aminohexyl phosphate; 3-phosphate; 3- 

30 phosphorothioate; phosphorodithioate; or bridging or non-bridging methylphosphonate 
moiety. 
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In non-limiting examples, the 3 '-cap is selected from the group consisting of 
glyceryl, inverted deoxy abasic residue (moiety), 4 , ,5 , -methylene nucleotide; l-(beta-D- 
erythrofuranosyl) nucleotide; 4-thio nucleotide, carbocyclic nucleotide; S'-arnino-alkyl 
phosphate; l,3-diamino-2-propyl phosphate; 3-aminopropyl phosphate; 6-aminohexyl 

5 phosphate; 1,2-aminododecyl phosphate; hydroxypropyl phosphate; 1,5-anhydrohexitol 
nucleotide; L-nucleotide; alpha-nucleotide; modified base nucleotide; phosphorodithioate; 
*/?7-eo-pentofuranosyl nucleotide; acyclic 3\4'-seco nucleotide; 3,4-dihydroxybutyl 
nucleotide; 3,5-dihydroxypentyl nucleotide, 5-5 f -inverted nucleotide moiety; 5'-5'- 
inverted abasic moiety; S'-phosphoramidate; 5'-phosphorothioate; 1 ,4-butanediol 

10 phosphate; 5'~amino; bridging and/or non-bridging 5 ? -phosphoramidate, phosphorothioate 
and/or phosphorodithioate, bridging or non bridging methylphosphonate and S'-mercapto 
moieties (for more details see Beaucage and Iyer, 1993, Tetrahedron 49, 1925; 
incorporated by reference herein). 

By the term "non-nucleotide" is meant any group or compound which can be 
15 incorporated into a nucleic acid chain in the place of one or more nucleotide units, 
including either sugar and/or phosphate substitutions, and allows the remaining bases to 
exhibit their enzymatic activity. The group or compound is abasic in that it does not 
contain a commonly recognized nucleotide base, such as adenosine, guanine, cytosine, 
uracil or thymine and therefore lacks a base at the 1 '-position. 

20 An "alkyl" group refers to a saturated aliphatic hydrocarbon, including straight- 

chain, branched-chain, and cyclic alkyl groups. Preferably, the alkyl group has 1 to 12 
carbons. More preferably, it is a lower alkyl of from 1 to 7 carbons, more preferably 1 to 
4 carbons. The alkyl group can be substituted or unsubstituted. When substituted the 
substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, NO2 or N(CH3)2, 

25 amino, or SH. The term also includes alkenyl groups that are unsaturated hydrocarbon 
groups containing at least one carbon-carbon double bond, including straight-chain, 
branched-chain, and cyclic groups. Preferably, the alkenyl group has 1 to 12 carbons. 
More preferably, it is a lower alkenyl of from 1 to 7 carbons, more preferably 1 to 4 
carbons. The alkenyl group may be substituted or unsubstituted. When substituted the 

30 substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, NO2, halogen, 
N(CH3)2, ammo, or SH. The term "alkyl" also includes alkynyl groups that have an 
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unsaturated hydrocarbon group containing at least one carbon-carbon triple bond, 
including straight-chain, branched-chain, and cyclic groups. Preferably, the alkynyl 
group has 1 to 12 carbons. More preferably, it is a lower alkynyl of from 1 to 7 carbons, 
more preferably 1 to 4 carbons. The alkynyl group may be substituted or unsubstituted. 
5 When substituted the substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, 
NO2 orN(CH3)2, amino or SH. 

Such alkyl groups can also include aryl, alkylaryl, carbocyclic aryl, heterocyclic 
aryl, amide and ester groups. An "aryl" group refers to an aromatic group that has at least 
one ring having a conjugated pi electron system and includes carbocyclic aryl, 

10 heterocyclic aryl and biaryl groups, all of which may be optionally substituted. The 
preferred substituent(s) of aryl groups are halogen, trihalomethyl, hydroxyl, SH, OH, 
cyano, alkoxy, alkyl, alkenyl, alkynyl, and amino groups. An "alkylaryl" group refers to 
an alkyl group (as described above) covalently joined to an aryl group (as described 
above). Carbocyclic aryl groups are groups wherein the ring atoms on the aromatic ring 

15 are all carbon atoms. The carbon atoms are optionally substituted. Heterocyclic aryl 
groups are groups having from 1 to 3 heteroatoms as ring atoms in the aromatic ring and 
the remainder of the ring atoms are carbon atoms. Suitable heteroatoms include oxygen, 
sulfur, and nitrogen, and include furanyl, thienyl, pyridyl, pyrrolyl, N-lower alkyl pyrrolo, 
pyrimidyl, pyrazinyl, imidazolyl and the like, all optionally substituted. An "amide" 

20 refers to an -C(0)-NH-R, where R is either alkyl, aryl, alkylaryl or hydrogen. An "ester" 
refers to an -C(0)-OR\ where R is either alkyl, aryl, alkylaryl or hydrogen. 

By "nucleotide" as used herein is as recognized in the art to include natural bases 
(standard), and modified bases well known in the art. Such bases are generally located at 
the 1 ' position of a nucleotide sugar moiety. Nucleotides generally comprise a base, sugar 

25 and a phosphate group. The nucleotides can be unmodified or modified at the sugar, 
phosphate and/or base moiety, (also referred to interchangeably as nucleotide analogs, 
modified nucleotides, non-natural nucleotides, non-standard nucleotides and other; see, 
for example, Usman and McSwiggen, supra; Eckstein et al t International PCT 
Publication No. WO 92/07065; Usman et al. t International PCT Publication No. WO 

30 93/15187; Uhlman & Peyman, supra, all are hereby incorporated by reference herein). 
There are several examples of modified nucleic acid bases known in the art as 
summarized by Limbach et ai, 1994, Nucleic Acids Res. 22, 2183. Some of the non- 
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limiting examples of base modifications that can be introduced into nucleic acid 
molecules include, inosine, purine, pyridin-4-one, pyridin-2-one, phenyl, pseudouracil, 2, 
4, 6-trimethoxy benzene, 3-methyl uracil, dihydrouridine, naphthyl, aminophenyl, 
5-alkylcytidines {e.g., 5-methylcytidine), 5-alkyluridines {e.g., ribothymidine), 
5 5-halouridine {e.g., 5-bromouridine) or 6-azapyrimidines or 6-alkylpyrimidines {e.g. 6- 
methyluridine), propyne, and others (Burgin et ah, 1996, Biochemistiy, 35, 14090; 
Uhlman & Peyman, supra). By "modified bases" in this aspect is meant nucleotide bases 
other than adenine, guanine, cytosine and uracil at 1' position or their equivalents. 

In one embodiment, the invention features modified siNA molecules, with 
phosphate backbone modifications comprising one or more phosphorothioate, 
phosphorodithioate, methylphosphonate, phosphotriester, morpholino, amidate 
carbamate, carboxymethyl, acetamidate, polyamide, sulfonate, sulfonamide, sulfamate, 
formacetal, thioformacetal, and/or alkylsilyl, substitutions. For a review of 
oligonucleotide backbone modifications, see Hunziker and Leumann, 1995, Nucleic Acid 
Analogues: Synthesis and Properties, in Modern Synthetic Methods, VCH, 331-417, and 
Mesmaeker et ai, 1994, Novel Backbone Replacements for Oligonucleotides, in 
Carbohydrate Modifications in Antisense Research, ACS, 24-39. 

By "abasic" is meant sugar moieties lacking a base or having other chemical groups 
in place of a base at the 1' position, see for example Adamic et ah, U.S. Pat. No. 
20 5,998,203. 

By "unmodified nucleoside" is meant one of the bases adenine, cytosine, guanine, 
thymine, or uracil joined to the 1' carbon of p-D-ribo-furanose. 

By "modified nucleoside" is meant any nucleotide base which contains a 
modification in the chemical structure of an unmodified nucleotide base, sugar and/or 
25 phosphate. Non-limiting examples of modified nucleotides are shown by Formulae I- VII 
and/or other modifications described herein. 

In connection with 2 , -modified nucleotides as described for the present invention, 
by "amino" is meant 2 , -NH 2 or 2-0- NH 2 , which can be modified or unmodified. Such 
modified groups are described, for example, in Eckstein et ah, U.S. Pat. No. 5,672,695 
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and Matulic-Adamic et al, U.S. Pat. No. 6,248,878, which are both incorporated by 
reference in their entireties. 

Various modifications to nucleic acid siNA structure can be made to enhance the 
utility of these molecules. Such modifications will enhance shelf-life, half life in vitro, 
5 stability, and ease of introduction of such oligonucleotides to the target site, e.g., to 
enhance penetration of cellular membranes, and confer the ability to recognize and bind 
to targeted cells. 

Administration of Nucleic Acid Molecules 

A siNA molecule of the invention can be adapted for use to treat any disease, 

10 infection or condition associated with gene expression, and other indications that can 
respond to the level of gene product in a cell or tissue, alone or in combination with other 
therapies. For example, a siNA molecule can comprise a delivery vehicle, including 
liposomes, for administration to a subject, carriers and diluents and their salts, and/or can 
be present in pharmaceutically acceptable formulations. Methods for the delivery of 

15 nucleic acid molecules are described in Akhtar et al, 1992, Trends Cell Bio., 2, 139; 
Deliveiy Strategies for Antisense Oligonucleotide Tlierapeutics, ed. Akhtar, 1995, Maurer 
et al, 1999, Mol Membr. Biol., 16, 129-140; Hofland and Huang, 1999, Handb. Exp. 
Pharmacol, 137, 165-192; and Lee et al, 2000, ACS Symp. Ser., 752, 184-192, all of 
which axe incorporated herein by reference. Beigelman et al, U.S. Pat. No. 6,395,713 

20 and Sullivan et al, PCT WO 94/02595 further describe the general methods for delivery 
of nucleic acid molecules. These protocols can be utilized for the delivery of virtually 
any nucleic acid molecule. Nucleic acid molecules can be administered to cells by a 
variety of methods known to those of skill in the art, including, but not restricted to, 
encapsulation in liposomes, by iontophoresis, or by incorporation into other vehicles, 

25 such as hydrogels, cyclodextrins (see for example Gonzalez et al, 1999, Bioconjugate 
Chem., 10, 1068-1074), biodegradable nanocapsules, and bioadhesive microspheres, or 
by proteinaceous vectors (O'Hare and Normand, International PCT Publication No. WO 
00/53722). Alternatively, the nucleic acid/vehicle combination is locally delivered by 
direct injection or by use of an infusion pump. Direct injection of the nucleic acid 

30 molecules of the invention, whether subcutaneous, intramuscular, or intradermal, can take 
place using standard needle and syringe methodologies, or by needle-free technologies 
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such as those described in Conry et al, 1999, Clin. Cancer Res., 5, 2330-2337 and Barry 
et al, International PCT Publication No. WO 99/31262. Many examples in the art 
describe CNS delivery methods of oligonucleotides by osmotic pump, (see Chun et al, 
1998, Neuroscience Letters, 257, 135-138, D'Aldin et al, 1998, Mo/. Brain Research, 55, 

5 151-164, Dryden et al, 1998, J. Endocrinol, 157, 169-175, Ghirnikar et al, 1998, 
Neuroscience Letters, 247, 21-24) or direct infusion (Broaddus et al, 1997, Neurosurg. 
Focus, 3, article 4). Other routes of delivery include, but are not limited to oral (tablet or 
pill form) and/or intrathecal delivery (Gold, 1997, Neuroscience, 76, 1153-1158). More 
detailed descriptions of nucleic acid delivery and administration are provided in Sullivan 

10 et al, supra, Draper et al, PCT W093/23569, Beigelman et al, PCT WO99/05094, and 
Klimuk et al, PCT WO99/04S19 all of which have been incorporated by reference 
herein. The molecules of the instant invention can be used as pharmaceutical agents. 
Pharmaceutical agents prevent, modulate the occurrence, or treat (alleviate a symptom to 
some extent, preferably all of the symptoms) of a disease state in a subject. 

15 In addition, the invention features the use of methods to deliver the nucleic acid 

molecules of the instant invention to hematopoietic cells, including monocytes and 
lymphocytes. These methods are described in detail by Hartmann et al, 1998, J. 
Phamacol Exp. Ther., 285(2), 920-928; Kronenwett et al, 1998, Blood, 91(3), 852-862; 
Filion and Phillips, 1997, Biochim. Biophys. Acta., 1329(2), 345-356; Ma and Wei, 1996, 

20 LeuL Res., 20(11/12), 925-930; and Bongartz et al, 1994, Nucleic Acids Research, 
22(22), 4681-8. Such methods, as described above, include the use of free 
oligonucleitide, cationic lipid formulations, liposome formulations including pH sensitive 
liposomes and immunoliposomes, and bioconjugates including oligonucleotides 
conjugated to fusogenic peptides, for the transfection of hematopoietic cells with 

25 oligonucleotides. 

Thus, the invention features a pharmaceutical composition comprising one or more 
nucleic acid(s) of the invention in an acceptable carrier, such as a stabilizer, buffer, and 
the like. The polynucleotides of the invention can be administered (e.g., RNA, DNA or 
protein) and introduced into a subject by any standard means, with or without stabilizers, 
30 buffers, and the like, to form a pharmaceutical composition. When it is desired to use a 
liposome delivery mechanism, standard protocols for formation of liposomes can be 
followed. The compositions of the present invention can also be formulated and used as 
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tablets, capsules or elixirs for oral administration, suppositories for rectal administration, 
sterile solutions, suspensions for injectable administration, and the other compositions 
known in the art. 

The present invention also includes pharmaceutically acceptable formulations of the 
5 compounds described. These formulations include salts of the above compounds, e.g., 
acid addition salts, for example, salts of hydrochloric, hydrobromic, acetic acid, and 
benzene sulfonic acid. 

A pharmacological composition or formulation refers to a composition or 
formulation in a form suitable for administration, e.g., systemic administration, into a cell 

10 or subject, including for example a human. Suitable forms, in part, depend upon the use 
or the route of entry, for example oral, transdermal, or by injection. Such forms should 
not prevent the composition or formulation from reaching a target cell (i.e., a cell to 
which the negatively charged nucleic acid is desirable for delivery). For example, 
pharmacological compositions injected into the blood stream should be soluble. Other 

15 factors are known in the art, and include considerations such as toxicity and forms that 
prevent the composition or fonnulation from exerting its effect. 

By "systemic administration" is meant in vivo systemic absorption or accumulation 
of drugs in the blood stream followed by distribution throughout the entire body. 
Administration routes that lead to systemic absorption include, without limitation: 

20 intravenous, subcutaneous, intraperitoneal, inhalation, oral, intrapulmonary and 
intramuscular. Each of these administration routes exposes the siNA molecules of the 
invention to an accessible diseased tissue. The rate of entry of a drug into the circulation 
has been shown to be a function of molecular weight or size. The use of a liposome or 
other drug carrier comprising the compounds of the instant invention can potentially 

25 localize the drug, for example, in certain tissue types, such as the tissues of the reticular 
endothelial system (RES). A liposome formulation that can facilitate the association of 
drug with the surface of cells, such as, lymphocytes and macrophages is also useful. This 
approach can provide enhanced delivery of the drug to target cells by taking advantage of 
the specificity of macrophage and lymphocyte immune recognition of abnormal cells, 

30 such as cells producing excess MDR. 
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By "pharmaceutically acceptable formulation" is meant, a composition or 
formulation that allows for the effective distribution of the nucleic acid molecules of the 
instant invention in the physical location most suitable for their desired activity. Non- 
limiting examples of agents suitable for formulation with the nucleic acid molecules of 
the instant invention include: P-glycoprotein inhibitors (such as Pluronic P85), which can 
enhance entry of drugs into the CNS (Jolliet-Riant and Tillernent, 1999, Fundam. Clin. 
Pharmacol, 13, 16-26); biodegradable polymers, such as poly (DL-lactide-coglycolide) 
microspheres for sustained release delivery after intracerebral implantation (Emerich, DF 
et al, 1999, Cell Transplant, 8, 47-58) (Alkermes, Inc. Cambridge, MA); and loaded 
nanoparticles, such as those made of polybutylcyanoacrylate, which can deliver drugs 
across the blood brain barrier and can alter neuronal uptake mechanisms {Prog 
Neuropsychopharmacol Biol Psychiatry, 23, 941-949, 1999). Other non-limiting 
examples of delivery strategies for the nucleic acid molecules of the instant invention 
include material described in Boado et al, 1998, J. Pharm. Set, 87, 1308-1315; Tyler et 
al, 1999, FEBSLett, 421, 2S0-284; Pardridge et al y 1995, PNAS USA., 92, 5592-5596; 
Boado, 1995, Adv. Drug Deliveiy Rev., 15, 73-107; Aldrian-Herrada et al, 1998, Nucleic 
Acids Res., 26, 4910-4916; and Tyler et al, 1999, PNAS USA., 96, 7053-7058. 

The invention also features the use of the composition comprising surface-modified 
liposomes containing poly (ethylene glycol) lipids (PEG-modified, or long-circulating 
20 liposomes or stealth liposomes). These formulations offer a method for increasing the 
accumulation of drugs in target tissues. This class of drug carriers resists opsonization 
and elimination by the mononuclear phagocytic system (MPS or RES), thereby enabling 
longer blood circulation times and enhanced tissue exposure for the encapsulated drug 
(Lasic et al. Chem. Rev. 1995, 95, 2601-2627; Ishiwata et al, Chem. Pharm. Bull 1995, 
25 43, 1005-1011). Such liposomes have been shown to accumulate selectively in tumors, 
presumably by extravasation and capture in the neovascularized target tissues (Lasic et 
al, Science 1995, 267, 1275-1276; Oku et al, 1995, Biochim. Biophys. Acta, 1238, 86- 
90). The long-circulating liposomes enhance the pharmacokinetics and 
pharmacodynamics of DNA and RNA, particularly compared to conventional cationic 
30 liposomes which are known to accumulate in tissues of the MPS (Liu et al, J. Biol 
Chem. 1995, 42, 24864-24870; Choi et al, International PCT Publication No. WO 
96/10391; Ansell et al, International PCT Publication No. WO 96/10390; Holland et al, 
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International PCT Publication No. WO 96/10392). Long-circulating liposomes are also 
likely to protect drugs from nuclease degradation to a greater extent compared to cationic 
liposomes, based on their ability to avoid accumulation in metabolically aggressive MPS 
tissues such as the liver and spleen. 

5 The present invention also includes compositions prepared for storage or 

administration that include a pharmaceutically effective amount of the desired compounds 
in a pharmaceutically acceptable carrier or diluent. Acceptable carriers or diluents for 
therapeutic use are well known in the pharmaceutical art, and ai*e described, for example, 
in Remington's Pharmaceutical Sciences, Mack Publishing Co. (A.R. Gennaro edit. 
10 1985), hereby incorporated by reference herein. For example, preservatives, stabilizers, 
dyes and flavoring agents can be provided. These include sodium benzoate, sorbic acid 
and esters of p-hydroxybenzoic acid. In addition, antioxidants and suspending agents can 
be used. 

A pharmaceutically effective dose is that dose required to prevent, inhibit the 
occurrence, or treat (alleviate a symptom to some extent, preferably all of the symptoms) 
of a disease state. The pharmaceutically effective dose depends on the type of disease, 
the composition used, the route of administration, the type of mammal being treated, the 
physical characteristics of the specific mammal under consideration, concurrent 
medication, and other factors that those skilled in the medical arts will recognize. 
Generally, an amount between 0.1 mg/kg and 100 mg/kg body weight/day of active 
ingredients is administered dependent upon potency of the negatively charged polymer. 

The nucleic acid molecules of the invention and formulations thereof can be 
administered orally, topically, parenterally, by inhalation or spray, or rectally in dosage 
unit formulations containing conventional non-toxic pharmaceutically acceptable carriers, 
adjuvants and/or vehicles. The term parenteral as used herein includes percutaneous, 
subcutaneous, intravascular {e.g., intravenous), intramuscular, or intrathecal injection or 
infusion techniques and the like. In addition, there is provided a pharmaceutical 
formulation comprising a nucleic acid molecule of the invention and a pharmaceutically 
acceptable carrier. One or more nucleic acid molecules of the invention can be present in 
association with one or more non-toxic pharmaceutically acceptable carriers and/or 
diluents and/or adjuvants, and if desired other active ingredients. The pharmaceutical 
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compositions containing nucleic acid molecules of the invention can be in a form suitable 
for oral use, for example, as tablets, troches, lozenges, aqueous or oily suspensions, 
dispersible powders or granules, emulsion, hard or soft capsules, or syrups or elixirs. 

Compositions intended for oral use can be prepared according to any method 
5 known to the art for the manufacture of pharmaceutical compositions and such 
compositions can contain one or more such sweetening agents, flavoring agents, coloring 
agents or preservative agents in order to provide pharmaceutically elegant and palatable 
preparations. Tablets contain the active ingredient in admixture with non-toxic 
pharmaceutically acceptable excipients that are suitable for the manufacture of tablets. 
10 These excipients can be, for example, inert diluents; such as calcium carbonate, sodium 
carbonate, lactose, calcium phosphate or sodium phosphate; granulating and 
disintegrating agents, for example, corn starch, or alginic acid; binding agents, for 
example starch, gelatin or acacia; and lubricating agents, for example magnesium 
stearate, stearic acid or talc. The tablets can be uncoated or they can be coated by known 
15 techniques. In some cases such coatings can be prepared by known techniques to delay 
disintegration and absorption in the gastrointestinal tract and thereby provide a sustained 
action over a longer period. For example, a time delay material such as glyceryl 
monosterate or glyceryl distearate can be employed. 

Formulations for oral use can also be presented as hard gelatin capsules wherein the 
20 active ingredient is mixed with an inert solid diluent, for example, calcium carbonate, 
calcium phosphate or kaolin, or as soft gelatin capsules wherein the active ingredient is 
mixed with water or an oil medium, for example peanut oil, liquid paraffin or olive oil. 

Aqueous suspensions contain the active materials in a mixture with excipients 
suitable for the manufacture of aqueous suspensions. Such excipients are suspending 

25 agents, for example sodium carboxymethylcellulose, methylcellulose, hydropropyl- 
methylcellulose, sodium alginate, polyvinylpyrrolidone, gum tragacanth and gum acacia; 
dispersing or wetting agents can be a naturally-occurring phosphatide, for example, 
lecithin, or condensation products of an alkylene oxide with fatty acids, for example 
polyoxyethylene stearate, or condensation products of ethylene oxide with long chain 

30 aliphatic alcohols, for example heptadecaethyleneoxycetanol, or condensation products of 
ethylene oxide with partial esters derived from fatty acids and a hexitol such as 
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polyoxyethylene sorbitol monooleate, or condensation products of ethylene oxide with 
partial esters derived from fatty acids and hexitol anhydrides, for example polyethylene 
sorbitan monooleate. The aqueous suspensions can also contain one or more 
preservatives, for example ethyl, or n-propyl p-hydroxybenzoate, one or more coloring 
5 agents, one or more flavoring agents, and one or more sweetening agents, such as sucrose 
or saccharin. 

Oily suspensions can be formulated by suspending the active ingredients in a 
vegetable oil, for example arachis oil, olive oil, sesame oil or coconut oil, or in a mineral 
oil such as liquid paraffin. The oily suspensions can contain a thickening agent, for 
10 example beeswax, hard paraffin or cetyl alcohol. Sweetening agents and flavoring agents 
can be added to provide palatable oral preparations. These compositions can be preserved 
by the addition of an anti-oxidant such as ascorbic acid 

Dispersible powders and granules suitable for preparation of an aqueous suspension 
by the addition of water provide the active ingredient in admixture with a dispersing or 
15 wetting agent, suspending agent and one or more preservatives. Suitable dispersing or 
wetting agents or suspending agents are exemplified by those already mentioned above. 
Additional excipients, for example sweetening, flavoring and coloring agents, can also be 
present. 

Pharmaceutical compositions of the invention can also be in the form of oil-in- 
20 water emulsions. The oily phase can be a vegetable oil or a mineral oil or mixtures of 
these. Suitable emulsifying agents can be naturally-occurring gums, for example gum 
acacia or gum tragacanth, naturally-occurring phosphatides, for example soy bean, 
lecithin, and esters or partial esters derived from fatty acids and hexitol, anhydrides, for 
example sorbitan monooleate, and condensation products of the said partial esters with 
25 ethylene oxide, for example polyoxyethylene sorbitan monooleate. The emulsions can 
also contain sweetening and flavoring agents. 

Syrups and elixirs can be formulated with sweetening agents, for example glycerol, 
propylene glycol, sorbitol, glucose or sucrose. Such formulations can also contain a 
demulcent, a preservative and flavoring and coloring agents. The pharmaceutical 
30 compositions can be in the form of a sterile injectable aqueous or oleaginous suspension. 
This suspension can be formulated according to the known art using those suitable 
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dispersing or wetting agents and suspending agents that have been mentioned above. The 
sterile injectable preparation can also be a sterile injectable solution or suspension in a 
non-toxic parentally acceptable diluent or solvent, for example as a solution in 1,3- 
butanediol. Among the acceptable vehicles and solvents that can be employed are water, 
5 Ringers solution and isotonic sodium chloride solution, hi addition, sterile, fixed oils are 
conventionally employed as a solvent or suspending medium. For this purpose, any bland 
fixed oil can be employed including synthetic mono-or diglycerides. In addition, fatty 
acids such as oleic acid find use in the preparation of injectables. 

The nucleic acid molecules of the invention can also be administered in the form of 
10 suppositories, e.g., for rectal administration of the drug. These compositions can be 
prepared by mixing the drug with a suitable non-irritating excipient that is solid at 
ordinary temperatures but liquid at the rectal temperature and will therefore melt in the 
rectum to release the drug. Such materials include cocoa butter and polyethylene glycols. 

Nucleic acid molecules of the invention can be administered parenterally in a sterile 
15 medium. The drug, depending on the vehicle and concentration used, can either be 
suspended or dissolved in the vehicle. Advantageously, adjuvants such as local 
anesthetics, preservatives and buffering agents can be dissolved in the vehicle. 

Dosage levels of the order of from about 0.1 mg to about 140 mg per kilogram of 
body weight per day are useful in the treatment of the above-indicated conditions (about 
20 0.5 mg to about 7 g per subject per day). The amount of active ingredient that can be 
combined with the carrier materials to produce a single dosage form varies depending 
upon the host treated and the particular mode of administration. Dosage unit forms 
generally contain between from about 1 mg to about 500 mg of an active ingredient. 

It is understood that the specific dose level for any particular subject depends upon 
25 a variety of factors including the activity of the specific compound employed, the age, 
body weight, general health, sex, diet, time of administration, route of administration, and 
rate of excretion, drug combination and the severity of the particular disease undergoing 
therapy. 

For administration to non-human animals, the composition can also be added to the 
30 animal feed or drinking water. It can be convenient to formulate the animal feed and 
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drinking water compositions so that the animal takes in a therapeutically appropriate 
quantity of the composition along with its diet. It can also be convenient to present the 
composition as a premix for addition to the feed or drinking water. 

The nucleic acid molecules of the present invention can also be administered to a 
5 subject in combination with other therapeutic compounds to increase the overall 
therapeutic effect. The use of multiple compounds to treat an indication can increase the 
beneficial effects while reducing the presence of side effects. 

In one embodiment, the invention comprises compositions suitable for 
administering nucleic acid molecules of the invention to specific cell types. For example, 

10 the asialoglycoprotein receptor (ASGPr) (Wu and Wu, 1987, J. Biol Chenu 262, 4429- 
4432) is unique to hepatocytes and binds branched galactose-terminal glycoproteins, such 
as asialoorosomucoid (ASOR). In another example, the folate receptor is overexpressed 
in many cancer cells. Binding of such glycoproteins, synthetic glycoconjugates, or 
folates to the receptor takes place with an affinity that strongly depends on the degree of 

15 branching of the oligosaccharide chain, for example, triatennary structures are bound with 
greater affinity than biatenarry or monoatennary chains (Baenziger and Fiete, 1980, Cell, 
22, 611-620; Connolly et al, 1982, J. Biol Chem., 257, 939-945). Lee and Lee, 1987, 
Glycoconjugate J., 4, 317-328, obtained this high specificity through the use of N-acetyl- 
D-galactosamine as the carbohydrate moiety, which has higher affinity for the receptor, 

20 compared to galactose. This "clustering effect" has also been described for the binding 
and uptake of mannosyl-terminating glycoproteins or glycoconjugates (Ponpipom et al, 
1981, J. Med. Chem., 24, 1388-1395). The use of galactose, galactosamine, or folate 
based conjugates to transport exogenous compounds across cell membranes can provide a 
targeted delivery approach to, for example, the treatment of liver disease, cancers of the 

25 liver, or other cancers. The use of bioconjugates can also provide a reduction in the 
required dose of therapeutic compounds required for treatment. Furthermore, therapeutic 
bioavialability, pharmacodynamics, and pharmacokinetic parameters can be modulated 
through the use of nucleic acid bioconjugates of the invention. Non-limiting examples of 
such bioconjugates are described in Vargeese et al t USSN 10/201,394, filed August 13, 

30 2001; and Matulic-Adamic et al, USSN 60/362,016, filed March 6, 2002. 
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Alternatively, certain siNA molecules of the instant invention can be expressed 
within cells from eukaryotic promoters {e.g., Izant and Weintraub, 1985, Science, 229, 
345; McGarry and Lindquist, 1986, Proc. Natl Acad. Set, USA 83, 399; Scanlon et al t 

1991, Proc. Natl Acad. Set USA, 88, 10591-5; Kashani-Sabet et al f 1992, Antisense Res. 
5 Dev., 2, 3-15; Dropulic et al, 1992, J. Virol, 66, 1432-41; Weerasinghe et al, 1991, J. 

Virol, 65, 5531-4; Ojwang et al, 1992, Proc. Natl. Acad. Set USA, 89, 10802-6; Chen 
etal, 1992, Nucleic Acids Res., 20,4581-9; Sarver et al, 1990 Science, 247, 1222-1225; 
Thompson et al, 1995, Nucleic Acids Res., 23, 2259; Good et al, 1997, Gene Tlierapy, 4, 
45. Those skilled in the art realize that any nucleic acid can be expressed in eukaryotic 
10 cells from the appropriate DNA/RNA vector. The activity of such nucleic acids can be 
augmented by their release from the primary transcript by a enzymatic nucleic acid 
(Draper et al, PCT WO 93/23569, and Sullivan et al, PCT WO 94/02595; Ohkawa et al, 

1992, Nucleic Acids Symp. Ser., 27, 15-6; Tahaetal, 1991, Nucleic Acids Res., 19,5125- 
30; Ventura et al, 1993, Nucleic Acids Res., 21, 3249-55; Chowrira et al, 1994, J. Biol 

15 Chem., 269,25856. 

In another aspect of the invention, RNA molecules of the present invention can be 
expressed from transcription units (see for example Couture et al, 1996, TIG., 12, 510) 
inserted into DNA or RNA vectors. The recombinant vectors can be DNA plasmids or 
viral vectors. siNA expressing viral vectors can be constructed based on, but not limited 
to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. In another embodiment, 
pol HI based constructs are used to express nucleic acid molecules of the invention (see 
for example Thompson, U.S. Pats. Nos. 5,902,880 and 6,146,886). The recombinant 
vectors capable of expressing the siNA molecules can be delivered as described above, 
and persist in target cells. Alternatively, viral vectors can be used that provide for 
transient expression of nucleic acid molecules. Such vectors can be repeatedly 
administered as necessary. Once expressed, the siNA molecule interacts with the target 
mRNA and generates an RNAi response. Delivery of siNA molecule expressing vectors 
can be systemic, such as by intravenous or intra-muscular administration, by 
administration to target cells ex-planted from a subject followed by reintroduction into the 
subject, or by any other means that would allow for introduction into the desired target 
cell (for a review see Couture et al, 1996, TIG, 12, 510). 
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In one aspect the invention features an expression vector comprising a nucleic acid 
sequence encoding at least one siNA molecule of the instant invention. The expression 
vector can encode one or both strands of a siNA duplex, or a single self-complementary 
strand that self hybridizes into a siNA duplex. The nucleic acid sequences encoding the 
5 siNA molecules of the instant invention can be operably linked in a manner that allows 
expression of the siNA molecule (see for example Paul et ah, 2002, Nature 
Biotechnology, 19, 505; Miyagishi and Taira, 2002, Nature Biotechnology, 19, 497; Lee 
et ah, 2002, Nature Biotechnology* 19, 500; and Novina et ah, 2002, Nature Medicine, 
advance online publication doi:10.1038/nm725). 

10 In another aspect, the invention features an expression vector comprising: a) a 

transcription initiation region {e.g., eukaryotic pol I, II or EQ initiation region); b) a 
transcription termination region {e.g., eukaryotic pol I, II or III termination region); and c) 
a nucleic acid sequence encoding at least one of the siNA molecules of the instant 
invention; wherein said sequence is operably linked to said initiation region and said 

15 termination region, in a manner that allows expression and/or delivery of the siNA 
molecule. The vector can optionally include an open reading frame (ORF) for a protein 
operably linked on the 5' side or the 3 -side of the sequence encoding the siNA of the 
invention; and/or an intron (intervening sequences). 

Transcription of the siNA molecule sequences can be driven from a promoter for 
20 eukaryotic RNA polymerase I (pol I), RNA polymerase II (pol II), or RNA polymerase III 
(pol III). Transcripts from pol II or pol III promoters are expressed at high levels in all 
cells; the levels of a given pol II promoter in a given cell type depends on the nature of 
the gene regulatory sequences (enhancers, silencers, etc.) present nearby. Prokaryotic 
RNA polymerase promoters are also used, providing that the prokaryotic RNA 
25 polymerase enzyme is expressed in the appropriate cells (Elroy-Stein and Moss, 1990, 
Proc. Natl Acad. Set USA, 87, 6743-7; Gao and Huang 1993, Nucleic Acids Res., 21, 
2867-72; Lieber et al. y 1993, Methods Enzymoh, 217, 47-66; Zhou et al. t 1990, Mol 
Cell. Biol, 10, 4529-37). Several investigators have demonstrated that nucleic acid 
molecules expressed from such promoters can function in mammalian cells (e.g. Kashani- 
30 Sabetetah, 1992, Antisense Res. Dev., 2,3-15; Ojwang et ah, 1992, Proc. Natl. Acad. 
Sci. USA, 89, 10S02-6; Chen et ah, 1992, Nucleic Acids Res., 20, 4581-9; Yu et ah, 
1993, Proc. Natl. Acad. Sci. USA, 90, 6340-4; L'Huillier et ah, 1992, EMBO J., 11, 
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4411-8; Lisziewicz et al, 1993, Proc. Natl Acad. Sci. U. S. A, 90, 8000-4; Thompson et 
al, 1995, Nucleic Acids Res., 23, 2259; Sullenger & Cech, 1993, Science, 262, 1566). 
More specifically, transcription units such as the ones derived from genes encoding U6 
small nuclear (snRNA), transfer RNA (tRNA) and adenovirus VA RNA are useful in 
5 generating high concentrations of desired RNA molecules such as siNA in cells 
(Thompson et al, supra; Couture and Stinchcomb, J 996, supra; Noonberg et al, 1994, 
Nucleic Acid Res., 22, 2830; Noonberg et al, U.S. Pat. No. 5,624,803; Good et al, 1997, 
Gene Titer., 4, 45; Beigelman et al, International PCT Publication No. WO 96/18736. 
The above siNA transcription units can be incorporated into a variety of vectors for 
10 introduction into mammalian cells, including but not restricted to, plasmid DNA vectors, 
viral DNA vectors (such as adenovirus or adeno-associated virus vectors), or viral RNA 
vectors (such as retroviral or alphavirus vectors) (for a review see Couture and 
Stinchcomb, 1996, supra). 

In another aspect the invention features an expression vector comprising a nucleic 
1 5 acid sequence encoding at least one of the siNA molecules of the invention in a manner 
that allows expression of that siNA molecule. The expression vector comprises in one 
embodiment; a) a transcription initiation region; b) a transcription termination region; and 
c) a nucleic acid sequence encoding at least one strand of the siNA molecule, wherein the 
sequence is operably linked to the initiation region and the termination region in a manner 
20 that allows expression and/or delivery of the siNA molecule. 

In another embodiment the expression vector comprises: a) a transcription initiation 
region; b) a transcription termination region; c) an open reading frame; and d) a nucleic 
acid sequence encoding at least one strand of a siNA molecule, wherein the sequence is 
operably linked to the 3 '-end of the open reading frame and wherein the sequence is 

25 operably linked to the initiation region, the open reading frame and the termination region 
in a manner that allows expression and/or delivery of the siNA molecule. In yet another 
embodiment, the expression vector comprises: a) a transcription initiation region; b) a 
transcription temiination region; c) an intron; and d) a nucleic acid sequence encoding at 
least one siNA molecule, wherein the sequence is operably linked to the initiation region, 

30 the intron and the termination region in a manner which allows expression and/or delivery 
of the nucleic acid molecule. 
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In another embodiment, the expression vector comprises: a) a transcription 
initiation region; b) a transcription termination region; c) an intron; d) an open reading 
frame; and e) a nucleic acid sequence encoding at least one strand of a siNA molecule, 
wherein the sequence is operably linked to the 3 '-end of the open reading frame and 
5 wherein the sequence is operably linked to the initiation region, the intron, the open 
reading frame and the termination region in a manner which allows expression and/or 
delivery of the siNA molecule. 

Examples : 

The following are non-limiting examples showing the selection, isolation, synthesis 
10 and activity of nucleic acids of the instant invention. 

Example 1 : Tandem synthesis of siNA constructs 

Exemplary siNA molecules of the invention are synthesized in tandem using a 
cleavable linker, for example, a succinyl-based linker. Tandem synthesis as described 
herein is followed by a one-step purification process that provides RNAi molecules in 
15 high yield. This approach is highly amenable to siNA synthesis in support of high 
throughput RNAi screening, and can be readily adapted to multi-column or multi-well 
synthesis platforms. 

After completing a tandem synthesis of a siNA oligo and its complement in which 
the 5 f -terminal dimethoxytrityl (5-O-DMT) group remains intact (trityl on synthesis), the 

20 oligonucleotides are deprotected as described above. Following deprotection, the siNA 
sequence strands are allowed to spontaneously hybridize. This hybridization yields a 
duplex in which one strand has retained the 5-O-DMT group while the complementary 
strand comprises a terminal 5'-hydroxyl. The newly formed duplex behaves as a single 
molecule during routine solid-phase extraction purification (Trityl-On purification) even 

25 though only one molecule has a dimethoxytrityl group. Because the strands form a stable 
duplex, this dimethoxytrityl group (or an equivalent group, such as other trityl groups or 
other hydrophobic moieties) is all that is required to purify the pair of oligos, for example, 
by using a CI 8 cartridge. 
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Standard phosphoramidite synthesis chemistry is used up to the point of introducing 
a tandem linker, such as an inverted deoxy abasic succinate or glyceryl succinate linker 
(see Figure 1) or an equivalent cleavable linker. A non-limiting example of linker 
coupling conditions that can be used includes a hindered base such as 
5 diisopropylethylamine (DIP A) and/or DMAP in the presence of an activator reagent such 
as Bromotxipyrrolidinophosphoniumhexaflurorophosphate (PyBrOP). After the linker is 
coupled, standard synthesis chemistry is utilized to complete synthesis of the second 
sequence leaving the terminal the 5-O-DMT intact. Following synthesis, the resulting 
oligonucleotide is deprotected according to the procedures described herein and quenched 
10 with a suitable buffer, for example with 50mM NaOAc or 1 .5M NH4H2CO3. 

Purification of the siNA duplex can be readily accomplished using solid phase 
extraction, for example using a Waters CI 8 SepPak lg cartridge conditioned with 1 
column volume (CV) of acetonitrile, 2 CV H20, and 2 CV 50mM NaOAc. The sample is 
loaded and then washed with 1 CV H20 or 50mM NaOAc. Failure sequences are eluted 

15 with 1 CV 14% ACN (Aqueous with 50mM NaOAc and 50mM NaCl). The column is 
then washed, for example with 1 CV H20 followed by on-column detritylation, for 
example by passing 1 C V of 1 % aqueous trifluoroacetic acid (TFA) over the column, then 
adding a second CV of 1% aqueous TFA to the column and allowing to stand for 
approximately 10 minutes. The remaining TFA solution is removed and the column 

20 washed with H20 followed by 1 CV 1M NaCl and additional H20. The siNA duplex 
product is then eluted, for example, using 1 CV 20% aqueous CAN. 

Figure 2 provides an example of MALDI-TOV mass spectrometry analysis of a 
purified siNA construct in which each peak corresponds to the calculated mass of an 
individual siNA strand of the siNA duplex. The same purified siNA provides three peaks 

25 when analyzed by capillary gel electrophoresis (CGE), one peak presumably 
corresponding to the duplex siNA, and two peaks presumably corresponding to the 
separate siNA sequence strands. Ion exchange HPLC analysis of the same siNA contract 
only shows a single peak. Testing of the purified siNA construct using a luciferase 
reporter assay described below demonstrated the same RNAi activity compared to siNA 

30 constructs generated from separately synthesized oligonucleotide sequence strands. 

Example 2: Serum stability of chemically modified siNA constructs 
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Chemical modifications were introduced into siNA constructs to determine the 
stability of these constructs compared to native siNA oligonucleotides (containing two 
thymidine nucleotide overhangs) in human serum. An investigation of the serum stability 
of RNA duplexes revealed that siNA constructs consisting of all RNA nucleotides 
5 containing two thymidine nucleotide overhangs have a half-life in serum of 15 seconds, 
whereas chemically modified siNA constructs remained stable in serum for 1 to 3 days 
depending on the extent of modification. RNAi stability tests were performed by 
internally labeling one strand (strand 1) of siNA and duplexing with 1.5 X the 
concentration of the complementary siNA strand (strand 2) (to insure all labeled material 
10 was in duplex form). Duplexed siNA constructs were then tested for stability by 
incubating at a final concentration of 2|aM siNA (strand 2 concentration) in 90% mouse 
or human serum for time-points of 30sec, lmin, 5min, 30min, 90min, 4hrs lOmin, 16hrs 
24min, and 49hrs. Time points were run on a 15% denaturing polyacrylamide gels and 
analyzed on a phosphoimager. 

15 Internal labeling was performed via kinase reactions with polynucleotide kinase 

(PNK) and 32 P-y-ATP, with addition of radiolabeled phosphate at nucleotide 13 of strand 
2, counting in from the 3 5 side. Ligation of the remaining 8-mer fragments with T4 RNA 
ligase resulted in the full length, 21-mer, strand 2. Duplexing of RNAi was done by 
adding appropriate concentrations of the siNA oligonucleotides and heating to 95° C for 

20 5min followed by slow cooling to room temperature. Reactions were performed by 
adding 100% serum to the siNA duplexes and incubating at 37° C, then removing aliquots 
at desired time-points. Results of this study are summarized in Figure 3. As shown in 
the Figure 3, chemically modified siNA molecules (e.g., SEQ ID NOs: 925/927, 925/928, 
925/929, 925/930, and 925/931) have significantly increased serum stability compared to 

25 an siNA construct having all ribonucleotides except a 3 5 -terminal dithymidine (TT) 
modification (e.g., SEQ ID NOs: 925/926). 

Example 3: Identification of potential siNA target sites in any RNA sequence 

The sequence of an RNA target of interest, such as a viral or human mRNA 
transcript, is screened for target sites, for example by using a computer folding algorithm. 
30 In a non-limiting example, the sequence of a gene or RNA gene transcript derived from a 
database, such as Genbank, is used to generate siNA targets having complementarity to 
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the target. Such sequences can be obtained from a database, or can be determined 
experimentally as known in the art. Target sites that are known, for example, those target 
sites determined to be effective target sites based on studies with other nucleic acid 
molecules, for example ribozymes or antisense, or those targets known to be associated 
5 with a disease or condition such as those sites containing mutations or deletions, can be 
used to design siNA molecules targeting those sites. Various parameters can be used to 
determine which sites are the most suitable target sites within the target RNA sequence. 
These parameters include but are not limited to secondary or tertiary RNA structure, the 
nucleotide base composition of the target sequence, the degree of homology between 

10 various regions of the target sequence, or the relative position of the target sequence 
within the RNA transcript. Based on these determinations, any number of target sites 
within the RNA transcript can be chosen to screen siNA molecules for efficacy, for 
example by using in vitro RNA cleavage assays, cell culture, or animal models. In a non- 
limiting example, anywhere from 1 to 1000 target sites are chosen within the transcript 

15 based on the size of the siNA construct to be used. High throughput screening assays can 
be developed for screening siNA molecules using methods known in the art, such as with 
multi-well or multi-plate assays or combinatorial/siNA library screening assays to 
determine efficient reduction in target gene expression. 

Example 4: Selection of siNA molecule target sites in a RNA 

20 The following non-limiting steps can be used to carry out the selection of siNAs 

targeting a given gene sequence or transcript. 

The target sequence is parsed in silico into a list of all fragments or subsequences of 
a particular length, for example 23 nucleotide fragments, contained within the target 
sequence. This step is typically carried out using a custom Perl script, but commercial 
25 sequence analysis programs such as Oligo, Mac Vector, or the GCG Wisconsin Package 
can be employed as well. 

In some instances the siNAs correspond to more than one target sequence; such 
would be the case for example in targeting different transcripts of the same gene, 
targeting different transcripts of more than one gene, or for targeting both the human gene 
30 and an animal homo log. In this case, a subsequence list of a particular length is generated 
for each of the targets, and then the lists are compared to find matching sequences in each 
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list. The subsequences are then ranked according to the number of target sequences that 
contain the given subsequence; the goal is to find subsequences that are present in most or 
all of the target sequences. Alternately, the ranking can identify subsequences that are 
unique to a target sequence, such as a mutant target sequence. Such an approach would 
5 enable the use of siNA to target specifically the mutant sequence and not effect the 
expression of the normal sequence. 

In some instances the siNA subsequences are absent in one or more sequences 
while present in the desired target sequence; such would be the case if the siNA targets a 
gene with a paralogous family member that is to remain untargeted. As in case 2 above, a 
10 subsequence list of a particular length is generated for each of the targets, and then the 
lists are compared to find sequences that are present in the target gene but are absent in 
the untargeted paralog. 

The ranked siNA subsequences can be further analyzed and ranked according to GC 
content. A preference can be given to sites containing 30-70% GC, with a further 
15 preference to sites containing 40-60% GC. 

The ranked siNA subsequences can be further analyzed and ranked according to 
self-folding and internal hairpins. Weaker, internal folds are preferred; strong hairpin 
structures are to be avoided. 

The ranked siNA subsequences can be further analyzed and ranked according to 
20 whether they have .runs of GGG or CCC in the sequence. GGG (or even more Gs) in 
either strand can make oligonucleotide synthesis problematic and can potentially interfere 
with RNAi activity, so it is avoided whenever other appropriately suitable sequences are 
available. CCC is searched in the target strand because that will place GGG in the 
antisense strand. 

25 The ranked siNA subsequences can be further analyzed and ranked according to 

whether they have the dinucleotide UU (uridine dinucleotide) on the 3'-end of the 
sequence, and/or AA on the 5 f -end of the sequence (to yield 3' UU on the antisense 
sequence). These sequences allow one to design siNA molecules with terminal TT 
thymidine dinucleotides. 
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Four or five target sites are chosen from the ranked list of subsequences as 
described above. For example, in subsequences having 23 nucleotides, the right 21 
nucleotides of each chosen 23-mer subsequence are then designed and synthesized for the 
upper (sense) strand of the siNA duplex, while the reverse complement of the left 21 
5 nucleotides of each chosen 23-mer subsequence are then designed and synthesized for the 
lower (antisense) strand of the siNA duplex (see Tables I). If terminal TT residues are 
desired for the sequence (as described in paragraph 7), then the two 3' temiinal 
nucleotides of both the sense and antisense strands are replaced by TT prior to 
synthesizing the oligos. 

10 The siNA molecules are screened in an in vitro, cell culture or animal model system 

to identify the most active siNA molecule or the most preferred target site within the 
target RNA sequence. 

In an alternate approach, a pool of siNA constructs specific to a target sequence is 
used to screen for target sites in cells expressing target RNA, such as human HeLa cells. 

15 The general strategy used in this approach is shown in Figure 21. A non-limiting 
example of such as pool is a pool comprising sequences having antisense sequences 
complementary to the target RNA sequence and sense sequences complementary to the 
antisense sequences. Cells (e.g., HeLa cells) expressing the target gene are transfected 
with the pool of siNA constructs and cells that demonstrate a phenotype associated with 

20 gene silencing are sorted. The pool of siNA constructs can be chemically modified as 
described herein and synthesized, for example, in a high throughput manner. The siNA 
from cells demonstrating a positive phenotypic change (e.g., decreased target mRNA 
levels or target protein expression), are identified, for example by positional analysis 
within the assay, and are used to determine the most suitable target site(s) within the 

25 target RNA sequence based upon the complementary sequence to the corresponding siNA 
antisense strand identified in the assay. 

Example 5: RNAi activity of chemically modified siNA constructs 

Short interfering nucleic acid (siNA) is emerging as a powerful tool for gene 
regulation. All-ribose siNA duplexes activate the RNAi pathway but have limited utility 
30 as therapeutic compounds due to their nuclease sensitivity and short half-life in serum, as 
shown in Example 2 above. To develop nuclease-resistant siNA constructs for in vivo 
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applications, siNAs that target luciferase mRNA and contain stabilizing chemical 
modifications were tested for activity in HeLa cells. The sequences for the siNA 
oligonucleotide sequences used in this study are shown in Table I. Modifications 
included phosphorothioate linkages (P=S), 2'-0-methyl nucleotides, or 2'-fluoro (F) 
5 nucleotides in one or both siNA strands and various 3 '-end stabilization chemistries, 
including 3'-glyceryl, 3 '-inverted abasic, 3 '-inverted Thymidine, and/or Thymidine. 
Active siNA containing stabilizing modifications such as described herein should prove 
useful for in vivo applications. 

A luciferase reporter system was utilized to test RNAi activity of chemically 
10 modified siNA constructs compared to siNA constructs consisting of all RNA nucleotides 
containing two thymidine nucleotide overhangs. Sense and antisense siNA strands (20 
uM each) were annealed by incubation in buffer (100 mM potassium acetate, 30 mM 
HEPES-KOH, pH 7.4, 2 mM magnesium acetate) for 1 min. at 90°C followed by 1 hour 
at 37°C. Plasmids encoding firefly luciferase (pGL2) and renilla luciferase (pRLSV40) 
1 5 were purchased from Promega Biotech. 

HeLa S3 cells were grown at 37°C in DMEM with 5% FBS and seeded at 15,300 
cells in 100 ul media per well of a 96-well plate 24 hours prior to transfection. For 
transfection, 4 ul Lipofectamine 2000 (Life Technologies) was added to 96 ul OPTI- 
MEM, vortexed and incubated at room temperature for 5 minutes. The 100 ul diluted lipid 

20 was then added to a microtiter tube containing 5 ul pGL2 (200ng/ul), 5 ul pRLSV40 (8 
ng/ul) 6 ul siNA (25 nM or 10 nM final), and 84 ul OPTI-MEM, vortexed briefly and 
incubated at room temperature for 20 minutes. The transfection mix was then mixed 
briefly and 50 ul was added to each of three wells that contained HeLa S3 cells in 100 ul 
media. Cells were incubated for 20 hours after transfection and analyzed for luciferase 

25 expression using the Dual luciferase assay according to the manufacturer's instructions 
(Promega Biotech). The results of this study are summarized in Figures 4-16. The 
sequences of the siNA strands used in this study are shown in Table I and are referred to 
by RPI# in the figures. Normalized luciferase activity is reported as the ratio of firefly 
luciferase activity to renilla luciferase activity in the same sample. Error bars represent 

30 standard deviation of triplicate transfections. As shown in Figures 4-16, the RNAi 
activity of chemically modified constructs is comparable to that of control siNA 
constructs, which consist of all ribonucleotides at every position except the 3 '-terminus 
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which comprises two thymidine nucleotide overhangs. In some instances, the RNAi 
activity of the chemically modified constructs is greater than the siNA construct 
consisting of all ribonucleotides at every position except the 3 ' -terminus which comprises 
two thymidine nucleotide overhangs. For example, Figure 4 shows results obtained from 
5 a screen using phosphorothioate modified siNA constructs; the RPI 27654/27659 
construct contains phosphorothioate substitutions for every pyrimidine nucleotide in both 
sequences, the RPI 27657/27662 construct contains 5 terminal 3' -phosphorothioate 
substitutions in each strand, the RPI 27649/27658 construct contains all phosphorothioate 
substitutions only in the antisense strand, whereas the RPI 27649/27660 and RPI 
10 27649/27661 constructs have unmodified sense strands and varying degrees of 
phosphorothioate substitutions in the antisense strand. All of these constructs show 
significant RNAi activity when compared to a scrambled siNA. 

Figure 5 shows results obtained from a screen using phosphorothioate (RPI 
28253/28255 and RPI 28254/28256) and universal base substitutions (RPI 28257/28259 
15 and RPI 28258/28260) compared to the same controls described above. As shown, these 
modifications show equivalent or better RNAi activity when compared to the control 
siNA construct. 

Figure 6 shows results obtained from a screen using 2'-0-methyl modified siNA 
constructs in which the sense strand contains either 10 (RPI 28244/27650) or 5 (RPI 
20 28245/27650) 2'-0-methyl substitutions, both with comparable activity to the control 
siNA construct. 

Figure 7 shows results obtained from a screen using 2'-0-methyl or 2'-deoxy-2'- 
fluoro modified siNA constructs compared to a control construct consisting of all 
ribonucleotides at every position except the 3 '-terminus which comprises two thymidine 
25 nucleotide overhangs. 

Figure 8 compares a siNA construct containing six phosphorothioate substitutions 
in each strand (RPI 28460/28461), where 5 phosphorothioates are present at the 3' end 
and a single phosphorothioate is present at the 5' end of each strand. This motif shows 
very similar activity to the control siNA construct consisting of all ribonucleotides at 
30 every position except the 3 5 -terminus which comprises two thymidine nucleotide 
overhangs. 
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Figure 9 compares a siNA construct synthesized by the method of the invention 
described in Example 1, wherein an inverted deoxyabasic succinate linker was used to 
generate a siNA having a 3 '-inverted deoxyabasic cap on the antisense strand of the 
siNA. This construct shows improved activity compared to the control siNA (siGL2) 
5 construct consisting of all ribonucleotides at every position except the 3 '-terminus which 
comprises two thymidine nucleotide overhangs. 

Figure 10 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs including 3 '-glyceryl modified siNA constructs compared to an all RNA 
control siNA construct using a luciferase reporter system. These chemically modified 

10 siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (hiv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 

15 number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. As shown in the Figure, the 3 '-terminal modified siNA constructs 
retain significant RNAi activity compared to the control siNA (siGL2) construct. 

Figure 11 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

20 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

25 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. As shown in the figure, the chemically modified RPI 30063/30430, 
RPI 30433/30430, and RPI 30063/30224 constructs retain significant RNAi activity 
compared to the control siNA construct. It should be noted that RPI 30433/30430 is a 

30 siNA construct having no ribonucleotides which retains significant RNAi activity 
compared to the constrol siGL2 construct in vitro, therefore, this construct is expected to 
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have both similar RNAi activity and improved stability compared to siNA constructs 
having ribonucleotides in vivo. 

Figure 12 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

5 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3'-terminal 
dithymidine (TT) and its corresponding inverted control (hw siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

10 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. As shown in the figure, the chemically modified RPI 30063/30224 
and RPI 30063/30430 constructs retain significant RNAi activity compared to the control 
siNA (siGL2) construct. In addition, the antisense strand alone (RPI 30430) and an 

15 inverted control (RPI 30227/30229, having matched chemistry to RPI 30063/30224) were 
compared to the siNA duplexes described above. The antisense strand (RPI 30430) 
alone provides far less inhibition compared to the siNA duplexes using this sequence. 

Figure 13 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

20 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

25 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. In addition, an inverted control (RPI 30226/30229, having matched 
chemistry to RPI 30222/30224) was compared to the siNA duplexes described above. As 
shown in the figure, the chemically modified RPI 28251/30430, RPI 28251/30224, and 

30 RPI 30222/30224 constructs retain significant RNAi activity compared to the control 
siNA construct, and the chemically modified RPI 28251/30430 construct demonstrates 
improved activity compared to the control siNA (siGL2) construct. 
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Figure 14 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs including various 3' -terminal modified siNA constructs compared to an 
all RNA control siNA construct using a luciferase reporter system. These chemically 
modified siNAs were compared in the luciferase assay described herein at 1 nM and 

5 lOnM concentration using an all RNA siNA control (siGL2) having having 3'-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 

10 are shown in Table I. As shown in the figure, the chemically modified RPI 30222/30546, 
30222/30224, 30222/30551, 30222/30557 and 30222/30558 constructs retain significant 
RNAi activity compared to the control siNA construct. 

Figure 15 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemistries 

15 compared to a fixed antisense strand chemistry. These chemically modified siNAs were 
compared in the luciferase assay described herein at 1 nM and lOnM concentration using 
an all RNA siNA control (siGL2) having having 3 '-terminal dithymidine (TT) and its 
corresponding inverted control (Inv siGL2). The background level of luciferase 
expression in the HeLa cells is designated by the "cells" column. Sense and antisense 

20 strands of chemically modified siNA constructs are shown by RPI number (sense 
strand/antisense strand). Sequences correspoding to these RPI numbers are shown in 
Table I. As shown in the figure, the chemically modified RPI 30063/30430, 
30434/30430, and 30435/30430 constructs all demonstrate greater activity compared to 
the control siNA (siGL2) construct. 

25 Example 6: RNAi activity titration 

A titration assay was performed to determine the lower range of siNA concentration 
required for RNAi activity both in a control siNA construct consisting of all RNA 
nucleotides containing two thymidine nucleotide overhangs and a chemically modified 
siNA construct comprising 5 phosphorothioate internucleotide linkages in both the sense 
30 and antisense strands. The assay was performed as described above, however, the siNA 
constructs were diluted to final concentrations between 2.5 nM and 0.025 nM. Results 
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are shown in Figure 16. As shown in Figure 16, the chemically modified siNA construct 
shows a very similar concentration dependent RNAi activity profile to the control siNA 
construct when compared to an inverted siNA sequence control. 

Example 7: siNA design 

5 siNA target sites were chosen by analyzing sequences of the target RNA and 

optionally prioritizing the target sites on the basis of folding (structure of any given 
sequence analyzed to determine siNA accessibility to the target), by using a library of 
siNA molecules as described in Example 4, or alternately by using an in vitro siNA 
system as described in Example 9 herein. siNA molecules were designed that could bind 

10 each target and are optionally individually analyzed by computer folding to assess 
whether the siNA molecule can interact with the target sequence. Varying the length of 
the siNA molecules can be chosen to optimize activity. Generally, a sufficient number of 
complementary nucleotide bases are chosen to bind to, or otherwise interact with, the 
target RNA, but the degree of complementarity can be modulated to accommodate siNA 

15 duplexes or varying length or base composition. By using such methodologies, siNA 
molecules can be designed to target sites within any known RNA sequence, for example 
those RNA sequences corresponding to the any gene transcript. 

Chemically modified siNA constructs are designed to provide nuclease stability for 
systemic administration in vivo and/or improved pharmacokinetic, localization, and 

20 delivery properties while preserving the ability to mediate RNAi activity. Chemical 
modifications as described herein are introduced synthetically using synthetic methods 
described herein and those generally known in the art. The synthetic siNA constructs are 
then assayed for nuclease stability in serum and/or cellular/tissue extracts (e.g. liver 
extracts). The synthetic siNA constructs are also tested in parallel for RNAi activity 

25 using an appropriate assay, such as a luciferase reporter assay as described herein or 
another suitable assay that can quantity RNAi activity. Synthetic siNA constructs that 
possess both nuclease stability and RNAi activity can be further modified and re- 
evaluated in stability and activity assays. The chemical modifications of the stabilized 
active siNA constructs can then be applied to any siNA sequence targeting any chosen 

30 RNA and used, for example, in target screening assays to pick lead siNA compounds for 
therapeutic development (see for example Figure 24). 
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Example 8: Chemical Synthesis and Purification of siNA 

siNA molecules can be designed to interact with various sites in the RNA message, 
for example, target sequences within the RNA sequences described herein. The sequence 
of one strand of the siNA molecule(s) is complementary to the target site sequences 
5 described above. The siNA molecules can be chemically synthesized using methods 
described herein. Inactive siNA molecules that are used as control sequences can be 
synthesized by scrambling the sequence of the siNA molecules such that it is not 
complementary to the target sequence. Generally, siNA constructs can by synthesized 
using solid phase oligonucleotide synthesis methods as described herein (see for example 
10 Usman et aL, US Patent Nos. 5,804,683; 5,831,071; 5,998,203; 6,117,657; 6,353,098; 
6,362,323; 6,437,117; 6,469,158; Scaringe et aL, US Patent Nos. 6,111,086; 6,008,400; 
6,1 1 1,086 all incorporated by reference herein in their entirety). 

In a non-limiting example, RNA oligonucleotides are synthesized in a stepwise 
fashion using the phosphoramidite chemistry as is known in the art. Standard 

15 phosphoramidite chemistry involves the use of nucleosides comprising any of 5'-0- 
dimethoxytrityl, 2'-0-tert-butyldimethylsilyl, 3'-0-2~Cyanoethyl N,N-diisopropylphos- 
phoroamidite groups, and exocyclic amine protecting groups (e.g. N6-benzoyl adenosine, 
N4 acetyl cytidine, and N2-isobutyryl guanosine). Alternately, 2'-0-Silyl Ethers can be 
used in conjunction with acid-labile 2 / -Oorthoester protecting groups in the synthesis of 

20 RNA as described by Scaringe supra. Differing T chemistries can require different 
protecting groups, for example 2'-deoxy-2'-amino nucleosides can utilize N-phthaloyl 
protection as described by Usman et aL, US Patent 5,631,360, incorporated by reference 
herein in its entirety). 

During solid phase synthesis, each nucleotide is added sequentially (3'- to 5'- 
25 direction) to the solid support-bound oligonucleotide. The first nucleoside at the 3 '-end of 
the chain is covalently attached to a solid support (e.g., controlled pore glass or 
polystyrene) using various linkers. The nucleotide precursor, a ribonucleoside 
phosphoramidite, and activator are combined resulting in the coupling of the second 
nucleoside phosphoramidite onto the 5 '-end of the first nucleoside. The support is then 
30 washed and any unreacted 5 '-hydroxyl groups are capped with a capping reagent such as 
acetic anhydride to yield inactive 5 '-acetyl moieties. The trivalent phosphorus linkage is 
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then oxidized to a more stable phosphate linkage. At the end of the nucleotide addition 
cycle, the 5'-Oprotecting group is cleaved under suitable conditions (e.g., acidic 
conditions for trityl-based groups and Fluoride for silyl-based groups). The cycle is 
repeated for each subsequent nucleotide. 

5 Modification of synthesis conditions can be used to optimize coupling efficiency, 

for example by using differing coupling times, differing reagent/phosphoramidite 
concentrations, differing contact times, differing solid supports and solid support linker 
chemistries depending on the particular chemical composition of the siNA to be 
synthesized. Deprotection and purification of the siNA can be performed as is generally 

10 described in Usman et al. 5 US 5,831,071, US 6,353,098, US 6,437,117, and Bellon et al., 
US 6,054,576, US 6,162,909, US 6,303,773, incorporated by reference herein in their 
entirety or Scaringe supra,. Additionally, deprotection conditions can be modified to 
provide the best possible yield and purity of siNA constructs. For example, applicant has 
observed that oligonucleotides comprising 2'-deoxy-2'-fluoro nucleotides can degrade 

15 under inappropriate deprotection conditions. Such oligonucleotides are deprotected using 
aqueous methylamine at about 35°C for 30 minutes. If the 2'-deoxy-2'-fluoro containing 
oligonucleotide also comprises ribonucleotides, after deprotection with aqueous 
methylamine at about 35°C for 30 minutes, TEA-HF is added and the reaction maintained 
at about 65°C for an additional 15 minutes. 

20 Example 9: RNAi in vitro assay to assess siNA activity 

An in vitro assay that recapitulates RNAi in a cell free system is used to evaluate 
siNA constructs specific to target RNA. The assay comprises the system described by 
Tuschl et al., 1999, Genes and Development, 13, 3191-3197 and Zamore et al, 2000, 
Cell, 101, 25-33 adapted for use with target RNA. A Drosophila extract derived from 

25 syncytial blastoderm is used to reconstitute RNAi activity in vitro. Target RNA is 
generated via in vitro transcription from an appropriate plasmid using T7 RNA 
polymerase or via chemical synthesis as described herein. Sense and antisense siNA 
strands (for example 20 uM each) are annealed by incubation in buffer (such as 100 mM 
potassium acetate, 30 mM HEPES-KOH, pH 7.4, 2 mM magnesium acetate) for 1 min. at 

30 90°C followed by 1 hour at 37°C , then diluted in lysis buffer (for example 100 mM 
potassium acetate, 30 mM HEPES-KOH at pH 7.4, 2mM magnesium acetate). Annealing 
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can be monitored by gel electrophoresis on an agarose gel in TBE buffer and stained with 
ethidium bromide. The Drosophila lysate is prepared using zero to two-hour-old embryos 
from Oregon R flies collected on yeasted molasses agar that are dechorionated and lysed. 
The lysate is centrifuged and the supernatant isolated. The assay comprises a reaction 
5 mixture containing 50% lysate [vol/vol], RNA (10-50 pM final concentration), and 10% 
[vol/vol] lysis buffer containing siNA (10 nM final concentration). The reaction mixture 
also contains 10 mM creatine phosphate, 10 ug.ml creatine phosphokinase, 100 um GTP, 
100 uM UTP, 100 uM CTP, 500 uM ATP, 5 mM DTT, 0.1 U/uL RNasin (Promega), and 
100 uM of each amino acid. The final concentration of potassium acetate is adjusted to 
10 100 mM. The reactions are pre- assembled on ice and preincubated at 25° C for 10 
minutes before adding RNA, then incubated at 25° C for an additional 60 minutes. 
Reactions are quenched with 4 volumes of 1 .25 x Passive Lysis Buffer (Promega). Target 
RNA cleavage is assayed by RT-PCR analysis or other methods known in the art and are 
compared to control reactions in which siNA is omitted from the reaction. 

15 Alternately, internally-labeled target RNA for the assay is prepared by in vifro 

transcription in the presence of [alpha- 32 p] CTP, passed over a G 50 Sephadex column by 
spin chromatography and used as target RNA without further purification. Optionally, 
target RNA is 5 ! - 3 2p- e nd labeled using T4 polynucleotide kinase enzyme. Assays are 
performed as described above and target RNA and the specific RNA cleavage products 

20 generated by RNAi are visualized on an autoradiograph of a gel. The percentage of 

cleavage is determined by Phosphor Imager® quantitation of bands representing intact 
control RNA or RNA from control reactions without siNA and the cleavage products 
generated by the assay. 

In one embodiment, this assay is used to determine target sites the RNA target for 
25 siNA mediated RNAi cleavage, wherein a plurality of siNA constructs are screened for 
RNAi mediated cleavage of the RNA target, for example, by analyzing the assay reaction 
by electrophoresis of labeled target RNA, or by northern blotting, as well as by other 
methodology well known in the art. 

Example 10: Nucleic acid inhibition of target RNA in vivo 
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siNA molecules targeted to the target RNA are designed and synthesized as 
described above. These nucleic acid molecules can be tested for cleavage activity in vivo, 
for example, using the following procedure. 

Two formats are used to test the efficacy of siNAs targeting a particular gene 
5 transcipt. First, the reagents are tested on target expressing cells (e.g., HeLa), to 
determine the extent of RNA and protein inhibition. siNA reagents are selected against 
the RNA target. RNA inhibition is measured after delivery of these reagents by a suitable 
transfection agent to cells. Relative amounts of target RNA are measured versus actin 
using real-time PCR monitoring of amplification (eg., ABI 7700 Taqman®). A 
10 comparison is made to a mixture of oligonucleotide sequences made to unrelated targets 
or to a randomized siNA control with the same overall length and chemistry, but 
randomly substituted at each position. Primary and secondary lead reagents are chosen for 
the target and optimization performed. After an optimal transfection agent concentration 
is chosen, a RNA time-course of inhibition is performed with the lead siNA molecule. In 
15 addition, a cell-plating format can be used to determine RNA inhibition. 

Delivery of siNA to Cells 

Cells (e.g., HeLa) are seeded, for example, at lxl 0 5 cells per well of a six-well dish 
in EGM-2 (BioWhittaker) the day before transfection. siNA (final concentration, for 
example 20nM) and cationic lipid (e.g., final concentration 2|ag/ml) are complexed in 

20 EGM basal media (Biowhittaker) at 37°C for 30 mins in polystyrene tubes. Following 
vortexing, the complexed siNA is added to each well and incubated for the times 
indicated. For initial optimization experiments, cells are seeded, for example, at lxl m 
96 well plates and siNA complex added as described. Efficiency of delivery of siNA to 
cells is determined using a fluorescent siNA complexed with lipid. Cells in 6-well dishes 

25 are incubated with siNA for 24 hours, rinsed with PBS and fixed in 2% paraformaldehyde 
for 15 minutes at room temperature. Uptake of siNA is visualized using a fluorescent 
microscope. 

Taqman and Lightcycler quantification of mRNA 

Total RNA is prepared from cells following siNA delivery, for example, using 
30 Qiagen RNA purification kits for 6-well or Rneasy extraction kits for 96-well assays. For 
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Taqman analysis, dual-labeled probes are synthesized with the reporter dye, FAM or JOE, 
covalently linked at the 5'-end and the quencher dye TAMRA conjugated to the 3'-end. 
One-step RT-PCR amplifications are performed on, for example, an ABI PRISM 7700 
Sequence Detector using 50 \xl reactions consisting of 10 ^1 total RNA, 100 nM forward 
5 primer, 900 nM reverse primer, 100 nM probe, IX TaqMan PCR reaction buffer (PE- 
Applied Biosystems), 5.5 mM MgCl 2 , 300 \iM each dATP, dCTP, dGTP, and dTTP, 10U 
RNase Inhibitor (Promega), 1.25U AmpliTaq Gold (PE-Applied Biosystems) and 10U M- 
MLV Reverse Transcriptase (Promega). The thermal cycling conditions can consist of 30 
min at 48°C, 10 min at 95°C, followed by 40 cycles of 15 sec at 95°C and 1 min at 60°C. 
10 Quantitation of mRNA levels is determined relative to standards generated from serially 
diluted total cellular RNA (300, 100, 33, 11 ng/rxn) and normalizing to ft-actin or 
GAPDH mRNA in parallel TaqMan reactions. For each gene of interest an upper and 
lower primer and a fluorescently labeled probe are designed. Real time incorporation of 
SYBR Green I dye into a specific PCR product can be measured in glass capillary tubes 
15 using a lightcyler. A standard curve is generated for each primer pair using control 
cRNA. Values are represented as relative expression to GAPDH in each sample. 

Western blotting 

Nuclear extracts can be prepared using a standard micro preparation technique (see 
for example Andrews and Faller, 1991, Nucleic Acids Research 19, 2499). Protein 

20 extracts from supernatants are prepared, for example using TCA precipitation. An equal 
volume of 20% TCA is added to the cell supernatant, incubated on ice for 1 hour and 
pelleted by centrifugation for 5 minutes. Pellets are washed in acetone, dried and 
resuspended in water. Cellular protein extracts are run on a 10% Bis-Tris NuPage 
(nuclear extracts) or 4-12% Tris-Glycine (supernatant extracts) polyacrylamide gel and 

25 transferred onto nitro-cellulose membranes. Non-specific binding can be blocked by 
incubation, for example, with 5% non-fat milk for 1 hour followed by primary antibody 
for 16 hour at 4°C. Following washes, the secondary antibody is applied, for example 
(1:10,000 dilution) for 1 hour at room temperature and the signal detected with 
SuperSignal reagent (Pierce). 

30 Example 1 1 : Animal Models 
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Various animal models can be used to screen siNA constructs in vivo as are known 
in the art, for example those animal models that are used to evaluate other nucleic acid 
technologies such as enzymatic nucleic acid molecules (ribozymes) and/or antisense. 
Such animal models are used to test the efficacy of siNA molecules described herein. In 
a non-limiting example, siNA molecules that are designed as anti-angiogenic agents can 
be screened animal models. There are several animal models in which the anti- 
angiogenesis effect of nucleic acids of the present invention, such as siNA, directed 
against genes associated with angiogenesis and/or metastais, such as VEGFR (e.g., 
VEGFR1, VEGFR2, and VEGFR3) genes. Typically a corneal model has been used to 
study angiogenesis in rat and rabbit since recruitment of vessels can easily be followed in 
this normally avascular tissue (Pandey et al, 1995 Science 268: 567-569). In these 
models, a small Teflon or Hydron disk pretreated with an angiogenesis factor (e.g. bFGF 
or VEGF) is inserted into a pocket surgically created in the cornea. Angiogenesis is 
monitored 3 to 5 days later. siNA molecules directed against VEGFR mRNAs are 
delivered in the disk as well, or dropwise to the eye over the time course of the 
experiment. In another eye model, hypoxia has been shown to cause both increased 
expression of VEGF and neovascularization in the retina (Pierce et al, 1995 Proc. Natl 
Acad. ScL USA. 92: 905-909; Shweiki et al, 1992 /. Clin. Invest. 91: 2235-2243). 

Several animal models exist for screening of anti-angiogenic agents. These include 
20 corneal vessel fonnation following corneal injury (Burger et al, 1985 Cornea 4: 35-41; 
Lepri, et al, 1994 J. Ocular Pharmacol 10: 273-280; Ormerod et al, 1990 Am. J. 
Pathol 137: 1243-1252) or intracorneal growth factor implant (Grant et al, 1993 
Diabetologia 36: 282-291; Pandey et al 1995 supra; Zieche et al, 1992 Lab. Invest. 
67: 71 1-715), vessel growth into Matrigel matrix containing growth factors (Passaniti et 
25 al, 1992 supra), female reproductive organ neovascularization following hormonal 
manipulation (Shweiki et al, 1993 Clin. Invest. 91: 2235-2243), several models 
involving inhibition of tumor growth in highly vascularized solid tumors (O'Reilly et al, 
1994 Cell 79: 315-328; Senger et al, 1993 Cancer and Metas. Rev. 12: 303-324; 
Takahasi et al, 1994 Cancer Res. 54: 4233-4237; Kim et al, 1993 supra), and transient 
30 hypoxia-induced neovascularization in the mouse retina (Pierce et al, 1995 Proc. Natl. 
Acad. Sci. USA. 92: 905-909).gene 
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The cornea model, described in Pandey et al. supra, is the most common and well 
characterized anti-angiogenic agent efficacy screening model. This model involves an 
avascular tissue into which vessels are recruited by a stimulating agent (growth factor, 
thermal or alkalai burn, endotoxin). The corneal model would utilize the intrastromal 
5 corneal implantation of a Teflon pellet soaked in a VEGF-Hydron solution to recruit 
blood vessels toward the pellet which can be quantitated using standard microscopic and 
image analysis techniques. To evaluate their anti-angiogenic efficacy, ribozymes are 
applied topically to the eye or bound within Hydron on the Teflon pellet itself. This 
avascular cornea as well as the Matrigel model provide for low background assays. 
10 While the corneal model has been performed extensively in the rabbit, studies in the rat 
have also been conducted. 

The mouse model (Passaniti et al., supra) is a non-tissue model which utilizes 
Matrigel, an extract of basement membrane (Kleinman et al., 1986) or Millipore® filter 
disk, which can be impregnated with growth factors and anti-angiogenic agents in a liquid 

15 form prior to injection. Upon subcutaneous administration at body temperature, the 
Matrigel or Millipore® filter disk forms a solid implant. VEGF embedded in the Matrigel 
or Millipore® filter disk is used to recruit vessels within the matrix of the Matrigel or 
Millipore® filter disk which can be processed histologically for endothelial cell specific 
vWF (factor VIII antigen) immunohistochemistry, Tricbrome-Masson stain, or 

20 hemoglobin content. Like the cornea, the Matrigel or Millipore® filter disk are avascular; 
however, it is not tissue. In the Matrigel or Millipore® filter disk model, siNA molecules 
are administered within the matrix of the Matrigel or Millipore® filter disk to test their 
anti-angiogenic efficacy. Thus, delivery issues in this model, as with delivery of siNA 
molecules by Hydron- coated Teflon pellets in the rat cornea model, may be less 

25 problematic due to the homogeneous presence of the siNA within the respective matrix. 

The Lewis lung carcinoma and B-16 murine melanoma models are well accepted 
models of primary and metastatic cancer and are used for initial screening of anti-cancer 
agents. These murine models are not dependent upon the use of immunodeficient mice, 
are relatively inexpensive, and minimize housing concerns. Both the Lewis lung and B- 
30 16 melanoma models involve subcutaneous implantation of approximately 10 6 tumor 
cells from metastatically aggressive tumor cell lines (Lewis lung lines 3LL or D 122, LLc- 
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LN7; B-16-BL6 melanoma) in C57BL/6J mice. Alternatively, the Lewis lung model can 
be produced by the surgical implantation of tumor spheres (approximately 0.8 mm in 
diameter). Metastasis also may be modeled by injecting the tumor cells directly i.v.. In 
the Lewis lung model, microscopic metastases can be observed approximately 14 days 

5 following implantation with quantifiable macroscopic metastatic tumors developing 
within 21-25 days. The B-16 melanoma exhibits a similar time course with tumor 
neovascularization beginning 4 days following implantation. Since both primary and 
metastatic tumors exist in these models after 21-25 days in the same animal, multiple 
measurements can be taken as indices of efficacy. Primary tumor volume and growth 

10 latency as well as the number of micro- and macroscopic metastatic lung foci or number 
of animals exhibiting metastases can be quantitated. The percent increase in lifespan can 
also be measured. Thus, these models provide suitable primary efficacy assays for 
screening systemically administered siNA molecules and siNA formulations. 

In the Lewis lung and B-16 melanoma models, systemic pharmacotherapy with a 
15 wide variety of agents usually begins 1-7 days following tumor implantation/inoculation 
with either continuous or multiple administration regimens. Concurrent pharmacokinetic 
studies can be performed to determine whether sufficient tissue levels of siNA can be 
achieved for pharmacodynamic effect to be expected. Furthermore, primary tumors and 
secondary lung metastases can be removed and subjected to a variety of in vitro studies 
20 {i.e. target RNA reduction). 

In utilizing these models to assess siNA activity, VEGFR1, VEGFR2, and/or 
VEGFR3 protein levels can be measured clinically or experimentally by FACS analysis. 
VEGFR1, VEGFR2, and/or VEGFR3 encoded mRNA levels will be assessed by 
Northern analysis, RNase-protection, primer extension analysis and/or quantitative RT- 
25 PCR. siNA molecules that block VEGFR1, VEGFR2, and/or VEGFR3 protein 
encoding mRNAs and therefore result in decreased levels of VEGFR1, VEGFR2, and/or 
VEGFR3 activity by more than 20% in vitro can be thus identified. 

Example 12: siNA-mediated inhibition of angio genesis in vivo 

The purpose of this study was to assess the anti-angiogenic activity of siNA 
30 targeted against VEGFR1 in the rat cornea model of VEGF induced angiogenesis (see 
above). These siNA molecules have matched inverted controls which are inactive since 
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they are not able to interact with the RNA target. The siNA molecules and VEGF were 
co-delivered using the filter disk method: Nitrocellulose filter disks (Millipore®) of 
0.057 diameter were immersed in appropriate solutions and were surgically implanted in 
rat cornea as described by Pandey et al, supra. 

5 The stimulus for angiogenesis in this study was the treatment of the filter disk with 

30 jiM VEGF which is implanted within the corneal stroma. This dose yields 
reproducible neovascularization stemming from the pericorneal vascular plexus growing 
toward the disk in a dose-response study 5 days following implant. Filter disks treated 
only with the vehicle for VEGF show no angiogenic response. The siNA were co- 

10 adminstered with VEGF on a disk in two different siNA concentrations. One concern 
with the simultaneous administration is that the siNA would not be able to inhibit 
angiogenesis since VEGF receptors can be stimulated. However, Applicant has observed 
that in low VEGF doses, the neovascular response reverts to normal, suggesting that the 
VEGF stimulus is essential for maintaining the angiogenic response. Blocking the 

1 5 production of VEGF receptors using simultaneous administration of anti- VEGF-R mRNA 
siNA could attenuate the normal neovascularization induced by the filter disk treated with 
VEGF. 

Materials and Methods: 

Test Compounds and Controls 

20 

R&D Systems VEGF, carrier free at 75 \xM in 82 mM Tris-Cl, pH 6.9 

siNA, 1.67 jiG/fiL, SITE 2340 (SEQ ID NO: 2; SEQ ID NO: 6) sense/antisense 

siNA, 1.67 \aGI\iU INVERTED CONTROL FOR SITE 2340 (SEQ ID NO: 19; 
SEQ ID NO: 20) sense/antisense 

25 siNA 1.67 fig/jiL, Site 2340 (SEQ ID NO: 419; SEQ ID NO: 420) sense/antisense 

Animals 

Harlan Sprague-Dawley Rats, Approximately 225-250g 
45 males, 5 animals per group. 
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Husbandly 

Animals are housed in groups of two. Feed, water, temperature and humidity are 
determined according to Pharmacology Testing Facility performance standards (SOP's) 
5 which are in accordance with the 1996 Guide for the Care and Use of Laboratory Animals 
(NRC). Animals are acclimated to the facility for at least 7 days prior to experimentation. 
During this time, animals are observed for overall health and sentinels will be bled for 
baseline serology. 

Experimental Groups 

10 

Each solution (VEGF and siNAs) was prepared as a IX solution for final 
concentrations shown in the experimental groups described in Table HI. 

siNA Annealing Conditions 

15 siNA sense and antisense strands are annealed for 1 minute in H 2 0 at 

1.67mg/mL/strand followed by a 1 hour incubation at 37°C producing 3.34 mg/mL of 
duplexed siNA. For the 20jxg/eye treatment, 6 ^Ls of the 3.34 mg/mL duplex is injected 
into the eye (see below). The 3.34 mg/mL duplex siNA can then be serially diluted for 
dose response assays. 

20 

Preparation of VEGF Filter Disk 

For corneal implantation, 0.57 mm diameter nitrocellulose disks, prepared from 
0.45 (am pore diameter nitrocellulose filter membranes (Millipore Corporation), were 
25 soaked for 30 min in 1 ^iL of 75 \xM VEGF in 82 mM Tris HC1 (pH 6.9) in covered petri 
dishes on ice. Filter disks soaked only with the vehicle for VEGF (83 mM Tris-Cl pH 
6.9) elicit no angiogenic response. 

Corneal surgeyy 
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The rat corneal model used in this study was a modified from Koch et ah Supra 
and Pandey et aL, supra. Briefly, corneas were irrigated with 0.5% povidone iodine 
solution followed by normal saline and two drops of 2% lidocaine. Under a dissecting 
microscope (Leica MZ-6), a stromal pocket was created and a presoaked filter disk (see 
5 above) was inserted into the pocket such that its edge was 1 mm from the corneal limbus. 

Intraconjunctival injection of test solutions 

Immediately after disk insertion, the tip of a 40-50 \im OD injector (constructed in 
our laboratory) was inserted within the conjunctival tissue 1 mm away from the edge of 

10 the corneal limbus that was directly adjacent to the VEGF-soaked filter disk. Six hundred 
nanoliters of test solution (siNA, inverted control or sterile water vehicle) were dispensed 
at a rate of 1.2 ^L/min using a syringe pump (Kd Scientific). The injector was then 
removed, serially rinsed in 70% ethanol and sterile water and immersed in sterile water 
between each injection. Once the test solution was injected, closure of the eyelid was 

15 maintained using microaneurism clips until the animal began to recover gross motor 
activity. Following treatment, animals were warmed on a heating pad at 37°C. 

Quantitation of angiogenic response 

Five days after disk implantation, animals were euthanized following im 
20 administration of 0.4 mg/kg atropine and corneas were digitally imaged. The neovascular 
surface area (NSA, expressed in pixels) was measured postmortem from blood-filled 
corneal vessels using computerized morphometry (Image Pro Plus, Media Cybernetics, 
v2.0). The individual mean NSA was determined in triplicate from three regions of 
identical size in the area of maximal neovascularization between the filter disk and the 
25 limbus. The number of pixels corresponding to the blood-filled corneal vessels in these 
regions was summated to produce an index of NSA. A group mean NSA was then 
calculated. Data from each treatment group were normalized to VEGF/siNA vehicle- 
treated control NSA and finally expressed as percent inhibition of VEGF-induced 
angiogenesis. 

30 Statistics 
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After determining the normality of treatment group means, group mean percent 
inhibition of VEGF-induced angiogenesis was subjected to a one-way analysis of 
variance. This was followed by two post-hoc tests for significance including Dunnett's 
(comparison to VEGF control) and Tukey-Kramer (all other group mean comparisons) at 
5 alpha = 0.05. Statistical analyses were performed using JMP v.3.1.6 (SAS Institute). 

Results are graphically represented in Figure 23. As shown in Figure 23, 
VEGFR1 site 4229 active siNA at three concentrations were effective at inhibiting 
angiogenesis compared to the inverted siNA control and the VEGF control. A chemically 
modified version of the VEGFR1 site 4229 active siNA comprising a sense strand having 

10 2'-deoxy-2'-fluoro pyrimidines and ribo purines with 5' and 3' terminal inverted 
deoxyabasic residues (SEQ ID NO: 419) and an antisense strand having having T- 
deoxy-2'-fluoro pyrimidines and ribo purines with a terminal 3'-phosphorothioate 
internucleotide linkage (SEQ ID NO: 420), showed similar inhibition. This result shows 
siNA molecules of differing chemically modified composition of the invention are 

1 5 capable of significantly inhibiting angiogenesis in vivo. 

Example 13: RNAi mediated inhibition of EGFR (HERD RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing EGFR (HER1) RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 jal/well, such that at the time of 

20 transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ^1/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 jil. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 

25 incubated at 37°C for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells wre lysed and RNA 
prepared from each well. Target gene expression following treatment was evaluated by 
RT-PCR for the target gene and for a control gene (36B4, an RNA polymerase subunit) 

30 for normalization. The triplicate data were averaged and the standard deviations 
determined for each treatment. Normalized data were graphed and the percent reduction 
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of target niRNA by active siNAs in comparison to their respective inverted control siNAs 
was determined. 



Results of this study are shown in Figure 25. A siNA construct comprising 
ribonucleotides and 3 '-terminal dithymidine caps (RPI#30988/31064) was compared to a 
5 chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminal phosphorothioate internucleotide linkage (RPI#31300/31301), 
which was also compared to a matched chemistry inverted control (RPI#31312/31313). 
10 In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2), and cells transfected 
with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce EGFR RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

15 Example 14: RNAi mediated inhibition of PKC-alpha RNA expression 

siNA constructs (Table I) are tested for efficacy in reducing PKC-alpha RNA 
expression in, for example in A549 cells. Cells are plated approximately 24h before 
transfection in 96- well plates at 5,000-7,500 cells/well, 100 pl/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs are mixed with 

20 the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 pl/well and 
incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
cells to give a final siNA concentration of 25 nM in a volume of 150 pi. Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are incubated 
at 37° for 24h in the continued presence of the siNA transfection mixture. At 24h, RNA is 

25 prepared from each well of treated cells. The supernatants with the transfection mixtures 
are first removed and discarded, then the cells are lysed and RNA prepared from each well. 
Target gene expression following treatment is evaluated by RT-PCR for the target gene and 
for a control gene (36B4, an RNA polymerase subunit) for normalization. The triplicate 
data is averaged and the standard deviations determined for each treatment. Normalized 

30 data are graphed and the percent reduction of target mRNA by active siNAs in comparison 
to their respective inverted control siNAs was determined. 
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In a non-limiting example, siNA constructs were screened for activity (see Figure 
26) and compared to untreated cells, scrambled siNA control constructs (Scraml and 
Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 26, the siNA constructs significantly reduce PKC-alpha RNA expression. Leads 
generated from such a screen are then further assayed. In a non-limiting example, siNA 
constructs comprising ribonucleotides and 3' -terminal dithymidine caps are assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 '-terminal phosphorothioate intemucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 
(transfection control). 

Example 15: RNAi mediated inhibition of Myc RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing Myc (c-Myc) RNA 
expression in 293T cells. 293T cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 pl/well, such that at the time of 
20 transfection cells were 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 pl/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 pi. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
25 incubated at 37°C for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
30 polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 
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the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 

Results of this study are shown in Figure 27. A screen of siNA constructs was 
compared to untreated cells, scrambled siNA control constructs (Scram 1 and Scram2), 
5 and cells transfected with lipid alone (transfection control). As shown in the figure, three 
of the siNA constructs (RPI 30993/31069; RPI 30995/31071; and RPI 30996/31072) 
significantly reduce c-Myc RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 16: RNAi mediated inhibition of BCL2 RNA expression 

10 siNA constructs (Table I) are tested for efficacy in reducing BCL2 RNA expression 

in, for example, A549 cells. Cells are plated approximately 24h before transfection in 96- 
well plates at 5,000-7,500 cells/well, 100 jxl/well, such that at the time of transfection 
cells are 70-90% confluent. For transfection, annealed siNAs are mixed with the 
transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 jal/well and 

15 incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
cells to give a final siNA concentration of 25 nM in a volume of 150 Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA is prepared from each well of treated cells. The supernatants with the 

20 transfection mixtures are first removed and discarded, then the cells are lysed and RNA 
prepared from each well. Target gene expression following treatment is evaluated by RT- 
PCR for the target gene and for a control gene (36B4, an RNA polymerase subunit) for 
normalization. The triplicate data is averaged and the standard deviations determined for 
each treatment. Normalized data are graphed and the percent reduction of target mRNA 

25 by active siNAs in comparison to their respective inverted control siNAs is determined. 

In a non-limiting example, A549 cells were transfected with 0.25 ug/well of lipid 
complexed with 25 nM siNA. A siNA construct comprising ribonucleotides and 3'- 
terminal dithymidine caps (RPI#30998/31074) was tested along with a chemically 
modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine nucleotides and 
30 purine ribonucleotides in which the sense strand of the siNA is further modified with 5' 
and 3 '-terminal inverted deoxyabasic caps and the antisense strand comprises a 3'- 
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terminal phosphorothioate intemucleotide linkage (RPI#3136S/31369), which was also 
compared to a matched chemistry inverted control (RPI#31370/31371) and a chemically 
modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine and 2'-deoxy-2'- 
fluoro purine nucleotides in which the sense strand of the siNA is further modified with 

5 5' and 3 5 -terminal inverted deoxyabasic caps and the antisense strand comprises a 3'- 
terminal phosphorothioate intemucleotide linkage (RPI#3 1372/3 1373) which was also 
compared to a matched chemistry inverted control (RPI#31374/31375). In addition, the 
siNA constructs were also compared to untreated cells, cells transfected with lipid and 
scrambled siNA constructs (Scram 1 and Scram2), and cells transfected with lipid alone 

10 (transfection control). As shown in Figure 28, the siNA constructs significantly reduce 
BCL2 RNA expression compared to scrambled, untreated, and transfection controls. 
Additional stabilization chemistries as described in Table IV are similarly assayed for 
activity. 

Example 17: RNAi mediated inhibition of CHK-1 RNA expression 

15 siNA constructs (Table I) were tested for efficacy in reducing CHK-1 RNA 

expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 |il/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 jil/well 

20 and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 pi Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 

25 transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 

30 the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 



129 



BNSDOCID: <WO 03074654A2_I_> 



WO 03/074654 



PCT/US03/05028 



Results of this study are shown in Figure 29. A siNA construct comprising 
ribonucleotides and 3 '-terminal dithymidine caps (RPI#3 1003/3 1079) and a chemically 
modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine nucleotides and 
purine ribonucleotides in which the sense strand of the siNA is further modified with 5' 
5 and 3 5 -terminal inverted deoxyabasic caps and in which the antisense strand comprises a 
3 '-terminal phosphorothioate internucleotide linkage (RPI#3 1302/3 1303), were compared 
to a matched chemistry inverted control (RPI#3 13 14/3 1325). In addition, the siNA 
constructs were also compared to untreated cells, cells transfected with lipid and 
scrambled siNA constructs (Scraml and Scram2), and cells transfected with lipid alone 
10 (transfection control). As shown in the figure, both siNA constructs significantly reduce 
CHK-1 RNA expression compared to appropriate controls. Additional stabilization 
chemistries as described in Table IV are similarly assayed for activity. 

Example 18: RNAi mediated inhibition of B ACE RNA expression 

siNA constructs (Table I) are tested for efficacy in reducing BACE RNA expression 
15 in, for example in A549 cells. Cells are plated approximately 24h before transfection in 96- 
well plates at 5,000-7,500 cells/well, 100 p.l/well, such that at the time of transfection cells 
are 70-90% confluent. For transfection, annealed siNAs are mixed with the transfection 
reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 nl/well and incubated for 20 
min. at room temperature. The siNA transfection mixtures are added to cells to give a final 
20 siNA concentration of 25 nM in a volume of 150 jiL Each siNA transfection mixture is 
added to 3 wells for triplicate siNA treatments. Cells are incubated at 37°C for 24h in the 
continued presence of the siNA transfection mixture. At 24h, RNA is prepared from each 
well of treated cells. The supematants with the transfection mixtures are first removed and 
discarded, then the cells are lysed and RNA prepared from each well. Target gene 
25 expression following treatment is evaluated by RT-PCR for the target gene and for a control 
gene (36B4, an RNA polymerase subunit) for normalization. The triplicate data is averaged 
and the standard deviations determined for each treatment. Normalized data are graphed 
and the percent reduction of target mRNA by active siNAs in comparison to their 
respective inverted control siNAs was determined. 

30 In a non-limiting example, siNA constructs were screened for activity (see Figure 

30) and compared to untreated cells, scrambled siNA control constructs (Scraml and 
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Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 30, the siNA constructs significantly reduce BACE RNA expression. Leads 
generated from such a screen are then further assayed. In a non-limiting example, siNA 
constructs comprising ribonucleotides and 3 5 -terminal dithymidine caps are assayed along 
5 with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 '-terminal phosphorothioate internucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
10 These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 
(transfection control). 

Example 19: RNAi mediated inhibition of cvclin Dl RNA expression 

15 siNA constructs (Table I) were tested for efficacy in reducing cyclin Dl RNA 

expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96- well plates at 5,000-7,500 cells/well, 100 jil/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 fil/well 

20 and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 julI. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 

25 transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 

30 the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 31. A siNA construct comprising 
ribonucleotides and 3 '-terminal dithymidine caps (RPI#3 098 8/3 1064) was assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
5 modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 '-terminal phosphorothioate intemucleotide linkage (RPI#3 1300/3 130), 
which was also compared to a matched chemistry inverted control (RPI#31312/31313). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2), and cells transfected 
10 with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce cyclin Dl RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 20: RNA mediated inhibition of PTP-1B RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing PTP-1B RNA 

15 expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 ul/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ul/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 

20 added to cells to give a final siNA concentration of 25 nM in a volume of 150 ul. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 

25 RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 
the percent reduction of target mRNA by active siNAs in comparison to their respective 

30 inverted control siNAs was determined. 
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Results of this study are shown in Figure 32. A siNA construct comprising 
ribonucleotides and 3 5 -terminal dithymidine caps (RPI#3 101 8/3 1094) was assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminal phosphorothioate intemucleotide linkage (RPI#31306/31307), 
which was also compared to a matched chemistry inverted control (RPI#3 13 18/31319). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scram 1 and Scrani2), and cells transfected 
with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce PTP-1B RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 21 : RNAi mediated inhibition of ERG2 RNA expression 

siNA constructs (Table I) are tested for efficacy in reducing ERG2 RNA expression 
in, for example in DLD1 cells. Cells are plated approximately 24h before transfection in 
96-well plates at 5,000-7,500 cells/well, 100 jil/well, such that at the time of transfection 
cells are 70-90% confluent. For transfection, annealed siNAs are mixed with the 
transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ^il/well and 
incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
cells to give a final siNA concentration of 25 nM in a volume of 150 fil. Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are incubated 
at 37° for 24h in the continued presence of the siNA transfection mixture. At 24h, RNA is 
prepared from each well of treated cells. The supematants with the transfection mixtures 
are first removed and discarded, then the cells are lysed and RNA prepared from each well. 
Target gene expression following treatment is evaluated by RT-PCR for the target gene and 
for a control gene (36B4, an RNA polymerase subunit) for normalization. The triplicate 
data is averaged and the standard deviations determined for each treatment. Normalized 
data are graphed and the percent reduction of target mRNA by active siNAs in comparison 
to their respective inverted control siNAs was determined. 

In a non-limiting example, siNA constructs were screened for activity (see Figure 
33) and compared to untreated cells, scrambled siNA control constructs (Scraml and 
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Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 33, the siNA constructs significantly reduce of ERG2 RNA expression. Leads 
generated from such a screen are then further assayed. In a non-limiting example, siNA 
constructs comprising ribonucleotides and 3 5 -terminal dithymidine caps are assayed along 
5 with a chemically modified siNA construct comprising 2 > -deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5' and 3 5 -terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 5 -terminal phosphorothioate internucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
10 These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 
(transfection control). Additional stabilization chemistries as described in Table IV are 
similarly assayed for activity. 

15 Example 22: RNAi mediated inhibition of PCNA RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing PCNA RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 nl/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 

20 with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 |il/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 \x\. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 

25 24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 

30 standard deviations determined for each treatment. Normalized data were graphed and 
the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 34. A siNA construct comprising 
ribonucleotides and 3'-terminal dithymidine caps (RPI#31035/31111) was assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 

5 modified with 5' and 3' -terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3' -terminal phosphorothioate internucleotide linkage (RPI#31310/31311), 
which was also compared to a matched chemistry inverted control (RPI#31322/31323). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2), and cells transfected 

10 with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significant reduce PCNA RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 23: Indications 

The siNA molecules of the invention can be used to treat a variety of diseases and 
1 5 conditions through modulation of gene expression. Using the methods described herein, 
chemically modified siNA molecules can be designed to modulate the expression any 
number of target genes, including but not limited to genes associated with cancer, 
metabolic diseases, infectious diseases such as viral, bacterial or fungal infections, 
neurologic diseases, musculoskeletal diseases, diseases of the immune system, diseases 
20 associated with signaling pathways and cellular messengers, and diseases associated with 
transport systems including molecular pumps and channels. 

Non-limiting examples of various viral genes that can be targeted using siRNA 
molecules of the invention include Hepatitis C Virus (HCV, for example Genbank 
Accession Nos: D11168, D504S3.1, L3831S and S82227), Hepatitis B Virus (HBV, for 

25 example GenBank Accession No. AF100308.1), Human Immunodeficiency Virus type 1 
(HF/-1, for example GenBank Accession No. U51188), Human Immunodeficiency Virus 
type 2 (HIV-2, for example GenBank Accession No. X60667), West Nile Virus (WNV 
for example GenBank accession No. NCJ)01563), cytomegalovirus (CMV for example 
GenBank Accession No. NC_001347), respiratory syncytial virus (RSV for example 

30 GenBank Accession No. NC_001781), influenza virus (for example example GenBank 
Accession No. AF037412, rhinovirus (for example, GenBank accession numbers: 
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D00239, X02316, X01087, L24917, M16248, K02121, X01087), papillomavirus (for 
example GenBank Accession No. NC_001353), Herpes Simplex Virus (HSV for 
example GenBank Accession No. NC_001345), and other viruses such as HTLV (for 
example GenBank Accession No. AJ430458). Due to the high sequence variability of 

5 many viral genomes, selection of siRNA molecules for broad therapeutic applications 
would likely involve the conserved regions of the viral genome. Nonlimiting examples of 
conserved regions of the viral genomes include but are not limited to 5 '-Non Coding 
Regions (NCR), 3'- Non Coding Regions (NCR) and/or internal ribosome entry sites 
(IRES). siRNA molecules designed against conserved regions of various viral genomes 

10 will enable efficient inhibition of viral replication in diverse patient populations and may 
ensure the effectiveness of the siRNA molecules against viral quasi species which evolve 
due to mutations in the non-conserved regions of the viral genome. 

Non-limiting examples of human genes that can be targeted using siRNA molecules 
of the invention using methods described herein include any human RNA sequence, for 

15 example those commonly referred to by Genbank Accession Number. These RNA 
sequences can be used to design siRNA molecules that inhibit gene expression and 
therefore abrogate diseases, conditions, or infections associated with expression of those 
genes. Such non-limiting examples of human genes that can be targeted using siRNA 
molecules of the invention include VEGFr (VEGFr-1 for example GenBank Accession 

20 No. XM_067723, VEGFr-2 for example GenBank Accession No. AF063658), HER1, 
HER2, HER3, and HER4 (for example Genbank Accession Nos: NM_005228, 
NM_004448, NM_001982, and NM_005235 respectively), telomerase (TERT, for 
example GenBank Accession No. NM_003219), telomerase RNA (for example GenBank 
Accession No. U86046), NFkappaB, Rel-A (for example GenBank Accession No. 

25 NM_005228), NOGO (for example GenBank Accession No. AB020693), NOGOr (for 
example GenBank Accession No. XM_0 15620), RAS (for example GenBank Accession 
No. NM_004283), RAF (for example GenBank Accession No. XM_033884), CD20 (for 
example GenBank Accession No. X07203), METAP2 (for example GenBank Accession 
No. NM_003219), CLCA1 (for example GenBank Accession No. NM_0012S5) , 

30 phospholamban (for example GenBank Accession No. NM_002667), PTP1B (for 
example GenBank Accession No. M31724), and others, for example, those shown in 
Table III. 
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The siNA molecule of the invention can also be used in a variety of agricultural 
applications involving modulation of endogenous or exogenous gene expression in plants 
using siNA, including use as insecticidal, antiviral and anti-fungal agents or modulate 
plant traits such as oil and starch profiles and stress resistance. 

5 Example 24: Diagnostic uses 

The siNA molecules of the invention can be used in a variety of diagnostic 
applications, such as in the identification of molecular targets (e.g., RNA) in a variety of 
applications, for example, in clinical, industrial, environmental, agricultural and/or 
research settings. Such diagnostic use of siNA molecules involves utilizing reconstituted 

10 RNAi systems, for example, using cellular lysates or partially purified cellular lysates. 
siNA molecules of this invention can be used as diagnostic tools to examine genetic drift 
and mutations within diseased cells or to detect the presence of endogenous or exogenous, 
for example viral, RNA in a cell. The close relationship between siNA activity and the 
structure of the target RNA allows the detection of mutations in any region of the 

15 molecule, which alters the base-pairing and three-dimensional structure of the target 
RNA. By using multiple siNA molecules described in this invention, one can map 
nucleotide changes, which are important to RNA structure and function in vitro, as well 
as in cells and tissues. Cleavage of target RNAs with siNA molecules can be used to 
inhibit gene expression and define the role of specified gene products in the progression 

20 of disease or infection. In this manner, other genetic targets can be defined as important 
mediators of the disease. These experiments will lead to better treatment of the disease 
progression by affording the possibility of combination therapies (e.g., multiple siNA 
molecules targeted to different genes, siNA molecules coupled with known small 
molecule inhibitors, or intermittent treatment with combinations siNA molecules and/or 

25 other chemical or biological molecules). Other in vitro uses of siNA molecules of this 
invention are well known in the art, and include detection of the presence of mRNAs 
associated with a disease, infection, or related condition. Such RNA is detected by 
determining the presence of a cleavage product after treatment with a siNA using 
standard methodologies, for example, fluorescence resonance emission transfer (FRET). 

30 In a specific example, siNA molecules that cleave only wild-type or mutant forms 

of the target RNA are used for the assay. The first siNA molecules {i.e., those that cleave 
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only wild-type forms of target RNA) are used to identify wild-type RNA present in the 
sample and the second siNA molecules (i.e., those that cleave only mutant forms of target 
RNA) are used to identify mutant RNA in the sample. As reaction controls, synthetic 
substrates of both wild-type and mutant RNA are cleaved by both siNA molecules to 
5 demonstrate the relative siNA efficiencies in the reactions and the absence of cleavage of 
the "non-targeted" RNA species. The cleavage products from the synthetic substrates 
also serve to generate size markers for the analysis of wild-type and mutant RNAs in the 
sample population. Thus, each analysis requires two siNA molecules, two substrates and 
one unknown sample, which is combined into six reactions. The presence of cleavage 
10 products is determined using an RNase protection assay so that full-length and cleavage 
fragments of each RNA can be analyzed in one lane of a polyacrylamide gel. It is not 
absolutely required to quantify the results to gain insight into the expression of mutant 
RNAs and putative risk of the desired phenotypic changes in target cells. The expression 
ofmRNA whose protein product is implicated in the development of the phenotype (i.e., 
15 disease related or infection related) is adequate to establish risk. If probes of comparable 
specific activity are used for both transcripts, then a qualitative comparison of RNA levels 
is adequate and decreases the cost of the initial diagnosis. Higher mutant form to wild- 
type ratios are correlated with higher risk whether RNA levels are compared qualitatively 
or quantitatively. 

20 All patents and publications mentioned in the specification are indicative of the 

levels of skill of those skilled in the art to which the invention pertains. All references 
cited in this disclosure are incorporated by reference to the same extent as if each 
reference had been incorporated by reference in its entirety individually. 

One skilled in the art would readily appreciate that the present invention is well 
25 adapted to carry out the objects and obtain the ends and advantages mentioned, as well as 
those inherent therein. The methods and compositions described herein as presently 
representative of preferred embodiments are exemplary and are not intended as 
limitations on the scope of the invention. Changes therein and other uses will occur to 
those skilled in the art, which are encompassed within the spirit of the invention, are 
30 defined by the scope of the claims. 
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It will be readily apparent to one skilled in the art that varying substitutions and 
modifications can be made to the invention disclosed herein without departing from the 
scope and spirit of the invention. Thus, such additional embodiments are within the scope 
of the present invention and the following claims. The present invention teaches one 
skilled in the art to test various combinations and/or substitutions of chemical 
modifications described herein toward generating nucleic acid constructs with improved 
activity for mediating RNAi activity. Such improved activity can comprise improved 
stability, improved bioavailability, and/or improved activation of cellular responses 
mediating RNAi. Therefore, the specific embodiments described herein are not limiting 
and one skilled in the art can readily appreciate that specific combinations of the 
modifications described herein can be tested without undue experimentation toward 
identifying siNA molecules with improved RNAi activity. 

The invention illustratively described herein suitably can be practiced in the 
absence of any element or elements, limitation or limitations that are not specifically 
15 disclosed herein. Thus, for example, in each instance herein any of the terms 
"comprising", "consisting essentially of 1 , and "consisting of 1 may be replaced with either 
of the other two terms. The terms and expressions which have been employed are used as 
terms of description and not of limitation, and there is no intention that in the use of such 
terms and expressions of excluding any equivalents of the features shown and described 
20 or portions thereof, but it is recognized that various modifications are possible within the 
scope of the invention claimed. Thus, it should be understood that although the present 
invention has been specifically disclosed by preferred embodiments, optional features, 
modification and variation of the concepts herein disclosed may be resorted to by those 
skilled in the art, and that such modifications and variations are considered to be within 
25 the scope of this invention as defined by the description and the appended claims. 

In addition, where features or aspects of the invention are described in terms of 
Markush groups or other grouping of alternatives, those skilled in the art will recognize 
that the invention is also thereby described in terms of any individual member or 
subgroup of members of the Markush group or other group. 
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Table BE 



Reagent 



Phosphoramidites 



S-Ethyl Tetrazole 



Acetic Anhydride 



A/-Methyl 
Imidazole 



TCA 



Iodine 



Beaucage 



Acetonitrile 



Equivalents 



A. 2.5 pmol Synthesis Cycle ABI 394 Instrument 



6.5 



23.8 



100 



186 



176 



11.2 



12.9 



NA 



Amount 



163 pL 



238 pL 



233 pL 



233 pL 



2.3 mL 



1.7 mL 



645 pL 



6.67 mL 



Walt Time* DNA 



45 sec 



45 sec 



5 sec 



5 sec 



21 sec 



45 sec 



100 sec 



NA 



Wait Time* 2 , -0-methyl 



2.5 min 



2.5 min 



5 sec 



5 sec 



21 sec 



45 sec 



300 sec 



NA 



Reagent 



Phosphoramidites 



S-Ethyl Tetrazole 



Acetic Anhydride 



A/-Methyl 
Imidazole 



TCA 



Iodine 



Beaucage 



Acetonitrile 



Equivalents 



15 



38.7 



655 



1245 



700 



20.6 



7.7 



NA 



B. 0.2 pmol Synthesis Cycle ABI 394 Instrument 



Amount 



31 pL 



31 pL 



124 pL 



124 pL 



732 pL 



244 pL 



232 pL 



2.64 mL 



Wait Time* DNA 



45 sec 



45 sec 



5 sec 



5 sec 



10 sec 



15 sec 



100 sec 



NA 



Wait Time* 2'-0-methyl 



233 sec 



233 min 



5 sec 



5 sec 



10 sec 



15 sec 



300 sec 



NA 



Reagent 



Equivalents: DNA/ 
2'-0-methyI/Ribo 



C 0.2 umol Synthesis Cycle 96 well Instrument 



Amount: DNA/2'-0- 
methyl/Ribo 



Wait Time* DNA 



Wait Time*RNA 



7.5 min 



7.5 min 



5 sec 



5 sec 



21 sec 



45 sec 



300 sec 



NA 



Wait Time*RNA 



465 sec 



465 sec 



5 sec 



5 sec 



10 sec 



15 sec 



300 sec 



NA 



Wait Time* 2'-0- 
methyl 



Wait Time* Ribo 



Phosphoramidites 



22/33/66 



40/60/120 pL 



S-Ethyl Tetrazole 



60 sec 



1 80 sec 



360sec 



70/105/210 



40/60/120 pL 



60 sec 



180 min 



Acetic Anhydride 



265/265/265 



50/50/50 pL 



360 sec 



10 sec 



10 sec 



/V-Methyl 
Imidazole 



10 sec 



502/502/502 



50/50/50 pL 



10 sec 



10 sec 



10 sec 



TCA 



238/475/475 



250/500/500 pL 



15 sec 



Iodine 



15 sec 



15 sec 



6.8/6.8/6.8 



80/80/80 pL 



30 sec 



30 sec 



Beaucage 



30 sec 



34/51/51 



80/120/120 



1 00 sec 



200 sec 



Acetonitrile 



200 sec 



NA 



1150/1150/1150 pL 



NA 



NA 



NA 



Wait time does not include contact time during delivery. 



Tandem synthesis utilizes double coupling of linker molecule 
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Table III 



Group 


Solution on 
Filter (1.0 
uL) 


Stock VEGF 
concentration 


Number 

of | 
Animals 


Injectate; 
(6.0 uL) 


Dose 


Cone, 
injectate 


1 


Tris-Cl pH 
6.9 


NA 


5 


water 


NA 


NA 


2 


R&D Systems 
v j^vjjr-cdiricr 
free 
75 liM 


3.53 ug/nL 


5 


water 


NA 


NA 


3 


R&D Systems 

V cUr-CaTricl 

free 
75 uM 


3.53 ug/nL 


5 


Site 2340 
siRNA 


10 

ug/ eye 


1.67 
^g/l^L 


4 


R&D Systems 
v xi^j-T -carrier 
free 
75 |iM 


3.53 ug/uL 


5 


Site 2340 
btaoi 
siRNA 


3 

Hg/eye 


0.5 


5 


R&D Systems 
v cvjr -carrier 
free 
75 (rM 


3.53 ug/nL 


5 


Site 2340 
Dtaoi 
siRNA 


1 

M-g/ eye 


0.167 


6 


R&D Systems 

V Ijvjjr-Carxlt:l 

free 
75 uM 


3.53 ug/uL 


5 


Inactive 
oite zo^tu 
Stabl 
siRNA 


10 
Ug/ eye 


1.67 


7 


R&D Systems 
VEGF-carrier 
free 
75 uM 


3.53 ug/uL 


5 


Inactive 
Site 2340 
Stabl 
siRNA 


3 


0.5 


8 


R&D Systems 
VEGF-carrier 
free 
75 


3.53 M-g/uL 


5 


Inactive 
Site 2340 
Stabl 
siRNA 


1 

irg/eye 


0.167 
Hg/^L 
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4 



Table IV 



Non-limiting examples of Stabilization Chemistries for chemically modified siNA 
constructs 



Chemistry 


pyrimidine 


Purine 


cap 


p=S 


Strand 


"Stab 1" 


Ribo 


Ribo 


- 


5 at 5 '-end 
1 at 3 '-end 


S/AS 


"Stab 2" 


Ribo 


Ribo 


- 


All 
linkages 


Usually AS 


"Stab 3" 


2'-fluoro 


Ribo 


- 


4 at 5 '-end 
4 at 3 '-end 


Usually S 


ac* 0 u A)) 
oluD 4 


l -lluoro 


Ribo 


5' and 3'- 
ends 




Usually S 


"Stab 5" 


2'-fluoro 


Ribo 




1 at 3 '-end 


Usually AS 


"Stab 6" 


2'-0-Methyl 


Ribo 


5' and 3'- 
ends 




Usually S 


"Stab 7" 


2'-fluoro 


2'-deoxy 


5' and Sp- 
ends 




Usually S 


"Stab 8" 


2'-fluoro 


2'-0- 
Methyl 




1 at 3 '-end 


Usually AS 


"Stab 9" 


Ribo 


Ribo 


5' and Sp- 
ends 




Usually S 


"Stab 10" 


Ribo 


Ribo 




1 at 3 '-end 


Usually AS 


"Stab 11" 


2'-fluoro 


2'-deoxy 




1 at 3 '-end 


Usually AS 



CAP = any terminal cap, see for example Figure 10. 



All Stab 1-11 chemistries can comprise 3 '-terminal thymidine (TT) residues 

All Stab 1-11 chemistries typically comprise 21 nucleotides, but can vary as described 
herein. 

S = sense strand 
10 AS = antisense strand 
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Table V 



Acc# 


Description 


NM 002825 


Homo saoiens Dleiotroohin flieoarin bindine srowth factor 8 neurite erowth- 
promoting factor 1) (PTN), mRNA 


NM 033418 


Homo sapiens hypothetical protein MGC9084 (MGC9084), mRNA 


NM 033111 


Homo sapiens LOC88523 (LOC88523), mRNA 


NM 032564 


Homo saniens diacvlelvcerol O-acvltransferase homoloe 2 (moused fDGAT2 > l 
mRNA 


NM 032311 


Homo sapiens KIAA1649 protein (KIAA1649), mRNA 


NM 022130 


TTotno ^anien^ jyolpi nho^TVhonrntein 1 frnat-nrntpiri^ fOOT PTT^ mTJTSJA 

XXUillu oapiL>liO 0 6 .r iVJo^XllVyj^Xl \j ill +j ^WUdl IJi vy L^JXl ^ VJ ±U Jy 1 1 1XV1 N A 


NM 021980 


Homfl saTiien 1 ? orvrineurin fOPTN^ mPTsJ A 

XXV/111U OapiV/llO U^/lllX^/lXX 1X1 y V_/X XX^I y 5 lllXVX^IXV 


NM_000660 


Homo sapiens transforming growth factor, beta 1 (Camurati-Engelmann disease) 
(TGFBn mRNA 

V X VJl X-J XI, llllvl v. 


NM. 020423 


Homo sapiens hypothetical protein LOC57147 (LOC57147), mRNA 


NM 020351 


X X\J±Ll\J oapiCll£> &11JAJULI1 lllUsUl^ ^Cxi-CApiCooCla alxU. 1 1 la Vvl Up Ild-gC OUIxUllxUlxCU 

meriium-infiiiced ■nrntpin ^ma<*-64 fT Or^570R6 ■ mT?TsT A 

llivU JL 1X1X1 llllXUwwvl JJJl VsLXr/Xll JlliCt^ v i 1 XiV/N^ii/ / V/uU 1 1 XXVX ^1 i). 


NM 019556 


FTnrnn <sanien<? hvnnthpfiral nrntpin HT47^R4 rDT47^"R4.^ nYRTMA 

X X japit/Ho Xl_y Lilt/ LXxUllslll UJ / Jlx'T ^X_^J" / ^jXJ^J^ lliXVlN .Zx. 


NM 018676 


Hnmo ^atii^n^ TTV/TTSP for trail QrnprniTranp mnlpnilp with tlimmV»ricr»rinHiTi 

XXVX111VF OdLJIV/llo llrllOl X VJl IX dliollH-'lllUl (XX I O 1 1 ivJ Iv^O LX I V_ W1L11 LI XL KJLL I UUo |JU1 llXli i 

module CLOC55901") mRNA 


NM_0 16265 


Homo sapiens GIOT-3 for gonadotropin inducible transcription repressor-3 
(GIOT-3i mRNA 


NM 016531 


TTomo ^anipii^i fCninnftl-lilcp factor ^ THaQip^ nCT P"^^ ml^NA 


NM 016372 


Homo sapiens seven transmembrane domain orphan receptor (TPRA40), mRNA 


NM 016211 

X^IXVX V/ X \J>£» X X 


T-Frvmn ^anipriQ vpa Rpp^lr* Vinmnlna fTClA. A 000^^ mT^lNJA 

1JLU111U OClLyiWJXo jCao L OCOJ X LJ HVJlllvJ lUg, ^r^Xrxrvu Z/\J ^> j 9 llXXvxN 


NM 014933 


Homo sapiens yeast Sec3 lp homolog (KIAA0905), mRNA 


NM 014706 

X > -1VJI V7 X " J \J\J 


TTfvmn cstiiPnQ cmiflmftiic r*p11 pnrrinnmp antiopr) rppnonicpH T* r*#»llc ^ 

Xx\JXllU 0<XIJ1C11o Ol-j LXCX111U LXo UCXI L/dl V^lllVJllIa. a-IlCLgt-Jl ICOUgllloCU Ujr ± IvCIlO J 

fSART3 1 mRNA 

^tJ.l»X\.l lliXXX^Xl. 


NM 014463 

JL l It J. \J X i rV/«/ 


Homo ^aniPti^; T ^ nrotpifx (J SWkA'X\ TsJA 

XXVlllVJ OCXJJ 1 V^l IkJ IjOIIIJ plV/lvJXl y X-J VJ X VI I J y 1 1 1X\X ^1 ±X. 


NM 014288 


Rnmn <jaT>ipn<; intpprm Hpfa *\ hmHino - ■nrofpin rHpta^-pn/innpYin^ (\' \ C^rVK ^T-^P^ 

X X NJl llv/ OapivllO 1 11 Lv^^l ill \J\*\.CX J LX11 llXlllg LX1 \J LV^lll ^L/V^LCX_' ^'IIvXIXIIW^W.XXJI / 111 \JJJ JJDX lj 

mRNA 


NM_0 13443 


Homo sapiens CMP-NeuAC;(beta)-N-acetylgalactosaminide (alpha)2,6- 
sialyltransferase member VI (VI), mRNA 


NM 012404 


Homo sapiens pp32 related 2 (PP32R2), mRNA 


NM 012403 


Homo sapiens pp32 related 1 (PP32R1), mRNA 


NM 006710 


Homo sapiens COP9 homolog (COP9), mRNA 


NM 006117 


Homo sapiens peroxisomal D3,D2-enoyl-CoA isomerase (PECI), mRNA 


NM 005839 


Homo sapiens serine/arginine repetitive matrix 1 (SRRM1), mRNA 


NM_004264 


Homo sapiens SRJB7 suppressor of RNA polymerase B homolog (yeast) 
(SURB7), mRNA 


NM_003714 


Homo sapiens stanniocalcin 2 (STC2), mRNA 


NM 003122 


Homo saniens serine orotease inhibitor Kazal tvne 1 TSPINK1 1 mRNA 


NM 003690 


Homo saniens nrotein ikinase interferon-inducible double stranded RNA 
dependent activator (PRKRA), 111RNA 


NM 015526 


Homo sapiens CLIP-170-related protein (CLIPR-59), mRNA 


NM 033401 


Homo sapiens cell recognition protein CASPR4 (CASPR4), mRNA 


NM 023037 


Homo sapiens hypothetical protein CG003 (13CDNA73), mRNA 


NM 021817 


Homo sapiens brain link protein- 1 (BRAL1), mRNA 


NM 016222 


Homo sapiens DEAD-box protein abstrakt (ABS), mRNA 


NM 003744 


Homo sapiens numb homolog (Drosophila) (NIJMB) ? mRNA 


NM 032682 


Homo sapiens forkhead box PI (FOXP1), mRNA 


NM 003681 


Homo sapiens pyridoxal (pyridoxine, vitamin B6) kinase (PDXK), mRNA 
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NM_001685 


HomO S eim CnS ATP SVntVlfl SP PT-f- transnOT+infT r*-i-i*v\<-»"hrv-rti4T-io1 rrtmrtlpv 
Aj.vxii.vy oaj^iwiio *■ •*• ojiiuiooCj xx • u cuiopui LlIlK, ITUlOCnOnQriai V\J COlllJJlcX j 

subunit F6 (ATP5 J), mRNA 


NM 017954 


Homo sapiens hvnothetical nrotein FLJ20761 (FX 190761^ mPMA 


NM 015626 


Homo sapiens SOCS box-containing WD nrotein ^WiP-i /wqt* ^ mPMA 

v «uf*viiw wv^rv-o*-/ v^v/xncuxiixx^ tt x-^ j^Jx \J LC/lil lj VV IX x ^ Vv Ofi 1 J ^ I M rv 1 \1 r\ 


NM 130795 


Homo sapiens regulator of G-protein signalling 3 (RGS3), mRNA 


NM 030877 


Homo sapiens chromosome 20 onen rea diner framp ^1 fC l '7(\f\Y-FXi\ r-r-iPTvTA 


NM 080830 


Homo saniens cvstatin 1 1 fCSTI 1 i nVRTsJA 

Axviiiu oupiviio _7 OI.Ci.llll x X ^ Vw^O X X 1 ^, 1 1 XXX-l N Jl 


NM 032329 


Homo saniens n^R TNG5 f INfrM mRNA 


NM 022917 


Homo sapiens nucleolar RNA-associated protein (Nrap), mRNA 


NM 130787 


xiuiiiu oapiciib <auctp tor-re 1 die a proiem complex z, aipzia 1 suDunit (AP2A1 ), 
mRNA 


NM 024144 


Homo saniens ( AT ^f'PG'i mPXTA 

xiuiiiu Da^lulld ^iXL/U*»V_/I\0 ^, xIxX\J.N.r\. 


NM 018984 


Homo ^flnipns slino^Viot 1 mPXTA 

•XAVJXlxVJ OClLJxV^Ila ollllgSilvJ I 1 ^llOOJuL 1 J y Ilixvi Nxx. 


NM 106552 


Homo saniens hvnotherir*pl TYrotf»in VT T1 AOAQ cimilor XJC 1 'Ui^^4-»^ . • o 

AAU111U aapic-iia iiyjjuuicuc/tii piuicin ri-,j LHsLHy similar to riol Dinumg protein 3 
(FLJ14249), transcript variant 2, mRNA 


NM 022460 


numu bcipicrib nypoineucai proiem ru l^z^y similar to riol binding protein 3 
(FLJ 1 4249), transcript variant 1 , mRNA 


NM 130446 


xauiiiu j>apicxib Kcicn-llive proiem ISJ^rULO ^xvLrXiljO), ITxKJNA 


NM 020314 


raomo sapiens esopnageai cancer associated protein (JVLCjC 16824), mRNA 


NM 130395 


rxomo sapiens werner nencase interacting protein (WHIP), transcript variant 2 
mRNA 


NM 020135 


xxwiiivj &a^jiciit> vvciiici iiciit/dse mieracting protein ( wiriir ), transcript variant 1 
mRNA 


NM 130388 


xavxiiu &ctpicxit> dnityrm repeat ana oLJi^c> DOX-contaming 12 (AorJlz), mRNA 


NM 130387 


Homo sapiens ankynn repeat and SOCS box-containing 14 (ASB14), mRNA 


NM 007191 


nouiu bcipiciii> wiM lnniDitory iactor i (Wirij, mJKJNA 


NM 052950 


Homo sapiens WD40- and FYVE-domain containing protein 2 (WDF2), mRNA 


NM 025042 


Homo sapiens Williams-Beuren syndrome chromosome region 23 (WBSCR23) 
mRNA 


NM 080706 


numo btipiens iransienx receptor potential cation channel, sublamily V, member 
1 (TRPV1), transcript variant 3, mRNA 


NM 080705 


xauiiiu txipicns Lrdnsieni receptor potential cation channel, subiamily V, member 

1 CTRPVTi transrrmt vanant A mPTsIA 


NM_080704 


xxv/xixv oa-pi^iis uanaxciiL ic^/cptur puLcniid.1 cation cnannei, suoiamiiy v, member 
1 (TRPVn transcrint variant 1 mRNA 


NM_0 18727 


o^p^^iw lj. tuiaicjiii x ci/cpiLu puLciiLiai tdnon cnannei, suDiamiiy v, memuer 
1 (TRPVn transcrint variant 2 mRNA 


NM 080879 


Homo saniens SOCS box enntaimna nrotpin P AP9 A r& apoa^ tyiPXTa 


NM 080871 


Homo saniens anlcvrin renpat anH ^OP^ Vinv ^m-ifa-ir-i-i-nrr ifi / A QtJin\ *-^t>tvta 
AAwuiv oapi^ni anivj'xiii icpcai diiu owv^o oox-coniammg iu v,-*v«^-diuj, rnJviNA 


NM 080870 


Homo sapiens DPCR1 nrotein (DPCRTk mPTMA 


NM 080834 


Homo saniens chromosome 20 onen rearHncy frnmp 1 /T^OA/M-fl mD\T a 


NM 080829 


Homo saniens chromosome 90 nnpn reaHino- -fV-QrviP* 17^ /TOOrtt-fi '7<:\ tvt a 

*ivuiw oaj^iwio \jiii\jZ5Vjiiit- ^vy ujpt/ii XCaLllIlg Ild.ITlC 1 fj ^UZUOn 1 / J ) ; rT|x\ IN r\ 


NM 080828 


Homo saniens chromosome 20 onen reaHina fram^ 1 '7'^ ^rorinrfi nx\ mDMA 


NM 080819 


Homo saniens G nrotein-coimled recentor ffrPPTR^k mPTJA 


NM_080752 


Homo saniens chromosome 20 onen rearlinc fram^ \£\A (C y/ ic\r\^^\ ka\ w t?xta 


NM 080749 


Homo saniens chromosome 90 onen reaH-ino- frame* 1 ^<~ , ^{\r\rtt ^.dma 

v °" - JK ^ AJ -° ^axi v/iiiv/aViiii^ -iv/ WjJv-.il 1 v7a.vJ.lllg, 11 dine IDj ^•ZUOlIl OJ J TT1 fx |NJ /\ 


NM 080745 


Homo sapiens ring finger protein 36 (RNF36), mRNA 


NM 080738 


Homo sapiens EDAR-associated death domain (EDARADD), mRNA 


NM 014970 


Homo sapiens kinesin-associated protein 3 (KDFAP3) mRNA 


NM_02105S 


Homo sapiens H2B histone family, member R (H2BFR), mRNA 


NM 021064 


Homo sapiens H2A histone family, member P (H2AFP) mRNA 


NM 080491 


Homo sapiens GRB2-associated binding protein 2 (GAB2), transcript variant 1 
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mRNA 


NM_0 12296 


Homo sapiens GRB2-associated binding protein 2 (GAB2), transcript variant 2, 
mRNA 


NM_007247 


Homo sapiens API gamma subunit binding protein 1 (AP1GBP1), transcript 
variant 1 , mRNA 


NM_080551 


Homo sapiens API gamma subunit binding protein 1 (AP1GBP1), transcript 
variant 3, mRNA 


NM_080550 


Homo sapiens API gamma subunit binding protein 1 (AP1GBP1), transcript 
variant 2, mRNA 


NM 000982 


Homo sapiens nbosomal protein L21 (RPL21 ), mRNA 


NM 003913 


Homo sapiens senne/threomne-protein kinase PRP4 homolog (PRP4), mKJN A 


NM 002475 


Homo sapiens myosin light chain 1 slow a (MLC1SA), mKJN A 


NM 002729 


Homo sapiens hematopoietically expressed homeobox (HHEX), mRNA 


NM 005893 


Homo sapiens calicin (CCIN), mRNA 


NM 017593 


Homo sapiens homolog of mouse BMP-2 inducible kinase (BIKE), mRNA 


NM 032027 


Homo sapiens beta-amyloid binding protein precursor (BBP), mRNA 


NM_004051 


Homo sapiens 3-hydroxybutyrate dehydrogenase (heart, mitochondrial) (BDH), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 006576 


Homo sapiens advillin (AVEL), mRNA 


NM_013375 


Homo sapiens TATA-binding protein-binding protein (ABT1), mRNA 


NM 058219 


Homo sapiens homolog of yeast mRNA transport regulator 3 (MTR3), mRNA 


NM_058237 


Homo sapiens HEAT-like repeat-containing protein (KIAA1622), transcript 
variant 1, mRNA 


NM_020958 


Homo sapiens HEAT-like repeat-containing protein (KIAA1622), transcript 
variant 2, mRNA 


NM 004702 


Homo sapiens cyclin E2 (CCNE2), transcript variant 3, mRNA 


NM 057749 


Homo sapiens cyclin E2 (CCNE2), transcript variant 1, mRNA 


NM 057735 


Homo sapiens cyclin E2 (CCNE2), transcript variant 2, mRNA 


NM 002013 


Homo sapiens FK506 binding protein 3 (25kD) (FKBP3), mRNA 


NM_004724 


Homo sapiens ZW10 homolog, centromere/kinetochore protein (Drosophila) 
(ZW10), mRNA 


NM_057159 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- 
coupled receptor, 2 (EDG2), transcript variant 2, mRNA 


NM_001401 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- 
coupled receptor, 2 (EDG2), transcript variant 1, mRNA 


NM_015084 


Homo sapiens mitochondrial ribosomal protein S27 (MRPS27), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_033281 


Homo sapiens mitochondrial ribosomal protein S36 (MRPS36), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_005830 


Homo sapiens mitochondrial ribosomal protein S31 (MRPS31), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 012062 


Homo sapiens dynamin 1-like (DNM1L), transcript variant 1, mRNA 


NM_005648 


Homo sapiens transcription elongation factor B (SILL), polypeptide 1 (15kD, 
elongin C) (TCEB1), mRNA 


NM 007070 


Homo sapiens FKBP-associated protein (FAP48), transcript variant 2, mRNA 


NM 053274 


Homo sapiens FKBP-associated protein (FAP48), transcript variant 1, mRNA 


NM_054113 


Homo sapiens DNA-dependent protein kinase catalytic subunit-interacting 
protein 3 (JvlrJ ), mKJN A 


NM 003726 


Homo sapiens src family associated phosphoprotein 1 (SCAP1), mRNA 


NM 012308 


Homo sapiens F-box and leucine-rich repeat protein 1 1 (FBXL1 1), mRNA 


NM_030913 


Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic 
domain, (semaphorin) 6C (SEMA6C), mRNA 
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NM OC> 1 1 


Wnrnr\ caniprc T? T}_a ccor*iQ t£»r1 TiTT? AT) r^nrpccrkr /HQ A Tlf ^ -i-rtUTvTA 
XJLVXIXHJ odpiCXlo XVD "ddoUvlalCU lyfxnri ICpiCooLM. r»r\_IV J, 1 1 1 fx IMn 


NM_033632 


Homo sapiens F-box and WD-40 domain protein 7 (archipelago homolog, 

Pirn Qrvnh i 1 ^ ^ fF'R"y"W7 , i frjmcm'-nt variant 1 mPWA 
L^LKJaKJyllllaj \V HS\. VV / llalloL'ript A'alldnL 1, IlilvlN^A. 


NM_018315 


Homo sapiens F-box and WD-40 domain protein 7 (archipelago homolog, 
j-zrobopniiaj ^r^ jd^v vy / ^, transcript variant z, mivxN/\ 


NM 012168 


Homo sapiens F-box only protein 2 (FBX02), mRNA 


IN 1VI_U DDDOZ 


Homo sapiens CDC 14 cell division cycle 14 homolog B (S. cerevisiae) 
(CDC14B), transcript variant 3, mRNA 


IN 1V1^_U D D D 3 i 


Homo sapiens CDC 14 cell division cycle 14 homolog B (S. cerevisiae) 
(CDC14B), transcript variant 2, rtiRNA 


xNxVl__UU,30 / i 


nomo sapiens tutin cen envision cycie ih nomoiog o ^o. cerevisiae^ 
(CDC14B), transcript variant 1, mRNA 


IN 1VJL__U jjjU / 


Homo sapiens caspase 4, apoptosis-related cysteine protease (CASP4), transcript 
vanani aeita, mxviN/v 


NM_033306 


Homo sapiens caspase 4, apoptosis-related cysteine protease (CASP4), transcript 
variant gamma, mjviN/\ 


NM_001225 


Homo sapiens caspase 4, apoptosis-related cysteine protease (CASP4), transcript 
variant aipna, irixviN/\ 


NM 002948 


Homo sapiens ribosomal protein LI 5 (RPL15), mRNA 


IN ]V±__U J D Z Z o 


Homo sapiens ADP-ribosylation factor domain protein 1, 64kD (ARFD1), 
transcript variant gamma, mKiN/Y 


NM_033227 


Homo sapiens ADP-ribosylation factor domain protein 1, 64kD (ARFD1), 
transcript variant beta, mRNA 


1N1V1.__UU 1 ODD 


Homo sapiens ADP-ribosylation factor domain protein 1, 64kD (ARFD1), 
transcript variant aipna, itikina 




nomo sapiens /\jr±viv^jr i protein \j\r iviv^r i j, lriKJNA. 




nomo sapiens aaaptor-reiatea protein complex mu i suDunit \J\r jivli ), 

mRNA 
iixrvi>^v 


NM 001025 


PfftTrin Cflnipnc riKncnmal TYmtf»in QO'i /"PPQ7^^ -m"RXFA 
xx^jiiiv/ Cxajjicxio i lU^JaUiiial piutcill OZj ^ivro^j I, iiirsJ.N/\ 


X > XV J. \J _J O 


X octpiCXlo X->v_.X-*Z.-d.illcigUIllbL CCil ClCdtll ^XT>zAJL/ LT dlloUripL Vanalil Z, IlLtvlN/\ 


NM 0043^2 


xiuiiiu aajjiciio Xjv^X^x. dllLdgUlllol \J1 veil UCdtll )y trailbOript V<iriant I, IIlX\J.>xA 


NM 014326 


TTomo <?ar>iPTi«: fipfjtVj-a^QnpiatpH ■nrotpitn VinaQf* 7 fOAl^Tf 7^ mP TMA 

XXviliu oapiUllo U Wtl 111 aooUU Id ICU JJi \J L^ili 1VJ.11 do ^ ^ \ *^ r t\ r ^, 111XVJ.N /A. 


NM 012430 


Homo sapiens sec22 homolog (SEC22A), mRNA 




XXvJllHJ S»ctpiCIli> oCt tO-llxvC piOLCin ^OJjv^lJLj 3 IXITvINA 


NM 002927 


Homo sapiens regulator of G-protein signalling 13 (RGS13), mRNA 


NM 031774 


nomo bctpienb testis expresseu sequence yLc,j^iDJ\) 9 rnxvlN/v 


NM 001730 


Homo sapiens Kruppel-like factor 5 (intestinal) (KLF5), mRNA 


xNxVx._U.3ZO /^f 


xiomo sapiens leucme ncn repeat (in rL,u.) interacting protein l (x^KJKJ^lJr lj, 
mRNA 


IN ivl_W J IjOI 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) binding protein 


NM_031266 


Homo sapiens heterogeneous nuclear ribonucleoprotein A/B (HNRPAB), 
Lid.iiot'i ipt vanant l , iiixviN/\ 


NM_004499 


Homo sapiens heterogeneous nuclear ribonucleoprotein A/B (HNRPAB), 
tranbt/iipt variant z, ixUviN/V 


NM 004990 


Homo sapiens methionine-tRNA synthetase (MARS), mRNA 


NM 031244 


Homo saniPTi*; QiTtriin cil<*nt mfltincr fvnf* infrirmj^tirkn "r^orjlati rvn 7 Vinmr^l^rr ^ 

x xuiiiv oul/iviio oil LUill &11C11L llldllllg typt* 1X1XW1 lllCltli^ll 1 vguld L1VJ11 Z, llUlIlUlC/g J V 1 ^* 

cerevisiae) (SIRT5), transcript variant 2, mRNA 


NM_0 12241 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 5 (S. 
cerevisiae) (SIRT5), transcript variant 1, mRNA 


NM_006845 


Homo sapiens kinesin-like 6 (mitotic centromere-associated kinesin) (KNSL6), 
mRNA 
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NM 030920 


Homo sapiens lecuine-rich acidic protein-like protein (LANP-L), mRNA 


NM 016228 


Homo saniens T^-lcvniireninp/alnha-aminoarlinate flminotrjinQfpraQp C\C ATI \ \ 

mRNA 


NM 017951 


Homo saniens hvnothetiral nrotein FT T?0?Q7 fFT T?09Q7^ nVRNA 


NM_000778 


Homo sapiens cytochrome P450, subfamily IV A, polypeptide 1 1 (CYP4A1 1), 
mRNA 


NM_006582 


Homo sapiens glucocorticoid modulatory element binding protein 1 (GMEB1), 

transcrint variant 1 mRNA 

tx ftiiovi l vai lain i j 1 1 1.1 v_L N 


NM_024482 


Homo sapiens glucocorticoid modulatory element binding protein 1 (GMEB1), 
transcrint variant 9 nVRNA 


NM 024885 


Homo saniens TAF7-lilce RNA nnlvmerase TT TATA Khy KinHino nrntpin 
(TBP)-associated factor, 50 kD (TAF7L), mRNA 


NM 005736 


TTomo sarnpns APP1 aetin-rplatf^rl nrotein 1 Vinmnlno- A fpnfro r»ti-r» o1-r\V»a /\/ooc+\ 
iiuiiiu oapiwia .rxxvx i auLUi-iciatC/U JJlULt^lli 1 llOlilVJlUti L/CIlll dC/llll dlL/Ild IVCdoLJ 

(ACTR1A) mRNA 


NM 014031 


Homo saniens VLCS-H1 nrotein O/T CS~H1^ mRNA 


NM_022334 


Homo sapiens integrin cytoplasmic domain-associated protein 1 (ICAP-1 A), 
trans cr in t variant 2 mRNA 


NM 007036 


Homo saniens endothelial eell-^nerifir mnlernlf* 1 fP^IlVfl^ mT?NA 


NM 006817 


Homo saniens chromosome 12 onen reading frame R 1 ^orflR^ rnRNA 


NM_022802 


Homo sapiens C-terminal binding protein 2 (CTBP2), transcript variant 2, 
mRNA 


NM 001951 


Homo <?anien«s tranc:printion faptnr S nl ^O-hinrli-ncy fPOT?^ mPTsJA 

■x AwiJ.lv OtAL/l^HO X^JLiX LI dllOV^l 1JJ LlWll lUv LVJ1 ,J 5 1 «J V/~LJlllU.lilg ^X-fxVJT ^ 3 IIlXvlN.fx. 


NM 022142 


Homo saniens enididvmal <;nerm hin din a nrotein 1 HPT ^IPRPI^ mPNA 

xawixiw ouiyiviio 1 \*AL\-iy 111C1.1 O^/Wllil L/llllXllIg LXLvJLvslll 1 \' '* ■iirPr X J 5 > 1 1 rx l\ AA 


NM 012200 


Homo saniens heta-1 ^-or1iipiironv1tr?in<2'Fpr£iQf* ^ ( o^iir , iiTonr\c\/ r 1frQnc - F<=*raci=» T\ 

(B3GAT31 mRNA 


NM 022375 


Homo saniens oculomedin fOCTJVl i mRNA 


NM 004962 


Homo saniens growth differentiation factor 1 0 fODFIfTk mPNA 


NM 007372 


Homo saniens RNA helicase-related nrotein rRTsTA l-TP^ mPlSTA 


NM 005613 


Homo saniens regulator of G-nrotein sionallinp^ 4 rROS4^ m*R"NTA 


NM 006083 


Homo saniens IK cytokine down-reprilator of HLA TT (TK^i mRTsTA 


NM 012426 


Homo sapiens splicing factor 3b, subunit 3, 130kD (SF3B3), mRNA 


NM 018164 


Homo saniens hvnothetical nrotein FT T10fi^7 TFT T^^^ : i^7^ mP"NTA 

iiviiiu aapivixo J r Lii^Li^Oi \j 11 1 x 1—»J 1 \J\j J / yX 1—tJ I V/UJ / III rv \ n AA 


NM 006367 


Homo saniens adenvlvl cvclase-a«;<sOciatefl nrotein ^PAP^ mPTxTA 


NM 021106 


Homo sapiens regulator of G-protein signalling 3 (RGS3), mRNA 


NM 021082 


HomO Saniens Solute earner familv 1 5 nTH-/npntiH<=» trancrirrrt^r^ m^mK#»7- 9 

(SLC15A2), mRNA 


NM 016578 


Homo saniens HBV nX associated nrotein -R (1 OP^ 1 77^ i m"R"KTA 


NM_006671 


Homo Saniens solute carrier familv 1 ( alntamatp tr^n cr^nrtpr^ mpmKpr 7 

iivixiu ouLy«.v<ii.o oviuiv vci-i i iv^i xaiiixijr l \& A UlLdiliclLt; 11 CtlXOUUi LCI Jj lilCIllL/Ci / 

(SLC1A7), rtiRNA 


NM_020650 


Homo sapiens hypothetical nrotein LOC57333 TLOC57333 j mRNA 


NM_015990 


Homo sapiens lymphocyte activation-associated protein (LOC51088), mRNA 


NM 020905 


Homo sapiens PAN2 protein (PAN2) ? mRNA 


NM_020685 


Homo sapiens HT021 (HT021), mRNA 


NM 020682 


Homo sapiens Cvtl9 nrotein fCvtl9i mRNA 


NM 020678 


Homo sapiens HTO 1 7 nrotein f HT0 1 7 , mRNA 

Alvlliv »J 1"^ XXX \7 X / LM. Ulviil \11 X V/ 1 / / , llJlVL>(/\ 


NM 020669 


Homo sapiens uncharacterized eastric nrotein 7AS9P /T OP^7^00^ mPNA 


NM 003760 


Homo Saniens enVarvotie translation initiatirk-n for* A rrommo ^ /t^tt^/i/'iq \ 
iimiiv uu^/iviio v-«ixiva.i jruLiv li alio iciLiKji i xiiiLia.iiv.Jxx . LcLCtxJl ^dllllllcl, J) 1 Jj/ JJT HvJJ K 

mRNA 


NM 020412 


Homo sapiens CHMP1.5 protein (CHMP1.5), mRNA 


NM_020411 


Homo sapiens XAGE-1 protein (XAGE-1), mRNA 


NM 020408 


Homo sapiens CGI-203 protein (CGI-203), mRNA 


NM 020395 


Homo sapiens hypothetical nuclear factor SBBI22 (LOC57117), mRNA 
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NM 020387 


Homo sapiens CATX-8 protein fCATX-8), niRNA 




Homo sapiens cell death regulator aven (LOC57099), mRNA 


NM 020362 


Homo sapiens HT014 (HT014), niRNA 


NA/T O903O7 


Homo sapiens cyclin L ania-6a (LOC57018), mRNA 


NN/T 0071527 


Homo sapiens WW domain binding protein 4 (formin binding protein 21) 
(WBP4), mRNA 


MU 00 S 6 Ad 


ttomo sapiens 1 AF12 RNA polymerase H, TATA box binding protein (TBP)- 
associated iactor, zu KL) (lAr 12), mRNA 


NM 020150 


Homo sapiens SARI protein (SARI), mRNA 


NM 070167 


Homo sapiens neuromedin U receptor 2 (NMU2R), mRNA 


NM 020233 


Homo sapiens x 006 protein (MDS006), mRNA 


xNJLVl VrZUZOZ 


Homo sapiens x 003 protein (MDS003), mRNA 


l^*-IVl__UZUZ*t / 


Homo sapiens hypothetical protein, clone 

Telethon(Italy B41) Strait02270 FL142 (LOC56997), mRNA 


lNxVJ._UZUZ 1 j 


Homo sapiens hypothetical protem from EUROIMAGE 1977056 (LOC56965) 
mRNA 


TsJM 0701 ^3 


Homo sapiens hypothetical protein (LOC56912), mRNA 




Homo sapiens Meisl, myeloid ecotropic viral integration site 1 homolog 2 
(mouse) (iVLblSz), mRNA 


"MM 070190 


Homo sapiens UDP-glucose ceramide glucosyltransferase-like 1 (UGCGL1) 

m"BNA 


"MM 090100 


Homo sapiens HNOEL-iso protein (HNOEL-iso), mRNA 


NM 090949 


xiomo sapiens Kinesm-like 7 (KNSL7), mRNA 


NM 020194 


Homo sapiens GL004 protein (GL004), mRNA 


NM 0901Q3 


Homo sapiens GL002 protein (GL002), mRNA 


NM 0901 SO 


Homo sapiens DC6 protein (DC6), mRNA 


NM 0901 


Homo sapiens DC13 protein (DC13), mRNA 


NM 090134 


Homo sapiens collapsm response mediator protein-5; CRMP3 -associated 
moiecuie (v^KJViJr r> mKJN A 


NM 0198Q1 


Homo sapiens mitochondrial ceramidase (ASAH2) mRNA 


NM 019K46 


tiomo sapiens CC cnemokme CCL28 (SCYA28), mRNA 


NM 0198S? 

x ^xvx v/ i y t)^,^ 


Homo sapiens putative methyltransferase (M6A), mRNA ! 


NM 01333R 


Homo sapiens Alg5, S. cerevisiae, homolog of (ALG5), mRNA 


NM 013341 


Homo sapiens hypothetical protein (PTD004), mRNA 


NM 01331S 


Homo sapiens hypothetical protein (LQFBS-1), mRNA 


NM 013309 


Homo sapiens elongation factor-2 kinase (HSU93850), mRNA 


NM 013299 


Homo sapiens protein predicted by clone 23627 (HSU79266) mRNA 


NM 013347 


Homo sapiens replication protem A complex 34 kd subunit homoloe Rna4 

^Xl^UZHloOJ, mKJN A 


NM 0 1 00 1 1 


nomo sapiens 1KIAD3 protein (TRIAD3), mRNA 


NM 01K06^ 


Homo sapiens triggering receptor expressed on myeloid cells 2 (TREM2) 
mRNA " 


NM 019043 


Homo sapiens similar to nroline-rich nrntein 4£ n OPSzKi b> ^wdtvta 


NM 019006 


Homo sapiens protein associated with PRK1 (AWP1), mRNA 


NM 019101 


Homo sapiens apolipoprotein M (G3 A), mRNA 


NM 019049 
NM 018992 
NM 019033 


Homo sapiens hypothetical protein (FLJ20054), mRNA 
Homo sapiens hypothetical protein (FLJ20040), mRNA 


NM 019045 
NM 019079 
NM 019073 
NM 014298 


Homo sapiens hypothetical protein (FLJ1 1235), mRNA 

Homo sapiens similar to rab 1 1 -binding protein (FLJ 11116) mRNA 

Homo sapiens hypothetical protein (FLJ 108 84), mRNA 

Homo sapiens hypothetical protein (FLJ 10007), mRNA 

Homo sapiens quinolmate phosphoribosyltransferase (nicotinate-nucleotide 
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pyrophosphorylase (carboxylating)) (QPRT), rriRNA 


NM_012413 


Homo sapiens glutaminyl-peptide cyclotransferase (glutaminyl cyclase) (QPCT), 
mRNA 


NM 018836 


Homo sapiens hypothetical protein (MO 1 8), mRNA 


NM_0 18643 


Homo sapiens triggering receptor expressed on myeloid cells 1 (TREM1), 
mRNA 


NM__0 18647 


Homo sapiens tumor necrosis factor receptor superfamily, member 1 9 
(lNrRbrl9), mKJNA 


NM 01&664 


Homo sapiens Jun dimerization protein p21SNFT (SNFT), mRNA 


XTTV /T A1 OC/1A 

NM 018540 


Homo sapiens hypothetical protein JnKAJzco l (rssAJZoj L), mKJNA 


NM 018630 


Homo sapiens hypothetical protein rKUzj / / (KKUzo / /), mKJNA 


NM 018527 


Homo sapiens hypothetical protein 1 j KU243d (rK(Jz4J5), mRNA 


NM_0l8625 


Homo sapiens hypothetical protein rKUzzsy (rKOzzoSJ), mRNA 


\T» jr r\ 1 On £1 

NM 018515 


Homo sapiens hypothetical protein rKUz 1 /o (rKU/ 1 /o), mKJNA 


NM 01S615 


Homo sapiens hypothetical protein rRU2U32 (rRUzUiz), mRNA 


"XTTV /T /"V 1 O ZT1 /l 

NM 018614 


Homo sapiens hypothetical protein rKUZulz (FKUzUIzj, mKJNA 


NM 018608 


Homo sapiens hypothetical protein rROiyin (rR(Jly(J5), mRNA 


TV TTV a~ rv 1 OCAA 


Homo sapiens hypothetical protein .rKLJlo-O (rKUlojj), mKJNA 


NM 018505 


Homo sapiens hypothetical protein PR01728 (PR0172S), mRNA 


NM 018444 


Homo sapiens pyruvate dehydrogenase phosphatase (PDP), mRNA 


NM 018442 


Homo sapiens PC326 protein (PC326), mRNA 


NM 018698 


Homo sapiens hypothetical protein PI 5-2 (PI 5-2), mRNA 


NMJ) 18466 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS031 (MDS031), mRNA 


NM_0 18465 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS030 (MDS030), mRNA 


NM_0 18463 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 

tv 4t*vp aoo nv /n~~\ o rv O O \ T*> ~V T A 

MDS02S (MDS028), mRNA 


NM 018650 


Homo sapiens MAP/microtubule affinity-regulating kinase 1 (MARK1), mRNA 


NM 018678 


Homo sapiens lipopolysaccharide specific response-68 protein (LSR68), mRNA 


NM 018695 


Homo sapiens erbb2 interacting protein (ERBB2IP), mRNA 


NM 018683 


TT * -C" x _ " Oil r r 7~VTT , 0 1 T \ T~i X T A 

Homo sapiens zinc finger protein 313 (ZNF313), mRNA 


NM 018660 


TT "11 * 1 j . _ yv _ j TT>T>T? 1 /T /~\ C COA1\ — T>\T A 

Homo sapiens papillomavirus regulatory factor PRF-1 (LOC55893), mRNA 


■X TH JT f\ t Ci A CI A 

NM_0 18484 


Homo sapiens solute carrier family 22 (organic anion/cation transporter), 
membei 1 1 (JSl-,L.zzAl 1), mKJNA 


TV TTV A7 /"V -1 O A A C 
JNM 01b443 


Homo sapiens AJD-Ul d protein (L(JU!)jozy), mKJNA 


NM 017571 


Homo sapiens hypothetical protein (JLUC55dou), mKJNA 


VTA >f A1 TC/IO 


XJ^ w r\ comAnc FT A A K1 1 r\rnt/=i« ^iVTA AICION ml? XT A 

rlomo sapiens rwLrVAi r> id protein (^wiA/vi d i D) i mJKJN/\ 


NM 018473 


Homo sapiens uncharacterized hypothalamus protein HT012 (HT012), mRNA 


tvTjv jt rv i o /< orv 

NM 018480 


TT ^ * « - * _ - * _ _ -1 T_ ^ 1 . ^ 2. - T T' 1 'r\ f\ / T T' 1 *rv r\^7 \ k J TVT A 

Homo sapiens uncharacterized hypothalamus protein H 1 00 / (H 1 00 /), mKJNA 


XTTV AT A1 Ol 

NM 017583 


T T ^ _ A J _ _ T™\ i • iTT* . _ 2. 1 /T TO A ^ A f\ 1 O O \ - - TV TV T A 

Homo sapiens DLPB protein (HbA2491zo) 5 mRNA 


TV TTV A~ A1 Tf Z"'7 

NM 017567 


Homo sapiens N-acetylglucosamine kinase (NAGK), mRNA 


NM_0 18487 


Homo sapiens hepatocellular carcinoma-associated antigen 1 12 (HCA1 12), 
mKJNA 


TvTA A~ A1 TC/IP 

NM 017548 


Homo sapiens hypothetical protein (H41), mRNA 


"VTA A A1 7^/17 

NM Ul /j4/ 


Homo sapiens hypothetical protein (HI 7), mRNA 


JNM 0 1 /yoo 


rlomo sapiens nypotneucai protein ri^jzuo^- / (JrJLJzUo4 / )> iTLKiN/\ 


iNivi. ui / y^j 


Unmo ^aniens livriritViptinal nrntpin FT T?07fi4 CP1 T?rt76zl^ m"R"MA 


NM 017948 


Homo sapiens hypothetical protein FLJ20736 (FLJ20736), mRNA 


NM 017945 


Homo sapiens hypothetical protein FLJ20730 (FLJ20730), mRNA 


NM 017944 


Homo sapiens hypothetical protein FLJ20727 (FLJ20727), mRNA 


NM 017939 


Homo sapiens hypothetical protein FLJ20718 (FLJ20718), mRNA 
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"MM" 017094. 


nomo bdpiens nypoineucai protein iri^jzuo/ 1 {tjljzuo/ 1 mivLNA 


TnTA/T 01709s 

INlvl UI / 7ZJ 


nomu oapicns nypotneucai protein jtjujzuooo ^jti-jzuoooj, iiikin/v 


xnv/r 01 709? 


nonio c>apicii£> nypourencai protein jtjljzuooo ^pi^jzuooo^, iiixvi>/\. 


MM 017008 


T47vmn enni^nc li\rrirkfh^rir»a1 rvrrv+^i-n T7T T90£»9^\ /T7T T90£9/^ ml? XT A 
JaOIIIU ba.piCJ.lb liypOLIlCLlUd.1 prOlClll JTJOJZUOZO ^JT LJZUQZOJ, ITlxviN-rY 


MM 017006 


Unmn ennipne "h\/r*r*tVii*tir»ci1 nrAfpin T7T T90^»9zl HhT 190/^9 A^ mP\TA 
XXOIIIO ba.piCJ.lb liypULIlCLlUdi piAHCin JT J-<JZv/OZ t T ^PJLfJZUOZ'tJ, ITLCvlN/\ 


MM 0 1 7Q0A 


xioino sapiens nypotneucai proicm pljzuoi!/ ^rJLJZUoi^j, niiviN/V 


MM 017QQ0 
1N1V1 U 1 / oz/U 


xiomo sapiens nypotneucai protein .t.ljzudoo ^ri^JzuDoj ), niKJNA 


MTV/T 017SB7 
rNlvl U 1 /o6 / 


jtiomo sapiens nypotneucai protein ruzuDoU ^pI^jzu^oUJ, niKlNA 


INIVI Ul /OoO 


nomo sapiens nypotneucai protein JtJLJzUd /4 JU zuo /4), mKJNA 


INIVI U 1 /OOU 


nomo sapiens nypotneucai protein r ljzud jo ^rLJzUDjojj mKJNA 


INIVI Ul /o /o 


xiomo sapiens JrlKAo-iiKe suppressor z (rLKAoLoz), rnlvNA 


XTTV/T 017Q77 

rNivi u i / o / / 


nomo sapiens nypotneucai protein rLJZUS 55 (JrL,JzU555), rriKNA 


xta/t oi787<; 

1N1V1 U 1 to ID 


nomo sapiens nypotneucai protein rLJzUDD 1 (rl^JzUjD 1), rnKJNA 


MTV/T 017£70 
1N1V1 Ul / o / U 


nomo sapiens nypoxnencai protein rLJZUjoy ^rLJZUDoy), rnKJNA 


IN1V1 U 1 / oO / 


nomo sapiens nypotneucai protein r.LJzUD.34 ( k rJLJZUD34j, rnKJNA 


"MTV/T 017ftA/l 
1N1V1_U1 /oOn 


LT/^tvi/v roniono m r-v •fT-» a+ 1' /-« *-i 1 *«v/\fai« T?T TO ACTA /"CT TOAC1 A\ •-• — i T> "N T A 

nomo sapiens nypotneucai protein rL,JZ\)D dv (Jri^JzUDiUJ, mKJNA 


Xnv/T 0178^7 
1N1V1 U 1 /oj / 


nomo sapiens snngsnot J (oon-j ) 9 rriKJN a 


INIVI Ul /ojZ 


nomo sapiens jnajL-tZ protein (iNAi-rrzj, rnKJNA 


xnv/f 0178^0 

INIVI Ul /ojU 


nomo sapiens nypotneucai protein ri^JzU!>Uo (^JLJzU^UoJ, mKJNA 


iNlvl U 1 /o40 


Homo sapiens tKNA selenocysteine associated protein (SECP43), mRNA 


XT1V/T 017G/11 
INlvl Ul /541 


nomo sapiens nypotneucai protein b JLJzU4o / (rLJ204o /), mRNA 


KITV/T H17C1Q 

iNivi ui/ojy 


nomo sapiens nypotneucai protein rJLJZU4ol (rLJzU4ol), rnKJNA 


7M1V/T O 17817 
1N1V1 U 1 lOD / 


nomo sapiens nypotneucai protein rLJzU4/ / (rLJzu477), rnKJNA 


MM 0 17919 
INIVI U 1 / OjZ 


nomo sapiens nypotneucai protein ri_JzU4;> / (r.LJZU4-> rnKJNA 


INlvl U 1 /oZ / 


TT r> i~i *-w -« ■• s~k.-n n 1 ■ , , .-. ,-.4-1 t. .-.4 I ,-. . . 1 — k«s>«a._ CT TIAyl CA /T7T A A CA\ ^.Tl'X.T A 

nomo sapiens nypotneucai protein rl J JzU45u (r JLJzU45u), mKJNA 


"MM 017£9£ 
1N1V1 U 1 /oZO 


TTrttvirv oo-»-fc-i cm 0 Vit r»^y-v+V»£k+-i Mvrvfa ■• 1-1 "CT TO A/1 /I A /CT TOA/1/1A\ T> \T A 

nomo sapiens nypotneucai piotein rLJZU44y (rl^JzU44y), mKJNA 


"MTV/T O 17891 
1N1V1 Ul /oZ3 


TT^^v, r*. t->f^t-*^ <~i liim/\^^iinn1 _^_ / - v ^„ CT TO A /I /I O /CT TO A A /I ON T*> "VTA 

nomo sapiens nypotneucai protein rLJzU44z (r.LJzU44z), mKJNA 


"MM O 17999 
1N1V1 U 1 /OZZ 


U/^-»-*-»^ ooniorkr !-»■« r»-»y-k4-Vfczi-f4 ni-nfaivt CT TOA/tO/C /CT TOA/10/^\ --,-,T>"KT A 

nomo sapiens nypotneucai protein rJLJZU4io (rJLJzU4io), rnKJNA 


MM 017891 
1N1V1 U 1 /oZ 1 


nomo sapiens nypotneucai protein ri_,jzu4jj (j 4 JLJZU4j i>j, mKJNA 


XnV/T 01 791 ^ 
INIVI Ul /OLD 


nomo sapiens nypotneucai protein rL/JZU4z4 (rLJzU4z4), rnKJNA 


KTA/T 0 1 7 8 1 1 
INIVI Ul / Oil 


Ur-v*-«i-v r->^«-i an <-i l%i mnfVkA^i nn1 _ _ _ 4. _ CT TO A A 1 A /CT TO/Vvl1 A\ — Tl\T A 

Homo sapiens hypothetical protein rUzu4iy (rLJ20419), mRJNA 


"MTV/T H 179 in 
1N1V1 Ul / olU 


QnmA nnn-aa'nn UtmnfUafiAnl „ „ 4 _ ' . _ CT TO AA 1 7 /CT TO A A n\ ~p> \T A 

nomo sapiens nypotneucai protein rl_JZU41 / (rJLJzU417), rnKJNA 


MM 017809 
1N1V1 U I /oUZ 


XJ<^-rY-i/~k ooniono T»-. rr-\Ax+V» 1 «\«</\iaivi CT TO A*2 AT /TCT TOAOAO\ , n -T> XT A 

nomo sapiens nypotneucai protein ri^jzu^y/ ^rJLJ ZU3y /j, mKJNA 


MM 017709 
INlYl U 1 / / !7Z 


T— r^f-vi cortipnc 1^Tr»*»/"\"f1^^4~i/^o1 -»-v-r-/-\+£> •«■»-> CT TO AO ^70 /CT TOAOO'3\ .»__T) "KT A 

nomo sapiens nypotneucai protein ri^JZUJ id ^ri^jzuj id), mKJNA 


"MTV/T A 17700 
1N1V1 Ul / fy\J 


nomo sapiens regulator 01 vj-protein signalling d (KLroij, mKJNA 


NM 017786 


Homo sapiens hypothetical protein FLJ20366 (FLJ20366), mRNA 


"MTV/T fll'7'79^ 
INIVI U 1 / /oj 


nomo sapiens hypothetical protein rlwJzU3o4 (rLJzU3o4), mKJNA 


MTV^ 01777^ 
1N1V1 U 1 / / id 


TJ/"vrv»/"* PQtM'A'nP InT r*xy-»+T*/=»-f-i nnl ni*/\fai*« CT TO AO /I O /CT TO/VOylO'N ■ , , T~> XT A 

nomo sapiens hypothetical protein rJL/JZU34i (r.LJzU343), rriKJNA 


"MTV/f ni7T'7/l 
INIVI U 1 / / /4 


UAm/\ Am ci ItimnfUafinnl + "CT TOAO/IO /CT TO/\0/10"\ T~\ "VTA 

Homo sapiens hypothetical protein rUzU342 (i H LJ20342), mRNA 


XTA/T 0 17779 
JN1V1 Ul / / /Z 


TJ/\rv\/\ roniAnr liimAfliAfiAnl _ 4.^ ' CT TOAOOO /CT T A AT5T\ — Tl "KT A 

nomo sapiens h^othetical protein rJLJ2U337 (rLJ2U337), rnKJNA 


"MTV/T 017770 
1N1V1__U1 / / /U 


nomo sapiens elongation 01 very long chain tatty acids (rliNl/Elo2 5 SUR4/Elo3, 
yeasLj-UKe z ^J3i_yV^ v _L,z ^, mrsJNA 


MM 01 77 £9 
IN1VJL V/l / / OZ 


Urtm/^ conipno Vi-i r>-\/^vfV» /-><-»! rt^MaiM CT TOAO 1 O /CT TOAO 1 0"\ »--D\T A 

nomo sapiens nypotneucai protein TJLJZU3 13 (r.LJzU3 13), rnKJNA 


MM 0177^0 


T-T/i'mi'k conipnc 1"»irr\i-v+V»£v4>i/-»r»1 -r>*-/^ , f^-i-i-» TTT TOAOAA /CT TOAOAA\ *«D\T A 

nomo bapiens nypotneucai protein ri-,JZU3Uy (r L,jZ\)D\)y), rnKJNA 


MM 0177S6 


UArnA CQnipnc V»-» rt-%/-v+Vica-f-i/-»ol t-»t-i^+«»ii-i T7T TOAO A/I /TCT TOAOA/C\ wiDXT A 

nomu aapiciib nypotneucai protein r*JLJZU3Uo ^JrL.JZU3Uoj, itikjna 


NM 017753 


Homo sapiens hvnothetical nrotein FLJ20^00 CF1 T20^00 j mRNA 


NM 017751 


Homo sapiens hypothetical protein FLJ20297 (TLJ20297). mRNA 


NM 017748 


Homo sapiens hypothetical protein FLJ20291 (FLJ20291), mRNA 


NM 017744 


Homo sapiens hypothetical protein FLJ20284 (FLJ20284), mRJMA 


NM 017740 


Homo sapiens hypothetical protein FLJ20279 (FLJ20279), mRNA 


NM 017738 


Homo sapiens hypothetical protein FLJ20276 (TLJ20276), mRNA 
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NM 017736 


Homo sapiens hypothetical protein FLJ20274 (FLJ20274), mRNA 


NM 017735 


Homo sapiens hvpothetical protein FL.P0272 (FT T20272 1 mRNA 


NM 017719 


Homo sapiens hvoothetical protein FLJ20224 TFT T20224 i mRNA 


NM 017718 

X Hf A V X / / X 


Homo sapiens hypothetical protein FLJ?0220 fFT T20220 1 mRNA 


NM 017716 


Homo sapiens membrane-snannint? 4-domains snhfarnilv A tnpmhpr 1 ? 4- 

x-»-wxiiw mu|/iviiu uivtitviuiiv o utuuiiiig uvsxxicxxxxo, ouuiullill Y ii. XlxtlilL/d [ /. ™r 

domains subfamilv A member 7 fiVTS4A 1 2 1 mRNA 


NM 017711 


Homo sapiens hvnothetical nrotein FT T90907 (FT T90907 1 mPMA 


NM 017709 


Homo sapiens hvnothetical nrotein FT T90909 fFT T90909 i nYR"NTA 

xiuiuu oupiviic xxjr pULlxw Llvai ^Jl U twill X XjJ £*\J£*\j'Z~ \X 1—iJ JLi\JjC\J J ^ 1 1 1 fx 1 >J r\ 


NM 017704 


Homo sapiens hypothetical protein FLJ201S9 (FLJ20189), mRNA 


NM 017699 


Homo saniens hvnotheripfll nrotein PT T90174 /T?T T9(i17A"^ ml? XT A 

xxvjixxv/ oa.jjiwiic) iijr jJutxxwLlL'ai |Jl U Iwlil IT x^iJ jLKJ I l *-r \T x-<«J \J 1 /^y 5 irixvlNxA. 


NM 017697 


Homo saniens hvnothetiral nrotein PT T90171 fPT T90171 i tyVPXTA 


NM 017687 


Homo <;anien<5 hvnothetiral nrotrin PT T90147 fPT T9H1 A*7\ ml?\TA 

XXUllxV/ oa.J_/lC-110 xiyjJULllC-UOdl pllJtCxxx A^ Aj J A\J I *+ / ^J7A-/J^V/ 1*+ / J, IxlxviN/Y. * 


NM 017686 


■•■xv^xxi^J cxopiwiio g,ciii^injcslvxc H1LIU-OCU VilAACX CilLIaLlun dboOCld-lcQ prOtem /* 1 \JxJI\x £ ), 

mRNA 


NM 017678 


Homo sapiens hvnothetical nrotein FT T20127 fPT T90 197i mT?MA 


NM 017677 


Homo sapiens hvpothetical nrotein FT T^OI 26 fPT T901 1f\\ mPTsJA 


NM 017676 


Homo sapiens hvnothetical nrotein FT T2012S fRT T7019S i mPMA 


NM 017670 


Homo sapiens hvnothetical nrotein FT T701 11 TPT T901 1 li mPTxTA 


NM 017669 


Homo sapiens hvnothetical nrotein PT T2010S rPT T9010^ i TnT?"MA 


NM 017665 


Homo s aniens hvnotheriral nrotein PT T90004. /'PT T90nOA^ mPXTA 

xxuiiiu ° tt r ixjr l^vj iiiwuutxi jJiULwiii X IjJZ.UU^'t \^x x-<J^,\J\Jj/H r l 5 ITliv IN /A. 


NM 017659 


Homo saniens hvnotheriral nrotein PT T?ftftRzL H^T T9nnSzl^ mPXTA 


NM 017657 


Homo sapiens hypothetical protein FLJ20080 (FLJ20080), mRNA 


NM 017645 


Homo sapiens hvnotheriral nrotein PT T90n60 fPT UCiCifcCW mPMA 


NM 017640 


Homo c:anien<; VivnntVietiral r\rr»t^in PT T9nOA52 HhT lOCidAQ^ iv»l?\TA 
sajjiwia liy pvjLiiCLxua.1 piUlClil rLJAV/l/T'O ^rxvJZuv/ £ rO J, m K LN A 


NM 017637 


Homo Qanien<? Vivnotl^etiral rvrntf^-m PT T9n0^11 /T7T T1(ifiA1\ mT? XT A 
AA viiiw cxxpiciia iiy jJULliCLioai ptutcill I/x-(JZ.UU i tj ^rLJZUUHj ^, lixxVlN/V 


NM 017636 


aa|jicii& Liaxi5iciiL icucpLur poLenuai canon cnannei, suDiamiiy ivi, memoer 
4 ( TRPM4^ mRNA 

~ \ x. XVI XVX." J j 1 1 XXV-1 > Zx 


NM 017634 


Homo saniens hvnothetiral nrotein PT T900^R fVl T9^l^'^5?^ mPXTA 

-*■ xwniu oapiwiio xxjf iJWLiiv^n\^cil LXLULGlli rjUJ^vvJO ^17 A-*J ^vv/J O ) 9 IllXviN r\ 


NM 017629 


Homo saniens hvnothetiral nrotein PT T900^^ H?T T9^fl / ^'^^ mPXTA 


NM 017622 


Homo saniens hvnothetiral nrotein PT T9001/L rPT T9nni^ -mTJKTA 

xxuniu oapiviio iiy pwLii^Liv-/Cii JJ1 u LClli 1 It- ^rXvJ«vUl t T j | } Ixlx\J.N/\ 


NM 017620 


Homo sapiens hvnothetical nrotein FT T9001 1 TPT T9001 1 i mPMA 

Ljl - 1 J- 7 1V11LJ lXJf IJW LXXV^IXOCIX LJ I V/ L\_- 11 1 X X^iJ £*\J\J X X \X X-jJ jL,\J \J X X J j III i\ xN /*\ 


NM 018396 


Homo sapiens putative methvltransfera^e HVTPTT ^ mRlMA 

xiviiivr r puiauvw xxxv^iix^ x li cxiloX dot ^ivi i i i i .ij 11 1XSJ.N rv 


NM 018381 


Homo sapiens hvnothetical nrotein PT Tl 1 9ftfi fPT Tl 1 9S£ i mPlsJA 


NM 018371 


Homo sapiens hvoothetical nrotein PT Tl 1 964 TPT Tl 1 96^ mT?lsTA 


NM 018368 


Homo sapiens hvnothetical nrotein FT Tl 1940 fPT Tl 1 940 1 mPTsJA 

xx.\jxxk\-r oupiviio xxj^ j^/^LXX^txvcxx l^l VLv^lli X J— r«J 1 X^«*Tv/ ^X J -J 1 X^C«M"V/ J, li lXvi.\ 


NM 018367 


Homo saniens nhvtoceramidase alValinr ^ / Pl : T^~ , A^ tyi*R?sJA 

iivuxu ocijpxwxxo yjixy luuui aillivio-o^^ CtUVdllllC ^XXXV-^xA. / 5 III rv IM AA 


NM_018364 


Homo sapiens hvnothetical nrotein FT Tl 1 990 rPT T1 1 990 1 mPMA 

uviiiu juyiuiio v r i-iiv^i-i^cn L;iutt»lll X X_«J 1 lZ>Z<v/ ^X X^«J 1 A^^Vf / 9 HAINAN r\ 


NM 01S363 


Homo saniens hvoothetical nrotein FT T1 1 91 R fPT Tl 1 91 R i mPMA 


NM 018361 


Homo saniens hvnothetiral nrotein PT Tl 1910 fPT Tl 1 9 1 0 1 TnT?fsJ A 

xxuiiiu ociljxv^xxo xijf uxivvLx^ai L7i VJLt/lll X X-/J 1 1 Z, lu ^J7A-»J 1 lZ.luj, in rv 1\ /-\ 


NM 018358 


Homo saniens hvnothetical nrotein FT Tl 1 1 0R fPT Tl 1 1 QR^ mPMA 


NM 018353 


Homo saniens hvoothetical nrotein FT Tl 1 1 Rfi fRT T1 1 1 Rfi i mPMA 

Ju r A1 .7 fwuivuwoi |Ji WlUill X X^rJ X x 1 OvJ I^X X—jJ x x lOU Jy 1 1 1 rv i>f r\ 


NM 018352 


Homo sapiens hvpothetical protein FT Tl 1 1 R4 CFl Tl 1 1 R4 1 mT?MA 

uuyiwuu v r iJi\JL±sxxi X X_>«J X X 1 1_>" yX 1— X X lO"jj 1 11XVj.N /V 


NM 018340 


Homo sapiens hvpothetical protein FLJ1 1151 (FT Tl 1 15 1 1 mPN A 


NM 018339 


Homo sapiens hvoothetical nrotein FT T1 1 140 fFT Tl 1 140*^ mPTSJA 

A&V111V JUpiVllL* XX J ^-'V LXXW LXWCXX X X^rJ 1 1 1 ^X X_/J 1 1 X"~V^ J ^ 1 liX\ | \ /~\ 


NM 018336 


Homo saniens hvoothetical nrotein FT Tl 1 1 16 (FT Tl 1 1 ^n* i mPMA 

A ivviiiw jupiwia xxy pvriiivilVul j-'-l W LV-/111 X l—< J IX lJU ^ X XjJ JL X X JUj, IXXXVlNxx 


NM 018333 


Homo sapiens hvpothetical nrotein FT T90666 (FT T90n"fin" i mPMA 


NM 018332 


Homo sapiens hypothetical protein FLJ1 1 126 (FLJ1 1 126), mRNA 


NM 018330 


Homo sapiens KIAA1598 protein (KIAA1598), mRNA 


NM 018322 


Homo sapiens hypothetical protein FLJ1 1 101 (FLJ1 1101), mRNA 


NM 018318 


Homo sapiens hypothetical protein FLJ1 1088 (FLJ1 1088), mRNA 


NMJH8310 


Homo sapiens BRF2, subunit of RNA polymerase HI transcription initiation 
factor, BRFl-like (BRF2), mRNA 
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NM 018303 


Homo satviens hvnothetical nrotein FT T1 1 0?fi fFT Tl 1096^ nVR>JA 

XXUlllv OUpiWi AO X Ij ^JKJ Ll l\s 1 1 CX 1 yjXVJWsXXX X J_/«J X 1 U^U \X XjJ X X\J£**JJy AllXN-X^lxX 


NM 018298 


Homo ^aniens hvnothetical nrotein FT T1 1 006 CP1 T1 1 006 1 mRNA 

X. X VyA A AVJ OOpi^/liO X Ajr ^JkJ LI AO LllsLXA ^Ji KJ AAA X X-jJ X i VvU ^ X X-<»/ 1 X\J\J\J J) lllXvl^lxV 


NM 018287 


Homo sanien*? hvnothetical nrotein FT T10Q71 fFT T10Q71 i rrTRNA 

XXVAXiU OCA-AJX\^XXO lijr jJW tills LI VrCXX piUlV/iH X X-/J XKJZS 1 X \X J~->0 X\jy 1 X J} X X XX VX > XX 


NM 018286 


Homo ^aniens: hvnothetieal nrotein FT T10070 fFT T10070i ml? IMA 

XXUlliU OOXJl^llO XX_y JJULlXt/LXVXXX plwLdll xivj lUy /U ^xJ_,J 1U7 / V IXXxVXNxTl 


NM 018^83 


Homo «ianien«; hvnothetical nrntein FT T 100^6 fFT TIOQ^^i ml? "NT A 

xjl\jxxx\j ocxiyxvrxio ny |juuivuwai jjujucxxx x x>J 1 VJ v J/x_<J lU7JO^, XiXxVl 'I A 


NM 018281 

X^IXVX V/lOLOl 


Homn 5flnipn«! hvnnthetieal nrr^tein FT T10Q4R rFT T1 OQztR^ mT?"KTA 


NM 018278 

X^IXtX \J X KJ / O 


Unmn Qa-nieriQ hxmrkthf^tir^nl Tvrr*tv=»in FT TIOQ^^ fT*T T'\flQ'Z1\ mDMA 

XX^JllxU odpiCIlo XiypOlildlL/ai piL/LClxl -T J_<J ILfi/^O ^"JL*J 1U7JJ )^ lil K. IN rV 


NM 018776 

xnxyx yj x o^_« / 


1-Trvmn cnrkif^nc clincrchnt 1 /'QQTT ^\ mP\TA 


NM 018271 


T-Tntnn C5iTM"«=»nc h"\rr>r*th< : »tir , 5j1 nrnfpin 17T 11 OQ99 T1 OQ99\ ___t>TvT A 

xxuiuu bapiciib iiypuLiiciiod.1 proicin rL^j ixjy^j* ytrLjj lUi/ZZy, xTlxvxN/\. 


NM 01827? 


T-Tnmn c^nipnc VrvmntVi^'h ntil rtrntpin T7T T10091 /T7T Tin001\ wiD\T A 
xhjiiiv oapiciia iiypouiciiL/ai prtJLCin ri-iJ lUy^Si ^i/x-«J 1U"Z1 J, IITJlvJN/V 


NM 018268 

x^XVX V/IO^UO 


TTnmn cqt\i pnc V»*\rr\otVif*Tir , p1 r>Trktp»in T7T 11 OQOA ^T7T T 1 HQA/1\ X> XT A 
-xxUlxiAJ bapiCIlb XiypULxlCLlUai prOLClll FlwJ lUl'U'f ^x^l_ij 1 \jy\JH)^ iJlxviNA 


NM 018265 


Hrvmn Qanienc hvnrkthetiml r>rntRiVi FT TIOQOI /'TJT T10Q01\ mP\TA 
-L xuixxu aiipiciia iiyputiicut/al piULClIX J^XjJ L\jy\Jl yXrl^J XUi^Ul ^ 5 m KI\A 


NM 018254 

A > XYX V 1 J " 


nuinu aapxdxa xxypu LixcLX oai pxuicxxx r ±->J XUO /O ^x^IjJ lllo /0^ 5 IxxixxN/V 


NM 018253 


Hrvmn cn*ni^nc h\mrkthf»tir*c»1 •nrr^t^-i-n FT TIOR'7^ fT*T Tl ^C'7^^ W D\TA 
XxUlXXU aapxCXXo XXypUUXCLlUal pXULCXIx ri^J IUo/j ^X7j_yJ XUO /0 J, IxxJLvrN/V 


NM 018252 


Homo sapiens hypothetical protein FLJ10874 (FLJ10874), mRNA 


mm ni8'?4'% 

XNlYx \J X OwU 


xuoixio sapiens nypoineucai proieux rL,j lUoD l ^rJLJ IUoD 1), rnKJNA 




xiomo sapiens nypotneTicax protein JrJLJiUoHo (JrL,JlUo4o), lixKJNA 


xnvr 01891Q 


nomo sapiens nypoineucai protein ri_J iu / D 1 (.J^-LJ 1U / j 1 j 3 mKJNA 


NM 018230 


Homo sapiens nucleoporin 133kD (NUP133), mRNA 


IN 1V1 WIO jLjLd 


Homo sapiens checkpoint with forkhead and ring finger domains (CHFR), 
mRNA 


NM 01821° 


Homo sapiens hypothetical protein FLJ10786 (FLJ10786), mRNA 


NM 01 8917 

xNlVX \J X OZ> 1 / 


Homo sapiens chromosome 20 open reading frame 31 (C20orf31), mRNA 


TSFM 01 S91 9 


Homo sapiens likely ortholog of mouse NPC derived proline rich protein 1 
(FLJ10773),mRNA 


NM 01 821 1 

X>XVX \J x OZ. 1 1 


Homo sap 


iens hypothetical protein FLJ10770 (KIAA1579), mRNA 


NM 018907 

XNXVX \J X Owl/ / 


Homo sap 


tens hypothetical protein FLJ10759 (FLJ10759), mRNA 


NM 018205 

X'lXVX V/iU^vJ 


Homo sap 


iens hypothetical protein FLJ10751 (FLJ10751), mRNA 


NM 018192 

X^IXYX Vl017z< 


Homo sap 


tens hypothetical protein FLJ10718 (FLJ10718), mRNA 


NM 018188 

X^IXYX v 1 U I OO 


Homo sap 


iens hypothetical protein FLJ10709 (FLJ10709), mRNA 


NM 018187 

X^IXVX V 1 U 1 u / 


Homo sap 


iens hypothetical protein FLJ 10707 (FLJ 10707), mRNA 


NM 018186 

X > X Y \J X KJ X \J\J 


Homo sap 


iens hypothetical protein FU10706 (FLJ10706), mRNA 


NM 01S184 

X^IXVX \J 1 O 1 O" 


Homo sap 


iens hypothetical protein FLJ10702 (FLJ10702), mRNA 


NM 018179 

111 VX v 1 U 1 / y 


Homo sap 


iens hypothetical protein FLJ10688 (FLJ10688), mRNA 


NM 018178 

X ^XTX v X KJ X I KJ 


Homo sap 


iens hypothetical protein FLJ10687 (FLJ10687), mRNA 


NM 018169 

1 >l x vx V101U7 


Homo sap 


iens hypothetical protein FLJ10652 (FLJ10652\ mRNA 


NM 018161 

X ~ Xt A U 1 U A V X 


Homo sap 


iens hypothetical protein FLJ10631 (FLJ10631), mRNA 


NM 018159 


Homo sapi 


iens hypothetical protein FLJ 10628 (FLJ 10628), mRNA 


NM 018147 

J. 'ATX V/ X KJ X / 


Homo sapi 


iens hypothetical protein FLJ10582 (FLJ105S2), mRNA 


NM 018142 


Homo sap] 


iens hypothetical protein FLJ10569 (FLJ10569), mRNA 


NM 018137 


Homo sap] 


iens protein arginine N-methyltransferase 6 (PRMT6), mRNA 


NM 018136 


Homo sap] 


iens hypothetical protein FLJ10517 (FLJ10517), mRNA 


NM 018133 


Homo sap] 


iens hypothetical protein FLJ10546 (FLJ10546), mRNA 


NM 018122 


Homo sapi 


iens hypothetical protein FLJ10514 (FLJ10514), mRNA 


NM 018120 


Homo sapi 


tens hypothetical protein FLJ 105 1 1 (FLJ1051 1), mRNA 


NM 018119 


Homo sapi 


ens hypothetical protein FLJ10509 (FLJ10509), mRNA 


NM_01S116 


Homo sapi 


ens misato (FLJ10504), mRNA 


NM 018112 


Homo sapi 


ens hypothetical protein FLJ10493 (FLJ 10493), mRNA 


NM_018106 


Homo sapi 


ens hypothetical protein FLJ10479 (FLJ10479), mRNA 


NM 018101 


Homo sap] 


ens hypothetical protein FLJ 10468 (FLJ 10468), mRNA 


NM 018100 


Homo sapi 


ens hypothetical protein FLJ10466 (FLJ10466), mRNA 


NM 018099 


Homo sapi 


ens hypothetical protein FLJ10462 (FLJ10462), mRNA 
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NM 018097 


Homo sapiens hypothetical protein FIJI 0460 (FLJ 10460), mRNA 


NM 018093 


Homo sapiens hypothetical protein FLJ10439 (FU10439), mRNA 


NM 018092 


Homo sapiens hypothetical protein FLJ10430 (FLJ10430) mRNA 1 


NM 018091 


Homo sapiens hypothetical protein FLJ 10422 (FLJ 10422) mRNA 


NM 018090 


Homo sapiens hypothetical protein FLJ 10420 (FLJ 10420) mRNA 


NM 018087 


Homo sapiens hypothetical protein FLJ10407 (FLJ10407"> mRNA 


NM 018086 


Homo sapiens fidgetin (FIGN), mRNA 


NM 018078 


Homo sapiens hypothetical Drotein FIJI 0378 (FT J1 0378 1 mRNA 


NM 018076 


Homo sapiens hypothetical protein FLJ10376 (FLJ10376i mRNA 


NM 018075 


Homo sapiens hypothetical protein FLJ10375 (FLT1 0375 1 mRNA 


NM 018072 


Homo sapiens hypothetical protein FLJ 103 5 9 (FT Jl 0359"> mRNA 


NM 018070 


Homo sapiens hypothetical protein FLJ10355 (FLJ10355 1 mRNA 


NM 018060 


Homo sapiens hypothetical protein FLJ 103 26 (FT Tl 0326 • mRNA 


NM 018054 


Homo sapiens homolog of rat nadrin (RICH1), mRNA 


NM 018052 


Homo sapiens hypothetical protein FLJ 103 05 (FT T1 030 mRNA 


NM 018051 


Homo sapiens hypothetical protein FLJ10300 (FT Tl 0300 1 mRNA 


NM 018047 


Homo sapiens hypothetical protein FLJ 10290 (FT Tl 0?Q0 1 mRNA 


NM 01S043 


Homo sapiens hypothetical protein FLJ10261 (FLT10?61^ mRNA 


NM 018040 


Homo sapiens hypothetical protein FLJ10252 (FLJ10252"> mRNA 


NM 018039 


Homo sapiens hypothetical protein FLJ 10251 (FLJ10251 1 mRNA 


NM 018038 


Homo sapiens hypothetical protein FLJ10246 (FLT1 0246") mRNA 


NM 018035 


Homo sapiens hypothetical protein FLJ10241 (FLJ10241 i mRNA 


NM 018034 


Homo sapiens hypothetical protein FLJ10233 (FLJ10233 1 mRNA 


NM 018033 


Homo sapiens hypothetical protein FLJ10232 (FT T1023? i mRNA 


NM 018026 


Homo sapiens hypothetical protein FLJ1 0209 (FT T1 0?0Q i mRNA 


NM 018025 


Homo sapiens hypothetical protein FLJ10206 (FT T10?0fii mRNA 


NM 018011 


Homo sapiens hypothetical protein FLJ10154 (FLJ101 54^ mRNA 


NM 018009 


Homo sapiens hypothetical protein FLJ1 0 143 (FLJ1 0 1 43"> mRNA 


NM 018008 


Homo sapiens hypothetical protein FLJ10142 (FLJ10142i mRNA 


NM 018001 


Homo sapiens hypothetical protein FLJ10120 (FT Jl 01 20 1 mRNA 


NM 017994 


Homo sapiens hypothetical protein FLJ10099 (FLJ10099 1 mRNA 


NM 017993 


Homo sapiens hypothetical protein FLJ10094 (FLJ10094), mRNA 


NM 017988 


Homo sapiens hypothetical Drotein FLT1 0074 (FT Tl 0074^ mRMA 

^ r J l HVU1 r Lvlll A S-jO A \J\J l ^X J t*J A \J\J 1 «" J III rv 1 N J~\ 


NM 017987 


Homo sapiens Run- and FYVR-domain containmcr nmtpin rRdhirwiP i yv»pxta 


NM 017976 


Homo sapiens hvoothetical nrotein FT T1003R CRT Tl 003!^ mPKr a 


NM_0 18409 


Homo sapiens hypothetical protein DKFZp761O01 13 (DKFZp761O01 13) 
mRNA 


NM 017601 


Homo sapiens hypothetical protein DKFZn76 1 H27 1 (DKF7n76 1 tt?? i i mPxr a 


NM 018713 


Homo sapiens hypothetical protein DKFZn547M23fi (Dl<CF7r^Sil7lvr?^M mP"MA 


NM_0 17606 


Homo sapiens hypothetical protein DKFZp434K1 2 1 0 (T)KV7r>dldK 1 ? 1 
mRNA 


NM 017546 


Homo sapiens hypothetical protein (C40), mRNA 


NM 018458 


Homo sapiens uncharacterized bone marrow protein RM04? fRTM04? i mRxr a 


NM 018456 


Homo sapiens uncharacterized bone marrow protein BM040 (RM040^ mRNA 


NM 018455 


Homo sapiens uncharacterized bone marrow protein BM039 (BM039) mRNA 


NM 018453 


Homo sapiens uncharacterized bone marrow nrotem "Rivro^^ rRA/fn^^ mP\T a 


NM 018452 


Homo sapiens chromosome 6 open readme frame 35 (Pfinr-P35i mRisjA 


NM 018489 


Homo sapiens hypothetical protein ASH1 (ASH1), mRNA 


NM_004227 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains 3 (PSCD3) 
mRNA h 


NM 007014 


Homo sapiens Nedd-4-like ubiquitin-protein ligase (WWP2) mRNA 


NM 017431 


Homo sapiens protein kinase, AMP-activated, gamma 3 non-catalytic subunit 
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(PRKAG3), mRNA 


NM_0 17426 ! 


Homo sapiens nucleoporin 54kD (NTJP54), mRNA 


NM 016950 


Homo sapiens testican 3 (HSAJ1454), mRNA 


NM 017421 


Homo sapiens methyltransferase COQ3 (COQ3), mRNA 


NM_006854 


Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retention receptor 2 (KDELR2), mRNA 


NM 015976 


Homo sapiens sorting nexin 7 (SNX7), mRNA 


NM 016577 


Homo sapiens RAB6B, member RAS oncogene family (RAB6B), mRNA 


NM 016559 


Homo sapiens PXR2b protein (PXR2b), mRNA 


NM 016297 


Homo sapiens prenylcysteine lyase (PCL1), mRNA 


NM 016524 


Homo sapiens B/K protein (LOC51760), mRNA 


NM 016507 


Homo sapiens CDC2-related protein kinase 7 (CrkRS), mRNA 


NM 016446 


Homo sapiens NAG-5 protein (LOC51754), mRNA 


NM 016382 


Homo sapiens natural killer cell receptor 2B4 (CD244), mRNA 


NM_0 16354 


Homo sapiens solute carrier family 21 (organic anion transporter), member 12 
(SLC21A12), mRNA 


NM 016298 


Homo sapiens muscle disease-related protein (LOC51725), mRNA 


NM_0 16290 


Homo sapiens retinoid x receptor interacting protein (LOC5 1720), mRNA 


NM 016280 


Homo sapiens carboxylesterase-related protein (LOC51716), mRNA 


NM 016229 


Homo sapiens cytochrome b5 reductase b5R.2 (LOC51700), mRNA 


NM 016213 


Homo sapiens thyroid hormone receptor interactor 4 (TRIP4), mRNA 


NM 016169 


Homo sapiens suppressor of fused homolog (Drosophila) (SUFU), mRNA 


NM 016084 


Homo sapiens RAS, dexamethasone-induced 1 (RASD1), mRNA 


NM 016077 


Homo sapiens CGI- 147 protein (LOC51651), mRNA 


NM 016023 


Homo sapiens CGI-77 protein (LOC5 1 633), mRNA | 


NM 016021 


Homo sapiens non-canonical ubquitin conjugating enzyme 1 (NCUBE1), mRNA 


NM 016003 


Homo sapiens DKFZP434J154 protein (DKFZP434J154), mRNA 


NM_p 15981 


Homo sapiens calcium/calmodulin-dependent protein kinase (CaM kinase) II 
alpha (CAMK2A), mRNA 


NM 015949 


Homo sapiens CGI-20 protein (LOC51608), mRNA 


NM 015881 


Homo sapiens dickkopf homolog 3 (Xenopus laevis) (DKK3), mRNA 


NM 016619 


Homo sapiens hypothetical protein (LOC51316), mRNA 


NM 016598 


Homo sapiens DHHC1 protein (LOC51304), mRNA 


NM 016589 


Homo sapiens M5-14 protein (LOC51300), mRNA 


NM 016588 


Homo sapiens neuritin (LOC51299), mRNA 


NM 016582 


Homo sapiens peptide transporter 3 (PHT2), mRNA 


NM 016570 


Homo sapiens CDA14 (LOC51290), mRNA 


NM 016565 


Homo sapiens E2IG2 protein (LOC51287), mRNA 


NM 016561 


Homo sapiens apoptosis regulator (LOC51283), mRNA 


NM 016526 


Homo sapiens GS15 (LOC51272), mRNA 


NM 016518 


Homo sapiens pipecolic acid oxidase (PIPOX), mRNA 


NM 016495 


Homo sapiens hypothetical protein (LOC51256), mRNA 


NM 016486 


Homo sapiens hypothetical protein (LOC5 1249), mRNA 


NM 016477 


Homo sapiens forkhead box PI (FOXP1), mRNA 


NM 016465 


Homo sapiens hypothetical protein (LOC51238), mRNA 


NM 016456 


Homo sapiens hypothetical protein (LOC51235), mRNA 


NM 016350 


Homo sapiens nmem (GSK3B interacting protein) (JNUN), mRNA 


NM 016274 


Homo sapiens CK2 interacting protein 1; HQ0024c protein (LOC51 177), mRNA 


NM 016261 


Homo sapiens delta-tubulin (LOC51 174), mRNA 


NM 016216 


Homo sapiens debranching enzyme homolog 1 (S. cerevisiae) (DBR1), mRNA 


NM 016208 


Homo sapiens VPS28 protein (LOC51160), mRNA 


NM 016206 


Homo sapiens colon carcinoma related protein (LOC51 159), mRNA 
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*K TA X A1 /T1 or 

NM 0161S5 


Homo sapiens hematological and neurological expressed i ^hin i) 9 uusi\/\ 


NM 016181 


Homo sapiens melanoma antigen (LUCj 1 1 oz), mKJNA 


NM 016139 


Homo sapiens 16.7Kd protein (LOC51 142), rriRNA 


NM_016129 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 4 
(Arabidopsis) (tUro4j, mKJNA 


NM 016122 


Homo sapiens N Y-K_bJNoc> antigen (iajudi 1j4;, ttlkina 


XTA Jf A 1 /T 1 i 

NM_016119 


Homo sapiens putative zinc linger protein in i -jxJCriN-jH antigen ^^jv^j iiji;, 
mKJNA 


TvTTi if A 1 1 AO 

NM 016103 


Homo sapiens LjI Jr-Dmamg protem oara ^i^vjl^j i izoj, rruviN/v 


xtn 4" a 1 Ann 

nm 016099 


Homo sapiens norLU'H protein ^iaj^di lzd ) 9 mKj.N/v 


NM 016096 


TT~~~~ UCDA^'3 0 __„„f „ ' /T AP^1 1 -mD\TA 

Homo sapiens HbrLAJio protein (JLUUD 1 1^3J, mKJNA 


NM 016037 


Homo sapiens CCjrl-94 protein (L(JC!> 1 1 lo), mKJNA 


NM 016014 


Homo sapiens CCrl-67 protein (JLOUM 1U4), mKJNA 


NM 015997 


Homo sapiens COl-41 protein (JLvJCj lUioj, mKJNA 


NM 015974 


Homo sapiens lambaa-crystanm (LULj 1uo4j, mKJNA 


"X.TA if /"\ 1 r ATI 

NM 015973 


Homo sapiens galanm-related peptide (J^uloiu&oJ, mKJNA 


A.TA >T /\ 1 CATI 

NM 015972 


Homo sapiens KJNA polymerase 1 lo Jcua suounit ^lu^j iuozj, mxu.>/\ 


"V Tfc JT A1 TAf 1 

NM 015953 


Homo sapiens eNUb interacting protein (NUbir), mKJNA 


NM 015936 


tt_ r /^*/~*T A>1 .- -t- — * /T APC 1 A/T7\ «iD\T A 

Homo sapiens CO1-04 protein (LUtMUo/j, nxKJNA 


NM 015895 


TT • " •„ /t ACT\ ™T)\T A 

Homo sapiens gemmin (LOC51053), mKJNA 


NM 015882 


Homo sapiens RlG-hke 5-6 (LOC51046), mKJNA 


NM 015853 


TT * _ /~\T»T7 /T APC1 A1C\ — -DAT A 

Homo sapiens ORF (LOC51035), mKJNA 


NM 016080 


Homo sapiens CGI-150 protein (LUC51031), mKJNA 


NM 016078 


Homo sapiens CCjI-148 protein (LULMU3U), mKJNA 


NM 016076 


Homo sapiens CAxl-l4o protein (L,Uv^o luzyj, nutciNA 


-vttv Jf A1 /TAd 

NM 016052 


Homo sapiens UCjI- 1 1 j protein (LULj i u l o ), mKJNA 


NM 016049 


Homo sapiens Caj1-1 iz protein ^LwUDlUio^, mKJNA 


NM 015940 


Homo sapiens CCj1-1U protein (LAJCj 1UU4;, mKJNA _j 


XTA X A1 /"r AC 

NM 016505 


Homo sapiens nypotnetical protein ^rioirv^Zj i ), mKJNA 


NM 016485 


Homo sapiens Jiypotnetical protein vHox^uzzoj, tukjna 


NM 016472 


Homo sapiens nypouietical protein (HoJrCziU), mKJNA 


NM 016464 


Homo sapiens n^otneticaJ protein (HbrCiyo), mKJNA 


NM 016462 


Homo sapiens hypothetical protein (HbrCl94), mKJNA 


NM 016535 


Homo sapiens HSFC189 protein (HbrCloy), mKJNA 


NM 016404 


Homo sapiens nypotnetical protein (HoJrUiD/j, hikjna 


XTA A A1 /C/l AI 

NM 016403 


Homo sapiens nypotnetical protein (Ho.rL_-i4oj, itikjna 


NM 016399 


Homo sapiens hypothetical protein (HSPC132), mRNA 


XTT\ It i\ 1 yt(\C 

NM 016395 


Homo sapiens butyrate-maucea tianscnpt 1 (HorC lzi), mKJNA 


NM 016387 


Homo sapiens hypothetical protein (HbFCOou), mKJNA 


"KTA X AI /T1 A1 

NM 016101 


Homo sapiens hypothetical protein (HbJrCUJ i), mJtsJN A 


NM_015918 


Homo sapiens homolog oi yeast RNase JvlKr/KJNase F protein Jropj (rUrj), 

^^T) XT A 

mRNA 


XTA if A 1 /"An 

NM 016257 


Homo sapiens hippocalcin-like protein 4 (HPCAJL4), mRNA 


JNM 01628/ 


Homo sapiens rlx 1 -t>r /h ytiT i-i>r mKJNA 


"KTA >r AI COOO 

JNM 015boo 


Homo sapiens hookl protein (HOOK1), mRNA 


xta if ni coc) 

JNM U1j>oj>2 


Homo sapiens Krueppel-related zinc finger protein (H-plk), mRNA 


NM 016451 


Homo sapiens coatomer protein complex, subunit beta (COPB), mRNA 


rNlvl u 1 Dr/oO 


TTrvr*-i/** conipnc r»\/T'nV"in#^ T-^nf^ntrw-WXri* *f<ar»tT\*r "X ( f^T? T 17^^ ttiT?^I A 

fiomo Stipicnb iv^isjiiic rcucpiUi'iiK-c idunji j \^\_^ivj_/ir d j 7 iiixvinxx 


NM 016204 


Homo sapiens growth differentiation factor 2 (GDF2), mRNA 


NM 016617 


Homo sapiens hypothetical protein (BM-002), mRNA 


NM 014822 


Homo sapiens SEC24 related gene family, member D (S. cerevisiae) (SEC24D), 
mRNA 
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NM 014059 


Homo sapiens RGC32 protein (RCjC32) 5 mKJNA 


NM 014040 


Homo sapiens PTD015 protem (r 1D015), mRNA 


NM 014039 


Homo sapiens r 1 DO 1 2 protein (r 1 DO 1 2), mKJNA 


NM 014111 


Homo sapiens rKOzUoo protein (rKOzUoo), niKJNA 


-v TTV jT A 1 A ~\ (\*C 

NM 014106 


Homo sapiens rKUiy 14 protein (fKUiyi^, mKJNA 


XTTV AT A1 /I 1 A/1 

NM 014104 


Homo sapiens PKUlooU protein (J^KUlooUj, mKJNA 


-V TTV Jf A t A 1 A A 

NM 014100 


Homo sapiens FKU1 / /U protein (rKCJl / /U), mKJNA 


NM 014137 


Homo sapiens PRO0650 protem (rRU0o50) 5 .niKJNA 


NM 014127 


Homo sapiens PRO0456 protem (PRO0456), mRNA 


NM 014123 


Homo sapiens PRO0246 protem (PRO0246), mRNA 


NM 014114 


Homo sapiens PRO0097 protem (PRO0097), mRNA 


NM 014113 


Homo sapiens PRO0038 protein (PRO0038), mRNA 


NM 014048 


Homo sapiens KIAA1243 protein (JKJAA1243), mRNA 


NM 015368 


TT 1 /T"» A "K.TV 1 \ T> "KT A 

Homo sapiens pannexm l (PANXl), mRNA 


NM 014910 


TT " _ _ Tr T A A 1 AO A x_ ' /TTT A A 1 /\0 /l\ ^.T>\T A ' 

Homo sapiens KIAA1084 protein (KIAA10S4), mRNA 


NM_014916 


TT TJ" T A A 1 /"AT/"! j. ftf T A A 1 /"\Tfr\\ T» "X. T A 

Homo sapiens KIAA1079 protem (KIAA1079), mRNA 


NM 014967 


T T T A i 1 A 1 f) . • /T^T- TA A 1/\<0\ T» "VTA 

Homo sapiens KIAA1018 protein (KIAA1018), mRNA 


NM 014953 


TT • j . • . -I i • 1 " ^ 1 1 f~Tr T A A 1 /"V f\ O "\ T> "VTA 

Homo sapiens mitotic control protein dis3 homolog (KIAA1008), mRNA 


NM 014954 


TT • TAT A A f\ f\ O r a * lTT"T A A i^l /~ \ T-» Ik. T A i 

Homo sapiens KIAA0985 protein (KIAA0985), mRNA 


NM 014917 


Homo sapiens netnn Gl (K1AA0976), mRNA 


NM 014930 


Homo sapiens KIAA0972 protem (KIAA0972), mRNA 


NM 014907 


TT * T.T" T A A r\t\.S~'~l j. /T7"T A A f\ i~\ S~ '~J\ ~T% TV T A 

Homo sapiens KIAA0967 protein (KIAA0967), mRNA 


NM 014912 


T T TT" T A A AA A A j. /T^"T A A/"il"\/</%\ r»\T A 

Homo sapiens KIAA0940 protein (KIAA0940), mRNA 


NM 014021 


TT — ~T7"f A A r\ O _ i _ ■ /T-^ T A A AAA O \ T»\T A 

Homo sapiens KIAA0923 protem (KIAA0923), mRNA 


NM 014899 


TT * T^" T A AAOTO _ j ' /T^"T A A ftOTO\ _T> XT A 

Homo sapiens K1AA087S protem (KIAA0S78), mRNA 


NM 014951 


TT * T*" T A A AO A A _ j * /T^ - T A A A O /t /I \ T> \T a 

Homo sapiens BLIAA0844 protem (KIAA0844), mRNA 


NM 014729 


TT T AAAOAO J ft. /TTVT A A AOAO\ T»\T A 

Homo sapiens KIAA0808 gene product (KIAA0S08), mRNA 


NM 014813 


TT " T^"T A A AOAZ" J _ j /rrT a A AOAA ^TiXT A 

Homo sapiens KIAA0806 gene product (KIAA0806), mRNA 


NM 014829 


TT * — n\T A 1 1* /T/'T A A AOA1 \ T| \T a 

Homo sapiens RNA hehcase (KIAA0801), mRNA 


NM 014698 


TT * T^T A A A^AA J x. JTf T A A A*7AA\ T»\T A 

Homo sapiens KIAA0792 gene product (XIAA0792), mRNA 


NM 014824 


TT ' T7~ T A A AT A 1 i /"xr T A A A^7Z7 A\ ^.Tl XT A 

Homo sapiens KIAA0769 gene product (KIAA0769), mRNA 


NM 014677 


TT * T A A ATI" 1 1 _ . t /T/'T A A A T C 1 \ . . , T~> >> T A 

Homo sapiens KIAA0751 gene product (KIAA0751), mRNA 


NM 014705 


TT ' XT' T A A f\'~l 1 ZT 1, . _ A /T^-T A A A^7 1 ZT\ ^_T» XT A 

Homo sapiens KIAA0716 gene product (KIAA0716), mRNA 


NM 014861 


T T Tft A A AT AO J j /T/ TA AATAOX _^T)\T A 

Homo sapiens KIAA0703 gene product (KIAA0703), mRNA 


"V TK A~ f~\ 1 

NM 014721 


TT * 1 f T A AAA'OA _^ J X /TT" T A A A/CO A\ Til \T A 

Homo sapiens KIAA0680 gene product (K1AA06S0), mRNA 


NM 014827 


TT " T/"' T A A AZ"^"1 J_ _ _ ft. /T/*T a A A^/TTN T» X T A 

Homo sapiens KIAA0663 gene product (KIAA0663), mRNA 


■V TK X A "1 A S~ A c 

NM 014645 


TT * _ _ fT" T A A AZ*1 C ~ - - ~ „ft. /T/ F 'T A A AZ'') T\ _^_T*> XT A 

Homo sapiens K1AA0635 gene product (K1AA0635), mRNA 


"X TX JF A1 A /" f A 

NM 014664 


TT * T*~ T A A A 1 C - - u n J , ^. f\r TA AA/T1C\ T*> XT A 

Homo sapiens KIAA0615 gene product (KIAA0615), mRNA 


NM 014834 


T T Yr T A A ftf /"I J j_ /T/ TA A Ar/'T\ TTt X T A 

Homo sapiens KIAA0563 gene product (KIAA0563), mRNA 


NM 014696 


TT ' TV" T A A r>T 1 yl „ . _ Jl . j /T^T A A A ^ 1 /I \ "IT XT A 

Homo sapiens KIAA0514 gene product (K1AA0514), mRNA 


NM 014732 


TT — " _ _ TTT A A A £" 1 O _ J,„^,ft- /T/'T A A AC 1 ON T> XT A 

Homo sapiens KIAA0513 gene product (K1AA0513), mKJNA 


NM 014710 


Homo sapiens KIAA0443 gene product (KIAA0443), mRNA 


NM 014797 


TT * TJ"T A A f\ A A 1 J j /TT T A A j ft i \ T\\T A 

Homo sapiens KIAA0441 gene product (KIAA0441), mRNA 


"V TK Jf A1 /101 ft 

NM 014819 


TT ' T/T A A A/1TO „„ „ Jl /T/T A A A /I 1 0\ TT X T A 

Homo sapiens KIAA0438 gene product (KIAA0438), mRNA 


"V TK K a 1 C O 1 £ 

NM 015216 


TT T/^T A A A A O O ^ 4 /T^T A A A/fOT\ TTXT A 

Homo sapiens KIAA0433 protein (K1AA0433), mRNA 




Homo sapiens JsJAAU43 i protem ( k isjjf\/\U43 1) ? mKJNA 


NM_015185 


Homo sapiens Cdc42 guanine nucleotide exchange factor (GEF) 9 (ARHGEF9), 
mRNA 


NM 014711 


Homo sapiens KIAA0419 gene product (KIAA0419), mRNA 


NM 015564 


Homo sapiens KIAA04 16 protein (KIAA0416), mRNA 


NM 014778 


Homo sapiens KIAA0410 gene product (KIAA0410), mRNA 
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NM 014659 


Homo sapiens KIAA0377 gene product (KIAA0377), mRNA 


NM 014639 


Homo sapiens KIAA0372 gene product (KIAA0372), mRNA 


NM 014786 


Homo sapiens KIAA0337 gene product (KIAA0337), mRNA 


NM 014845 


■wt * t~j"t aa/\<^'"7/I J a /""TV T A A /"X^ "7 /I \ ___."T> "N.T A 

Homo sapiens KIAA0274 gene product (KIAA0274), mRNA _ 


NM 014745 


Homo sapiens KIAA0233 gene product (KIAA0233), mRNA 


NM 014643 


Homo sapiens KIAA0222 gene product (KIAA0222), mRNA 


NM 014674 


Homo sapiens KIAA0212 gene product (KIAA0212), mRNA 


NM 014720 


Homo sapiens Ste20-related senne/threonme kinase (SLK), mRNA 


NM 014761 


Homo sapiens KIAA0174 gene product (KIAA0174), mRNA 


NM 014730 


Homo sapiens KIAA0152 gene product (KIAA0152), mRNA 


NM 014661 


Homo sapiens KIAA0140 gene product (KIAA0140), mRNA 


NM 014777 


Homo sapiens KIAA0133 gene product (KIAA0133), mRNA 


NM 014815 


Homo sapiens KIAA0130 gene product (KIAA0130), mRNA 


NM_014755 


Homo sapiens transcriptional regulator mteractmg with the PHS-bromodomam 2 
(TRIP-Br2), mRNA 


NM_014628 


Homo sapiens gene predicted from cDNA with a complete coding sequence 
(KIAA0110), mRNA 


NM 014814 


Homo sapiens KIAA0107 gene product (KIAA0107), mRNA 


NM 014752 


Homo sapiens KIAA0102 gene product (KIAA0102), mRNA 


NM 014780 


Homo sapiens KIAA0076 gene product (KIAA0076), mRNA 


NM 014882 


Homo sapiens KIAAO053 gene product (KIAA0053), mRNA 


NM 014750 


Homo sapiens KIAA0008 gene product (KIAA0008), mRNA 


NM_015684 


Homo sapiens mitochondrial ATP synthase regulatory component factor B 
(ATPW), mRNA 


NM 014186 


Homo sapiens HSPC166 protein (HSPC166), mRNA 


NM 014184 


Homo sapiens HSPC163 protein (HSPC163), mRNA 


NM 014181 


Homo sapiens HSPC159 protein (HSPC159), mRNA 


NM 014179 


Homo sapiens HSPC157 protein (HSPC157), mRNA 


NM 014166 


Homo sapiens HSPC126 protein (HSPC126), mRNA 


NM 014155 


Homo sapiens HSPC063 protein (HSPC063), mRNA 


NM 014038 


Homo sapiens HSPC028 protein (HSPC028), mRNA 


NM 014017 


Homo sapiens HSPC003 protein (HSPC003), mRNA 


NM 014053 


Homo sapiens FLVCR protein (FLVCR), mRNA 


NM 015400 


Homo sapiens DKFZP586N0721 protein (DKFZP586N0721), mRNA 


NM 015583 


Homo sapiens DKFZP586M0622 protein (DKJFZP586M0622), mRNA 


NM 015485 


Homo sapiens DKFZP566K023 protein (DKFZP566K023), mRNA 


NM 014043 


Homo sapiens DKFZP5640123 protein (DKFZP5640123), mRNA 


NM 015387 


Homo sapiens preimplantation protein 3 (PREI3), mRNA 


NM 014056 


Homo sapiens DKFZP564K247 protein (DKFZP564K247), mRNA 


NM_015623 


Homo sapiens putative ankyrm-repeat containing protem (DKFZP564D166), 
mRNA 


NM 015582 


Homo sapiens DKFZP564B147 protein (DKFZP564B147), mRNA 


NM 015610 


Homo sapiens DKFZP434J154 protem (DKFZP434J154), mRNA 


NM 015590 


Homo sapiens DKFZP434F1735 protein (DKFZP434F1735), mRNA 


NM 015644 


Homo sapiens DKFZP434B103 protein (DKFZP434B103), mRNA 


NM 015396 


Homo sapiens DKFZP434A043 protein (DKFZP434A043), mRNA 


NM 014058 


Homo sapiens DESC1 protein (DESC1), mRNA 


XTTV K A1 f /OA 

NM 01568U 


Homo sapiens hypothetical protein (CGI-57), mRNA 


NM 015379 


Homo sapiens brain protein 13 (BRI3), mRNA 


NM_014580 


Homo sapiens solute carrier family 2, (facilitated glucose transporter) member 8 
(SLC2A8), mRNA 


NM 014280 


Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 8 (DNAJC8), 
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mRNA 


NM 014313 


Homo sapiens small membrane protein 1 (SMP1), mKNA 


NM_0 14229 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, GABA), 
member 1 1 (SLC6A1 1), mRNA 


NM 014575 


Homo sapiens schwannomin interacting protein 1 (SCHIP1), mRNA 


NM_014402 


Homo sapiens low molecular mass ubiquinone-bmdmg protein (9.5kD) (Qr-C), 
mRNA 


NM_014394 


Homo sapiens growth hormone inducible transmembrane protein (GHITM), 
mRNA 


NM_0 14225 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit A (PR 
65), alpha isoform (PPP2R1 A), mRNA 


NM 014497 


Homo sapiens nuclear protein (NP220 ), mRNA 


NM 014399 


Homo sapiens tetraspan NET-6 protein (NET-6), mRNA 


NM 014889 


Homo sapiens metalloprotease 1 (pitnlysm family) (MP1), mRNA 


NM 014484 


Homo sapiens molybdenum cofactor synthesis 3 (MOCS3), mRNA 


NM 014447 


Homo sapiens arfaptin 1 (HSU52521), mRNA 


NM 014350 


Homo sapiens TNF-induced protein (GG2-1), mRNA 


NM_0 14478 


Homo sapiens calcitonin gene-related peptide-receptor component protein 
(CGRP-RCP), mRNA 


NM 014482 


Homo sapiens bone morphogenetic protein 10 (BMP 10), mRNA 


NM_014474 


Homo sapiens acid sphingomyelinase-like phosphodiesterase (ASML3B), 
mRNA 


NM 014480 


Homo sapiens zinc finger protein (AF020591), mRNA 


NM_014576 


Homo sapiens Apobec-1 complementation factor; APOBEC-1 stimulating 
protein (ACF), mRNA 


NM 005 S84 


Homo sapiens p21(CDKNlA)-activated kinase 4 (PAK4), mRNA 


NM_0 13434 


Homo sapiens calsenilin, presenilin binding protein, EF hand transcription factor 
(CSEN), mRNA 


NM 012446 


Homo sapiens single-stranded DNA binding protein 2 (SSBP2), mRNA 


NM 013235 


Homo sapiens putative nbonuclease III (RNASE3L), mRNA 


NM 013349 


Homo sapiens secreted protein of unknown function (SPUF), mRNA 


NM 013323 


Homo sapiens sortmg nexm ll (SNXll), mRNA 


NM 013388 


Homo sapiens prolactin regulatory element binding (PRbB), mRNA 


NM 013328 


Homo sapiens pyrrohne 5-carboxylate reductase isoform (P5CR2), mKJNA 


NM 013370 


Homo sapiens pregnancy-induced growth inhibitor (OKL35), mKJNA 


NM 013277 


Homo sapiens Rac GTPase activating protein 1 (RACGAP1), mRNA 


NM 013285 


Homo sapiens nucleolar GTPase (TIUMAUANTIG), mRNA 


NM 013320 


Homo sapiens host cell factor 2 (HCF-2), mRNA 


NM 013391 


Homo sapiens dimethylglycine dehydrogenase precursor (DMGDH), mRNA 


NM 013253 


Homo sapiens dickkopf homolog 3 (Xenopus laevis) (DKK3), mRNA 


NM_013339 


Homo sapiens dolichyl-P-Glc:Man9GlcNAc2-PP-dolichylglucosyltransferase 
(ALG6), mRNA 


NM 004120 


Homo sapiens guanylate binding protein 2, lnterleron-maucible (U-Brz), mKJNA 


NM 005690 


Homo sapiens dynamm 1-hke (DNM1L), transcript variant 3, mKJNA 


NM 012063 


Homo sapiens dynamm l-hke (DNMIL), transcript vanant z, mKJNA 


NM 012470 


Homo sapiens transportm-SR (TRN-SR), mRNA 


NM U 12252 


Homo sapiens transcnpnon iacxor nv^ ^lrDv^j, nuu'Nn 


NM 012250 


Homo sapiens related RAS viral (r-ras) oncogene homolog 2 (RRAS2), mRNA 


NM 012249 


Homo sapiens ras-like protein (TC10), mRNA 


NM 012388 


Homo sapiens pallidin homolog (mouse) (PLDN), mRNA 


NM 012322 


Homo sapiens U6 snRNA-associated Sm-like protein (LSM5), mRNA 


NM 012316 


Homo sapiens karyopherin alpha 6 (importin alpha 7) (KPNA6), mRNA \ 
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TvTTV/f Ol 9 1 £Q 
INIVL UlZloz? 


TTrkmn eanipnc fihronehpathiri TT fFSP-2^ mRNA 


T\TA/T 0190R1 


Wnmn ^anien^ ELL-RELATED RNA POLYMERASE II, ELONGATION 
FACTOR <HRT T 2"i mRNA 


NM_003996 


Homo sapiens glutathione peroxidase 5 (epididymal androgen-related protein) 

rtTP'VS'i tran sprint variant 2 mRNA 


xtn/t oo*;9£0 

IN 1V1 UUjZ OU 


Unmn carrion q orowfh differentiation factor 9 (GDF9V mRNA 


NM 007352 


Homo sapiens elastase 3B, pancreatic (ELA3B), mRNA 


XNJVL UUOOoD 


"£Tr»-rr»n cQmpnc -rvrrilinf* rirh % fPPOT *K\ mRNA 

nOUlO bdpiCllti pUJllllC 111/11 D \i~ 1XV_/J_/w7 J 7 illiVJLx^V 


NM_007357 


Homo sapiens low density lipoprotein receptor defect C complementing (LDLC), 
mRNA 


TvTTVyT An/1111 


U/Mvin PirkiAno V»<at-»*atr*r»A/+<= •niir , lf»5»T "pa r*tr»T" A oammfl f T-LTNF4CII TTllvNA 
XxOmO Sapiens nepalUCyiC IiUvlCal JLauujl *t, gamma, yiii^i Tvjy, 


NM_003144 


Homo sapiens signal sequence receptor, alpha (translocon-associated protein 
alpha) (SSR1), mRNA 


NM_O073z4 


riomo sapiens ivii\u, moxners against aecapeniapiegio numuiug ^luawpuio; 

iwfa««i\/%4~aMrr ■ti-r-^N'f -r»/>r« *»tx+ f\f Q^+iT/cifirvn on^nnv / A Ti Hi 1 P i trjiri^c.rint variant 1 
mtei acting protein, receptor acuvaiion aiiciiui ^iv-lt-vj-^x m uaiiawipt vouftiu a j 

mRNA 


NM__0073z3 


rlomo sapiens ivltYLJ, moxners agamsi u.ecapeiiiapicgiu nuuiuiug ^iuou^iuio; 

i-M+o-rrioii-nfr -ii-i ^rvtwr o ftiT/citi rvn 5»n pVior flvf A FjTTTP^ transcrmt variant z« 
interacting protein, recepiur aLuvaiiLHi aiiL/iiui ^ivixvl/iih ^, uauo^iipi vcuau-**!. 

m±viN/\ 


JNJVL UUjIOZ 


Unmrt conipn c oti rri Atpncin T/ a r*< a r\tr»T— 1 ll<Tf* 9 | ACtTRT-9 1 Tl 1 Iv IN A 
XiOmO Sapicnts allglOlCIlolll ICLCpiui -lixvc; ^ l^rvvj x iv_i_<— j , 1A1J - > ^ X ^ 


JNivl UUjDUL 


TJ Ar vs A car*if»nc int^crrin alnViP ^ /'anticren Pr>49C aloha 3 SUbunit of VLA-3 

r *=»n t r%r^ TTTrir A ^ rran<?nrint variant b mRNA 


XTA/f 007 1 AA : 


TTnmn c:anipn<; ^inc finder nrotein 144 (Mel-18^ (27NF144), mRNA 


xr\/f on 79 r a 

INJVi UU /ZoO 


u nrnn canipnc; cvnantonndiii rTCTAA1029^ mRNA 


XT\/T 007 1 QQ 
INIVI UU / 1 7 7 


WoTnn Qam*pn<5 interlpnkin-1 recentor- associated kinase M ORAJC-M), mRNA 


XTN/T 0079£^ 
1NJVI UU / ZOJ 


T-Jomri c^ni^nc m on r» o 1 vr. pti H p linage rN/TGLL^ mRNA 


NM 007241 


Homo sapiens EAP30 subunit of ELL complex (EAP30), mRNA 


TOTV/T 007919 
INIVL UU/Z1Z 


TJr\TYi/A cotm'phc rirtcr "fir^ Crf^V TTrr*tf*1Tl 9 (~V^ "^J L^ 9"\ TTlP^^A 

riornc) sapiens ring migci piuicin v x\j.xx nuu^n 


NM 007236 


Homo sapiens calcium binding protein P22 (CHP), mRNA 


JNM UU/U03 


canipnc c/>nl c*r P O AP/TRr^-rnntaininff TVRP^ mRNA 
riomo Sapiens VaSCUlar ±>^<lV-\Jr\± t I JO v^-uuii lauiuig v. v xva. naviii ». 


XTA/f 007097 
JNIVL UU/UZ/ 


u Amr> canipnc tn-nrki crrm^r^Qf* rT^TsJA i TT r^inHintr nrotein TTOPBP1V mRNA 


JNiVl_UUO!73 6 


LiAmn conipnc email m ipI pnr rib rvnnplpcvnrotein T)l rJolvoeDtlde (1 nkO J 
ilUIIlU oaplCllo ollla.ll UU^iL/ui 1 luuiiuuit-upi utvui x-r x. I'Vvr r \ j 

(SNRPD1), mRNA 


XTTV/T OO£0^7 
JN1VL_UU0!7J / 


Wnmn ccmiAnc ^A/TX^ Qimnrp<5Qp*r nf mif two ^ bomoloff 2 fveasf) fSMT3H2\ 
mPMA 

IllXViN^-V 


KT\/T 00709Q 

INiVl UU / UZZ7 


Hnmn <5anipn«; «5tatbmin-like 2 fSTMN2"> mRNA 


XTA/f 0070A9 
JNiVL UU / U^+Z 


T4nmn canipne ribnnucleaqe P H4kD^ TRPP14") mRNA 


Tsnv/T oo^Q07 

iNLVl_UUOi/U / 


Wnmn csmipriQ nvrrnlinp-S-carboxvlate reductase 1 (TYCR1\ nuclear eene 
pnrnilino mitnplionrlrial nrnfpin mRNA 


NM 007059 


Homo sapiens kaptin (actin binding protein) (KPTN), mRNA 


1N1V1 Uv/u07 


Wnmn Qanipn<? TTR AS-1ike sunnressor 3 (HRASLS3V mRNA 


NM 006895 


Homo sapiens histamine N-methyltransferase (HNMT), mRNA 


XTX/T 00707 1 
INiVI UU / U / L 


tr nrnr . Mn i Pnc T TP-aQ^opiafincr ^ HTFIT A3^ mRNA 

XiOIXlO Sapiens JTXXMv V XjL L> 1 J\~aooUUlallllg \i.xxxj-tf^.~J j) iiuviii x 


"MTV/T 0070^7 
JNJVL UU/UO/ 


xiomo sapiens msturic d.ccLyiu<iiioidabCr ^njDwrv iillvi^^i. 


"NJA/f 00700£ 
JNLVL_UU /UUO 


ti Arnr . canipnc rAfi»cx\7CkCrf^ or»H "nrt1"v/nrlpn\7l ntinn cnppifi P, factor 5. 25 kD SUbunit 
iiomo sapiens LlCdvagC anvi \j\jiy a^x^iiy iciLivjii o^jv^v/ixiw' loviui ~ / 3 


NM_007053 


Homo sapiens natural killer cell receptor, immunoglobulin superfamily member 
(BY55), mRNA 


NM 006754 


Homo sapiens synaptophysin-like protein (SYPL), rriRNA 


NM 006802 


Homo sapiens splicing factor 3a, subunit 3, 60kD (SF3A3), mRNA 


NM 006842 


Homo sapiens splicing factor 3b, subunit 2, 145kD (SF3B2), mRNA 


NM 006834 


Homo sapiens RAB32, member RAS oncogene family (RAB32), mRNA 
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NM 006875 


Homo sapiens pim-2 oncogene (PIM2), mRNA 


NM 006810 


Homo sapiens for protein disulfide isomerase-related (PDER), mRNA 


NM 003609 


Homo sapiens BDDRA interacting protein 3 (HIRIP3), mRNA 


NM 006820 


Homo sapiens chromosome 1 open reading frame 29 (Clorf29), mRNA 


NM 006848 


Homo sapiens hepatitis delta antigen-interacting protein A (DIP A), mRNA 


NMJ)06876 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 
6 (B3GNT6), mRNA 


NM_006653 


Homo sapiens sue 1 -associated neurotrophic factor target 2 (FGFR signalling 
adaptor) (SNT-2), mRNA 


NM 00663S 


Homo sapiens nbonuclease P, 40kD subunit (RPP40), mRNA 


NM 004163 


Homo sapiens RAB27B, member RAS oncogene family (RAB27B), mRNA 


NM_006713 


Homo sapiens activated RNA polymerase II transcription cofactor 4 (PC4), 
mRNA 


NM 006601 


Homo sapiens unactive progesterone receptor, 23 kD (P23), mRNA 


NM 006675 


Homo sapiens tetraspan transmembrane 4 super family (NET-5), mRNA 


NM 006501 


Homo sapiens myelm-associated oligodendrocyte basic protein (MOBP), mRNA 


NM 006612 


Homo sapiens kinesin family member 1C (KIF1C), mRNA 


NM_006567 


Homo sapiens phenylalanine-tRNA synthetase (FARS1), nuclear gene encoding 
mitochondrial protein, mRNA 


NMJ)06594 


Homo sapiens adaptor-related protein complex 4, beta 1 subunit (AP4B1), 
mRNA 


NM 006621 


_ _ * y-» ft , • -I -|1 1 ■ 1 1 f jl f TS—1-\ »-W 1 \ ■»-» \ T i 

Homo sapiens S-adenosylhomocysteine hydrolase-hke 1 (AHCYL1), mRNA 


NM 006472 


Homo sapiens thioredoxin interacting protein (TXN1P), mRNA 


NM 006388 


Homo sapiens HTV-1 Tat interactive protein, 60 kD (HTATEP), mRNA 


NM 006281 


Homo sapiens serine/threonine kinase 3 (STE20 homolog, yeast) (STK3), 
mRNA 


NM 006401 


Homo sapiens acidic protein rich in leucines (SSP29), mRNA 


NM 006425 


Homo sapiens step II splicing factor SLU7 (SLU7), mRNA 


NM_006359 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 6 
(SLC9A6), mRNA 


NM 006328 


■ww • w» "VTAl* 1* «"/* j* 1 i T~*H JT 1 A\ T\ "VTA 

Homo sapiens RNA binding motif protein 14 (RBM14), mRNA 


NM_006466 


Homo sapiens polymerase (RNA) m (DNA directed) polypeptide F (39 kD) 

/Y\ y""v T T> T" »\ TT* "VTA 

(POLR3F), mRNA 


NM 006467 


Homo sapiens polymerase (RNA) HI (DNA directed) (32kD) (RPC32), mRNA 


NM 006397 


Homo sapiens nbonuclease HI, large subunit (RNASEHI), mRNA 


NM 006443 


Homo sapiens putative c-Myc-responsive (RCL), mRNA 


NM 006390 


Homo sapiens RAN binding protem 8 (RANBP8), mRNA 


NM 006256 


Homo sapiens protein kinase C-like 2 (PRKCL2), mRNA 


NM 006254 


Homo sapiens protein kinase C, delta (PRKCD), mRNA 


NM 006229 


Homo sapiens pancreatic lipase-related protem 1 (PNLIPRP1), mRNA 


NMJ)06319 


Homo sapiens CDP-diacylglycerol— inositol 3-phosphatidyltransferase 
(phosphatidylinositol synthase) (CDIPT), mRNA 


NM_006219 


Homo sapiens phosphoinositide-3 -kinase, catalytic, beta polypeptide (PIK3CB), 
mRNA 


NM 006346 


Homo sapiens progesterone-induced blocking factor 1 (PIBF1), mRNA 


NMJ306473 


Homo sapiens TAF6-like RNA polymerase n, p300/CBP-associated factor 
(PCAF)-associated iactor, 65 kD (lAroiu), mRNA 


NM 006396 


Homo sapiens Sjogren's syndrome/scleroderma autoantigen 1 (SSSCA1), mRNA 


NM_006428 


Homo sapiens melanoma-associated antigen recognised by cytotoxic T 
lymphocytes (MAAT1), mRNA 


NM 006475 


Homo sapiens osteoblast specific factor 2 (fasciclin I-like) (OSF-2), mRNA 


NM 006392 


Homo sapiens nucleolar protein 5 A (56kD with KKE/D repeat) (NOL5 A), 
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mRNA 

lllXVJ. > 


\ttva 006417 
xNIVl__UUO £ t 1 / 


ti nmn c^nipnc: interferon -induced henatitis C-associated microtubular aeereeate 
nrotein < r 44kD > i nVITAP44 > ) mRNA 


INIVI. UUOHUJ 


TTnmn canienc transmembrane 9 sunerfamilv member 1 (TM9SF1V mRNA 


NM_006471 


Homo sapiens myosin, light polypeptide, regulatory, non-sarcomeric (20kD) 
(Ml OYCi mRNA 


xr\/T 0061 

lNxVi. UUO 1 


Tinmn canienc lvmnhoid-re<*tricted membrane nrotein fLRMP\ mRNA 


1N1VJL UvWUu 


Homo saniem HMBA-inducible fHISl"). iflRNA 


>JA/T 00616S 


"Homo canienc transcriptional activator of the c-fos promoter (CROC4\ mRNA 


mtv/I 0061 


"Homo cmniprm panning nrotein factin filament^ muscle Z-line, alpha 1 
( r CAPZAl > i mRNA 


MM" 006086 

IN 1YX. \J\J\J\JQ\J 


Homo ^aniens tubulin beta 4 CTUBB4\ mRNA 


"WTVf O0S761 


Homo ^aniens nlexin CI (TLXNCl^ mRNA 


INIVI UVJ /Z*T 


Homo qaniens tetrasnan 3 fTSPAN-S'i mRNA 


7sji\/f 00S646 

IN 1VJL \J\JJ yj'-f \J 


Homo saniens TAR fHIVl RNA binding protein 1 (TARBP1), mRNA 




fTomo ^aniens svntaxin 6 fSTX6i mRNA 

llUI 1 IvJ oCL kwSl wllo Ojr lXLCXiVXXl V/ \^ JL -'*- v /5 XXXXXj. a. 


XTK/T O0S866 


Homo ^aniens siffma recentor CSR31747 binding protein 1) (SR-BP1), mRNA 


NM 005842 


Homo sapiens sprouty homolog 2 (Drosophila) (SPRY2), mRNA 


XTN/T 00^676 


Urvmn ponipn c cnlirincr far.tnr arcrinine/serine-rich 4 ( Sl?RS4V mRNA 


"MAtf 00^770 


Wnmo <:anien<; small FDR K -rich factor 2 rSERF2 > l mRNA 

XXUlilvJ OCXfJlCyliO Ollltlll \ i\ J IX IX. 1 lull XCXvrLVX ^UXjIVL ) ~> 11 *■ 


XTTV/T OO^fiO^ 
lNxVi 


TJ/Nrn/N canipnc 96^1 nrr^t^aQrimp-aQQoriatpd nadl bomoloff TPOHl^ mRNA 


NM 005746 


Homo sapiens pre-B-cell colony-enhancing factor (PBEF), mRNA 




iiOuio sapiens serologically uciincu ouiun wdiioci diiLi^t^n iu ^L?iyv^^n.uivy, 

ml? XT A 


NM 005787 


Homo sapiens Not56 (D. melanogaster)-like protein (NOT56L), mRNA 


TvTAvf HA^7QO 

iNJVi uio /yz 


xiomo sapiens ivi-pnase pnospnopioxein o ^ivir nvjornuj, iixrsa^rA. 


IN ivl_u U D Oy j 


TJrw-m/x o cji^i £*ric •niir , l<=»cir rf^rprxinv QnHfaTYiilv 1 orniin T-T member 3 fNRlH^J^ 
mRNA 


NM 005799 


Homo sapiens PDZ domain protein (Drosophila inaD-like) (INADL), mRNA 




Wr*-mr\ cortipnc rrJlsicrpn fvnp WJ alnHa ^ f Croodnasture antipen^ binding nrotein 

lXUlllv) bd-JJlCxxo wLlllagdl, type X V j Cll^llla J v vj\J\Jvj-i^cxoi,ixx w ciiilx^^xx/ Lyiixvj.iA«.^ ^* wwj.** 

CCOL4A3BP), transcript variant 1, mRNA 


"M\/f OO^Q7R 


Wr»-mr\ cartipnc iT*ir»nr»lpr»tiHp reneat containing ^ ^' 1 MRCj3 i mRNTA 

XxUIllO odfJlvvilo tl UlU.L'iC^jmJ.C IClyC/CiL 1/UllUxllliiig, — ' ^liiiw^^j ixxxvx^^x 


NM 005875 


Homo sapiens translation factor suil homolog (GC20), mRNA 


JN iVi_U U J o J o 


"HVvrv^ cciT^i^nc rrl \/r« i r\ p»_7sJ_^ r\A tr ?m cfpra qp {CvX YATi nuclear gene encoding 

ixOlIlO So.piCIlo giyOinC-l^~aUyilxaxxolCxclDG y^vjlw a Sx. x y», xiixt/iv-zdi 5^uw ^n^vjumg, 

mitochondrial protein, mRNA 


XTAvf 00^7^4 


WnmA canipnc T? 5»c_frTPsi cp-ar'tivatin a nrotein STT^ -domain -bindmt? or otem 

XxOIIlO odL/lCllo IXdo -VJ1 IT doC at LI Valxlxg |JHJlt-ni uiu vxv/xxiaxxx l/xxxvxxii^ piuiuui 

(G3BP), mRNA 


iNlVl_\JUJ /Oh 


WrkTnr* c«ar*i<=»nc pr»itVi<=»lic»l nrntpin nn-recnilated in carcinoma membrane as»sociated 

rHJIIlO DuUlCUo C-LJl LllClld 1 L/l Ut^lil UU'l 1 1 UlalwU xxi i/ctx\^xxivjxxi£4, xxxv^xxxl/x ci-ixw acouwiuvvw 

protein 1 7 (DD96), mRNA 


JN 1V1_U UjO y H 


UrvT>-ir\ canipnc POY1 7 Vir\mrilr\cy pA/tnrlirnmp r oxidase a<5^emb1v nrotein Tveast^ 

nOIIlU odUlCllb V_/-/V 1 / nUIIxOlUg, tyyiUUlilUHlC ^ UAiuaov- dootiixiLiijr pxv^Lv^xix yy\sa&\./ 

(COX17), nuclear gene encoding mitochondrial protein, mRNA 


IN 1VL__UU J DUO 


ij ATr in cc4T*\if>-nc r^r^^6 o-nti rr^-n ^cr^llao-pn tvnp T recentor tbrombo^nondin 

nomo bdpiCilo V^I^jD dllllgCIl v L»011dgCIl iyy^ x i v^l>v^l^ lv^i 5 lxxx vixhjvjoijviivxiii 

receptor)-like 2 (lysosomal integral membrane protein H) (CD36L2), mRNA 


JNJVl__UU3oo 1 


riomo sapiens orancneo cnain aipna-Kcioaciu u.ciiyuiugciid&c isanabc yxz>\^r^±^r^j, 
mRNA 


XTTV/f 00^7 1 5 
INJVL_UUj / 1 0 


U A nnn canipnc or-ti-n -rr»l ot<=»r1 -r\rr>tp»in 9/^ pnmnlfX Cllbimit 4 T90 VD^ ( ARP04I ' 

xromo Sdpicnb dwLin reiaieo proLcin z-/-> v/unipic/^, auuunu -t v ^.w rvi^ ) ^rvxxx \^-rj^ 
mRNA 


NM_005717 


Homo sapiens actin related protein 2/3 complex, subunit 5 (16 kD) (ARPC5), 
mRNA 


NM 005829 


Homo sapiens adaptor-related protein complex 3, sigma 2 subunit (AP3S2), 
mRNA 


NM 005814 


Homo sapiens glycoprotein A33 (transmembrane) (GPA33), mRNA 



195 



BNSDOCID: <WO 03074654A2_L> 



WO 03/074654 



PCT/US03/05028 



NM_005406 


Homo sapiens Rho-associated, coiled-coil containing protein kinase 1 (ROCK1), 
mRNA 


NMJ)05399 


Homo sapiens protein kinase, AMP-activated, beta 2 non-catalytic subunit 
(PRKAB2), mRNA 


NM 005396 


Homo sapiens pancreatic lipase-related protein 2 (PNLIPRP2), mRNA 


NM 005489 


Homo sapiens SH2 domain-containing 3C (SH2D3C), mRNA 


NM_005479 


Homo sapiens frequently rearranged in advanced T-cell lymphomas (FRAT1), 
mRNA 


NM 005154 


Homo sapiens ubiquitin specific protease 8 (USP8), mRNA 


NM_005066 


Homo sapiens splicing factor proline/glutamine rich (polypyrimidine tract 
binding protein associated) (SFPQ), mRNA 


NM_005123 


Homo sapiens nuclear receptor subfamily 1, group H, member 4 (NR1H4), 
mRNA 


NM 005046 


Homo sapiens kallikrein 7 (chymotryptic, stratum corneum) (KLK7), mRNA 


NM 005030 


Homo sapiens polo-like kinase (Drosophila) (PLK), mRNA 


NM 005014 


Homo sapiens osteomodulin (OMD), mRNA 


NM_005003 


Homo sapiens NADH dehydrogenase (ubiquinone) 1, alpha/beta subcomplex, 1 
(8kD, SDAP) (NDUFAB1), mRNA 


NM__004941 


Homo sapiens DEAD/H (Asp-Glu- Ala-Asp/His) box polypeptide 8 (RNA 
helicase) (DDX8), mRNA 


NM 004205 


Homo sapiens ubiquitin specific protease 2 (USP2), mRNA 


NM 004818 


Homo sapiens prp28, U5 snRNP 100 kd protein (U5-100K), mRNA 


NM 004275 


Homo sapiens TRF -proximal protein (TRFP), mRNA 


NM 004272 


Homo sapiens Homer, neuronal immediate early gene, IB (SYN47), mRNA 


NM 004177 


Homo sapiens syntaxin 3 A (STX3 A), mRNA 


NM_004719 


Homo sapiens splicing factor, arginine/serine-rich 2, interacting protein 
(SFRS2IP), mRNA 


NM_004175 


Homo sapiens small nuclear ribonucleoprotein D3 polypeptide (18kD) 
(SNRPD3), mRNA 


NM_004592 


Homo sapiens splicing factor, arginine/serine-rich 8 (suppressor-of-white-apricot 
homolog, Drosophila) (SFRS8), mRNA 


NMJ)04799 


Homo sapiens MAD, mothers against decapentaplegic homolog (Drosophila) 
interacting protein, receptor activation anchor (MADHIP), transcript variant 3, 
mRNA 


NM 004875 


Homo sapiens RNA polymerase I subunit (RPA40), mRNA 


NM 004292 


Homo sapiens ras inhibitor (RJN1), mRNA 


NM 004815 


Homo sapiens PTPL1 -associated RhoGAP 1 (PARG1), mRNA 


NM 004772 


Homo sapiens P3 1 1 protein (P3 11), mRNA 


NM_004553 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 6 (13kD) 
(NADH-coenzyme Q reductase) (NDUFS6), mRNA 


NM_004549 


Homo sapiens NADH dehydrogenase (ubiquinone) 1, subcomplex unknown, 2 
(14.5kD, B 14.5b) (NDUFC2), mRNA 


NM 004271 


Homo sapiens MD-1, RP105-associated (MD-1), mRNA 


NMJ>04672 


Homo sapiens mitogen-activated protein kinase kinase kinase 6 (MAP3K6), 
mRNA 


NMJ)04828 


Homo sapiens lymphocyte antigen 95 (activating NK-receptor; NK-p44) (LY95), 
mRNA 


NM_004735 


Homo sapiens leucine rich repeat (in FIJI) interacting protein 1 (LRRFEP1), 
mRNA 


NM 004811 


Homo sapiens leupaxin (LPXN), mRNA 


NM 004522 


Homo sapiens kinesin family member 5C (KEF5C), mRNA 


NM 004905 


Homo sapiens anti-oxidant protein 2 (non-selenium glutathione peroxidase, 
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apiHip palpiiiiri-inHpt^PTiHpnt WhriQWhr^I'maQp A?\ fTcTTA AOiOf^i mT?i\IA 


NM_004770 


Homo sapiens potassium voltage-gated channel, Shab-related subfamily, member 
2 fKCNR?^ mRNA 

±* ^IVWliXJ^ y 5 IXXXVlN^rV 


mm 004848 

XN 1VX uu*TO"TO 


AAU1I1U o*A|JXCllS> UaoCIllClil lliClllUl CII1C-1I1U.L1UCL1 gCIlC ^A\_^X> 1 J, lIXXvTN /A 


NM 004761 


TTrvmn cdm pn c i n tf^ cm n r*"\rt"/"vr\1 q ctyii /~* /*i ottiq iti-q ccnr'io -rxT-rvf o-t ri 1 rrr^ A P 1 A ^ 
XXW1I1W ocXLXit^llo XlllC/gl 111 \jj Idol 111 v/ LlvJlxldlli. dooiJV-/ IdLCLl LHUlCUi 1 I aV_/xtJT — X x\. ) , 

transcript variant 1, mRNA 


NM 004S14 


AAVJlllU odJJZdlo KJJ MlIVi^Jr-opCOlllL/ tu rUL/d JJIUICIH ^IJJT I UtJ-UlIlLllIlg, J ^aaa aVl O-DIT J, 

mRNA 


NM 004839 


TTomn Qai*>i pti<s T-Tnmpr npiitrvnal iTTrmpHi a tp pai*1v crprip ? /TTOlV/1 KT?-?"R^ ml? "NT A 

XXV_/111V_J odJJlC/llo AAU1XXVX, llv-'tll Wlldl lllXLXl^/UldLV^ V^fll ly gCllC, ^XXV^XVJJCiXN. Z«JZ)^j lliXVlN/Tk. 


NM 004684 


Homo sapiens SPARC-like 1 (mast9, hevin) (SPARCL1), mRNA | 


xNXVA Ul/tOJ^ 


xiomo sapiens giuiaimone-o-uansierase nice, giuiarmone iransierase omega 
fGSTTTn?fti mRNA 


NM 004486 


Hnmn ^ariipriQ ctaI cm fliitnantiapn rrnl crin Qiilrfflmi1\/ 5» ? ^(T-OT fT-A? i mP TSl A 

11UU1U oapiwllo gWlgl ClU.lWdlltl^t'll, gVJiti,!!! oLXUXdllllXy d, ^VJwijVJxAx. J, lllXvJLNxv 


NM_004125 


Homo sapiens guanine nucleotide binding protein 10 (GNG10), mRNA 1 


NM 00448^ 

IN XVA \J KJ'-r'-t O J 


xxuiiiij bdpicnb glycine oicdvage system proiem xi ^aminomeinyi carrierj ^OL^oxi ), 
mRNA 


NM 004767 

J/N1VJL V/V7*T 1 \J 1 


nuiiivj odpiciifc ciiuuuicini type d rcwcpLor-iiivc proLcin. z- yjz 1 yD ^xv-i^x -z, j 7 


NA/T 004440 


"Romn c^ni'pnc PrVh A 7 /ThPT-J A ml? "MA 


TsTM 0047 S 7 


xionio bdpicnb smaii muucioie cyiojane suoiamny ij, memuer i ^enuorneiiai 

lllUIlwUy IC-dt/Ll VdllllgJ ^JVy IJCii J, llXXSJ/N.r\. 


NMJ)04427 


Homo sapiens early development regulator 2 (polyhomeotic 2 homolog) (EDR2), 

IllxvlN^V 


MM 0044?? 


xiomo s>dpicns aisncvcnea, usn nomoiog z ^-LTOsopniia^ (jJVLxj, rnrviN/v 


NM 004416 

XNXYA WW t *-t 1 U 


XxUlllO odpiCllb UCILCA llUIIlUlUg i ^-L'rUoOpiAlJla^ \LJ1.S±.L) 7 IllivlN f\ 


NM 004073 


Homo sapiens cytokine-inducible kinase (CNK), mRNA 


NM 00416S 


xiuiTio bdpicns cemxin, cr -nana protein, j ^v_j-M^oi nomoiog, yeasi^ ^i^JtiiiN d) 9 
mRNA 


NM 004680 


XXW111W bdLJlCllb Will UlllWiXUlIidlll piULCJlll, I Will UlllOoUlllC, 1 ^l^JL/ I ly, 11 Lt\J/N /A 


TsTM 004?Q1 

IN XVA UuHziy 1 


xionio bapiciib wowdinc- dim ampneiamine-reguiaiea uranscnpi \^v^/\iv 1 miviN/v 


NM 004330 

X^(XVA Uu*TJJV/ 


Unmn ennipne PPT ? /^rlpnnvimc Th 1 T3 1 QVFi ir»tf*for» finer -nrr^t^it-i ? /^P : ^XTTP?^ 

jTujuuj adpicii© j3V-/i_»z,/dLiciiu>virub J31J3 i yisjLj niLcrawLing proLcm z ^xjiNJLi z.j 3 
mRNA 


NM 004024 


X1W111W bdLJlwllb dL/llVdllliy, 11 dlloL-I lpilijil IdWlUr D \t\.\.i.D) 9 lllXvlN A 


NM 001 1 77 

XNXVA \J\J XX// 


xxwlllw 1 idpiCllo r\Ux -1 lUUoyidLlUll IdW LL>r-llJvC 1 ^.rAXVl^ 1 IIllVi\/A 


NM 001545 


Homo sapiens immature colon carcinoma transcript 1 (ICT1), mRNA 


NM ooi *m 

XNXVA Vv x *J 


riUlHU bdJJlCllo 11CLC1 U^CIlCOUo ilLXWlCdl r luouLiwicvjproiciii L-i ^XXl NXvx JU ) 7 IXltvlN/V 


NM 001509 

XNXVA Uu Uvy 


xxuinu odpicxio ^luiduiiuiiw Ljci uAiuabc j ^cpiuitiyniai diiurogen-rcidico proiem^ 
TGPXS^ fran^rrint variant 1 mRNA 


NM 001349 


TTomn Qfinipn^ a^nartvl-tRNA QvntnptaQP mAR^i^ mTJTsJA 

XXW11XW ouW'XWXio d-OW£Ii 1 LXvX^J xV. o^llCHW LduC ^i/AXvO ^ 3 XXXTVXNxi. 


NM 001329 


Hnnift QaniPTiQ (^-tPT~rnino1 V^itiHitict "nTrtfpin ? ^r^HTRR?^ tr^ncprinf' T^Qriismt 1 

XXW111W odLyXWXAo Lwl illliidl UlllUUlg LJXWUWlll jL \ X AJX. \y IXdllOWXlUL VdlldllL X 3 

mRNA 


NM 000082 


Homo ^aniens r^oclcavne svndrome 1 Tcla^ciiral^ ffTCNI^ mRNA 


NM 001277 


Homo sapiens choline kinase (CHK), mRNA 


NM 001087 


T-Trvmr> enmpne 5*TiO"ir\-.5»ccr\Piatpn nnorJifArx; r»f»11 -rvrr\f p»m ( A AA/TT*^ mPXT A 
xxwixiu odpicxio tiugiU'aaaut'iaicu, xixxgxdnjiy well pruiciii \^/Ayxj.vj_x /, iniViN^v 


NM 003999 


Homo sapiens oncostatin M receptor (OSMR), mRNA 


NM 003904 


XXW111U odjJICllo ZIIIW llll^CL pUJLCXll ^Z<ilNx?Zji/ J, I11X\_1\/A. 


NM 003385 


Homo sapiens visinin-like 1 (VSNL1), mRNA 


NM_003348 


Homo saoiens ubiauitin-coniueatine: enzvme E2N (TJBC13 homolop vea«?t^ 
(UBE2N), mRNA 


NM_003341 


Homo sapiens ubiquitin-conjugating enzyme E2E 1 (UBC4/5 homolog, yeast) 
(UBE2E1), mRNA 


NM_003339 


Homo sapiens ubiquinn-conjugating enzyme E2D 2 (UBC4/5 homolog, yeast) 
(UBE2D2), mRNA 



197 

BNSDOCID: <WO 03074654A2_I_> 



WO 03/074654 



PCT/US03/05028 



NM_003115 


Homo sapiens UDP-N-acteylglucosamine pyrophosphorylase 1 (UAP1), mRNA 


NM_003305 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
3 (TRPC3), mRNA 


NM 003596 


Homo sapiens tyrosylprotein sulfotransferase 1 (TPST1), mRNA 


NM_003747 


Homo sapiens tankyrase, TRF1 -interacting ankyrin-related ADP-ribose 
polymerase (TNKS), mRNA 


NM 003569 


Homo sapiens syntaxin 7 (STX7). mRNA 


NM 003164 ; 


Homo sapiens syntaxin 5 A (STX5A), mRNA 


NM 003764 


Homo sapiens syntaxin 1 1 (STX1 1), mRNA 


NM 003133 


Homo sapiens signal recognition particle 9kD (SRP9), mRNA 


NM 003136 


Homo sapiens signal recognition particle 54kD (SRP54), mRNA 


NM_003131 


Homo sapiens serum response factor (c-fos serum response element-binding 
transcription factor) (SRF), mRNA 


NM 003795 


Homo sapiens sorting nexin 3 (SNX3), mRNA 


NM 003096 


Homo sapiens small nuclear ribonucleoprotein polypeptide G (SNRPG), mRNA 


NM 003093 


Homo sapiens small nuclear ribonucleoprotein polypeptide C (SNRPC), mRNA 


NM_003080 


Homo sapiens sphingomyelin phosphodiesterase 2, neutral membrane (neutral 
sphingomyelinase) (SMPD2), mRNA 


NM_003059 


Homo sapiens solute carrier family 22 (organic cation transporter), member 4 
(SLC22A4), mRNA 


NM_003033 


Homo sapiens sialyltransferase 4A (beta-galactosidase alpha-2,3- 
sialytransferase) (S1AT4A), mRNA 


NM_003952 


Homo sapiens ribosomal protein S6 kinase, 70kD, polypeptide 2 (RPS6KB2), 
mRNA 


NM 003729 


Homo sapiens RTC domain containing 1 (RTCD1), mRNA 


NM 002937 


Homo sapiens ribonuclease, RNase A family, 4 (RNASE4), mRNA 


NM_003804 


Homo sapiens receptor (TNFRSF)-interacting serine-threonine kinase 1 
(RJPK1), mRNA 


NM_002898 


Homo sapiens RNA binding motif, single stranded interacting protein 2 
(RBMS2), mRNA 


NM 002886 


Homo sapiens RAP2B, member of RAS oncogene family (RAP2B), mRNA 


NM 003953 


Homo sapiens myelin protein zero-like 1 (MPZL1), mRNA 


NM_002809 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 3 
(PSMD3), mRNA 


NM 002771 


Homo sapiens protease, serine, 3 (trypsin 3) (PRSS3), mRNA 


NM 002757 


Homo sapiens mitogen-activated protein kinase kinase 5 (MAP2K5), mRNA 


NM 002754 


Homo sapiens mitogen-activated protein kinase 13 (MAPK13), mRNA 


NM_003668 


Homo sapiens mitogen-activated protein kinase-activated protein kinase 5 
(MAPKAPK5), mRNA 


NM_002718 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit B" (PR 
72), alpha isoform and (PR 130), beta isoform (PPP2R3), mRNA 


NM_003622 


Homo sapiens PTPRF interacting protein, binding protein 1 (liprin beta 1) 
(PPFIBP1), mRNA 


NM_003626 


Homo sapiens protein tyrosine phosphatase, receptor type, f polypeptide 
(PTPRF), interacting protein (liprin), alpha 1 (PPFIA1), mRNA 


NM 002689 


Homo sapiens polymerase (DNA-directed), alpha (70kD) (POLA2), mRNA 


NM_002685 


Homo sapiens polymyositis/scleroderma autoantigen 2 (IUUkl); (rMbtLzj, 
mRNA 


NM 003876 


Homo sapiens putative receptor protein (PMI), mRNA 


NM 002670 


Homo sapiens plastin 1 (I isoform) (PLS1), mRNA 


NM 002664 


Homo sapiens pleckstrin (PLEK), mRNA 


NM 003559 


Homo sapiens phosphatidylinositol-4-phosphate 5 -kinase, type II, beta 
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(PIP5K2B), mRNA 


NM_003629 


Homo sapiens pnosphomositide-3 -kinase, regulatory suDunit, polypeptide o \pj->, 
gamma) (rlKJKi), mKJNA 


NM_002649 


riomo sapiens pnospnoinosinaeo -Kinase, catalytic, gdnurid poiypcptiuc 
(PIK3CG), mRNA 


NM 002624 


Homo sapiens preloldin 5 (FrL)N!>), mKJNA 


NM 003846 


Homo sapiens peroxisomal biogenesis lactor l lr5 (rxiAi 115), mKJNA 


NM 002617 


Homo sapiens peroxisome biogenesis iactor 1U (KJiXiu;, mKJNA 


NM„002611 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 2 (PDK2), mRNA 


NM_000923 


Homo sapiens phosphodiesterase 4C, cAMP-specmc (phosphodiesterase tsl 
dunce homolog, Drosophila) (PDE4C), mRNA 


NM 002599 


Homo sapiens phosphodiesterase 2A, cGMP-stimulated (rJDJbzA), mKJNA 


NM 002504 


Homo sapiens nuclear transcription iactor, X-box binding 1 (NrAlj, mKJNA 


NM_002482 


Homo sapiens nuclear autoantigenic sperm protein (histone-binding) (NASP), 
mRNA \ 


NM_003826 


Homo sapiens N-ethylmaleimide-sensitive factor attachment protein, gamma 
(NAPG), mRNA 


NM 002465 


Homo sapiens mvosin binding protein C, slow type (MYBPC1 ), mKJNA 


NM 002461 


Homo sapiens mevalonate (diphospho) decarboxylase (MVD), mRNA 


NM_003676 


Homo sapiens degenerative spermatocyte homolog, lipid desaturase (Drosophila) 
(DEGS), mRNA 


NM_002307 


Homo sapiens lectin, galactoside-binding, soluble, 7 (galectin 7) (LGALS7), 
mRNA 


NM 002271 


Homo sapiens karyopherm (lmportm) beta 3 (KPIN133), mKJNA 


NM 002270 


Homo sapiens karyopherm (importin) beta 2 (KPNB2), mRNA 


NM 002214 


Homo sapiens mtegrin, beta 8 (ITGB8), mRNA 


NM_002204 


Homo sapiens mtegrin, alpha 3 (antigen CD49C, alpha 3 subunit ot VLA-3 
receptor) (ITGA3), transcript variant a, mRNA 


NM 001560 


Homo sapiens interleukin 13 receptor, alpha 1 (EL13RA1), mRNA 


NM_002163 


Homo sapiens interferon consensus sequence binding protein 1 (lCbBrl), 
mRNA 


NM 002156 


Homo sapiens heat shock oOkD protein 1 (chaperomn) (HkrJJl), mKJNA 


NM 002149 


tt 1- i _ • i "I 1 /TTT)/^ A T 1\ **»T)\T A 

Homo sapiens hippocalcin-like 1 (HFCAL1), mKJNA 


NM_003947 


Homo sapiens huntingtin-associated protein interacting protein (duo) (HAPIP), 
mRNA 


NM_003665 


Homo sapiens ficolin (collagen/fibrinogen domain containing) 3 (Hakata 
antigen) (FCN3), mRNA 


NM 000842 


Homo sapiens glutamate receptor, metabotropic 5 (UKJVl^;, mKJNA 


NM_002053 


Homo sapiens guanylate binding protein 1, interferon-inducible, 67kD (GBP1), 
mRNA 


NM_001482 


Homo sapiens glycine amidinotransferase (L-arginine:glycine 
amidinotransferase) (GATM), mRNA 


NM 002044 


Homo sapiens galactokinase 2 ((jrAJLJs.2), mKJNA 


NM 001417 


Homo sapiens eukaryotic translation initiation factor 4B (EIF4B), mRNA 


NM_003758 


Homo sapiens eukaryotic translation initiation iactor 3, subunit 1 (alpha, JMcD) 
(EIF3S1 ), mRNA 


\t\ r AA1 Af\A 

NM_00 1404 


Homo sapiens euKaryotic translation elongation iacior i gd.mrna ^niir ikjj, 
mRNA 


NM_001960 


Homo sapiens eukaryotic translation elongation factor 1 delta (guanine 
nucleotide exchange protein) (EEF1D), mRNA 


NM 003792 


Homo sapiens endothelial differentiation-related factor 1 (EDF1), mRNA 


NM 003974 


Homo sapiens docking protein 2, 56kD (DOK2), mRNA 
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NM 003586 


Homo sapiens double C2-hke domains, alpha (DOC2A), mRNA 


NM 001883 


Homo sapiens corticotropin releasing hormone receptor 2 (CRHR2), mRNA 


NM 001873 


Homo sapiens carboxypeptidase E (CPE), mRNA 


NM 001782 


Homo sapiens CD72 antigen (CD72), mRNA 


NMJ)01762 


Homo sapiens chaperonin containing TCP1, subunit 6A (zeta 1) (CCT6A), 
mRNA 


NM 003716 


Homo sapiens Ca2+-dependent activator protein for secretion (CADPS), mRNA 


NM_003986 


Homo sapiens butyrobetaine (gamma), 2^oxoglutarate dioxygenase (gamma- 
butyrobetaine hydroxylase) 1 (BBOX1), mRNA 


NM 001674 


Homo sapiens activating transcription factor 3 (ATF3), mRNA 


NM 001173 


Homo sapiens Rho GTPase activating protein 5 (ARHGAP5), mRNA 


NM 025065 


Homo sapiens RNA processing factor 1 (RPF1), mRNA 


NM 024907 


Homo sapiens F-box protein FBG4 (FBG4), mRNA 


NM 025194 


Homo sapiens inositol 1,4,5-trisphosphate 3 -kinase C (ITPKC), mRNA 


NM_0 14203 


Homo sapiens adaptor-related protein complex 2, alpha 1 subunit (AP2A1), 
mRNA 


NM 130786 


Homo sapiens alpha-l-B glycoprotein (A1BG), mRNA 


NM 031482 


Homo sapiens hypothetical protein DKFZpS 86104 18 (DKFZP5 86104 18), mRNA 


NM 015419 


Homo sapiens adlican (DKFZp564I1922), mRNA 


NM 015683 


TT ' 1 , 1 . - -1 . / /~\T ^^"V T"l i r*\ A f\ A C "\ TX "X T A 

Homo sapiens hypothetical protein (CLONE24945), mRNA 


NM_015638 


Homo sapiens chromosome 20 open reading frame 188 (C20orfl88), mRNA 


NM 080737 


Homo sapiens synaptotagmm-hke 4 (granuphinn-a) (SY T L4), mRNA 


NM 080723 


Homo sapiens vesicular membrane protein p24 (VMP), mRNA 


NM 080678 


Homo sapiens NEDD8-conjugating enzyme (NCE2), mRNA 


NM 080668 


Homo sapiens similar to RIKEN cDNA 2610036L13 (MGC16386), mRNA 


NM_080666 


Homo sapiens similar to RIKEN cDNA 2600001 Al 1 gene (LOCI 12840), 
mRNA 


NM 080663 


Homo sapiens similar to RIKEN cDNA 4933424N09 gene (MGC 16943), mRNA 


NM 080661 


Homo sapiens similar to RIKEN cDNA 0610008P16 gene (MGC15937), mRNA 


NM 080658 


Homo sapiens similar to RIKEN cDNA 0610006H10 gene (MGC9740), mRNA 


NM_080656 


Homo sapiens similar to RIKEN cDNA A430101B06 gene (MGC13017), 
mRNA 


XT* at /x o /x zr i 

NM 080651 


Homo sapiens similar to RIKEN cDNA 1810038N03 gene (MGC9890), mRNA 


NM 080650 


TT * * 1 J. TX TT7'T''\ T T"X"V TA C /X A *\ 1 T^ 1 1 O S~\ AT f* 1 A 0\ T> XT A 

Homo sapiens similar to RIKEN cDNA 5730421E18 gene (MGC14798), mRNA 


NM OS0604 


TT • i ' i • A f * 1 IX /rr^ ttv y« v TX "VTA 

Homo sapiens tight junction protein 4 (peripheral) (TJP4), mRNA 


NM 080552 


Homo sapiens vesicular inhibitory amino acid transporter (VIAAT), mRNA 


NM 080429 


Homo sapiens aquaporin 10 (AQP10), mRNA 


NM 018897 


Homo sapiens axonemal dynein heavy chain 7 (DNAH7), mRNA 


NM 015570 


Homo sapiens autism-related protein 1 (KIAA0442), mRNA 


NM 015132 


Homo sapiens sorting nexin 13 (SNX13), mRNA 


NM_022457 


Homo sapiens similar to constitutive photomorphogemc protein 1 (Arabidopsis) 

/"T^T T 1 f\ A 1 X*\ TX "VTA 

(FLJ10416), mRNA 


NM_030658 


Homo sapiens putative ankynn-repeat containing protem (DKFZP564D166), 
mRNA 


NM 0do2z9 


Homo sapiens F-box only protein 32 (FBX032), mRNA 


XTA K AC Ol OO 

NM 05818b 


Homo sapiens chromosome 21 open reading frame 67 (C21orf67), mRNA 


lNiVl UjoiO/ 


Homo sapiens chromosome 21 open reading frame 63 (C21orf63), mRNA 


NM 058171 


Homo sapiens INGl-like tumor suppressor protein (INGl-like), mRNA 


NM 058167 


Homo sapiens ubiquitin conjugating enzyme 6 (Ubc6p), mRNA 


NM 015242 


Homo sapiens centaurin, delta 2 (CENTD2), mRNA 


NM 054114 


Homo sapiens hypothetical protein FLJ32631 (FLJ32631), mRNA 


NM 054111 


Homo sapiens inositol hexaphosphate kinase 3 (IHPK3), mRNA 
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NM 054108 


Homo sapiens H-revl07-like protein 5 (HRLP5), mRNA 


NM 020794 


Homo sapiens densin-180 (KIAA1365), mRNA 


NM 054032 


Homo sapiens G protein-coupled receptor MRGX4 (MRGX4), mRNA 


NM 054031 


Homo sapiens G protein-coupled receptor MRGX3 (MRGX3), mRNA 


NM 054030 


Homo sapiens G protein-coupled receptor MRGX2 (MRGX2), mRNA 


NM 054023 i 


Homo sapiens uteroglobin-related protein 1 (UGRP1), mRNA 


NM 054024 


Homo sapiens melanoma inhibitory activity protein 2 (MIA2), mRNA 


NM 031946 


Homo sapiens centaurin, gamma 3 (CENTG3), mRNA 


NM 052860 


Homo sapiens kruppel-like zinc finger protein (ZNF300), mRNA 


NM 053054 


Homo sapiens cation channel of sperm (CATSPER), mRNA 


MM OS^Ci^ 

A^iava V/.J-JV/*'.-' 


Homo saniens SPT3 -associated factor 42 fSTAF42 > > mRNA 


1N1V1 UJJUtO 


Homo saniens hvnothetical nrotein MGC16384 (TV1GC16384) mRNA 


NM 0^3047 


Hnmn saniens hvnothetical nrotein MGC16063 fivIGC16063^ mRNA 


NM OS 1040 


Homo saniens PNAS-123 iTX)C85028'> mRNA 


NM 0S303Q 


Homo saniens TTTVP crlvcosvl transferase 2 familv oolvoentide B28 (TJGT2B28\ 
mRNA 


NM 053001 


Homo saniens odd- skinned-r elated 2 A Drotein fOSR2\ mRNA 


NM 052997 

A^iAVA \J J 1 


Homo saniens breast cancer antieen NY-BR-1 fNTY -BR-1\ mRNA 


NM 052971 


Homo sapiens liver-expressed antimicrobial peptide 2 (LEAP -2), mRNA 


NM 052956 


Homo sapiens medium-chain acyl-CoA synthetase (MACS1), mRNA ! 




Homo ^aniens ffuanvlate binding nrotein 5 fGBP5^ mRNA 


NM 059931 


T-Tomo <?flnien<; activating T>Hv recentor rECALD mRNA 

A JLUi-AlU OCipi^/Ho Civil VAllllg i i Iv I LU1 yA^x x_l — /A. J y 11JAV1 ^a i. 


INaVA V/JZrO/J/ 


lTr»mn cflnipnc r-A/fril Hindina nrfttftin ^T.Or^l 1 3^51^ mRNA 




tfnmn cQr%ipnQ F)lVJA rfnVHratinn factor rrT^TI^ mRNA 


NM_025185 


Homo sapiens putative ankyrin-repeat containing protein (DKFZP564D166), 
mRNA 

lAAAVA^t AA 


MM 01S179 


Homo ^aniens KTA A0690 nrotein rKIAA0690^ mRNA 


AN ATA UJJ VJ^« 


Homo <;ar»ipTi<s TA/T 1 1 nrotein fTN/TI 1^ mRNA 


NM 022735 


Homo ^aniens P^ol^i nho<?nhonrotein 1 TGOLPHl^ mRNA 


"MM 033547 

A^AVA \J -J -J J~ 1 


Homo saniens hvoothetical eene MGC16733 similar to CG12113 (MGC16733), 
mRNA 


NM 032^68 


Homo sapiens nerve injury gene 283 (NIN283), mRNA 


NM 016167 

A > A V A U 1 VJ 1 W / 


Homo sapiens retinoic acid repressible protein (RARG-1), mRNA 


NM 033414 


Homo saniens hvnothetical nrotein MGC17552 CMGC17552), rnRNA 


NM 016336 


Homo sapiens non-canonical ubquitin conjugating enzyme 1 (NCUBE1), mRNA 


aNIVa UJJJ A / 


Homo saniens hvnothetical aene ZD5 9 F10 fZD52F10^ mRNA 


NM 031266 

A N 1VA \JJJ£*\J\J 


Homo ^anien 5 ; ER to nucleus siffnalline 2 ^ERN2^ mRNA 

AlvlllV/ OUplvllO JL^ Ax. LU HUvwUu ulgllUlllllg \*-'*»* ***-* *^* " ^ ■»- 


NM 031955 

ANAYA \J J) L y ~s ~J 


Homo saniens NYD-SP12 nrotein nSTYD-SP12^ mRNA 


NM 033210 

A^IAVA U J Ji- 1 W 


Homo sapiens hypothetical protein FLJ14855 (FLJ14855), mRNA 


NM 033211 

A^iAVA \J ~J -J 1 A 


Homo sapiens hypothetical gene supported by AF038182; BC009203 
(LOC90355), mRNA 


NM 033194 


Homo sapiens small heat shock protein B9 (HspB9), mRNA 


NM 032122 


Homo sapiens dystrobrevin binding protein 1 (DTNBP1), mRNA 


NM 020405 


Homo sapiens tumor endothelial marker 7 precursor (TEM7), mRNA 


NM 033115 


Homo saniens hvnothetical nrotein MGC16169 (MGC16169\ mRNA 


NM 0331 17 

ANAVA. ujj A A / 


Homo saniens hvnothetical nrotein MGC2734 CMGC2734') mRNA 


NM 033103 


Homo sapiens rhophilin-like protein (LOC85415), mRNA 

. _ tr **v^^******* 1. ^ 12 


NM 033035 


Homo sapiens thymic stromal lymphopoietin (TSLP), mRNA 


NM_014001 


Homo sapiens golgi associated, gamma adaptin ear containing, ARF binding 
protein 3 (GGA3), mRNA 


NM 015149 


Homo sapiens RalGDS-like gene (RGL), mRNA 


NM 032937 


Homo sapiens AD038 (LOC85026), mRNA 
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NM 032932 


Homo saTvien^ hvnnfhpfirsil r\rr\+<=» it-i MfJPl ioi/; /TV/f/^jr^i 1 n <c\ -,d\t a 
j-.iaau.hj oajpi^iiD i.ijrpuLiicLiudi protein iviur^i Ijio (ivivjoi id lo), mKJNA 


NM 032930 


Homo <saTvien9 Hvnntrif*tiria1 n-rr\f<=»tri A/iriP i iA/i n /TV/fn^i i A/i a\ -,d\ta 
liUluu oajjicucs ii^ypuLiicLiL/d.1 proiem IvlLJV—ioU^fU (IVlAjrv^l DKJHV), mKJNA. 


NM 032918 


xxuiiiu t>tipiciii> xv/A.o-iiKe, estrogen-reguiatea, growtn-iiiniDitor (KJiKG), mRNA 


NM 032916 

X Till \J ~J *-* J L\J 


xauiuu &apiciia iiypoineucai protein ivnjri^ loZ ly (JVlOOloZ /y), mKJNA 


NM 032907 


jiomu bdpienb nypoineiicai protein JVIvjU 14421 (MvjC 14421), itiRNA 


NM 032904 

x^ixvx v/_jx*j7 v/*t 


nuiiio kdpienb nypoineiicai protein xVlLi(^l44o3 (MCjC14433), 111RNA 


NM 032900 


PTomn cambric lr\rt^rvfl-»^'i-ir»ol nrntoin a A 1 /lOCO A/PPi o\ -nxi a 

xxuiiiu t>dpicnfi> nypotneticai protein JVKj<^14zoo (xV1CjC14z5o) 5 ixiRNA 


NM 032895 

X ^1 XV X \J -J jl* 0 .7 *J 


jauitiu sapiens nypotneticai protein MLjd43 /o (MCjC14376), mRNA 


NM 032888 


TTr^mr* cani f*t\ c t^T A A 1 Q7A -r«-/% fain /V'TA A 1 0*7A\ ^,t> xt a 

xauhiu bapicna jsjLfVfVio /u protein (kiaaio /v/J ? rnKJNA 


NM 032886 


Homo sapiens hypothetical protein MGC15912 (MGC15912), mRNA 


NM 03^RR4 

xNxYx VJjiOOt 


nomo sapiens nypotneticai protein MGC158S2 (MGC15882), mRNA 


NM 032876 


Homo sapiens hypothetical protein MGC15563 (MGC15563), mRNA 


INxVl Uj^O / D 


Homo sapiens hypothetical protein MGC 15482 (MGC 15482), mRNA 


XTM" 079874 
iNivi vjzo m 


Homo sapiens hypothetical protein MGC15438 (MGC15438), mRNA 


VTlVyf n^9S70 
1NxVx__UJZo /Z 


Homo sapiens NADPH oxidase-related, C2 domain-containing protein (JFC1), 
mRNA 


NMJ)32871 


Homo sapiens tumor necrosis factor receptor superfamily, member 19-like 

/"TNTPP QT7 1 OT ^ -mDAT A 

^ iiNrlvoJr lyj-.), mKJNA 


>JA/T 039R66 


nomo sapiens hypothetical protein FLJ14957 (FLJ14957), mRNA 


MM" o^?R/^n 

xMlVx V/OZOOU 


Homo sapiens hypothetical protein FLJ14909 (FLJ14909), mRNA 


xnv/T ft3?8S8 


homo sapiens hypothetical protein FLJ14904 (FLJ14904), mRNA 


TsJKf ft3?RS9 

l>xvx V/J^OjZ 


Homo sapiens AUT-like l, cysteine endopeptidase (S. cerevisiae) (AUTLl), 


NM 032848 


xiomo sapiens nypotnencai protein JrLJ14b2/ (FLJ 14827), mRNA 


NM 032845 

X^tXVA UJA.O'tJ 


nomo sapiens nypotnencai protem rl_J 14816 (FLJ14816), mRNA 


NM 032835 


tiomo sapiens hypothetical protem rU 14761 (FLJ14761), mRNA ! 


NM 032824 


nomo sapiens nypotnencai protem rl_J14obl (FLJ 14681), mRNA 


NM 0328^3 


nomo sapiens nypotnencai protein rU 14675 (FLJ 14675), mRNA 


NM 032892 


nomo sapiens hypothetical protein bLs 14668 (FLJ14668), mRNA 


NM 032818 

X ^ XVX w ^— o x o 


numo sapiens nypotnencai protein rU 14642 (Fl^J 14642), mRNA 


NM 032804 

X^IXVX V/J^OVfT' 


nomo sapiens nypotnencai protein FJLJ 14547 (FLJ 14547), mRNA 


NM 032795 


numo sapiens nypotnencai protein rl_J144y4 (FLJ 14494), mRNA 


NM 032783 

X ^1 XVX \J~J 1 OJ 


nomo sapiens nypotneticai protein rLJ 14431 (FLJ 14431), mRNA 


NM 032766 

X ^IVX \J ~J 4* 1 \J\J 


nomo sapiens nypotneticai protem MCjL.16179 (MGC16179), mRNA 


NM 032763 

X>XVX \J+J£* 1 \JJ | 


nomo sapiens nypotnencai protein MGC16142 (MGC16142), mRNA 


NM 03^756 


nomo sapiens hypothetical protein MGC 15668 (MGC 15668), mRNA 


NM 039744 

X ^ XVX vJ^ / I t 


nomo sapiens hypothetical protem MGC 123 3 5 (MGC 1233 5), mRNA 


NM 032738 

x ~ xvx Vs«s^«/.JO 


nuino sapiens nypotnencai protem JVlvjC45y5 (MCC45y5), mRNA 


NM 032793 


nomo sapiens nypotnencai protein MOC 12760 (MGC12760), mRNA 


NM 039790 

X'lXVA \J ~> / Zj\J 


nomo sapiens nypotnencai protein MOC 10724 (MGC 10724), mRNA 


NM 032715 


xiuino sapiens nypotnencai protein 1VIvjC4o43 (MCjC4643), mRNA 


NM 032712 


nomo sapiens nypotnencai protein MOrCl J17U (MUrCl J 170), niRNA 


NM 032711 

X^IXVX V/J^. /XX 


nomo sapiens nypotnencai protein MCrC 13090 (MGC 13090), mRNA 


NM 032706 


numo sapiciib nypotnencai protein iVlvjC12y6o (MGC1/966), mRNA 


NM 03^705 


nomo sapiens nypotneticai protem MCjC14801 (MGC l4o0l), rnRNA 


NM 03^694 


nuillu fc>apien& nypotnencai protein ss/iKjK^lZy3z> (MOC 12^35), mRNA 


NM 032693 


Homo sapiens hypothetical protein MGC 10646 (MGC 10646) mRNA 


NM 032681 


Homo sapiens hypothetical protein MGC 1 0977 (MGC 10977), mRNA j 


NM^ 032678 


Homo sapiens hypothetical protein MGC3413 (MGC3413), mRNA 


NM 032667 


Homo sapiens hypothetical protein MGC4694 (MGC4694), mRNA 


NM_ 032661 


Homo sapiens hypothetical protein MGC5139 (MGC5139), mRNA 


NM 032634 


Homo sapiens hypothetical protein MGC3079 (MGC3079), mRNA 
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NM 032631 


Homo sapiens hypothetical protein MGC2641 (MGC2641), mRNA 


NM 032601 


Homo sapiens methylrnalonyl Co A epimerase (MCEE), mRNA 


NM 032596 


Homo sapiens testes development-related NYD-SP22 (NYD-SP22), mRNA 


NM 032593 


Homo sapiens PKCI-1 -related HIT protein (HIT- 17), mRNA 


NM 032586 


Homo sapiens testis transcript Y 8 (TTYS), mRNA 


NM 032582 


Homo sapiens ubiquitin specific protease (NY-REN-60), mRNA 


NM 0325S0 


Homo sapiens hairy and enhancer of split 7 (Drosophila) (HES7), mRNA 


NM 032574 


Homo sapiens dpy-30-like protein (LOC84661), mRNA 


NM 032558 


Homo saniens hvoothetical nrotein FLJ14753 (TTJ14753 * mRNA 

xxwixiw r J i*xiw ix wux pivyivni x J — '%j x~t i *j *j \ *** ■ * — ' J y iiixvj. ixx 


NM 032557 


Homo saniens HP43 8KD nrotein (TTP43 8KD i mRNA 

llUUlv Oa|/ik/llu XXX TJiUlVL/ J-'l \J l\s 111 \X. XX » UX\ 1 / ^ I X IX VX > XX 


NM 03^553 

X > XVX vf — ' w *J ~J —J 


Homo ^anien^ mitativp mirinprcrip tpp pn tor fHPTCSG7Q^ mTC NA 


NM 032545 


Horn o «?flTii en ervnti r crpn p f CT? \HPT"TC i mR 1ST A 


NM 020963 


Wnmn <saiiipn^ IVfovIO TVfnlnnpv IpuVpmia viniQ 10 Viomnlno - fmniiQP^ fA/ffY\/10^ 

XX\JXXX\J odL/IV>110 iVIU V 1 Vj JLVXVJx\Jixt<jr UlVv/llXlCl V 11 Lxo i-V/j llUlilUlU^ ^JllULloC J ^lvlW V X \J J y 

mRNA 


NM 032522 


Homo saniens hvoothetical nrotein MGC26?9 TMGC2629^ mRNA 


NM 032507 


Homo saniens cerebral nrotein-4 tx-FUCEP-4^ mRNA 


NM 032499 


Homo saniens hvoothetical nrotein HH1 14 iHT-Fl 14 1 mRNA 

XJLV/J.11V uUUlvllij llj pUlllwtlvUl Ulvlvill X_ 11 X X X T \ X XX X X X « J y 1I11V1 li 1 


NM 032494 


Homo saniens sHnc fin ppt* nrotein iT.OC R45'?4i mRNA 


NM 03249? 


Homo saniens hypothetical nrotein GL009 ( r GL009i mRNA 


NM 032487 


Homo ^aniens actin rplatpd "nrotpin 1VT1 ( ARRIVTl^ mRNA 

xxv/iiiv/ ouuiviio cxv/vxxx iv/juivu piuiviii iii i ixvx xvx x yj liixvi ^irx 


NM 032486 


Homo saniens dvnactin 4 flvf GC"3 248 ) mRNA 

11U111V OUL/lvllu UV 11UVU11 1 111 VJ V/ J U J 5 111XV1 1XX 


NM 032445 


Homo saniens MEGF1 1 nrotein nVIEGFl W mRNA 


NM 030898 


Homo saniens hvnothetical nrotein FLJ21673 TFLJ21673^ mRNA 

XXV111W OttL/lvlliJ IX V UV/Ulv IX WUI J_/X V^LV^XXX X 1 .-t^- 1 \ J 1 - J ^x XyJu 1 v / J )j lliXVl lil 


NM 032412 


Homo saniens nutative nuclear nrotein ORF1 -FT 49 fORFl -FT 49^ mRNA 


NM 032411 


T~Tomo ^lanipn^ p^onliao*pal ranrpr fplafpH crprip 4 nrotpin rF(^T?G^4^ mT^N^A 


NM 015^47 


Homo saniens cvlinHromatosi^ Ttiirhan tumor ^vnnVomp^ Tr^^^T TW mRNA 

llulllV OupivlliJ V J 1111U1 VllUllUijlk} l IU1 L/tXIX lUlllUl J Yi 1VX1 \-f 1 1 Iv J \ X X /X—^ y ^ IILLVLIXL 


NM 032330 


Homo saniens hvnothetical nrotein MGC12536 (MGC12536} mRNA 


NM 032384 


Homo saniens hvnothetical nrotein FLJ23 1 83 CFLJ23 1 83 # mRNA 


NM 032372 


Homo saniens hvoothetical nrotein MGC 16186 CMGC 161 86) mRNA 

XV1JIAV L?Ci jL/ x 1U X XV LV V-/ lllv ti VVil LVX V/ twill X ▼ X. VwJ X \-r X Uu 1 IrXVJ v X V/ X UV f ^ x XXX VJL 1 X X 


NM 032367 


Homo saniens hvnothetical nrotein MGC15435 AVIGC15435 1 mRNA 

XXV/lllV/ uUL/lvliu XIj JL/ V-f lllv C-X VU1 jL/ JL VJ' IV X x 1 ITIVJ V 1 J T *J \ IVIVJ V/ 1 J T mJ J ^ IIJJIVI 11 \ 


NM 032354 


Homo saniens hvoothetical nrotein MGC 10744 (TVfGC10744f mRNA 

XXVUIV/ UUL/lvllu XX Y L/V lllv 11VU1 L*/l V/ twll 1 iYlVJ X V/ / 1 1 1 X ▼ JL \J X \J I T f f ^ 111XVL ~ X X 


NM 032347 


Homo saniens hvnothetical nrotein MGC13250 fMGC1325(T> mRNA 

XXV/111V OUL/IWllO llj UUlllV/llVUl L/lVLwlll 1V1\JV_/1 JfaJU % XTX V_J V^/ X -J J-i~J \J J j IIIXVIIXX 


NM 032344 


Homo saniens hvnothetical nrotein MGP1 3045 nvfGCl 3045 i mRNA 


NM 032342 


Homo saniens hvnothetical nrotein TvfGP12Q9? rMGP129Q2^ mRNA 


NM 032340 


Homo saniens hvnothetical nrotein MGC14S33 CMGC 14833^ mRNA 

XXV/1X1V OCX JL/ 1 wX Ilj 11 V UVLllvLlvUl L/l V/LV111 1TXVJ I 1 U«t^ 1 1TXVJ X rU*/%/ #j XXJJLV^L H X 


NM 03233S 


Homo saniens hvnothetical nrotein MGC 1481 7 fiVTGC 1481 7 ■ mRNA 

X X\_JlXXvy OCx^l^/Xio tllvUWfU \r 111 1V1\Jv> l*TO 1 / ^IVlvJN^l'TU 1 / y 3 llllvliiT. 


NM 032333 


Homo saniens hvnothetical nrotein MGC4248 CMGC4248 1 mRNA 


NM 032327 


Homo saniens hvnothetical nrotein MGC2993 CMGC2993 , mRNA 

JL XV/111V UU JL/ 1 VllU X 1 j L/ V-/ Lllv LlvUl i"^ tw 11 X X ▼ JL\J V^- X-r ^ *J 1 XTX VJP X-^'-Xw ^ ^ ^/ ^ ^ lllXXl ~ X X 


NM 032325 


Homo saniens hvnothetical nrotein MGC1 1 102 (MGC1 1 102^ mRNA 

J.1U111V vJvipivlliJ lly UUUlwllwWI pivkvlll X > X V — I V — j X X 1 Vu llflVJWl X X V/X* y j llilvl 1XX 


NM 032324 


Homo saniens hvnothetical nrotein MGC1 3 1 86 CMGC 1 3 1 86> mRNA 

JL XV/lllv/ uUpivllJ X XV L-f V/ lllw LlwUl X/X V/ Uvlll J.T1VJ V ^ X w/ X w V/ \ ITINJ X «-/ X ^/ v /« X llXVi, \ JL X 


NM 032323 


Homo saniens hvnothetical nrotein MGC 1 3 1 02 CMGC 131 0?^ mRNA 

HVlllw dUUl^llo 11J U w lllv 11 wUlL/1 V/IV>111 ITlVJv/U X \J 1 1TXVJ \—s X «J X V/*-»yj lllXXXIil 


NM 032320 


Homo saniens hvnothetical nrotein MGC1 3007 fMGCl 3007") mRNA 

IXvlllV OUL/lviiu ll¥ UVlllVUVUl U/X »_/ tV^ XI X JLY1\J\/1JVV / llVlVJv/ 1 JV/v / J 5 111 IV J. 1 X V 


NM 032318 


Homo saniens hvnothetical nrotein MGC12945 nvfGCl?945i mRNA 

ilviiiv wuuivlio lljr y v/Liiv iivui L/i vkvlll l¥lvJ\^lX(y^j \ IVlvJ V_y X S +s ij imviixl 


NM 032317 


Homo saniens hvnothetical nrotein MGC1 ^943 nV/TGCl 2943^ mRNA 

X. X \~r± 1 Ivy OCXJL/ 1V-/1 lO 11 V puuiwiiuui pi v/lvlll lTl.\J\»/li<y p TJ \ XTX VJ X 4* J T*s j ^ 111XV1 ^1 XX 


NM 032316 


Homo sapiens hypothetical protein MGC12936 (MGC12936), mRNA 


NM 032305 


Homo saniens hvnothetical nrotein MGC3700 fMGC3200 > i mRNA 

X 1U111V OCipiWHO lljr pvlllvtlvttl piV/lvlll xVXvJ *J £*\J\J •yXYXVJ JZ<VyU lllXVlMix. 


NM 032293 


Homo sapiens hypothetical protein DKFZp761 J1523 (DKFZp761J1523), mRNA 


NM 032291 


Homo sapiens hypothetical protein DKFZp761D221 (DlCFZp761D221), mRNA 


NM 032290 


Homo sapiens hypothetical protein DKFZp761C121 0DKFZp761C121), mRNA 


NM_032288 


Homo sapiens hypothetical protein DKFZp761B1514 (DKFZp761B1514), 
mRNA 


NM 032273 


Homo sapiens hypothetical protein DKFZp586C1924 (DKFZp586C1924), 



203 



BNSDOCID: <W0. 



03074654A2_I_> 



WO 03/074654 



PCT/US03/05028 





_T)XT A 


KM 032299 


Homo sapiens hypothetical protein MGC2714 (MGC2714), niRNA 


NM 032267 


Homo sapiens hypothetical protein DKFZp434E169 (DKPZp434E169) ? mRNA 


NM_ 032264 


Homo sapiens hypothetical protein DKFZp434D177 (DKFZp434D177), mRNA 


NM_032261 


Homo sapiens hypothetical protein DKFZp434N0650 (DKFZp434N0650), 
mKJSIA 


NM.032258 


Homo sapiens hypothetical protein DKFZp434P2235 (DKFZp434P2235), 
mRNA 


NM 032251 


Homo sapiens hypothetical protein DKFZp434G0920 (DKFZp434G0920), 
mRNA 


NM 032250 


TV 1 . -« > • | . x\Y/ T"""~7 A O A A I O 1 /TWPI7 VI *"1 /f A 1 *~T 1 \ T"» "VTA 

Homo sapiens hypothetical protein DKFZp434A171 (DKFZp434A171), mRNA 


NM_032249 


Homo sapiens hypothetical protein DKFZp434F1819 (DKFZp434F1819), 

_Tl XT A 

mRNA 


NM_032248 


Homo sapiens hypothetical protein DKFZp434F1719 (DKFZp434F1719) ? 

t~> XT A 

mRNA 


NM 032246 


Homo sapiens hypothetical protein DKFZp434J0617 (DKrZp434J0617) ? mKJNA 


NM 032245 


TT „ • _ _ -t _ j 1 i" -I _^ _ _ * _ J „ TpvT7'T7 r 7 A O /IT1 O 1 /"TNT/" T~"-7' . /I /IT1 Pi 1 ^\ ^.TIXT A 

Homo sapiens hypothetical protein DKFZp434I1916 (DKFZp43411916), mRNA 


NM_032223 


Homo sapiens hypothetical protem FLJ22427 (FLJ22427), mRNA 


TWTTV iff AOOIAA 

NM 032209 


Homo sapiens hypothetical protem FLJ21777 (FLJ21777), mRNA 


NM 032193 


Homo sapiens hypothetical protein FLJ20974 (FLJ20974), mRNA 


NM 032177 


Homo sapiens hypothetical protem FLJ13193 (FLJ13193), mRNA 


NM 032167 


Homo sapiens hypothetical protein FLJ12363 (FLJ12363), mRNA 


NM 032161 


Homo sapiens KIAA1870 protein (KIAA1870), mRNA 


NM 032154 


Homo sapiens MBLR protein (MBLR), mRNA 


NM_032151 


Homo sapiens hypothetical protein DKFZp566K1946 (DKFZP566K1946), 
mRNA 


NM_032148 


Homo sapiens hypothetical protein DKFZp434K0427 (DKFZP434K0427), 
mRNA 


NMJ)32139 


Homo sapiens hypothetical protein DKFZp434L071S (DKFZP434L07 1 S), 
mRNA 


NMJ)3213S 


Homo sapiens hypothetical protein DKFZp434E231S (DKFZP434E23 1 8), 
mRNA 


NM_032136 


Homo sapiens hypothetical protein DKFZp434L1717 (DKFZP434L1717), 
mRNA 


NM_032125 


Homo sapiens hypothetical protein DKFZp564D0478 (DKFZP564D0478), 
mRNA 


NM_032120 


Homo sapiens hypothetical protem DKFZp564O0523 (DKFZP564O0523), 

T* XT A 

mRNA 


NM 020921 


Homo sapiens mnem (GSK3B interacting protem) (NIN), mRNA 


NM 020441 


Homo sapiens hypothetical protein DKrZp/621166 (DKFZP7621166), rnRNA 


NM018719 


Homo sapiens hypothetical protein DKFZp762L03 1 1 (DKFZp762L03 11), 
mKNA 


NM 015630 


Homo sapiens DKFZP566F2124 protem (DKJFZP566F2124), mRNA 


NM 01 5621 


xlomo sapiens Ul<Lrz>r4i4Cl / 1 protein (JJisJ?Zr4J4Cl /l), mKJNA 




xlomo sapiens JJls^rZJr4o41J14o protein ^iJJsjrZ,r4341J14o;, mKJNA 


NM U154yo 


riomo sapiens UK± 4 Zr4i4ll lo protein (JJJsJ < z,r4i4ll lo), mKJNA 




Homo <;pniPTi«; D1<CF7PS^01 (^46 nrotein fDPR'l mPlSJA 


NM 015453 


Homo sapiens DKFZP434F091 protein (DKFZP434F091), mRNA 


NM 015023 


Homo sapiens KIAA1037 protein (KIAA1 037), mRNA 


NM 014972 


Homo sapiens KIAA1049 protem (KIAA1049), mRNA 


NM 032042 


Homo sapiens hypothetical protein DKFZp564D172 (DKFZP564D172), mRNA 


NM 032036 


Homo sapiens TLH29 protein precursor (TLH29), mRNA 
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NM 032030 


Homo sapiens FKSG83 (FKSG83), mRNA ! 


NM 032028 


Homo sapiens serine/threonine kinase FKSG81 (FKSG81), mRNA 


NM 032025 


Homo sapiens CDA02 protein (CDA02), mRNA 


NM 032021 


Homo sapiens AD031 protein (AD031), mRNA 


NM 031944 


Homo sapiens Mix-like homeobox protein 1 (M1LD1), mRNA 


NM 031920 


Homo sapiens ARG99 protein (ARG99), mRNA 


NM 031480 


Homo sapiens hypothetical protein AD034 (AD034), mRNA 


NM 031478 


Homo sapiens hypothetical protein DKFZp434I21 17 (DKFZP434I21 17), mRNA 


NM 0^1477 


Homo saniens hvnothetical nrotein MGC10500 AVLGC10500), mRNA 




Homo ^aniens hvnothetical nrotein DKFZn434B044 rDKFZP434B044 > > mRNA 


TsTM 011472 

J. t| IYx vf «J 1 *T / ^ 


Homo saniens hvnothetical nrotein MGC1 1 134 fMGCl 1 134» mRNA 


NM 011471 


Homo saniens hvnothetical nrotein MGC10966 AVIGC10966Y mRNA 


NM 011457 


Homo sanien<? memhrane-snanninff 4-domains subfamilv A member SB 
(TVIS4A8B> mRNA 


NM 031450 


Homo saniens hvnothetical nrotein n5326 (T5326\ mRNA 


NM 031443 


Homo sapiens hypothetical protein MGC4607 (MGC4607), mRNA 


NM 01141R 


TTomo <sarrieTi9 hvnothetical nrotein DKFZn761I172 rDKFZP761I172^ mRNA 


nm niidi/i 


U nTr ,n oanif>n<5 nvnothetiral nrotein MGCS442 nVTGC5442^ mRNA 


NM 031418 


Homo sapiens chromosome 1 1 open reading frame 25 (CI lorf25) 5 mRNA 


INJVJL V IDHry 1 




NM_031306 


Homo sapiens hypothetical protein DKFZp564B1023 (DKFZP564B1023), 

iiirsj.N/A. 


NM Oil 90S 


TTnmo canipnQ "hvnotliptiral nrotein PP1 9?6 fPPl 2? 6^ mRNA 


NM 011901 


Homo ^anienq hvnotheriral nrotein DKF7n434N1235 (DKJFZP434N1235 i 

XlUlllv/ oaJJlCllo Lly LJkJ Lilt/ LI v> ell LyivJLV^iii L/lvi ^jp^J~i , t ^j^a^j. « — ' i J- ^ j 

mRNA 


NM 011900 


TTomo «:ar>ien<? hvnothetical r>rotein DKFZd434K1 172 <DKFZP434K1 1721 

XXv/lllU odpiCllo ll^y LJVjLllLv LlLvdl Lyl\Jlwlll L/lvl z^i^j~T~J~TX7i*. x x / JLt yxsx?**-x t—ix tjtavi x i ) •> 

mRNA 


NM 011970 


Homo ^aniens PROl 596 nrotein (PR01596 1 mRNA 


NM 011968 


Homo saniens PRO0461 nrotein rPRO0461 # mRNA 


NM_031217 


Homo sapiens hypothetical protein DKFZp434G2226 (DKFZP434G2226), 
mRNA 

llll.V± XXV 


1N1VJ. \J LJ J +s O 


TTomo <;anien<3 nentir?v1aro~inine f1eimina"?e tvne T ThPAD-colonvlO^ mRNA 

XXVJlllvJ dAUl^llo LJ^IJ LlU._y lul c^llllllvr \XV^lllllllclOw \*j {-'^ X yiti J. \ I s \^\-f iwiijf x\j lixxvi 11 &. 


"NM 0100R0 


Homo saniens hvnothetical nrotein FLJ12671 CFLJ12671). mRNA 


NM 030954 


Homo sapiens hypothetical protein DKFZp564A022 (DKFZP564A022), mRNA 


NM 010051 


Homo sanieir? hvnothetical nrotein DKF7n761E21 10 CDKFZP761E21 10") 
mRNA 

111XVX l/l 


NM 010041 


Homo saniens exonuclease NEF-sn fLOC81691^ mRNA 


NM 010010 


Homo saniens hvnothetical nrotein FLJ12619 CFLJ12619), inRNA 


NM 01001S 


TTomo ^aniens lilcelv ortrioloiy of* rat vacuole membrane nrotein 1 fVTVtPl^ 

X X U 1 1 i\J ouplvllo XXlVV^iy Ul UlUlUg Vf X lut VClvUVyfJKx' lllwlllVl tiXAV/ ^/iviviii Ayr Itli J. y 3 

mRNA 


NM 03093^ 

X A XT J. \J -J\J ^ +— 


Homo sapiens diaphanous homolog 3 (Drosophila) (DIAPH3), mRNA 


NM 030927 


Homo sapiens hypothetical protein MGC1 1352 (MGC1 1352), mRNA 


NM 030925 


Homo saniens hvnothetical nrotein FLJ12577 (FLJ12577), mRNA 


NM 030918 


Homo sapiens hypothetical protein My014 (MY014), mRNA 


NM 030911 


Homo sapiens protein kinase NYD-SP15 (NYD-SP15), mRNA 


NM 030899 


Homo saniens hvnothetical nrotein FLJ23407 (TLJ23407), mRNA 


NM 018657 


Homo sapiens myoneurin (IViYNN), mRNA 


NM 030818 


Homo sapiens hypothetical protein MGC 10471 (MGC 10471), mRNA 


NM 030813 


Homo sapiens suppressor of potassium transport defect 3 (SKD3), mRNA 


NM_030808 


Homo sapiens LIS 1 -interacting protein NUDEL; endooligopeptidase A 
(NUDEL), mRNA 


NM 030805 


Homo sapiens hypothetical protein DKFZp564L2423 (DKFZP564L2423), 
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T> "XT A 

mRNA 


NM 030802 


Homo sapiens C/Lr>r-inaucea protein (LUUol jjo), itikjna 


NM_030600 


Homo sapiens hypothetical protein L)jp^z,poo4iJloo4 (JJi>wr zjoo^hjioo4), 

~*T> XT A 


jnm 030 /yy 


Homo sapiens nypotneticai protein at 14UZzd (j\r ihvzzd ), mtuN/v 


NM 030793 


Homo sapiens nypotneticai protein orizy (c>r3z.y), mKJNA 


"XTTV K ATA1AO 

NM 030792 


Homo sapiens nypotneticai protein rrlooD (jrJrloco), mKJNA 


NM 030780 


Homo sapiens folate transporter/carrier (LOC81034), mRNA 


NM 030674 


Homo sapiens solute earner iamily 38, member 1 (SLC38A1), mKJNA 


NM 030672 


tt 1 xl 1 " T7T T1 AT 1 O /T?T T1A*>10\ TiTVT A 

Homo sapiens hypothetical protein FLJ10312 (FLJ10312), mRNA 


NM 024947 


Homo sapiens hypothetical protein FLJ12729 (rLJ12729) 5 mRNA 


NM 024963 


TT 1 1 1 j_r 1 i '„ T7T T1 1 A £^ /T?T T1 1 /I Z"0\ - _Tr>~VT A 

Homo sapiens hypothetical protem rLJ 1 1467 (FLJ 1 1467), mRNA i 


NM_0 17600 


Homo sapiens hypothetical protein DKJFZp434M0331 (DKJbZp434M0331j, 
mKJNA 


"X TTV If ATA/'f 1 

NM 030652 


Homo sapiens NG3 protein (NCj3), mRNA 


NM 030651 


Homo sapiens chromosome 6 open reading frame 31 (C6orf31), mRNA 


NM 020444 


Homo sapiens KIAA1 191 protein (KIAA1 191), mRNA 


NM 024055 


tx * 1 , -i , ■ t i -» «•/ — » /- ^ /- /f <^/-v /~iv A~ /^\ C A A A\ — .Ti XT A 

Homo sapiens hypothetical protein MGC5499 (MGC5499), mRNA 


NM 025154 


Homo sapiens KIAA0810 protem (KIAA0810), mRNA 


NM 017515 


Homo sapiens novel protein (HSNOV1), mRNA 


NM 024924 


Homo sapiens hypothetical protem FLJ12985 (FLJ12985), mRNA 


NM_030579 


Homo sapiens cytochrome b5 outer mitochondrial membrane precursor (CYB5- 

X >T"\ ITt "XT A 

M), mRNA 


NM 022068 


TT 1 _ jA _ -1 ^_ : T7T TOT /1A1 /T*T TO O /I AO \ «D\T A 

Homo sapiens hypothetical protein FLJ23403 (rLJ23403), mRNA 


NM 025179 


tt ' ~ „ 1 * -_ a o /HAT "VTvT A 0\ .n n T*> "YVT A 

Homo sapiens plexm A2 (PLXN A2), mKJNA 


X TTV /f A1 /I A*! 1 

NM 014033 


TT „ • „ AT^"C"7'nf A ACT** ~_ /AVC7T>*TO/C A ACOO\ *viD\T A 

Homo sapiens DKrZP5b6A0522 protein (DKF/,rD«soA0!>22), mKJNA 


-v TTV X A A /"° A S~ O 

NM 006468 


tt„ „ „ r i /Tpv TvT A \ TTT /T\\T A JJ„_ y _+_,J\ / iC01^T*\"\ /TlT)A/CO\ __T> A 

Homo sapiens polymerase (RNA) ill (ON A directed) (o2kl>) (KFCo2), mKJNA 


XT* at AAri^l 

NM 025263 


TT _ / 1 A *T*C tf a * f f ^ A f I 1 C S~\ T*¥ X T A 

Homo sapiens CAT56 protem (CA156), mRNA 


■VTTk AT A'>a7'>Z"'"> 

NM 025262 


Homo sapiens G5C protem (G5C), mRNA 


NM 025261 


TT _^ ' /^/*/T ____ J^^— / /" i\ ^.DXT A 

Homo sapiens G6C protein (G6C), mRNA 


XTTV AT AOC^ZTA 

NM 025260 


Homo sapiens G6B protein (GoB), mKJNA 


"X TTV IT AO COCO 


Homo sapiens NG2J protein (NG23), mKJNA 


NM 025258 


Homo sapiens NG37 protein (G7C), mKJNA 


NM 023231 


Homo sapiens nypotneticai protein r.LJ22iyi ^ri^j/ziyi ), mKJNA 


TvTTV/r AOCOO/C 

NM 025226 


Homo sapiens MS 1 r032 protein (Md 1 K032), mKJNA 


NM 025211 


Homo sapiens protein kinase anchoring protem CjKAt42 (UKAr42), mKJNA 


XTTV AT f\ o crn 1 

NM 025201 


t t ■ 1 i T i ' 1 * „ J „ TjTj "1 O /TT) Ti 1 /CO C\ T> "K.T A 

Homo sapiens hypothetical protein Frl62o (FF1626), mKJNA 


NM 025192 


TT- « 1 4.1 a,' 1 j „ " T7T T11AT1 /T7T T0 1 AO 1 A «,D\T A 

Homo sapiens hypothetical protem MJ23071 (FU23071 ), mKJNA 


NM 025188 


TT * _ 1 i*i i _ a„ J T7T T1T 1 01 /T?T T11 1 01\ _.T> T\.T A 

Homo sapiens hypothetical protein FLJ 13181 (FU13181), mKJNA 


NM 025174 


T T * i . „ „ „ „ T j_„ r „ T?T TOOAilA /TITT TO T A/1 A\ «v»D\T A 

Homo sapiens hypothetical protein rJLJ23040 (FJLJ 23040), mKJNA 


-x TTV A AOCIaCC 

JNM 02M65 


TT ^ ^ +.V ^4.' ^ 1 UT TOO/COO /TTT TOO/C30\ «iD\T A 

Homo sapiens hypothetical protein rU22o3 / (rLJ22o3 /), mKJNA 


TV TTV A AOCI^TA 

NM 025160 


TT„ ' ^ ~ ^4-1 1 j_ - T7T TT 1 A 1 /C /TTT TO 1 A 1 tC\ T> X.T A 

Homo sapiens hypothetical protem r LJ 2 1 0 1 6 (F LJ 2 1 0 1 o), mKJN A 


TvTTV/T AOC1CO 

NM 025153 


Homo sapiens hypothetical protein rU214/ / (FLJ 214//), mKJNA 


TvTTV/f PlOC 1 C 1 


TT„™„ ^, * _ t__ ^+'U. y - k 4.J ^-.1 ^4-^Z~* T7T TOO/COO /TCT TOO/COO\ mD\TA 

Homo sapiens nypotneticai protein rLJ22o22 (rLJ22o22), mKJNA 


"MTV/T fiOC 1 /tO 

JNJY1 Uz j 14V 


Homo sapiens nypotneticai protein JrLJ20920 (FLJ2oy20), mKJNA 


rvTA/f HO C 1 A A 

JNIV1 UZD144 


TT „ _ " ^^.x."!- ail. ^1 4-—.^—. TTT TOO /CO A /T7T TOO/COA*\ *-»-»*D T\.T A 

Homo sapiens nypotneticai protein rLJ22o/o (rLJ22o/u), mKJNA 


T\TM 0?S1 

1N1VX \J*l*~J 1 J O 


nonio bapieiib xiypoLiiCLiv-/ai piOLCin iz.uui ^j/j-iJ iz.uui ^, aiixvin/a. 


NM 025126 


Homo sapiens ring finger protein 34 (RNF34), mRNA 


NM 025125 


Homo sapiens hypothetical protein FLJ13263 (FLJ13263), mRNA 


NM 025124 


Homo sapiens hypothetical protein FLJ21749 (FLJ21749), mRNA 


NM 025109 


Homo sapiens hypothetical protein FLJ22865 (FLJ22865), mRNA 


NM 025099 


Homo sapiens hypothetical protein FLJ22170 (FLJ22170), mRNA 
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NM 025098 


Homo sapiens hypothetical protein FLJ22644 (FLJ22644), mRNA 


NM 025097 


Homo sapiens hypothetical protein FLJ21 106 (FLJ21 106), mRNA 


NM 025095 


Homo sapiens hypothetical protein FLJ23558 (FLJ23558), mRNA 


NM 025086 


Homo sapiens hypothetical protein FLJ22596 (FLJ22596), mRNA 


NM 025080 


Homo sapiens hypothetical protein FLJ22316 (FLJ22316), mRNA 


NM 025079 


Homo sapiens hypothetical protein FLJ23231 (FLJ23231), mRNA 


NM 025077 


Homo sapiens hypothetical protein FLJ13949 (FLJ13949), mRNA 


NM 025076 


Homo sapiens hypothetical protein FLJ23591 (FLJ23591), mRNA 


NM 025072 


Homo sapiens chromosome 9 open reading frame 15 (C9orfl5), mRNA 


NM 025070 


Homo sapiens hypothetical protein FLJ22242 (FLJ22242) mRNA 


NM 025058 


Homo sapiens hypothetical protein FLJ23229 (FLJ23229), mRNA 


NM 025055 


Homo sapiens hypothetical protein FLJ23168 (FLJ23 168) mRNA 


NM 025044 


Homo sapiens hypothetical protein FLJ22476 (FLJ22476), mRNA 


NM 025043 


Homo sapiens hypothetical protein FLJ22404 (FLJ22404), mRNA 


NM 025041 


Homo sapiens hypothetical protein FLJ22173 (FLJ22173), mRNA 


NM 025034 


Homo sapiens hypothetical protein FLJ21290 (FLJ21290), mRNA 


NM 025032 


Homo sapiens hypothetical protein FLJ21272 (FLJ21272), mRNA 


NM 025029 


Homo sapiens hypothetical protein FLJ14346 (FLJ14346) mRNA 


NM 025005 


Homo sapiens hypothetical protein FLJ13315 (FLJ13315), mRNA 


NM 024998 


Homo sapiens hypothetical protein FLJ12704 (FLJ12704), mRNA 


NM 024994 


Homo sapiens hypothetical protein FLJ12595 (FLJ12595), mRNA 


NM 024977 


Homo sapiens hypothetical protein FLJ12078 (FLJ12078), mRNA 


NM 024976 


Homo sapiens hypothetical protein FLJ1 1996 (FLJ1 1996), mRNA 


NM 024956 


Homo sapiens hypothetical protein FLJ23375 (FLJ23375), mRNA 


NM 024944 


Homo sapiens chromosome 21 open reading frame 68 (C21orf68) mRNA 


NM 024942 


Homo sapiens hypothetical protein FLJ13490 (FLJ13490), mRNA 


NM 024941 


Homo sapiens hypothetical protein FLJ13611 (FLJ1361 1), mRNA 


NM 024938 


Homo sapiens hypothetical protein FLJ1 1383 (FLJ1 1383), mRNA 


NM 024935 


Homo sapiens hypothetical protein FLJ13687 (FLJ13687), mRNA 


NM 024920 


Homo sapiens hypothetical protein FLJ14281 (FLJ14281), mRNA 


NM 024919 


Homo sapiens hypothetical protein FLJ22615 (FLJ22615) mRNA 


NM 024917 


Homo sapiens hypothetical protein FLJ12687 (FLJ12687) mRNA 


NM 024914 


Homo sapiens hypothetical protein FLJ13262 (FLJ13262), mRNA 


NM 024911 


Homo sapiens hypothetical protein FLJ23091 (FLJ23091), mRNA 


NM 024909 


Homo sapiens hypothetical protein FLJ13158 (FLJ13158), mRNA 


NM 024908 


Homo sapiens hypothetical protein FLJ12973 (FLJ12973), mRNA 


NM 024906 


Homo sapiens hypothetical protein FLJ21032 (FLJ21032), mRNA 


NM 024897 


Homo sapiens hypothetical protein FLJ22672 (FLJ22672), mRNA 


NM 024889 


Homo sapiens hypothetical protein FLJ23537 (FLJ23537), mRNA 


NM 024886 


Homo sapiens hypothetical protein FLJ14280 (FLJ14280), mRNA 


NM 024882 


Homo sapiens hypothetical protein FLJ13189 (FLJ13189) mRNA 


NM 024880 


Homo sapiens hypothetical protein FLJ23556 (FLJ23556) mRNA 


NM 024864 


Homo sapiens hypothetical protein FLJ22578 (FLJ22578) mRNA 


NM 024853 


Homo sapiens hypothetical protein FLJ13385 (FLJ13385), mRNA 


NM 024848 


Homo sapiens hypothetical protein FLJ1 3941 (FLJ13941) mRNA 


NM 024847 


Homo sapiens hypothetical protein FLJ21240 (FLJ21240) mRNA 


NM 024841 ! 


Homo sapiens hypothetical protein FLJ14213 (FLJ14213) mRNA 


NM 024839 


Homo sapiens hypothetical protein FLJ22638 (FLJ22638) mRNA 


NM 024837 


Homo sapiens hypothetical protein FLJ21472 (FLJ21472) mRNA 


NM 024835 


Homo sapiens C3HC4-type zinc finger protein (LZK1), mRNA 


NM 024815 


Homo sapiens hypothetical protein FLJ22494 (FLJ22494) mRNA 
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IN1V1 U/4o1j 


Jtiomo sapiens nypotnetical protein rLJ 13 I jO (rLJ 1 J l jU), mKJNA 


lNllVJL UZ4o 1 1 


nomo sapiens nypotnencai protein rLJ iZoZy (r.LJ izz>z9), mKJNA 


\ta/t ao/iqia 


xiomo sapiens nypotnencai protein rLJz30io (rLJz^uib), mRNA 


JNJVl u^4ouy 


Homo sapiens nypotnencai protein rLJ 129 /d (rLJ lz9o), mRNA 


XTA/T AO/1QAQ 


Ji.omo sapiens hypothetical protein rLJz2oz4 (rLJzzoz4), mRNA 


XTTV/T AO/1QAO 

JNJVl UZ460 / 


Homo sapiens nypotnetical protein rLJ 13693 (rLJ13o93), mRNA 


JNlVl UZ4&UO 


riomo sapiens nypotnetical protein rLJZ3-04 (rLJz3^j4), mRNA 


xnv/f ao/ltqq 
JNlVl UZ4/99 


Homo sapiens nypotnetical protem rLJ 13224 (rLJ 13224), mRNA 


xnv/T ao/ioq/; 
iNjvi uZ4/yo 


T T t-»-l nn-r\tn»in la-a m ^+Tm4-i n n 1 "CT TOOiCOA /TjT TOO/TO 0\ .„,T>\T A 

Homo sapiens nypotnetical protem rUZzoiy (r JLJzzwy), mRNA 


"MA/T AO/IOOQ 

iNivi uz4/o9 


TJrtrwn f«ri«iQ-Mn liimn^ltA^Anl „„ X_ "„ T?T TOOCOA /T7T TOOCOA\ Ti XTA 

Homo sapiens n3potnetical protem rL,jZZoZy (rLJZZDZy), mRNA 


INivi UZ4/54 


Homo sapiens nypotnetical protein rL,SZ55yZ (rl^Jz33yz), mRNA 


xta/t no/toon 


Homo sapiens nypotnetical protein rLJ 13593 (r.LJ 130^3), mJKJNA 


JNJVl 0z4 / / 3 


Homo sapiens nypotnetical protein rLJ 13798 (rLJ 13 798), mRNA 


XTA/f AO/I^OO 

JNJVl UZ4 1 1 Z 


Homo sapiens nypotnetical protem rLJ23151 (rLJ23151) 5 mRNA 


JNJVl Uz4 / / 1 


Homo sapiens hypothetical protem FLJ1384S (FLJ13848), mRNA 


NM 024763 


Homo sapiens hypothetical protem FLJ23129 (rLJ23129), mRNA 


iNJVl UZ4/34 


Homo sapiens hypothetical protem FLJ 12598 (FLJ12598), mRNA 


JNJVl 0z4/49 


Homo sapiens hypothetical protein rLJ 12505 (FLJ 12505), mRNA 


XTA/T no/n/t/; 
JNM 0z4/4o 


Homo sapiens hypothetical protem FLJ 13 840 (FLJ13840), mRNA 


xta/t m>nn 
JNJVl 0z4/3z 


T T _ _ — — „Z~.mn..n T«. ^ 4.1 _ „ 1 4 ' T?T T1 A O C 1 /"T^T T1 /I O n \ TTiTvTA 

Homo sapiens hypothetical protem FLJ14351 (FLJ14351), itiRNA 


XTA/T nO/1711 

JNJVl OZ4/31 


Homo sapiens chromosome 16 open reading frame 44 (C16orf44), mRNA 


xta/t ao /im 
JNJVl Uz4/Z/ 


Homo sapiens hypothetical protein FLJ23259 (FLJ23259), mRNA 


XTA/T AO/lT)1 

JNM UZ4/ZZ 


Homo sapiens hypothetical protem FLJ13322 (FLJ 13322), mRNA 


XTA /T AO /ITn 

JNM UZ4/I/ 


Homo sapiens hypothetical protein FLJ22344 (FLJ22344), mRNA 


XTA /f AO /n 1 c 

JNM 024715 


Homo sapiens hypothetical protem FLJ22625 (FLJ22625), mRNA 


XTA/T ni/iinn 
JNM Uz4/09 


TT ^ - _ ^ * _ "1 il t.1 1 _ _ i * _ T^T T 1 if 1 A /*T 'T T "1 A t A y\ T» "XTA 

Homo sapiens hypothetical protein FLJ14146 (FLJ14146), mRNA 


XTA if 

JNM UZ4/Uj> 


TT — * _ . _ T_ j_1 j_* _ _ 1 j • T7T T1 1 /'') /A /"l"?T T *1 ✓"'^ /A\ t» "X T a 

Homo sapiens hypothetical protein FLJ13639 (FLJ13639), mRNA 


XTA/T m/nm 
JNM 0Z4/03 


Homo sapiens hypothetical protein FLJ22593 (FLJ22593), mRNA 


XTA/T HO/17ni 

INlvl UZ4/U1 


Homo sapiens ankyrm repeat and SUCb box-containing 13 (ASB13), niRNA 


xta/t no Anna 
JNM UZ4/UU 


Homo sapiens Smad nuclear interacting protein (SNIP1), mRNA 


XTA/T AO/l£CK 
INIVI UZ40;0 


Homo sapiens nypotnetical protem rLJ 13993 (rLJ 13993), mRNA 


XTA/T ClIA&QI 
1N1V1 UZ409J 


Homo sapiens hypothetical protein rLJ20909 (FLJ20909), mRNA 


XTA/T HO/l^QS 
1N1V1 UZ4DOO 


Homo sapiens nypotnetical protem rLJ 13U3 1 (rLJ 13U3 1), mRNA 


XTA/T AO/iAOA 
INlvl UZ4000 


TJa-mma nn«i am <i UimniliA^nnl A j. ~ * T?T TOO AO O /TTT TOOA^5 0\ T* XTA 

Homo sapiens hypothetical protein rLJ 23 03 3 (rLJ 2303 3), mRNA 


XTA/T riOAtLIQ 
JNM UZ40/O 


Homo sapiens hypothetical protem rLJ23441 (FLJ23441), mRNA 


XTA/T AO/l/^7^ 
JNM UZ40/J 


TT — _ _ _„ _ T__ _ _ _ 1 „„ „ T7T TO 1 O 1 /T zO!?T T 1 *) 1 O 1 T*» "K T A 

Homo sapiens hypothetical protem r LJ2 1 8 1 6 (r LJ2 1 8 1 6), mRNA 


XTA/T AO /I /COO 
1N1V1 UZ40/Z 


TT ^ 1 /->-»-. ,-i Tai-m-K A.4-Xa a4VI ^ T7T TOO O OA /"TTT TOOTOAN T*^ \ t a 

Homo sapiens hypothetical protein rLJ23320 (rLJ 23 3 20), mRNA 


1N1V1 UZ40OO 


Homo sapiens hypothetical protein rLJl 1506 (rLJl 150o), mRNA 


NM 024654 


Homo sapiens hypothetical protein FLJ23323 (FLJ23323), mRNA 


XTA/T AO/I/CCA 
JNM Uz4oj0 


Homo sapiens hypothetical protein FLJ22531 (FLJ22531), mRNA 


XTA/T AO >K>1 A 

JNM 0Z4o49 


Homo sapiens hypothetical protein FLJ23590 (FLJ23590), mRNA 


XTA/T AO A £. AH 

JNM UZ4o4/ 


Homo sapiens hypothetical protem FLJ13287 (FLJ13287), mRNA 


XTA/T AO/I^C/IA 

JNM 0Z4o40 


Homo sapiens hypothetical protem FLJ23476 (FLJ23476), mRNA 


XTA/T AO/liCO/: 

JNM_UZ4ojO 


Homo sapiens likely ortholog of mouse tumor necrosis-alpha-induced adipose- 
related protein (rLJ23153), mRNA 


NM 0^4628 


riurnu bapiciic> xiypoinexicai protein rjL»JZJ 100 ^rLJZjioo^ m±viN/\. 


NM 024627 


Homo sapiens hypothetical protein FLJ21 125 (FLJ21 125), mRNA 


NM 024626 


Homo sapiens hypothetical protein FLJ22418 (FLJ22418), mRNA 


NM 024624 


Homo sapiens hypothetical protein FLJ221 16 (FLJ221 16), mRNA 


NM 024616 


Homo sapiens hypothetical protein FLJ23186 (FLJ23186), mRNA 


NM 024615 


Homo sapiens hypothetical protein FLJ21308 (FLJ21308), mRNA 
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NM 024613 


Homo sapiens phafin 2 (FLJ13187), mRNA 


NM 024610 


Homo saDiens hypothetical Drotein FLJ22623 (7022623") mRNA 


NM 024609 


Homo saDiens hvoothetical Drotein FLJ21841 (TLJ21841 1 mRNA 

A.i.V/il4V/ UiAL/1 4-lJr pvtllVLIVUl L/l V/ twill X X^«F X w TX ^ X XVt/X^ 1 V/ TX IliA VI IxL 


NM 024606 


Homo saniens hvoothetical Drotein FLJ1 1756 TFLJ1 1756i mRNA 

IXvlllv OUpiwllU llj |-/vr WlvllVUl pi vlVHl JL JuJ XX/ +J\J y X Iji^ XX/ vy^ XXXX^X "iX 


NM 024605 


Homo saniens hvoothetical Drotein FLJ20896 (FLT20896i mRNA 

JLJ.U1UV/ uUL/1 wilt} lljf kilVli VU1 piV/lvlll JL Xv J X< U U y U ^X JLsJ£*\J\lJ^/\JJj IIULVL 1 iL 


NM 024602 


Homo saniens hvnothetical nrotein FLT21 1 56 fFT T9 1 1 S6 1 mRNA 


NM 024595 


Homo saniens hvoothetical nrotein FLJ12666 TFT ,112666^ mRNA 

AAV7111U uLl U1V11J A Xj JL-rV/ L1AV L-1 v-' tXX L/i V/ LV1X1 X J — /»J A V\J\y I X 1 ^ -> I ^VVv y ^ llAXVX IXX 


NM 024585 


Homo saniens hvoothetical Drotein FLJ22160 TFLJ22160i mRNA 

X AV/AAAv Wd-JLV Ji wJ> AO llj p v lllvtl VU1 f"^ V tvill JL AWv^4' 1 Uv ^JL XjJ mm 1 W y ^ IXlAvl iiA 


NM 024584 


Homo saDiens hvoothetical Drotein FLJ13646TFLJ13646 » mRNA 


NM 024580 


Homo sapiens hypothetical protein FLJ13 1 19 (FLJ13 1 19), mRNA 


NM 024570 


Homo sapiens hypothetical protein FLJ1 1712 (FLJ1 1712), mRNA 


NM 024565 


Homo sapiens hypothetical protein FLJ14166 (FLJ14166), mRNA 


NM 024556 


Homo saniens hvoothetical Drotein FT J21 103 fFT T21 1 03 i mRNA 

iiv/iiiv uapiviio j x n \> ci i pi viviii x i/jz<i iv/j 11 i i ivJ /, iiiivi in. 


NM (P455? 


Homo saniens hvoothetical Drotein FLJ12089 fFLJ12089 1 mRNA 


NM 024546 


Homo saniens hvnothetical nrotein FT J1 3449 TFT T1 ^449^ mRNA 

11VJ111V/ oapivXlij lljr pu LllWllwCll JJ1 v Iv 111 X l—i J X * 1 I ^7 \^X J — iJ lJ^^yjj 1 1 IXVJ. ^1 A 


NM CP4534 


Homo ^aniens hvnothetical nrotein FT T176R4 fFT T1 9684^1 mRNA 

11U111U OdpiV-.l lO llj' \XKJ LllV-LlLvCll pi V lA^lll X X—iJ X ^<\JO*T ^X J l^#VJO*T^, 1 1 IX VJL > jlX 


NM (P453? 


Homo saniens hvnothetical nrotein FT T22724 fFT T?27?4i mRNA 


NM 024526 


Homo saniens hvnothetical nrotein FT T21 fFT Yl \ mR 1ST A 

11U111VJ OttUlvXlO J \ L l V- Cll Ul VyLV/lll X xj J Xi 1 J fax< IX JUJAIJ^imI) 11 IX VJL N ov. 


NM 0245^3 


Homo saniens hvnothetical nrotein FT T22035 fFT T^203S i mRNA 

X-X\JXXX\J OapiWUO lljr j-'^-' vllvv LI Vvcll JJL U UV^ 111 X X—i<j£*£*\JJ*J \^X 1 \J -J -J J , X 1 -1.1 VJ. N l\ 


NM 024522 


Homo ^aniens hvnothetical nrotein FT T126S0 fFT T1 ^>6S0 f mRNA 


NM 024516 


Homo saniens hvnothetical nrotein TVTGP4606 HV1GP4606 1 mRNA 


NM 024*514 


Homo qanien*; nvnotheriral nrotein MGP46fi^ ^A/rGP4^6^^ mPXTA 


NM 094S07 

lNxYx V/ii.'TJU / 


TTomo <snnipn<: rtvnotlietipnl nrotein lVrrTPin701 f\ACrC i '\ 0701 ^ mPMA 


NM 015^RS 


Homo «;anienq KTAAO^^Q nrotein HCTA AfP^Q^ mRNA 


NM 094410 


XXVJ11J.U octpiCllo x IHJopildLILiy igiyuci L>{JllvJbpii«ilC oyilLIidoC \x vJO I J, ilxXvlN^TTk. 


NM 024345 


TTomo «?flnien<; hvnotriertral nrotein N/frrP1076S ^MfrCI 076S i m^TvTA 


NM 024340 


Homo saniens hvnothetical nrotein TVTCtC41 7Q nVTGCMI 7Q i mR TsTA 


NM 024330 


Homo saniens hvnothetical nrotein lyTGC4^65 dVTGP4^65 » mRNA 

llVlllv OUpivl lu XI V L/V/U1VL1VU1 pi VIW111 1T1\JV~JvJ ^1»1>J \- - ~«/ J , llllVLlil 


NM 024326 


Homo saniens hvoothetical orotein MGC1 1279 TMGC1 1279 j mRNA 

l-lv/lllv OUplVlIu * J r UlvliVHl pltyFkvlll J-TaVwI \ ' X L 1 *J ^lYAVJ 1 X JL-t 1 J ^ 11JXV1 >xL 


NM 024321 


Homo saniens hvoothetical Drotein MGC10433 fiVTGC10433 1 mRNA 

XAV1AAV Al J L/V/LlAVkiWiAl L/A Vf IVAAA AYIVJN^/ 1 v r \J 1 A. V_I_ vJ V^/ X V/ l ~J J m X A AA VL ™ iA 


NM 024312 

X "1"! \J A* T X 


Homo saDiens hvoothetical Drotein MGC4170 CW/IGC4A 70 1 mRNA 

XXV111V/ OUpivlliJ llJ'pvjUlWUVUl LVJ. v Ivlll 1V1V 1 V>~ X / V/ 1 J.V1NJ v/T 1 / V/ /, 1111V1 lxl 


NM 024308 


Homo saniens hvoothetical orotein MGC4172 fMGC4172i mRNA 

XAV111V/ OUUlVllO J pi Vlwlll 1T1VJ 1 / X, liYl\J\/Tl / ^ f, 111XVJ. lil 


NM 024307 


Homo saniens hvnothetical nrotein TVTGP41 71 HVTGP41 71 i mRNA 

A- IvlllVJ OCipivllO * X J' JJvUlwUvttl J-*X VJ» L V/ 1 1 1 1V1VJ 1 / X y^lVlVJ V/" 1 / 1 J ^ lllXVx^lx*. 


NM 024295 

X ^ JLTJL \J ^ — ^ 


Homo saniens hvoothetical orotein MGC3067 fiVTGC3067^ mRNA 

llvlllV/ ulipiwllO UJf pvUlwllvul i HI lVXVJ v>^Uv / ^1Y1\J\»'«'\/U / y , lllLM lil 


NM (P0062 


Homo saniens ST G2A4 reeulator TST P2 A4RG^ mRNA 

llUlllVj' Oupik/llo UXvVyX«xVT 1 vgUioiUl y tj 1j V-/X./v^l\.\J 1, 111XVJ.>XTL 


NM 018491 


Homo saniens COBW-like orotein (XOC55871 • mRNA 

11U111V/ OUpi vllO V^'V-'A-* T T lllvv pi V/twlll J — /VwX V^/ _/ w' LJ / 1 1111VL <liL 


NM 024116 


Homo saniens hvnothetical nrotein MGG5306 rMGG5306 1 mRNA 

llvlllv JUpiVHJ llj pUUlVUvUl pivlvlll IVIVJV^J JUV1 ^1Y1 VJ V^*/ J V W 11U\1 Til 


NM 024114 


Homo saniens hvoothetical orotein MGC4827 (MGC4S27 1 mRNA 


NM 024113 


Homo saniens hvoothetical Drotein MGC4707 nVIGC4707 j mRNA 

J. JLV^X iAV/ hJUVL^AVAAk? Aljr |JV/ WAwtAV**! vtvill 1»A\J Vy i / V/ / ^AT ANkJ V^.-'^i / \_/ / y ^ XlAAVA liA 


NM 024099 


Homo saniens hvoothetical nrotein MGC2477 CMGC2477 1 mRNA 


NM 024092 


Homo saniens hvnothetical nrotein MGCSSOR nVTGGSSOR^ mRNA 

11U111U OClplVllO J r ''ll'-' 1.1 tXl pi vivlll 1Y1\JV,/J JV/U ^iYlVJVy J JvU 1 1 1XV1 ~ I\. 


NM 024084 


Homo saniens hvnothetical nrotein MGC3 1 96 nVTGCI 1 96 1 mRNA 

XAUlllv OCX pi lljr pV/LllVUV/Ul pi vkwlll ITIVJV/J A«^V/ \1.VXVJ^^«^ X ~S \J ) HUM 


NM 024072 


Homo saniens hvoothetical orotein MGC2835 TMGG2835 1 mRNA 


NM 024067 


Homo saniens hvnothetical nrotein MGG971 R TMGP971 K\ mRNA 

XlvlllV OUpivllO lljfpV/lllvUVMl pi.ui.vill lrlVJ\_/X< f X \J 1 IVIVJV^^ / X VJ J , IlllVL Nil 


NM 024063 


Homo saniens hvnothetical nrotein MGGS347 fK/rGPS147 1 mRNA 

x lv/iiiw oapiwiio J r - ^ Liiv^vi^txi piuiviu iyivjv^J / ^XVXVJ\»^«y»J^ / J , HJJ\J.>/\ 


NM 024040 


Homo sapiens hypothetical protein MGC2491 (MGC2491), mRNA 


NM 024036 


Homo sapiens hypothetical protein MGC3103 (MGC3103), mRNA 


NM 015450 


Homo sapiens protection of telomeres 1 (POT1), mRNA 


NM 021249 


Homo sapiens sorting nexin 6 (SNX6), mRNA 


NM 023932 


Homo sapiens hypothetical protein MGC2487 (MGC2487), mRNA 


NM 023930 


Homo sapiens hypothetical protein MGC2376 (MGC2376), mRNA 
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NM__0 14045 


Homo sapiens DKFZP564C1940 protem (JJKrZ,rDo4Ciy4U) 9 mKNA 


NM 015533 


Homo sapiens DKFZP586B1621 protein (DJsJ h Z.1 j d6o151oZ1), mRNA 


NM 023927 


Homo sapiens hypothetical protein FLJ21313 (FLJ21313), mRNA 


NM 023923 


Homo sapiens hypothetical protem FLJ13171 (FLJl 3 171), mRNA 


NM 019054 


Homo sapiens hypothetical protem MGC5560 (MGC5560), mRNA 


NM 023070 


Homo sapiens hypothetical protem (LOC65243), mRNA 


NM 023015 


Homo sapiens hypothetical protem FLJ21919 (FLJ21919), mRNA 


NM_022899 


Homo sapiens likely ortholog of mouse actm-related protem 8 homolog (S. 
cerevisiae) (FLJ12934), mRNA 


NM_022836 


Homo sapiens DNA cross-link repair IB (PS02 homolog, S. cerevisiae) 
(DCLRE1B), mRNA 


NM 022831 


Homo sapiens hypothetical protem FLJ12806 (FLJ12806), mRNA 


NM 022828 


Homo sapiens hypothetical protein FLJ21940 (FLJ21940), mRNA 


NM_022822 


Homo sapiens hypothetical protem FLJ12387 similar to kmesm light chain 
(FLJl 23 87), mRNA 


NM 022784 


Homo sapiens hypothetical protem FLJ12476 (FLJ12476), mRNA 


NM 022783 


Homo sapiens hypothetical protem FLJ12428 (FLJ12428), mRNA 


NM 022774 


tt * 1 j.1 a.* 1 a. T^T 11/1/1 /T?T TO "I 1 A A\ — .T>*KT A 

Homo sapiens hypothetical protem FLJ21 144 (FLJ21 144), mRNA 


NM 022765 


T-r 1 , i , • i . TpT T1 1 An /t->t Til r\0 *~7\ . _ Tt \T A 

Homo sapiens hypothetical protem FLJl 1937 (FLJ 1 1937), mRNA 


NM 022764 


Homo sapiens hypothetical protem FLJ12998 (FLJ12998), mRNA 


NM 022758 


TT * "I . -i . • -f . * T->T TOO 1 C ft~*T TOO 1 O £"\ T>"K.T A 

Homo sapiens hypothetical protein FLJ22195 (FLJ22195), mRNA 


NM 022753 


Homo sapiens hypothetical protein FLJ12903 (FLJ12903), mRNA 


NM 022749 


Homo sapiens retinoic acid induced 16 (RAH 6), mRNA 


NM 022746 


Homo sapiens hypothetical protein FLJ22390 (FLJ22390), mRNA 


NM 022728 


Homo sapiens neurogenic differentiation 6 (NEUROD6), mRNA 


NM 022496 


Homo sapiens hypothetical protein FLJ13433 (FLJ13433), mRNA 


NM_022490 


Homo sapiens hypothetical protein FLJ13390 similar to PAF53 (FLJl 3390), 
mRNA 


NM 022484 


Homo sapiens hypothetical protem FLJ13576 (FLJ13576), mRNA 


NM 022483 


Homo sapiens hypothetical protein FLJ21657 (FLJ21657), mRNA 


NM 022473 


Homo sapiens zinc finger protein 106 (ZFP106), mRNA 


NM_022471 


Homo sapiens hypothetical protein FLJl 3057 similar to germ cell-less 
(FLJl 3057), mRNA 


NM 022463 


Homo sapiens nucleoredoxin 1 (NXN), mRNA 


NM_022462 


Homo sapiens hypothetical protein FLJ14033 similar to hypoxia inducible factor 
3, alpha subunit (HJF-3A), mRNA 


NM„022461 


Homo sapiens hypothetical protein FLJ21939 similar to 5-azacytidine induced 
gene 2 (FLJ21939), mRNA 


NM 022453 


Homo sapiens ring finger protem 25 (RNF25), mRNA 


NM_022374 


Homo sapiens likely ortholog of mouse ADP-ribosylation-like factor 6 
interacting protein 2 (FLJ23293), mRNA 


NM 022371 


Homo sapiens ATP-dependant interferon responsive (ADIR), mRNA 


NM_022369 


Homo sapiens hypothetical protein FLJ12541 similar to Stra6 (FLJ12541), 
mRNA 


NMJ)22367 


Homo sapiens hypothetical protem FLJl 2287 similar to semaphorms 
(FLJ122S7), mRNA 


NM 0223 5 y 


riomo sapiens similar to rat myomegaim ^Lvji^o^fiozj, mKJN/\ 


NM 022356 


Homo sapiens growth suppressor 1 (GROS1), mRNA 


NM 022354 


Homo sapiens spermatogenesis associated 1 (SPATA1), mRNA 


NM 022347 


Homo sapiens IFRG15 protein (IFRG15), mRNA 


NM 022341 


Homo sapiens peptide deformylase-like protein (LOC64146), mRNA 


NM 022164 


Homo sapiens P3ECSL (LBECG3), mRNA 
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NM 022147 


Homo sapiens 28kD interferon responsive protein (IFRG28). mRNA 


NM_022140 


Homo sapiens erythrocyte protein band 4.1-like 4 (EPB41L4), mRNA 


NM 022133 


Homo sar>iens sortine nexin 16 fSNX16) mRNA 


NM 022126 

X UTi. U^>^ li-U 


Homo saniens nhosnholvsine ohosDhohistidine inorganic pyrophosphate 
phosphatase (LHPP), mRNA 


NM 022097 


Homo sapiens hepatocellular carcinoma antigen gene 520 (LOC63928), mRNA 


NM_022094 


Homo sapiens hypothetical protein FLJ20871 similar to FSP27 (FLJ20871), 
mRNA 


NM 022090 


Homo sapiens transposon-derived Buster3 transposase-like (LOC63920), mRNA 


NM 022074 


Homo sapiens hypothetical protein FLJ22794 (FLJ22794), mRNA 


NM 022071 


Homo sapiens hypothetical protein FLJ20967 (FLJ20967), mRNA 


NM 022063 


Homo sapiens hypothetical protein FLJ13188 (FLJ13188), mRNA 


NM 022060 


Homo sapiens hypothetical protein FLJ12816 (FU12816), mRNA 


NM 022034 


Homo sapiens estrogen regulated gene 1 (ERG-1), mRNA 


NM 021945 


Homo sapiens hypothetical protein FLJ22174 (FLJ22174), mRNA 


NM_021944 


Homo sapiens hypothetical protein FLJ12154 (FLJ12154), mRNA 


NM 021941 


Homo sapiens hypothetical protein FLJ2 1 324 (FLJ2 1 324), mRNA 


NM 021928 


Homo sapiens hypothetical protein FLJ22649 similar to signal peptidase 
SPC22/23 (FLJ22649), mRNA 


NM 021927 


Homo sapiens hypothetical protein FLJ13220 (FLJ13220), mRNA 


NM 021925 


Homo sapiens hypothetical protein FLJ21820 (FLJ21820), mRNA 


NM 021825 


Homo sapiens hypothetical orotein MDS0^5 CMDS025") mRNA 


NM 0156?? 


Homo saniens CGI-43 protein TLOC51622^ mRNA 


NM 021639 


Homo sapiens hypothetical protein SP192 CSP192^ mRNA 


NM 021637 


Homo sapiens hypothetical protein FLJ14084 (FLJ 14084), mRNA 


NM_021614 


Homo sapiens potassium intermediate/small conductance calcium-activated 
channel, subfamily N, member 2 (KCNN2), mRNA 


NM 021182 


Homo sapiens minor histocompatibility antigen TTR-1 (HB-1), mRNA ! 


NM 021170 


Homo sapiens bHLH factor Hes4 (LOC57801), mRNA 


NM 021146 


Homo sapiens angiopoietin-like factor (CDT6), mRNA 


NM 005146 


Homo sapiens squamous cell carcinoma antigen recognised by T cells (SART1), 
mRNA 


NM 021079 


Homo sapiens N-myristoyltransferase 1 (NMT1), mRNA 


NM 021046 


Homo sapiens UHS KerB (LOC57830), mRNA 


NM 021018 


Homo sapiens H3 histone family, member I (H3FI), mRNA 


NM 006643 


Homo sapiens serologically defined colon cancer antigen 3 (SDCCAG3), mRNA 


NM 017569 


Homo sapiens transcription factor (p3S interacting protein) (P381P), mRNA 


NM 015239 


Homo sapiens KIAA1 035 protein (KIAA1035), mRNA j 


NM 014977 


Homo sapiens KIAA0670 protein/acinus (KIAA0670), mRNA 


NM 015176 


Homo sapiens KIAA0483 protein (KIAA0483), mRNA 


NM 014610 


Homo sapiens KIAA0088 protein (KIAA0088), mRNA 


NM 015516 


Homo sapiens hypothetical protein, estradiol-induced (E2IG4), mRNA 


NM 015388 


Homo sapiens DKFZP566C243 protein (DKFZP566C243), mRNA 


NM 015679 


Homo sapiens hypothetical protein (CLONE24922), mRNA 


NM 014409 


Homo sapiens TAF5-like RNA polymerase EL, p300/CBP-associated factor 
(PCAF)-associated factor, 65 kD (TAF5L), mRNA 


NM 014368 


Homo sapiens L1M homeobox protein 6 (LHX6), mRNA 

C S_ i 12. 


NM 014315 


Homo sapiens host cell factor homolog (LCP), mRNA 


NM_012414 


Homo sapiens rab3 GTPase-activating protein, non-catalytic subunit (150kD) 
(RAB3-GAP 150), mRNA ! 


NM 012219 


Homo sapiens muscle RAS oncogene homolog (MRAS), mRNA 


NM 007375 


Homo sapiens TAR DNA binding protein (TARDBP), mRNA 
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JNJVL UU/U/4 


Homo sapiens coronin, actin binding protein, 1 A (COROIA), mRNA 




Homo sapiens sialyltransferase 4B (beta-galactosidase alpha-2,3- 
siaiytransterasej (MA 1 4x5 ), mKJNA 


1NJML UUObOl 


Homo sapiens RAB35, member RAS oncogene family (RAB35), mRNA 


NM 006502 


Homo sapiens polymerase (DNA directed), eta (POLH), mRNA 


INM \JKJJ 1 1U 


Homo sapiens polyglutamine binding protein 1 (PQBP1), mRNA 


JSIM 005 loo 


Homo sapiens ras homolog gene family, member E (ARHE), mRNA 


NM 004190 


Homo sapiens lipase, gastric (LP F), mRNA 


NM 004132 


Homo sapiens hyaluronan binding protein 2 (HABP2), mRNA 


NM_004492 


Homo sapiens general transcription factor HA, 2 (12kD subunit) (GTF2A2), 
mRNA 


NM 004824 


Homo sapiens chromodomain protein, Y chromosome-like (CDYL), mRNA 


NM 003969 


Homo sapiens ubiquitin-conjugating enzyme E2M (UBC12 homolog, yeast) 
(UBE2M), mRNA 


NM_002711 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 3 A (glycogen 
and sarcoplasmic reticulum binding subunit, skeletal muscle) (PPP1R3A), 
mRNA 


NM 003847 


Homo sapiens peroxisomal biogenesis factor 1 1 A (PEX1 1 A), mRNA 


NM002004 


Homo sapiens famesyl diphosphate synthase (farnesyl pyrophosphate synthetase, 
dimethylallyltranstransferase, geranyltranstransferase) (FDPS), mRNA 


NMJ)19111 


Homo sapiens major histocompatibility complex, class II, DR alpha (HLA- 
DRA), mRNA 


NM_002120 


Homo sapiens major histocompatibility complex, class LI, DO beta (HLA-DOB), 
mRNA 


NM_00211S 


Homo sapiens major histocompatibility complex, class n, DM beta (HLA- 
DMB), mRNA 


NM__002125 


Homo sapiens major histocompatibility complex, class II, DR beta 5 (HLA- 
DRB5), mRNA 


NM_02l983 


Homo sapiens major histocompatibility complex, class II, DR beta 4 (HLA- 
DRB4), mRNA 


NM_022555 


Homo sapiens major histocompatibility complex, class II, DR beta 3 (HLA- 
DRB3), mRNA 


NM 005962 


Homo sapiens MAX interacting protein 1 (MXI1), transcript variant 1, mRNA 


NM_l30439 


Homo sapiens MAX interacting protein 1 (MXI1), transcript variant 2, mRNA 


NM_0 80923 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
variant 4, mRNA 


NM_0 80922 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
variant 3, mRNA 


NM_08092l 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
variant 2, mRNA 


"XTTV AT i •*> rv> O 

NM_130386 


Homo sapiens collectin sub-family member 12 (COLEC12), transcript variant I, 
mRNA 


NM 030781 


Homo sapiens collectin sub-family member 12 (COLEC12), transcript variant n, 

T> "XT A 

mRNA 


JNJV1__13U / /o 


Homo sapiens collagen, type XVII, alpha 1 (COL17A1), transcript variant short, 
mRNA 


NM 000494 


ITatyia <?fliiif-Tic polls* fxf=»ri 1-\mf=* "VA/TT o1t-*V»o 1 fC^CW 1 7 A W iri«con'«f 1^—/, 

■n-viiiu oapiciib uundgcn, type avii, aipna i / j\i ), Transcript variant long, 
mRNA 


NM 001856 


Homo sapiens collagen, type XVI, alpha 1 (COL16A1), mRNA 


NM 001855 


Homo sapiens collagen, type XV, alpha 1 (COL15A1), mRNA 


NM 058166 


Homo sapiens tripartite motif-containing 6 (TRIM6), mRNA 


NM 002838 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 



212 

BNSDOC1D: <WO 03074654A2J_> 



WO 03/074654 



PCT/US03/05028 





variant 1, mRNA 


NM_1 30390 


Homo sapiens trinartite motif-containine 34 fTRIM34 , l tran<;cri-nt variant 
mRNA 


NM_1 30389 


Homo sapiens tripartite motif-containing 34 (TRLM34), transcript variant 2, 
mRNA 


NM_021616 


Homo sapiens tripartite motif-containing 34 (TRLM34), transcript variant 1, 
mRNA 


NM 030950 


Homo sapiens ret finder protein fRFP^ transerint variant hpta m*R"NT A 


NM_1 30785 


Homo sapiens TPTE and PTEN homologous inositol Knid nhnQnhatncf* rrPTP^ 
mRNA 


NM_1 30784 


Homo sapiens hypothetical eene supported bv AY077807- AY07780K 
(LOC93426), mRNA 


NM 130783 


Homo sapiens similar to neuronal tetraspanin (LOC90139), mRNA 


NM 130782 


Homo sapiens regulator of G-protein signalling 18 (RGS18), mRNA 


NM 130781 


Homo sapiens (RAB24), mRNA 


NM 130772 


Homo sapiens S100Z protein (S100Z), mRNA 


NM 130769 


Homo sapiens glycoprotein alpha 2 (GPA2), mRNA 


NM 130770 


Homo sapiens 5-hydroxytryptarnine receptor 3 subunit C (HTR3C), mRNA 


NM 130768 


Homo sapiens GASZ (GASZ), mRNA 


NM 130767 


Homo sapiens cvtosolic acetvl-CoA hvdrolase fCACTT-'n m"RTsTA 


NM 130773 


Homo sapiens caspr5 protein (casprS), mRNA 


NM 006510 


Homo sapiens ret finger protein (RFP), transcript variant alpha, mRNA 


NM_033554 


Homo saniens maior histocomnatibilitv rrvrrmlex rla^c TT DP alnVin 1 H-TT A 
DPA1), mRNA 


NM 033282 


Homo sapiens opsin 4 (melanopsin) (OPN4), mRNA 


NM 032035 


Homo saniens MSTP03 1 nrotein HV1STP03 1 ^ mRNA 


NM_0 17882 


Homo saniens ceroid-linorn^nirtoQiQ nenrrmsil & lafp infantile -\7Q-riant /T^T "MY^ 

JL -*- v - rAAJ ' vy t->«-^iwiio l/ui\jiu ii^/LFiuoviuuoiOj ucuiuiiai vj, idle llllct.il 11 1C, VdXlaill ^v^JL/lNO/, 

mRNA 


NM 006983 


Homo sapiens matrix metallonroteinase 23 B nvnVTP2^R^ mPNA 


NM_005608 


Homo sapiens protein tyrosine phosphatase, receptor type, C-associated protein 
(PTPRCAP), mRNA 


NM 004659 


Homo sapiens matrix metalloproteinase 23 A (MMP23 A), mRNA 


NM 025091 


Homo sapiens hypothetical protein FLJ13330 (FLJ13330), mRNA 


NM 130759 


Homo sapiens immunity associated protein 1 (UMAPl), mRNA 


NM_0 19841 


Homo sapiens transient receptor potential cation channel suhfamilv V member 
5 (TRPV5), mRNA 


NM 017584 


Homo sapiens aldehyde reductase (aldose reductase) like 6 (ALDRL6), mRNA 


NM 017436 


Homo sapiens alpha 1 ,4-galactosyltransferase (A4GALT), mRNA 


NM 006480 


Homo sapiens regulator of G-nrotein si^nallincr 14 fRGS14^ mRNA 


NM 013357 


Homo sapiens purine-rich element bindine nrotein G fPTFRG^ ml^NA 


NM_016155 


Homo sapiens matrix metallonroteinase 17 f membrane-inserted^ fMMP17^ 
mRNA 


NM_002813 


Homo sapiens proteasome forosome. macroDain") 26S subunit non-ATPa<:p Q 
(PSMD9), mRNA 


NM_024549 


Homo sapiens hypothetical protein FLJ21 127 (FLJ21 127), mRNA 


NM 130441 


Homo sapiens dendritic cell lectin b (DLEC), niEUMA 


NM 015409 


Homo sapiens El A binding protein p400 (EP400), mRNA 


NM 003702 


Homo sapiens regulator of G-protein signalling 20 (RGS20), mRNA 


NM_016113 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
2 (TRPV2), mRNA 


NM_0 15530 


Homo sapiens likely ortholog of rat golgi stacking protein homolog GRASP55 
(GRASP55), mRNA 
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NM 005873 


Homo sapiens regulator of G-protein signalling 19 (RGS19), mRNA 


NM 130469 


Homo sapiens Jun dimerization protein 2 Qdp2), mKNA 


NM 130468 


Homo sapiens dermatan-4-sulfotransferase-l (D4ST-1), mRNA 


NM 130467 


Homo sapiens PAGE-5 protein (PAGE-5), mRNA 


NMJ 30463 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
(ATP6G), mRNA 


NM 130459 


Homo sapiens torsin family 2, member A (TOR2A), mRNA 


NM_021070 


Homo sapiens latent transforming growth factor beta binding protein 3 (LTBP3), 
mRNA 


NM_020865 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 36 (DDX36), 
mRNA 


NM 016304 


Homo sapiens 60S ribosomal protein L30 isolog (LOC51 187), mRNA 


NMJ 30443 


Homo sapiens dipeptidylpeptidase m (DPP3), transcript variant 2, mRNA 


NM 005700 


Homo sapiens dipeptidylpeptidase m (DPP3), transcript variant 1, mRNA 


NM 018152 


Homo sapiens chromosome 20 open reading frame 12 (C20orfl2), mRNA 


NM 006027 


Homo sapiens exonuclease 1 (EXOl), transcript variant 1, mRNA 


NM 003686 


Homo sapiens exonuclease 1 (EXOl), transcript variant 3, mRNA 


NM 130398 


Homo sapiens exonuclease 1 (EXOl), transcript variant 2, mRNA 


NM 002837 


Homo sapiens protein tyrosine phosphatase, receptor type, B (PTPRB), mRNA 


NM_000775 


Homo sapiens cytochrome P450, subfamily IIJ (arachidonic acid epoxygenase) 
polypeptide 2 (CYP2J2), mRNA 


NM_053056 


Homo sapiens cyclin Dl (PRAD1 parathyroid adenomatosis 1) (CCND1), 
mRNA 


NMJH2090 


Homo sapiens microtubule-actin crosslinking factor 1 (MACF1), transcript 
variant 1, mRNA 


NM 017625 


Homo sapiens intelectin (ITLN), mRNA 


NM_015839 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucolin) 
(FCN2), transcript variant SV3, mRNA 


NM_015838 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucolin) 
(FCN2), transcript variant SV2, mRNA 


NMJH5837 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucolin) 
(FCN2), transcript variant SV1, mRNA 


NM 002003 


Homo sapiens ficolin (collagen/fibrinogen domain containing) 1 (FCN1), mRNA 


NM 016327 


Homo sapiens ureidopropionase, beta (UPB1), mRNA 


NMJH6328 


Homo sapiens GTF2I repeat domain containing 1 (GTF2IRD1), transcript 
variant 1 , mRNA 


NM_004108 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucolin) 
(FCN2), transcript variant SV0, mRNA 


NM 002318 


Homo sapiens lysyl oxidase-like 2 (LOXL2), mRNA 


NM_130396 


Homo sapiens WNT1 inducible signaling pathway protein 3 (WISP3), transcript 
variant 2, mRNA 


NM_003S80 


Homo sapiens WNT1 inducible signaling pathway protein 3 (WISP3), transcript 
variant 1, mRNA 


NM 003881 


Homo sapiens WNT1 inducible signaling pathway protein 2 (WISP2), mRNA 


NMJ)S0838 


Homo sapiens WNT1 inducible signaling pathway protein 1 (WISP1), transcript 
variant 2, mRNA 


NM_003882 


Homo sapiens WNT1 inducible signaling pathway protein 1 (WISP1), transcript 
variant 1, mRNA 


NM 000651 


Homo sapiens complement component (3b/4b) receptor 1, including Knops 
blood group system (CR1\ transcript variant S, mRNA 


NM__000573 


Homo sapiens complement component (3b/4b) receptor 1, including Knops 
blood group system (CR1), transcript variant F, mRNA 
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NM_006069 


Homo sapiens murine retrovirus integration site 1 homolog (MRVI1), transcript 
variant 1, mRNA 


NM_130385 


Homo sapiens murine retrovirus integration site 1 homolog (MRVI1), transcript 
variant 2, mRNA 


NM 018492 


Homo sapiens T-LAK cell-originated protein kinase (TOPK), mRNA 


NMJ)02462 


Homo sapiens myxo virus (influenza virus) resistance 1, interferon-inducible 
protein p78 (mouse) (MX1), mRNA 


NM 015920 


Homo sapiens ribosomal protein S27-like (RPS27L), mRNA 


NM 016183 


Homo sapiens ribosomal protein, large, PO-like (RPLP0L), mRNA 


NM 080746 


Homo sapiens ribosomal protein LlO-like (RPL10L), mRNA 


NM 032236 


Homo sapiens FLJ23277 protein (FLJ23277), mRNA 


NM 032784 


Homo sapiens thrombospondin (FLJ 14440), mRNA 


NM_080731 


Homo sapiens intermediate filament-like MGC:2625 (DKFZP586I2223), 
transcript variant 3, mRNA 


NM_080730 


Homo sapiens intermediate filament-like MGC:2625 (DKFZP5S6I2223), 
transcript variant 2, mRNA 


NM 015945 


Homo sapiens ovarian cancer overexpressed 1 (OVCOV1), mRNA 


NM 018018 


Homo sapiens solute carrier family 38, member 4 (SLC38A4), mRNA 


NM 022451 


Homo sapiens AD24 protein (AD24), mRNA 


NM 020830 


Homo sapiens phosphoinositide-binding protein SRI (FENS-1), mRNA 


NM_033630 


Homo sapiens SCAN domain containing 1 (SCAND1), transcript variant 2, 
mRNA 


NM_016558 


Homo sapiens SCAN domain containing 1 (SCAND1), transcript variant 1, 
mRNA 


NMJH543S 


Homo sapiens intermediate filament-like MGC:2625 (DKFZP5 8612223), 
transcript variant 1, mRNA 


NM 007371 


Homo sapiens bromodomain containing 3 (BRD3), mRNA 


NM 005104 


Homo sapiens bromodomain containing 2 (BRD2), mRNA 


NM_005031 


Homo sapiens FXYD domain containing ion transport regulator 1 
(phospholemman) (FXYD1), transcript variant a, mRNA 


NMJ>21902 


Homo sapiens FXYD domain containing ion transport regulator 1 
(phospholemman) (FXYD1), transcript variant b, mRNA 


NM_014164 


Homo sapiens FXYD domain-containing ion transport regulator 5 (FXYD5) 
mRNA 


NM_002463 


Homo sapiens myxovirus (influenza virus) resistance 2 (mouse) (MX2), mRNA 


NM 014577 


Homo sapiens bromodomain containing 1 (BRD1), mRNA 


NMJ)21004 


Homo sapiens peroxisomal short-chain alcohol dehydrogenase (humNRDR) 
mRNA 


NM_020399 


Homo sapiens PDZ/coiled-coil domain binding partner for the rho-family 
GTPase TC10 (PIST), mRNA 


NM 017935 


Homo sapiens hypothetical protein FLJ20706 (BANK), mRNA 


NM 018244 


Homo sapiens chromosome 20 open reading frame 44 (C20orf44), mRNA 


NMJH6100 


Homo sapiens N-acetyltransferase 5 (ARD1 homolog, S. cerevisiae) (NAT5), 
mRNA 


NM 016045 


Homo sapiens chromosome 20 open reading frame 45 (C20orf45), mRNA 


NM 007363 


Homo sapiens non-POU domain containing, octamer-binding (NONO), mRNA 


NM 002438 


Homo sapiens mannose receptor, C type 1 (MRC1), mRNA 


NM 015092 


Homo sapiens PI-3-kinase-related kinase SMG-1 (SMG1), mRNA 


NM 018993 


Homo sapiens RAB5 interacting protein 2 (RIN2), mRNA 


NM_080841 


Homo sapiens protein tyrosine phosphatase, receptor type, A (PTPRA), 
transcript variant 3, mRNA 


NM 080S40 


Homo sapiens protein tyrosine phosphatase, receptor type, A (PTPRA), 
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transcript variant 2, mRNA 


NM_002836 


Homo sapiens protein tyrosine phosphatase, receptor type, A (PTPRA), 
transcript variant 1, mRNA 


NM 024832 


Homo sapiens RAB5 interacting protein 3 (R1N3), mRNA 


NM 023915 


Homo sapiens G protein-coupled receptor 87 (GPR87), mRNA 


NM_003029 


Homo sapiens SHC (Src homology 2 domain containing) transforming protein 1 
(SHC1), mRNA 


NM 018490 


Homo sapiens G protein-coupled receptor 48 (GPR48), mRNA 


NM_0 16020 


Homo sapiens homolog of yeast mitochondrial transcription factor B (mtTFB), 
mRNA 


NM 014475 


Homo sapiens dihydrodiol dehydrogenase (dimeric) (DHDH), mRNA 


NM 006065 


Homo sapiens signal-regulatory protein beta 1 (SERPB1), mRNA 


NM 005527 


Homo sapiens heat shock 70kD protein 1-like (HSPA1L), mRNA 


NM_004648 


Homo sapiens protein tyrosine phosphatase, non-receptor type substrate 1 
(PTPNS1), mRNA 


NM_004480 


Homo sapiens fucosyltransferase 8 (alpha (1,6) fucosyltransferase) (FUT8), 
mRNA 


NM 003667 


Homo sapiens G protein-coupled receptor 49 (GPR49), mRNA 


NM 130434 


Homo sapiens dipeptidylpeptidase 8 (DPP8), transcript variant 1, mRNA 


NM 017743 


Homo sapiens dipeptidylpeptidase 8 (DPP8), transcript variant 2, mRNA 


NM_002122 


Homo sapiens major histocompatibility complex, class II, DQ alpha 1 (HLA- 
DQA1), mRNA 


NM_006442 


Homo sapiens DR1 -associated protein 1 (negative cofactor 2 alpha) (DRAP1), 
mRNA 


NM_080918 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 2, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080917 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 3, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080916 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 1, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080915 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 5, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_001929 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 4, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080815 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 19, 
mRNA 


NM_080814 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 18, 
mRNA 


NM_080813 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 17, 
mRNA 


NM_080812 


Homo sapiens collagen, type XHI, alpha 1 (COL13A1), transcript variant 16, 
mRNA 


NM_O80811 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 15, 
mRNA 


NM_080810 


Homo sapiens collagen, type XHI, alpha 1 (COL13A1), transcript variant 14, 
mRNA 


NM_0S0809 


Homo sapiens collagen, type XHI, alpha 1 (COL13A1), transcript variant 13, 
mRNA 


NM_080808 


Homo sapiens collagen, type XHI, alpha 1 (COL13A1), transcript variant 12, 
mRNA 


NM_080807 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 11, 
mRNA 
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NM 080806 


T-Tfimo ^fmiPriQ pollflcrpn hmp "V"! 1 1 alrVhn 1 (C^CW l^AI^ frpncprinf ^ro-r-ia-nf in 
aauiiivj oapiL'iiD uuiiagvii, ty ut> ,/\jlix, tiipild l ^vxilJAl J } Li dllolvXipi Vdlldlll x v/ 5 

mRNA 


NM 080805 

i. >±YX UOW Ol/J 


xxuiiiu £>apiciit> uuiid^cii, type 1 1, dipild 1 ^UL«ljn.l ^, Udnsonpi VarlallL 

mRNA 


NM 080804 


XXUIIIU £»ctpicili> L/UIIdgcii, type Will, dipild 1 ^v^wJLi I Dr\l J y UdliSCript Va.ilaTlI O, 

mRNA 


NM 08080^ 

X>1VX uOuOv/J 


xxuiiiu sapiens uuudgeu, type ^viii, dipnd 1 ^L/ULIjAI transcript vanant /, 
mRNA 


NM 080809 

X > X VX \J OUO Vf^i. 


xxuniu sdpiens euudgen, type aih, dipna 1 ^ulijAi j, TTanscn.pl Vanant 0 S 
mRNA 


NM 080801 

X^XVX VOVOV 1 


xiuinu sapiens eunagen, type -ajjli, dipna 1 v i_a_jjl.i dj\l j, transcript vanant j, 
mRNA 


NM OROROn 


norno sapiens coiiagen, type aui, aipna i ^i^v^ljoai ), traiiscnpt vanant 4, 
mRNA 


"MM 0R07QQ 
inivx \j<j\j/z7y 


nomo sapiens coiiagen, type -Ajjli, aipna i v laal#i jai ), transenpt vanant o 9 
ttVRNA 


NM 0807Q8 

XNIYX uOU / .7 0 


nomo sapiens uunagen, type ^vljli, aipna i ^i^vji^i^x^vi ), transcript vanant z, 
mRNA 


NM 005901 

XT XV A UUJ^UJ 


xxuiiiu sapiens L/Uiidgen, type -A-Lii, aipna i v^-valio-tVI ) y Transcript vanant i, 
mRNA 


NM 004*395 


TTnmn cani pn c rlT"<=>T^'rin 1 /^T^T^iSll ^ Iran cprr-nt \;ori anf 1 mUMA 

xxuiiiu sapiciib uicuim 1 ^x-/x_>iN i iransc-ripL variant l, nixviN/v 


NM 080881 


Homo sapiens drebrin 1 (DBN1), transcript variant 2, mRNA 


"KTlvr 0R07Q? 

INIVX UOU/27Z 


nomo sapiens Dram-inii liunogio Dunn-iiKe moiecuie witn tyrosine- Dasco 
activation motifs (BIT), mRNA 


IN lVx_tJ OU 6 1 O 


xiomo sapiens signai-reguiatory protem oeta z ^oJJsJrrSZjj transenpt variant z, 
m"RNA 

lllXVIN^Y 


NM 018556 


xxuiiiu sapiens signai-rcguiaLory protein ueta z ^oiivrDZj, transenpt vanant l, 
mRNA 


NM 000787 


rTrvniO QPT^l Pn c: nnnaminp Vipffi -lrv/Hrr* Y\/1 5* cp Mnndminp V\/=>f"C4-Tnrinr\r»w/rrf -rkoo^^ 
xxv^xiiv^ oapi^iio Kj.vj^ja.miLiKi \-J\^LCi~iiy ui UA._y ict^c- ^uupdlilliic UCLd**llluIiUUA.ygCIldSC ) 

(DBIl), mRNA 


NM 080426 


T-TotiiO ^fltilpn^ ON A SI cnmnlpv Inpim ^rrlSTASI^ trancrrint variant 9 mT?7sJ A 


NM 080425 


Homo sapiens GNAS complex locus (GNAS), transcript variant 3, mRNA 


"MM 000516 


rxuiiiu sapiens vjtin/-vo eumpiex locus ^oriN/\.oj, transcript variant 1, miviNA. 


NM 006571 


Homo sapiens novel RGD-containing protein (WS-3), mRNA 


IN IV J. 


nomo sapiens nypotneticai protein similar to js.iaa.uio / gene product 
(LOC96610), mRNA 


NM 080994 

IN IY1 U O U 


nomo sapiens nypotneticai protein similar to v^vjri-o/ protein (LULy iziy >, 
mRNA. 


NM 080095 


xxuiiiu sapiens nypotneticai protein suTiiiar to topoisomerase ^jl/1n/v ) 1 1 1 oeta yti. 
sapiens) (LOCI 29020), mRNA 


NM 080914 

XTJ.VA. VOV/7 I**" 


xxuiiiu bdpiciis doidiugiyeupruicui rcccpLor z ^^tlovjtxvZ j, trdnseripi variant J, 
mRNA 


NM 080913 

XTXYA UOU/l J 


xiuinu sapiens asidiogiycoprotem receptor z ^/yovjxvZ ), Transcript variant z, 
mRNA 

1 1 ix vi > r\ 


NM 080912 


xxuiiiu sapiens doidiugiyeupruiciii rceepior z ^/vovJxvZj, tidiiseiipi varianx xxZ , 

mRNA 


NM_001181 


Homo sapiens asialoglycoprotein receptor 2 (ASGR2), transcript variant 1 , 
mRNA I 


NM 001671 


Homo sapiens asialoglycoprotein receptor 1 (ASGR1), mRNA 


NM 005065 


Homo sapiens sel-1 suppressor of lin-12-like (C. elegans) (SEL1L), rnRNA 


NM 014978 


Homo sapiens VPS 10 domain receptor protein SORCS 3 (SORCS3), mRNA 


NM 015230 


Homo sapiens centaurin, delta 1 (CENTD1), mRNA 
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NM 052868 


Homo sapiens immunoglobulin superfamily, member 8 (IGSF8), mRNA 


NM 032782 


Homo sapiens hypothetical protein FLJ14428 (T1M3), mRNA 


NM 032309 


Homo sapiens chromosome 2 open reading frame 9 (G2orf9), mRNA 


NM_021625 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
4 (TRPV4), mRNA 


NM 020960 


Homo sapiens G protein-coupled receptor 107 (GPR107), mRNA 


NM_024503 


Homo sapiens human immunodeficiency virus type I enhancer binding protein 3 
(HIVEP3), mRNA 


NM 024112 


Homo sapiens chromosome 9 open reading frame 16 (C9orfl6), mRNA 


NM_015192 


Homo sapiens phospholipase C, beta l (phosphoinositide-specific) (PLCBl), 
mRNA 


NM_022481 


Homo sapiens ARF-GAP, RHO-GAP, ankyrin repeat and plekstrin homology 
domains-containing protein 3 (ARAP3), mRNA 


NM_021634 


Homo sapiens leucine-rich repeat-containing G protein-coupled receptor 7 
(LGR7), mRNA 


NM_013305 


Homo sapiens sialyltransferase 8E (alpha-2, 8-polysialytransferase) (SIAT8E), 
mRNA 


NM 019069 


Homo sapiens WD repeat domain 5B (WDR5B), mRNA 


NMJ316179 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
4 (TRPC4), mRNA 


NM 016592 


Homo sapiens GNAS complex locus (GNAS), transcript variant 4, mRNA 


NM 014007 


Homo sapiens zinc finger protein 297B (ZNF297B), mRNA 


NM_012471 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
5 (TRPC5), mRNA 


NM_012459 


Homo sapiens translocase of inner mitochondrial membrane 8 homolog B (yeast) 
(TIMMSB), mRNA 


NM_004621 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
6 (TRPC6), mRNA 


NM_003304 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
1 (TRPC1), mRNA 


NM_002124 


Homo sapiens major histocompatibility complex, class H, DR beta 1 (HLA- 
DRB1), mRNA 


NM 000972 


Homo sapiens ribosomal protein L7a (RPL7A), mRNA 


NM_130384 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 6, 
mRNA 


NM_033627 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 2, 
mRNA 


NM_0321 66 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 5, 
mRNA 


NM 024996 


Homo sapiens mitochondrial elongation factor G (EFG1), mRNA 


NM_033629 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 4, 
mRNA 


NM_033628 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 3, 
mRNA 


-v. TK K f\ 1 O "1 

NM 016381 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 1, 

__T) XT A 

mRNA 


iNIVl Uj 1 07Z 


Wrtmr* conipnc QTT^-H remain VimiQP "Kin dim* rvrntPin 1 f ^iT-T'^"1<r"RP1 ^ mT?"M^A 


NM 003960 


Homo sapiens N-acetyltransferase 8 (camello like) (NAT8), mRNA 


NM 021093 


Homo sapiens peptide YY, 2 (seminalplasmin) (PYY2), mRNA 


NM 021092 


Homo sapiens pancreatic polypeptide 2 (PPY2), mRNA 


NM 021190 


Homo sapiens polypyrimidine tract binding protein 2 (PTBP2), mRNA 


NM 013998 


Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1, 
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neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
gamma) (TAC1), transcript variant delta, mRNA 


X>IXVX 


xxuniu odpicns lauiiy iviiiiii, picuuxsor i ^ouoouaixv^c Jv.j ouobLciTicc it, neuTOKinin 1, 
neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 

Pflmmal fTAC1^ tran^rrint varifmt aammn rrVRlSTA 


NM 013996 


Homo ^aniftn? taphvkinin nrppi vrcrvr 1 fQiiHQtnnpp TC cnV»ct5»nr»*» n Trr\L/-i i-» i r> 1 
xiuiiiu aapiLiiio ia\^Liy rviiiin, LJiv^i/UioOl 1 ^aUUoiaiit/t; XV., oUUb till IOC x , IlCuXOKJalUl 1 ? 

neurokinin 2 neuromedin T,, npiirnkinin alnha npnTwnprvHHp TC npnrnnpnfiHp 

ixvui vxviuiii j iiw ui viiiwuui J — '5 uviu VJ1Y111111 CU^Jllcl, Xlv^ Lll vj^jv^p L1VJ-C' XV 3 lit 111 UpCU L1L1C 

gamma) (TAC1), transcript variant alpha, mRNA 


NM 016235 


Homo ^anien^ O nrotein -cni ml pH rprpntnr familv f" 1 trrvYiir* 1 Tn*»mV**=*r "R 
(GPRC5B), mRNA 


NM 004630 


Homo sapiens splicing factor 1 (SF1), mRNA 


NM 000230 

X > J.YJL \J\J\j £~J\J 


XT-Uiiiu oapiciiL) icpuix ^oucoiiy nomoiog, mouse J yi^X-si J, nxi\J.N/\ 


NM OfHIRS 

X>JJ.YA \J\J J X O*/ 


nuiiiu bapiciib i/\j7h- polymerase ii, i/vixa. dox Dinamg protein ^ l or J- 
associated factor, 135 kD (TAF4), mRNA 


NM 00318^ 


xxvjiiiu tsapiciib utL/iiyiviiiiri, precursor 1 ^suostance iv, suustance x , neuroionin l, 
neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 

trflmma i Ar^l ^ tr?i"nQprir>t vaTHnnt hpta mPISTA 
gdiiiiiid y ^l/lvi J, li dliol/i. ipi VdildllL UCLa, llXXviN/A 


NM 002772 


Homo sapiens protease, serine, 7 (enterokinase) (PRSS7), mRNA 




xiomo sapiens zinc metaiioproieinase ^oiiiz^ nomoiog, yeast) ^ZJYlJr o 1 Jbz4j, 
mRNA 




nomo sapiens w/vr iour-aisuniae core domain z (w rL)K^Z), transcript variant 1, 
mRNA 


XNXYX \JO\J / .JO 


xiomo sapiens w/ajt iour-aisuniae core uomam z ^WrUL^Zj, transcript variant Z 9 
mRNA 


NM 080735 


xxvjj.hu aapiciid w ^tlXt xulu-uiduiiiuc core uomam z \ w v j } xranscnpt varianx d, 
mRNA 


NM 080734 


A±v/iiiu aapiwia vvnx xvjux~u.idixixiij.c- wuic uoiiidiii ^ vv r iranscnpL vanani -r, 
mRNA 


NM_080733 


Homo sapiens WAP four-disulfide core domain 2 (WFDC2), transcript variant 3, 
mRNA 


NM 021197 


Homo saniens WAP four-di sulfide core HrvmniTi 1 AATPT^r^l^ mT?"KTA 

iivuiu i^upiviio '» ni iviu uiDuinu^ wvji t/ uuiiidiix X ^ vv l ijv^ l j ? llXxvXNxA. 


NM 007128 


Homo saniens r>re-B lvmnhocvte crpnp 1 rVPPT^T^I^ m"R"NTA 


NM 006373 


Homo sapiens vesicle amine transport protein 1 (VATI), mRNA 


NM 003105 


Axwiiivj ocxpiv^na ouiLiiiii ic-icLLcu. xccc-pLox, Lj\±j j_jx t-id^o^ /\ repeais-containing 
TSORLD mRNA 


NM 020777 


Homo sapiens VPS 10 domain receptor protein (SORCS2), mRNA 


NM 052918 


Homo saniens VPSJ10 domain tpp pn tnr nrnfpin 90"RP^s 1 /"^sOTJ^Rl^ mPXTA 

nuiiiu oa^iviio v x u lu vj.vjllia.ni XCv^t/pLUl piULC-XXl Ov/J\.V^O X ^OvJXvvu 1 ) y 11 jJCvi > xA. 


NM_022553 


Homo sapiens SAC2 suppressor of actin mutations 2-like (yeast) (SACM2L), 
Iranscri nt van ant 2 mRXTA 


NM 004843 


Homo sapiens class I cytokine receptor (WSX1), mRNA 


NM 080564 


xxuiiiu oapiciio oavvZ bupprcbsor 01 acun mutations z-iiKe ^yeastj ^o/vL^iVLZx^), 
transcript variant 1 , mRNA 


NM 00671 1 


LixjHiu &d.pxe:ii2> xvint^v Dixiumg protein ji, senne-ncn aomain ^iviNiroij, transcript 
variant 1, mRNA 


NM 080594 

1 lATl UUv Jy" 


TTfvmO QJiniPflQ kMA V\-in/4-i-nrr nrAtpin Q1 cpnno -rir*ln /T> Tv TT> C 1 \ f^nnonvin^ 
J-^oixivj aapitita xvi>^-v. Ulliuillg piOLCXll ol, bCI lu.C-1 QOmam ( JKJLNlr o 1 ), tTanSCnpl 

variant 2, mRNA 


NM_1 00486 


Homo sapiens WW domain-containing adapter with a coiled-coil reeion (WAG 
transcript variant 3, mRNA 


NM_1 00264 


Homo sapiens WW domain-containing adapter with a coiled-coil region (WAC), 
transcript variant 2, mRNA 


NM_0 16628 


Homo sapiens WW domain-containing adapter with a coiled-coil region (WAC), 
transcript variant 1, niRNA 
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NM 005701 


Homo sapiens RNA, U transporter 1 (RNUT1), mRNA 


NM 014810 


Homo sapiens centrosome-associated protein 350 (CAP350), mRNA 


NM 013325 


Homo sapiens KIAA0943 protein (Apg4B), mRNA 


NM 020235 


Homo sapiens bobbv sox homolog (Drosophila) (BBX), mRNA 


NM 019118 


Homo sapiens hypothetical protein RP4-622L5 (RP4-622L5), mRNA 


NM 016312 


Homo sapiens WW domain binding protein 1 1 (WBP1 1), mRNA 


NM 018706 


Homo sapiens KIAA1630 protein (KIAA1630), mRNA 


NM_080599 


Homo sapiens regulator of nonsense transcripts 2 (RENT2), transcript variant 1, 
mRNA 


NM_015542 


Homo sapiens regulator of nonsense transcripts 2 (RENT2), transcript variant 2, 
mRNA 


NM 002911 


Homo sapiens regulator of nonsense transcripts 1 (RENT1), mRNA 


NM_002833 


Homo sapiens protein tyrosine phosphatase, non-receptor type 9 (PTPN9), 
mRNA 


NM_080589 


Homo sapiens protein tyrosine phosphatase, non-receptor type 7 (F1PN7), 
transcript variant 3, mRNA 


NM_080588 


Homo sapiens protein tyrosine phosphatase, non-receptor type 7 (Fl'PJST/), 
transcript variant 2, mRNA 


NM_002832 


Homo sapiens protein tyrosine phosphatase, non-receptor type 7 (PTPN7), 
transcript variant 1 , mRNA 


NM_007039 


Homo sapiens protein tyrosine phosphatase, non-receptor type 21 (PTPN21), 
mRNA 


NM_014369 


Homo sapiens protein tyrosine phosphatase, non-receptor type 18 (brain-derived) 
(PTPN18),mRNA 


NM_005401 


Homo sapiens protein tyrosine phosphatase, non-receptor type 14 (PTPN14), 
mRNA 


NM_002835 


Homo sapiens protein tyrosine phosphatase, non-receptor type 12 (PTPN12), 
mRNA 


NM_080685 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 
(Fas)-associated phosphatase) (PTPN13), transcript variant 4, mRNA 


NM_080684 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 
(Fas)-associated phosphatase) (PTPN13), transcript variant 3, mRNA 


NM_080683 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 
(Fas)-associated phosphatase) (PTPN13), transcript variant 1, mRNA 


NM_080601 


Homo sapiens protein tyrosine phosphatase, non-receptor type 1 1 (PTPN1 1), 
transcript variant 2, mRNA 


NM_002834 


Homo sapiens protein tyrosine phosphatase, non-receptor type 1 1 (PTPN1 1), 
transcript variant 1, mRNA 


NM_006399 


Homo sapiens basic leucine zipper transcription factor, ATF-like (BAT*'), 
mRNA 


NM_006709 


Homo sapiens HLA-B associated transcript 8 (BATS), transcript variant 
NG36/G9a, mRNA 


NM 033177 


Homo sapiens HLA-B associated transcript 4 (B AT4), mRNA 


NM_004639 


Homo sapiens HLA-B associated transcript 3 (BAT3), transcript variant 1, 
mRNA 


NM_080703 


Homo sapiens HLA-B associated transcript 3 (BAT3), transcript variant 3, 
mRNA 


NM_080702 


Homo sapiens HLA-B associated transcript 3 (BAT3), transcript variant 2, 
mRNA 


NM_004638 


Homo sapiens HLA-B associated transcript 2 (BAT2), transcript variant 2, 
mRNA 


NM 080686 


Homo sapiens HLA-B associated transcript 2 (BAT2), transcript variant 1, 
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mRNA 


IN JVL__U U4o4U 


Urtwirv cnrviPTic WT A R q cor«-»iot<=»rl tr^m Qprint 1 (T^ATI^ tran^f*rirjt variant 1 

jTlOmO SapiCHo n I , /A O aboUL/lalCU. 11 «3.11oOi ip l i i uaxiai/JLipt vaiiciiiu x, 

mRNA 




u ATY irt ccirMAnc tjt A _"Q accnr'ijit^H tranRnrint 1 rRAT1^ Iran ^fyrint variant 2 

mRNA 


JNJVL_UoU /y I 


U/^Tvirt canipnc H^afh acQnriatpH trnnQPrintinn factor 1 fDAHTFI^ frarKCrint variant 
D, ITlrsJN/V 


NM_080796 


Homo sapiens death associated transcription factor 1 (DATF1), transcript variant 

Z, mJtvLNA 


NMJ)22105 


Homo sapiens death associated transcription factor 1 (DATF1), transcript variant 

1 -mT> XT A 


NM 021080 


Homo sapiens disabled homolog 1 (Drosophila) (DAB1), mRNA 


XTTV/T (\Q(\H£i(\ 

INM_UaU /oU 


U/wrtrt /-1o/-»V»oVtnt-k/-l V»i-vrv\/VI r^rr /'T^Vi^ker\T>Vii 1 ^T"^ A ■'""'T-T^ t"rC*Tl Cf*TTnt variant / 

Jtiomo sapiens uacnsnuna noinoiog ^urobopmid; yijj\\^srLj, iiaiibt>iipL vaiiant z., 
mRNA 


INJVl_UbU toy 


UmnA corvipnc rla r»VkcVinnH "hr»mr»locr ^T^rricrvrVhila^ CV) A f^T-F^ tran^cvrint variant 1 
jiomo sapiens ciacnsnunu nuniuiug \jc>\j)jlllicxj yufXK^xij, uanaui ipi vonam x, 

mRNA 


NMJJv43yZ 


XJ/\Tv»rt p^-iiiftMc A o r»Vi oV»i i-r»/^ Vir\rrir\1r\rr fTTi-rricrvrVh-ilsi^i rHAPH^ trnriQPri'nt variant ^ 

riomo sapiens aacnsnuno. nornoiog ^r^rosopniiaj \Ljrsx^rx)^ uaii&t/iipt vmiaui 
rniviN/V 


NMJ)05996 


Homo sapiens T-box 3 (ulnar mammary syndrome) (TBX3), transcript variant 1, 

„_T> "XT A 

rnJKJNA 


NMJH6569 


Homo sapiens T-box 3 (ulnar mammary syndrome) (TBX3), transcript variant 2, 

mKJNA 


NM 016954 


Homo sapiens T-box 22 (TBX22), mRNA 


NM_0 80701 


riomo sapiens tnree prime repair exonuciease z yLj&jzs^Lj, uranbcripi vaiiam 
mRNA 


TVTTV K AOA1AA 

NM__080 /OU 


riomo sapiens tnree prime repair exonuciease z ^ i xsju/yvx. j , ud.iibt/i.ipL vaiiaiiL 
mRNA 


JNM_0bUoyy 


riomo sapiens xnree prime repair exonuciease z ^livJCiVvz^, uaiiaL-iipL voiiant 
mRNA 


TVTTV X A1 7C1 P 
JNM_U 1 /M O 


xiOmo sapiens tnree prune repair cxonuL/icdiiC z ^iivljAx.^, uaii^c-tipL vanaiu 
mRNA 


JNM_UU / zUD 


Uattia conipnc fVi-r nrimp rpnair f»Yr\m *=*5I Cf* 1 /"T^X? In V7^ fr-OT^cpr-i-nt variant 1 

xromo sapiens tnree prime repair cAoiiu.L'icaac 1 j , uaiiduiipt vaiwui i 5 
mRNA 


iNJVL_OoOo:5z 


UrkTV^rv oanionc cimilor +r\ xrpQcf T Tt-»-P^ Vi>ri5>nt R TPP"^T^^ TT^tT QPTint Variant 1 

riomo sapiens similar 10 yeast upu, vaoani r> ^urrjoj, Liaiidv^iipt vanaiit x, 
mRNA 


NM_023U1U 


UAmA oo-rM**»-r»c oi rv-ii 1 or trk i;po c+ T Tr*-p^ -tro-rira-nt TPP"^T^^ franQpri'nt variant 
riomo sapiens simiiai to yeast upij, variant jd ^urrjDj, LiaiiaonpL vmioiii ^, 

mRNA 


JNM_U$Uoo / 


riomo sapiens similar to yeast upi^>, variant r\. ^ux-t-j^vj, Liaiiouiiijt vauam 
mRNA 


\n *• at) ai 1 

NM_02301 1 


Homo sapiens similar to yeast upu, variant j\ ^urrjAj, iranscripi vdiidUL 1 3 
mRNA 


NM_0 80630 


riomo sapiens collagen, type a_l, aipna i ^v_.^j_yi i/\ij, transcnpi variaiiL 

•viP XT A 


JN 1V1__U oU oz ^ 


"H"r»-mrt cor^i pnc r*rill crRn hmp nlrVha 1 (C^CW 1 1 A 1 ^ transcrint variant B 
mRNA 


"Nrivr noised 


Hnmn <?anipn<; cnllaaen tvne XT alnha 1 fCOLHAl^ transcrint variant A, 
mRNA 


NM 080791 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A3, mRNA 


NM 001639 


Homo sapiens amyloid P component, serum (APCS), mRNA 


NM 080790 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A2, rnRNA 


NM 080789 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant Al, mRNA 


NM 033068 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A, mRNA 
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NM 001649 


Homo sapiens apical protein-like (Xenopus laevis) (APXL), mRNA 


NM_014481 


Homo sapiens apurinic/apyrimidinic endonuclease-like 2 (APEXL2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080649 


Homo sapiens APEX nuclease (multifunctional DNA repair enzyme) (APEX), 
transcript variant 3, mRNA 


NM_080648 


Homo sapiens APEX nuclease (multifunctional DNA repair enzyme) (APEX), 
transcript variant 2, mRNA 


NM 001641 


Homo sapiens APEX nuclease (multifunctional DNA repair enzyme) (APEX), 
transcript variant 1, mRNA 


NM 080839 


Homo sapiens similar to gamma-glutamyltransferase 1 (LOC91227), mRNA 


NM_080927 


Homo sapiens endothelial and smooth muscle cell-derived neuropilin-like 
protein (ESDN), mRNA 


NM 030969 


Homo sapiens hypothetical protein MGC1223 (MGC1223), mRNA 


NM 080920 


Homo sapiens gamma-glutamyltransferase-like activity 4 (GGTLA4), mRNA 


NM 021168 


Homo sapiens RAR (RAS like GTPASE) like (RARL), mRNA 


NMJ)80842 


Homo sapiens hypothetical gene similar to gamma-glutamyltransferase-like 
activity 1 (LOCI 29026), mRNA 


NM_031460 


Homo sapiens potassium channel, subfamily K, member 17 (TASK-4) 
(KCNK17), mRNA 


NM 033056 


Homo sapiens protocadherin 15 (PCDH15), mRNA 


NM 053283 


Homo sapiens dermcidin (DCD), mRNA 


NM 033518 


Homo sapiens solute carrier family 38, member 5 (SLC38A5), mRNA 


NM 021160 


Homo sapiens HLA-B associated transcript 5 (BAT5), mRNA 


NM 002279 


Homo sapiens keratin, hair, acidic, 3B (KRTHA3B), mRNA 


NM 004138 


Homo sapiens keratin, hair, acidic, 3A (KRTHA3 A), mRNA S 


NM016310 


Homo sapiens polymerase (RNA) EI (DNA directed) polypeptide K (12.3 kD) 
(POLR3K), mRNA 


NM_031991 


Homo sapiens polypyrimidine tract binding protein 1 (PTBP1), transcript variant 
3, mRNA 


NM_031990 


Homo sapiens polypyrimidine tract binding protein 1 (PTBP1), transcript variant 
2, mRNA 


NM_002819 


Homo sapiens polypyrimidine tract binding protein 1 (PTBP1), transcript variant 
1, mRNA 


NM 030930 


Homo sapiens unc-93 homolog Bl (C. elegans) (UNC93B1), mRNA 


NM_022454 


Homo sapiens SRY-related HMG-box transcription factor SOX 17 (SOX 17), 
mRNA 


NM_004652 


Homo sapiens ubiquitin specific protease 9, X chromosome (fat facets-like 
Drosophila) (USP9X), transcript variant 1, mRNA 


NM_021906 


Homo sapiens ubiquitin specific protease 9, X chromosome (fat facets-like 
Drosophila) (USP9X), transcript variant 2, mRNA 


NM_022349 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 6A 
(MS4A6A), mRNA 


NM 022122 


Homo sapiens matrix metalloproteinase 27 (MMP27), mRNA 


NM_006387 


Homo sapiens calcium homeostasis endoplasmic reticulum protein (CHERP), 
mRNA 


NMJ)06918 


Homo sapiens sterol-C5-desaturase (ERG3 delta-5-desaturase homolog, fungal)- 
like (JSCdDL), mRNA 


NM 020151 


Homo sapiens START domain containing 7 (STARD7), mRNA 


NM 018976 


Homo sapiens solute carrier family 38, member 2 (SLC38A2), mRNA 


NM 013351 


Homo sapiens T-box 21 (TBX21), mRNA 


NM 006993 


Homo sapiens nucleophosmin/nucleoplasmin, 3 (NPM3), mRNA 


NM 002420 


Homo sapiens transient receptor potential cation channel, subfamily M, member 
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1 (TRPM1), mRNA 


NM 007244 


Homo sapiens proline rich 4 (lacrimal) (PROL4), mRNA 


NM 006758 


Homo sapiens U2(RNU2) small nuclear RNA auxiliary factor 1 (U2AF1), 
mRNA 


TOTV/T 006764 
1N1V1 wu^u^t 


Hnmn <5arvien<; nrotein tvrosine nhosnhatase. non-receotor tvoe 13 (APO-1/CD95 
fiFasVassociated nhosnhatase) (PTPN13), transcript variant 2, mRNA 


KTNyf 0060SS 
IN IVJ. \)\J \J\JJJ 


Unmn «:ariien<; T anP 1 antibiotic svnthetase comnonent C-like 1 (bacterial) 
CLANCL1), mRNA 


1N1VI UUJ / lO 


TJomo <;anipn<: recnilator of (*T-nrotein sienalline: 19 interacting nrotein 1 
(RGS19EP1), mRNA 


NM 005149 

1>I1V± \J\J X*T.7 


Homo saniens T-box 19 (TBX19"). mRNA 


NM 004231 


Homo sapiens ATPase, vacuolar, 14 kD (ATP6S14), mRNA 


"NTM 000975 

XNIVX \J\J\JJ* 1 J 


Homo ^aniens oculocutaneous albinism II fnink-eve dilution homolog, moused 
(OCA2), mRNA 


XTN/T O0 1 1 £A 


"PTrvmrk car\if»nQ rli-nfVipria tnvin rPRi^tanne nrotein reauired for dinhthamide 

biosynthesis-like 2 (S. cerevisiae) (DPH2L2), mRNA 


JN JV1__U u u u oz 


UAmn coni^nc e^rinp Tr^r ^"V/ct^lTif*^ nrntpiflflQP inhibitor clade Ct (CjI inhibitor). 
XXL) I HO oaJJlCIlo oCI 1I1C \U1 C'VoLCllIC'^ JJHJ Lwllldot' lllllll^'ii-v'i , uiau^ vj \^ A 

member 1 fanfnoedema hereditarv^ fSERPENfGl^ mRNA 


"MTV/T 00^^07 


Homo QflnipnQ trfln<?ient rer.entor notential cation channel subfamily ML member 
2 (TRPM2") mRNA 


"MM" 003 £07 


TTomo «;ar>ien<? tumor necrosis factor Tlieand^ sunerfamilv, member 14 
(TNFSF14), mRNA 


NM 0(P9S4 


Homo sapiens small inducible cytokine A4 (SCYA4), mRNA 


NM 002105 

1NXVX \J\J J. Vv ~/ 


Homo sapiens H2A histone family, member X (H2AFX), mRNA 


NM 005311 

1N1YX \J\J -J -J i 


Homo sapiens hemoglobin, theta 1 (HBQ1), mRNA 


NM 000558 


Homo sapiens hemoglobin, alpha 1 (HBA1), mRNA 


NM 000517 


Homo sapiens hemoglobin, alpha 2 (HB A2), mRNA 




Tlomo saniens henaran sulfate 2-O-sulfotransf erase 1 fHS2STl), mRNA 


NM 021213 


Homo sapiens phosphatidvlcholine transfer protein (PCTP), mRNA 


NM 018960 


Homo saniPTis plvcine N-methvltransf erase rGNMTl. mRNA 


NM 017807 

1N1VX \J 1 / OU / 


Homo sapiens O-sialoglycoprotein endopeptidase (OSGEP), mRNA 


NM 016732 


Homo «;a-men<5 RNA binding nrotein Cautoantieenic. hnRNP-associated with 
lethal yellow) (RALY), transcript variant 1 , mRNA 


NM_0 14483 


Homo sapiens RNA binding motif, single stranded interacting protein (RBMS3), 
mRNA 


NM 01' 7 320 


Homo sapiens lysophospholipase 3 (LYPLA3), mRNA 


NM 000184 


Homo sapiens hemoglobin, gamma G (HBG2), mRNA 


NM 005330 


Homo sapiens hemoglobin, epsilon 1 (HBE1), mRNA 


NM 007167 

J.NXVX \J\J 1 ~J\J 1 


Homo sapiens RNA binding protein (autoantigenic, hnRNP-associated with 
lethal yellow) (RALY), transcript variant 2, mRNA 


NM 005332 


Homo saniens hemoelobin zeta fHBZ) mRNA 


NM 005438 

J. ^1 ivi w w >_y i — / v./ 


Homo saniens FOS-like antigen 1 (FOSLl\ mRNA 


NM 000158 


Homo sapiens glucan (1,4-alpha-), branching enzyme 1 (glycogen branching 
enzyme, Andersen disease, glycogen storage disease type IV) (GBE1), mRNA 


NM 000559 


Homo sapiens hemoglobin, gamma A (HBG1), mRNA 


NG 000007 


Homo saniens genomic beta globin region (HBB(S)) on chromosome 1 1 


NG 000006 


Homo sapiens genomic alpha globin region (HBA@) on chromosome 16 


NM 030964 


Homo sapiens sprouty homolog 4 (Drosophila) (SPRY4), mRNA 


NM 021181 


Homo sapiens 19A24 protein (CRACC), mRNA 


NM_004654 


Homo sapiens ubiquitin specific protease 9, Y chromosome (fat facets-like 
Drosophila) (TJSP9Y), mRNA 


NM 018518 


Homo sapiens MCM10 minichromosome maintenance deficient 10 (S. 
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cerevisiae) (MCM10), mKNA 


NM 018593 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 

-f i r\ /*OT t S" A 1 /*V\ r»\T A 

member 10 (SLC16A10), mRNA 


NM 018240 


Homo sapiens km of IREJE like (Drosophila) (KJKREL), mRNA 


NM 016004 


-«--»- • 1 r% /~v J* C - f\ //"irt A _/X\"\ Tp\ "K T A i 

Homo sapiens chromosome 20 open reading frame 9 (C20orf9), mRNA 


NM 006841 


Homo sapiens solute carrier family 38, member 3 (SLC38A3), mRNA 


NMJ)03725 


Homo sapiens oxidative 3 alpha hydroxysteroid dehydrogenase; retinol 
dehydrogenase; 3-hydroxysteroid epimerase (RODH), mRNA 


NG 000009 


Homo sapiens genomic small histone family cluster (HFS@) on chromosome 6 


NM 080878 


xx * _ _ J _ j 1 1 • "1 1 _ _ a * X I 1 ^% /T XT O \ - -T*> "V T A 

Homo sapiens endothelial lectin HL-2 (HL-2), mRNA 


"KXR If /\0/\O^T^" 

NM 080876 


Homo sapiens protein phosphatase (SKRrl), mKJNA 


NM 080874 


Homo sapiens ankyrm repeat and SOCS box-containing 5 (AJSB5), mKNA 


NM 080873 


Homo sapiens ankyrin repeat and SOCS box-containing 1 1 (ASB1 1), mRNA 


NM 080872 


Homo sapiens KIAA1777 protein (Unc5h4), mRNA 


NM 080867 


Homo sapiens suppressor of cytokine signalling 4 (SOCS4), mRNA 


NM 080864 


Homo sapiens relaxin 3 (H3) (RLN3), mRNA 


NM 080863 


Homo sapiens ankyrin repeat and SOCS box-containing 16 (ASB16), mRNA 


NMJ 80862 


Homo sapiens SPRY domain-containing SOCS box protein SSB-4 (SSB-4), 
mRNA 


NM_080861 


Homo sapiens SPRY domain-containing SOCS box protein SSB-3 (SSB-3), 
mRNA 


NM 080860 


Homo sapiens testes specific A2 homolog (mouse) (TSGA2), mRNA 


NM 016150 


Homo sapiens ankyrin repeat and SOCS box-containing 2 (ASB2), mRNA 


NM 016127 


Homo sapiens hypothetical protein MGC8721 (MGC8721), mRNA 


NM_004170 


Homo sapiens solute carrier family 1 (neuronal/epithelial high affinity glutamate 
transporter, system Xag), member 1 (SLC1 Al), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 017611 


Homo sapiens hypothetical protein DKFZp762A227 (DKFZp762A227), mRNA 


NM_025220 


Homo sapiens a disintegrin and metalloproteinase domain 33 (ADAM33), 
mRNA 


NM 018548 


Homo sapiens down-regulated m lung cancer (HLCDGPl), mRNA 


NM_080740 


Homo sapiens similar to Ovis anes Y chromosome repeat region OY1 1 . 1 
(3 OY11.1), mRNA 


NM 012163 


Homo sapiens F-box and leucme-nch repeat protein 9 (FBXL9), mRNA 


NM 012304 


Homo sapiens F-box and leucine-rich repeat protein 7 (FBXL7), mRNA 


NM 012160 


Homo sapiens F-box and leucme-nch repeat protein 4 (FBXL4), mRNA 


NM 012159 


Homo sapiens F-box and leucine-rich repeat protein 3B (FBXL3B), mRNA 


NM 012158 


Homo sapiens F-box and leucme-nch repeat protein 3 A (FBXL3 A), mRNA 


NM 012157 


Homo sapiens F-box and leucine-rich repeat protein 2 (FBXL2), mRNA 


NM_024555 


Homo sapiens F-box and leucme-nch repeat protein 6 (FBXL6), transcnpt 
variant 2, mRNA 


NMJ) 12 162 


Homo sapiens F-box and leucine-rich repeat protein 6 (FBXL6), transcript 
variant 1 , mRNA 


NM_033535 


Homo sapiens F-box and leucine-rich repeat protein 5 (FBXL5), transcript 
variant 2, mRNA 


NM_012161 


Homo sapiens F-box and leucine-rich repeat protein 5 (FBXL5), transcript 
variant i, mKJNA 


NM 002278 


Homo sapiens keratin, hair, acidic, 2 (KRTHA2), mRNA 


NM_033285 


Homo sapiens tumor protein p53 inducible nuclear protein 1 (TP53INP1), 
mRNA 


NM 002277 


Homo sapiens keratin, hair, acidic, 1 (KRTHA1), mRNA 


NM 032994 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
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transcript variant 5, mRNA 


JNJVI__U3z^j4 


Unmrt coni^nc AA/illiamQ Rpnrpn sivndrome chromosome re si on 14 fWBSCR14). 
transcript variant 4, mRNA 


NM_032Soi 


Tj ATr , A con " AT , c \A7il1i5imc Rpiirpn Qvnrlrome chromosome retrion 14 (WBSCR14), 
fiorno sapiens w liiidiiij j_>cuicii oynvinjniC' c/jluvjiixv/owhi^ lt-giun *-t v.*. 

transcript variant 3, mRNA 


NM_0J2bo2 


T4™-n/% conipnc Willi nmQ Plpnrpn ivndrome chromosome region 14 (WJ3SCJR14), 
tranbcnpL vd.rid.iiL z., imvi>.rv 


NMJ>32951 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
rran scrip i vandrii i, iiitnj.n.tv 


JNLf_UUUUU<5 


u nni A ennifne opnAmir cvtochrome P450 subfamilv HA iDhenobarbrtal- 
i-n/lnriWp'^ ff v V r P9A^ on chromosome 19 


INJVl UjU6U7 


ua^a ca-nipnQ chromosome 12 onen readins frame 22 CC12orf22Y mRNA 


1N1VI uuHtLvJ 


Homo sapiens early development regulator 1 (polyhomeotic 1 homolog) (EDR1), 
mRNA 




u nT n n caniens choline nhosnhotransferase 1 fCHPTlV mRNA 


"MM" 0 1 Q074 
IN IVl U 1 / H 


u n mfi canien<? delta-like 4 (Drosoohila^ (DLL4V mRNA 


TsjiV/T ftlRQQO 
lNivi v i oyy\j 


Homo snniens chromosome X onen readme frame 9 (CXorf9). mRNA 


IN 1VI vl / oDj 


TTnmn Qaniens chromosome 21 onen reading frame 55 (C21orf55), mRNA 


KT\A 01R9*\^ 
iNIYl UIOZjj 


Unmn ^aniens el on pat or r>rotein 2 (ELP2V mRNA 


NM 014096 


Homo sapiens hypothetical protein DKFZp762A227 (DKFZp762A227), mRNA 


XTTV/T 01AQ97 

INlVl ui4yz/ 


u nmr4 cQivipnc ponnprtor enhancer of KSR2 ( CNK2\ mRNA 


NM 012164 


Homo sapiens F-box and WD-40 domain protein 2 (FBXW2), mRNA 


NM 01224/ 


riomo sapiens selenium cionur pruLcm ^idj: o;, iiuvi^-f-L 


NM 01216:) 


TT^mr. coni^nc P u n v onrl W71-40 Hnmain nrotpin ^ rFRXW3^ mRNA 
nomo sapiens jr— dox dnu vvi_-/~ a tv/ uuiiidin jjujudii ^ j-*^v y» j ■> ,j x 


NM_00719S 


Homo sapiens proline synthetase co-transcribed homolog (bacterial) (PROSC), 
mKJNA 


NM_006011 


Homo sapiens sialyltransferase 8B (alpha-2, 8-sialytransferase) (SIAT8B), 
mRNA 


NM 005674 


Tj rt *HA no«io«c rr-I-i-ir» finrrAr t-\rrkf^in 9^Q / "77\TP9 mT?T s JA 
Jtlomo sapiens zinc linger protein z.jy y/^nr ^oy nuviNrv 


NM_001364 


Homo sapiens discs, large homolog 2, chapsyn-110 (Drosophila) (DLG2), 
mRNA 


-v ttv X r\C\C\£ A £ 

NM_0 00646 


Ti rtTV , rt « 0 *-»-ii/lrfc 1 ^* fylnr»rkciHjic<» zl-isl-nV»a-aliicanorransferase ftrlvcosen 
nomo sapiens amyio-i, o-giucuaiudoc, di|jiici-gi uL/anuu ano j-v^x ciov- v&v^^o^ 

debranching enzyme, glycogen storage disease type HI) (AGL), transcript variant 
6, mRNA 


NM_000645 


TT_._, rt • ^, „ ^-r-vTwi/A i a rr1nr^/-\ciVlcicp^ A-alnVia-CTliicanolransfprase Tfflvcoffen 
rlomo sapiens amyio-i, o-giucosiuase, H-dipnd-giuodiiuuaiioj.Giaot/ ^ij^ugwi 

debranching enzyme, glycogen storage disease type HI) (AGL), transcript variant 
5, mRNA 


NM_0U0644 


u^rv->rt rnniflMP oT-*-iirlr^ 1 f\ rrl n r* r\ ci H q c<=» A-.nl*nVk?i-crliicanotransterase (fflvco&en 
Jtlomo sapiens amyio-i, o-giut/Ooicidoc, M-^aipiia^giuc/ciiiwti cmo-i-v^i \B i j' vu 6 wi 

debranching enzyme, glycogen storage disease type HI) (AGL), transcript variant 
2, mRNA 


NM_0U0o4J 


TT rtrM ^ o omirln 1 f\ crlnr*r»ci Ha cp A-alnha-o"hicanotransferase f fflvcocen 
liOmo sapiens amyio-i, u-giuuuoiuaoc, h— di|jiia-giu.vaii*ji.i*»iA>j-«.*-'A«i3v. vtj^ j vu 6 

debranching enzyme, glycogen storage disease type HI) (AGL), transcript variant 
3, mRNA 


NM_000642 


xlomo sapiens amyio-i, o-giucosiaase, tf-aipnd.-giuodiiuLiaiiai^i£i&c vav^s^ 1 
fleDrancning enzyme, glycogen storage ui&cd&c type ±i±j v/*-^^/? Ll aiww A i j ' t 

1 ml?7SJA 


NM_000028 


Homo sapiens amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type IH) (AGL), transcript variant 
4, mRNA 


NM 080831 


Homo sapiens chromosome 20 open reading frame 87 (C20orf87), mRNA 


NM 080825 


Homo sapiens chromosome 20 open reading frame 144 (C20orfl44), mRNA 


1 NMJ)80823 


Homo sapiens chromosome 20 open reading; frame 148 (C20orfl48), mRNA 
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NM_017662 


Homo sapiens transient receptor potential cation channel, subiamily M, memoer 
6 (TRPM6), mRNA 


NM_080744 


Homo sapiens scavenger receptor cysteine rich domain containing, group B (4 
domains) (SRCRB4D), mRNA 


NM_000493 


Homo sapiens collagen, type X, alpha l(Schmid metaphyseal chondrodysplasia) 
(COL10A1), mRNA 


NM_057096 


Homo sapiens cytochrome P450 polypeptide 43 (CYP3A43), transcript variant j, 
mRNA 


NM 014578 


Homo sapiens ras homolog gene family, member D (ARHD), mRNA 


NM_020708 


Homo sapiens solute carrier family 12, (potassium-chloride transporter) member 
5 (SLC12A5), mRNA 


NM 016093 


Homo sapiens ribosomal protein L26-like 1 (RPL26L1), mRNA 


NM_057095 


Homo sapiens cytochrome P450 polypeptide 43 (CYP3A43), transcript variant 2, 
mRNA 


NM_022820 


Homo sapiens cytochrome P450 polypeptide 43 (CYP3A43), transcript variant 1, 
mRNA 


NM 052969 


Homo sapiens ribosomal protein L39-like (RPL39L), mRNA 


NM 052970 


Homo sapiens chromosome 20 open reading frame 60 (CzOoribO), mKJN A 


NM 052865 


Homo sapiens chromosome 20 open reading frame 72 (C20orf72), mRNA 


NM 021029 


Homo sapiens ribosomal protein L36a (RPL36A), mRNA 


NM 001001 


Homo sapiens ribosomal protein L36a-like (RPL36AL), mRNA 


NM_033645 


Homo sapiens F-box and WD-40 domain protein IB (FBXW1B), transcript 
variant 1, mRNA 


NM_033644 


Homo sapiens F-box and WD-40 domain protein IB (FBXW1B), transcript 
variant 2, mRNA 


NM_0 12300 


Homo sapiens F-box and WD-40 domain protein IB (FBXW1B), transcript 
variant 3, mRNA 


NM 022760 


Homo sapiens chromosome 20 open reading frame 81 (C20orf81), mRNA 


NM_014958 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 15 (ARHGEF15), 
mRNA 


NM 021810 


Homo sapiens cadherin-like 26 (CDH26), mRNA 


NM_030876 


Homo sapiens olfactory receptor, family 5, subfamily V, member 1 (OR5V1), 
mRNA 


NM_031232 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 2 
binding protein (APBA2BP), transcript variant 2, mRNA 


NM_031231 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 2 
binding protein (APBA2BP), transcript variant 1, mRNA 


NM 032554 


Homo sapiens G protein-coupled receptor 81 (GPR81), mRNA 


NM_006462 


Homo sapiens chromosome 20 open reading frame 18 (C20ortl8), transcript 
variant 1, mRNA 


NM_031229 


Homo sapiens chromosome 20 open reading frame 18 (C20orfl8), transcript 
variant 2, mRNA 


NM_031228 


Homo sapiens chromosome 20 open readmg frame 18 (CzOorilo), transcnpt 
variant 3, mRNA 


NM_031227 


Homo sapiens chromosome 20 open reading frame 18 (C20orfl8), transcript 
variant 4, mRNA 


XTTV/f nil A*yA 


xiomo sapiens cnromosome zu upcn icaumg nauic ^v^^wii-'-'/, ulivin^v 


NM 000518 


Homo sapiens hemoglobin, beta (HBB), mRNA 


NM_030959 


Homo sapiens olfactory receptor, family 12, subfamily D, member 3 (OR12D3), 
mRNA 


NM 018661 


Homo sapiens defensin, beta 3 (DEFB3), mRNA 


NM 022487 


Homo sapiens DNA cross-link repair 1C (PSQ2 homolog, S. cerevisiae) 
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^J_y V_^X-»XVX_/ X JXLXXX ^(iTi. 


NM" 099000 


TTomo saniens chromosome 20 onen reading frame 51 (C20orf51). niRNA 

X X U 11 L\J o£lpJ V_>llo will. Vw'J.liVJ lj V/lXlV/ W \J Uvll 1 VUUUl^ uaiiiv/ a ^x— wx <x»x x y 5 nuvi x 


NM_00066S 


Homo sapiens alcohol dehydrogenase IB (class I), beta polypeptide (ADH1B), 
mRNA 

1 1 IX VI N xV. 


NM 09104^ 


TTomn wnipns testis exnressed sefluence 97 fTFv^C27 ). iriRN^A 


NM 021640 


Homo sapiens chromosome 12 open reading frame 10 (C12orfl0) 3 mRNA 


TsJTV/T 09 1 9 1 S" 
INIVl UZ1Z1J 


TTnmr* c^nipnc rVimmncnmp 90 onFm rf^ndincy frame 77 ( (^90ot'P77 I mT? TSj A 


xNxVl__U 1 Z 1 *f 1 


TTomr\ canipnc T>F AT^/TT ( A crn-OI 1 1- A 1 a - A Qrv/Pfi q i V»nx nnlvnentide 96 rDT)X26 i 
xxUIIlU bd.pi.CIio UHiJtWJl xx v i^bp-vjiu-.^la-i^&p/xxi&^ uua ijuijr pw^/tiu.t z^vj ^j^x-/jtv^m^j 

mRNA 


INIVl UZ 1 ZZD 


iiomo sapiens proiine-ncn i ^rivuL i ) 9 mxviN/v 


IN xvl__U U O 3 U o 


rioino sapicno rcgcncraimg ioici-vxciivcvx-iijvc 3 paii^icaiiL/ oluiic piutcxn 

nannrf^ati r* ^V^f^Q TvmtfMTi— lil^f* fvciit ri?T^(^TiT ^ nVR^tf A 


NA/T 090^6 


T4^r*mr\ ccit\i ati c rlirAmncnmp 90 rtT^Rn T^adiTior "framp ^9 i(^90ott^9 l TT1 rv N A 

XXUl 1 IvJ baplClli) vlll LlXllvOViXXlw £*\J \J^J\^ll l WaUUlg XldllX^ -J \K^^\JKJl- 1~—>*-j^ lliivi ^< 1 \. 


INlVi UZUj07 


XJ r\m canipno -po ccm n atti c\ \ r\ cr ^ Cir'+in— niinnlino T*\TPi1'f i iTi l*^Qi*1f*11iflT 

lXUlIlU oaUlCllo XdolvlXl llClllwIVJ^ J, CL\~i L111~U C111U.1JL11 kJlL^LV^lll, LCoLl^Ulal 

fStrnn 0"vlor*f^"nfTrvhiQ niiTTHiratiiQ i fFSlC^N^^ ml^NfA. 

^OtHJ-li^jr IvJOv^lltl Uluo jJUX pUl clLlXOy \^X l)v^i> / j HXXVl^iJi. 


NM 09014S 

1 N 1VX Uau1*tJ 


Homo ^anien^ SH3-domain GRB2-like endonhilin B2 CSH3GLB2"> mRNA 

X X 1 1 Ivy o cl j. J Iv-lia ijllJ V-i wiiici ill v — 1 1\ i lixvv^ vi i\_i wj^iniiii jlj yiJiu vii./J-'-'- i^u-u '* *■ 


NM 020125 


Homo sapiens BCM-like membrane protein precursor (BLAME), mRNA 


NA/T 01009^ 
IN 1VJL Kf 1 j/UZ J 


T4nmn c^nipnc r»VirrkTYir\cnm^ 90 Anpn rpaHinc frflTTiP 16 ff^^Oorfl 6 i mRN^A 
XXUIIIU odJJlCIlo L/lll \JIllVJoVJiilC- jLkJ yJ^J^-l J It/dXllXlg Xlcllllt/ 1 VJ ^vv^Vvlllu^ iixixx^i^*. 


NM 018679 


Homo sapiens t-complex 1 1 (mouse) (TCP1 1), mRNA 


INIVl U 1 / J07 


riomo sapiens Jj-ceii vransiocauon gene *t i vjh- j, jiu\isj-\. 


jnjvl uiooyz 


riomo sapiens cnromosome zu openreaumg lrcimc i / ^zuoni / j 9 nixviNrv 


xnv/f m s^Q7 
XNivi_uiooy / 


riomo sapiens Lan^y laniiDioiic synmetase ioinponciiL v^-ukc z. v k L'<i*-'Lciiai^ 

^ JU/\IN L LZ J , ITlxvlN /-V 


1N1V1 U 1 OO / / 


Wrvrr»r\ coni c -C^rxf^n 7\/mp A c\m tVi pfa Qf* 9 ^ AT^)T^ forrniriO'i ^ A A S 9 ^ 

JllXViN^A. 


NM 0 1 843 1 


Homo ^flnien<i chromosome 20 onen reading frame 180 fC20orflS0i mRNA 


NM 01879S 


T-Tomo Qanif^nQ intprlpiilcTn 1 1TK rpnpritor fTT.17HR^ mRNA 


NM 01R474 

X^l XVX V/ X 0*"T / *T 


Homo <?aniens ohromosomp 20 nnen reading frame 19 ^C20orfl9i mRNA 


NM 018478 


Homo sapiens chromosome 20 open reading frame 35 (C20orf35), mRNA 


NM 017896 


Homo sapiens chromosome 20 open reading frame 1 1 (C20orfl 1), mRNA 


INIVl U 1 folH 


riomo sapiens cnromosome zu open reacting iranic z / ^L/Zuuriz, / iiixvi^rv 


xnv/i n 1 7 s ^ q 
INIVL ui /ojy 


riomo sapiens uriainc Kinase-iiKc i ^ lj xsjvx_/ i ^ ? iiixvin/a. 


iNivi ui / /yo 


xiomo Sapiens cnromosome zvj openreaumg ixaiiic ^v^ZrVJui lz* i j } iiixsj.n^. 


j.Nivi_u it/ oy 


riomo Sapiens scnia uoniain, imrnunugiODUiiu uuiiiaixi yi^j^ uaiidiiiC'iixuxaiiC' 

Hnmnin i^T'TVrV nnd qViot+ f*^^^on1^^cm1r , Hnmflin ^QprnanixOTin^ 4(^ 1 ( Ss A4(^! i 
UUlIiaili l 1 IVl ^ alio ollUi L Ksy l\JLJl<iollLX\s Uwiiiaiiij yos^xiLCLijiiyjt iixj tv-/ yuxvivirkT^j 

mRNA 


NM 017714 

1 J.VX \J ± t / 1 ~ 


Homo saniens chromosome 20 ooen reading frame 13 TC20orfl3). mRNA 


NM 017671 


Homo sapiens chromosome 20 open reading frame 42 (C20orf42), mRNA 


NM 018384 


Homo sapiens immune associated nucleotide 4 like 1 (mouse) (IAN4L1), mRNA 


NM 018354 


Homo sapiens chromosome 20 open reading frame 46 (C20orf46) ? mRNA 


NM 018347 


Homo saniens chromosome 20 onen reading frame 29 (C20orf29). mRNA 


NM 018327 


Homo saniens chromosome 20 onen reading frame 38 (C20orf38). mRNA 


NM 018289 


T-Tomo saniens nar a snenlcle nrotem 1 fPSPI i mRNA 


NM 018970 

X > XVX WIOZ. 1 \J 


Homo saniens chromosome 20 onen reading? frame 20 TC20orf20 1 mRNA 

X XvJIlivJ Oa^lVllO will V/liiv/dvlllb L*\J vJJW 1 1 vuUUlg u aiiiv — yv^uvii4,u^j xixxvj. ^x x 


NM 018257 


T-Tomo saniens chromosome 90 onen reading frame 36 fC20orf36^ mRNA 


NM 01 8107 

XNXYX \J 1 O 1 Zf 1 


Homo saniens zinc finder nrotein 64 homolot? Tmouse) (ZFP64^ mRNA 

X 1\J1 1 1U iJUL/lvllu uUlv X LX X^vL UlUlwlll \J^T llVlllvlVg ^XXXWX^wy \* — v V/5 1A **»X "* X 


NM 018010 


Homo sapiens estrogen-related receptor beta like 1 (ESRRBL1), mRNA 


NM 017446 


Homo sapiens mitochondrial ribosomal protein L39 (MRPL39), mRNA 


NM 017429 


Homo sapiens beta-carotene 15, 15'-dioxygenase (BCDO), mRNA 


NM 016082 


Homo sapiens chromosome 20 open reading frame 34 (C20orf34), mRNA 


NM 016610 


Homo sapiens toll-like receptor 8 (TLR8), mRNA 


NM 016009 


Homo sapiens SH3-domain GRB2-like endophilin Bl (SH3GLB1), mRNA 
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NM 016408 


Homo sapiens chromosome 20 open reading frame 34 (C20orf34), mRNA 


NM 016407 


Homo sapiens chromosome 20 open reading frame 43 (C20orf43), mRNA 


NM_016319 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 7A 
(Arabidopsis) (COPS7A), mRNA 


NM 015985 


Homo sapiens angiopoietin 4 (ANGPT4), mRNA 


NM_015834 


Homo sapiens adenosine deaminase, RNA-specific, Bl (RED1 homolog rat) 
( ADARB 1 ), transcript variant DRADA2c, mRNA 


NM_015833 


Homo sapiens adenosine deaminase, RNA-specific, Bl (REDl homolog rat) 
(ADARB 1), transcript variant DRABA2b, mRNA 


NM 014036 


Homo sapiens BCM-like membrane protein precursor (BLAME), mRNA 


NM 014012 


Homo sapiens RAS (RAD and GEM)-like GTP-binding (REM), mRNA 


NM_014841 


Homo sapiens synaptosomal-associated protein, 91 kD homolog (mouse) 
(SNAP91),mRNA 


NM 014795 


Homo sapiens zinc finger homeobox lb (ZFHX1B), mRNA 


NM_015313 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 12 (ARHGEF12), 
mRNA 


NM_014784 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 1 1 (ARHGEF1 1), 
mRNA 


NM_014862 


Homo sapiens aryl-hydrocarbon receptor nuclear translocator 2 (ARNT2), 
mRNA 


NM 014054 


Homo sapiens chromosome 20 open reading frame 40 (C20orf40), mRNA 


NM_015629 


Homo sapiens PRP31 pre-mRNA processing factor 31 homolog (yeast) 
(PRPF31),mRNA 


NM 015417 


Homo sapiens chromosome 20 open reading frame 28 (C20orf28), mRNA 


NM_014625 


Homo sapiens nephrosis 2, idiopathic, steroid-resistant (podocin) (NPHS2), 
mRNA 


NM 014592 


Homo sapiens Kv channel interacting protein 1 (KCNIP1), mRNA 


NM_014140 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily a-like 1 (SMARCAL1), mRNA 


NM 013442 


Homo sapiens stomatin (EPB72)-like 2 (STOML2), mRNA 


NM 013248 


Homo sapiens NUTF-like export factorl (NXT1), mRNA 


NM 013316 


Homo sapiens CCR4-NOT transcription complex, subunit (CNOT4), mRNA 


NM_013348 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 14 
(KCNJ14), mRNA 


NM 013279 


Homo sapiens chromosome 1 1 open reading frame 9 (CI lorf9), mRNA 


NM_012418 


Homo sapiens fascin homolog 2, actin-bundling protein, retinal 
(Strongylocentrotus purpuratus) (FSCN2), mRNA 


NM 012201 


Homo sapiens golgi apparatus protein 1 (GLG1), mRNA 


NM 000519 


Homo sapiens hemoglobin, delta (HBD), mRNA 


NM 006999 


Homo sapiens polymerase (DNA directed) sigma (POLS), mRNA 


NM_006719 


Homo sapiens actin binding LlM protein (ABL1M), transcript variant ABLIM-m, 
mRNA 


NM_002313 


Homo sapiens actin binding LIM protein (ABLIM), transcript variant ABLIM-1, 
mRNA 


NM 007238 


Homo sapiens peroxisomal membrane protein 4 (24kD) (PXMP4), mRNA 


NM 007184 


Homo sapiens nischarin (NISCH), mRNA 


NM_006720 


Homo sapiens actin binding LIM protein (ABLIM), transcript variant ABLIM-s, 
mRNA 


NM 007026 


Homo sapiens dual specificity phosphatase 14 (DUSP14), mRNA 


NM_006837 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 5 
(Arabidopsis) (COPS5), mRNA 


NM 006614 


Homo sapiens cell adhesion molecule with homology to L1CAM (close homolog 
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of LI) (CHL1), mRNA 


NM 006410 


Homo sapiens HIV-1 Tat interactive protein 2, 30 kD (HTATEP2), mRNA 


NM 006432 


Homo sapiens Niemartn-Pick disease, type C2 (NPC2), mRNA 


XNIYa V/W-'^O 


Homo sapiens golgi transport complex 1 (90 kD subunit) (GOLTC1), mRNA 


NM 006408 

JLNJ.VA w vy \J™vy o 


Homo sapiens anterior gradient 2 homolog (Xenepus laevis) (AGR2), mRNA 


NM 006106 


Homo sapiens Yes-associated protein 1, 65 kD (YAP1), mRNA 


NM 006096 

1NAYA 


Homo sapiens N-myc downstream regulated gene 1 (NDRG1), mRNA 


NM 006071 


Homo carriem nolvcvstic kidnev disease fnolvcYStm) and RE J (sperm receptor 
for egg jelly homolog, sea urchin)-like (PKDREJ), mRNA 


"MM OOfiOQ? 


T-Tnmo earn en c cacxjase recruitment domain familv. member 4 (CARD4), mRNA 


NM 005748 


Homo sapiens YY1 associated factor 2 (YAF2), mRNA 


•xTTv/f ^ 
JNivl UUj/1j 


TTrvtvio conipnc iiTwni/'l _0_cn1 'Fatmn C"fpra CP M TSTl TTlR^FA 
ajLOIIIU octpiCllo LU OIl_yi ^ oUllvJl-i dllolwi dot/ \^uui J , iiixvj. /\ 


XTTV/f Afj C^9 O 

INiVL VAOOZZ 


u nrnrk conipnc QA Vi\/T^pr1"pncinri -a c collated hoTTioloi? fraf^ fSAHV mRNA 


JNIVL_lfUD / jj 


T-JTvn-irv coniprc R AT^fc iritprartino Irinpcin-liVp f rahlcirtesin6^ fRAH6KJJ^JL^. 

XXOII lO odUlCIlo X\_i\JC> KJ 11 1 IC1 Q\j Llilgu JV-ll lt/Olll 11 JVS^ Ct-UiVJ.lAV-'O i.1 J. y y^iu luwivja 5 


IN IVl UVJDOO 


FTnmn ca-nipnc cialvlfrancferaee SD (alnha-2 8-oolvsialvtransferase) (SIAT8D), 
mRNA 


NM OOSfiOfi 


tfnmn c aniens leonmain rLGMNTk mRNA 


NM 004649 


Homo sapiens chromosome 21 open reading frame 33 (C21orf33), mRNA 


INIVI UUD'fOy 


T4Vvmr» cqtm'ptic r»prnYiQnma1 anv1-C!r»A thioesterase f PTE IV mRNA 


NM 005180 


Homo sapiens B lymphoma Mo-MLV insertion region (mouse) (BMI1), mRNA 


iNIVi_UUJ lUc> 


TJattia conipnc v\/1n1 r*ViTi5t cp Vinmnlncx (W "iTlfll]Pn7aP^ ^^CY'T^B 1 mRNA. 
XlOIilO ocipiCIlo A_y 1 U.1 LIJSJ.11 a.oC 11VJ11 lUlUg \^ll. li 11.1 u^ii^ci^ j ^viivw^j xiu.\j.ii »- 


JN1V1 UlKfOlU 


U^mn conipnc t-rrxmr^l py 10 /'mmiQP^ TTT^PIO^ mRNA 


NM_004579 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 2 


NM_004086 


Homo sapiens coagulation factor C homolog, cochlin (Limulus polyphemus) 

/TOPH^ mRNA 

^V^V^/ V^XX ) , 111XV1> r\. 


NM 004273 


Homo sapiens carbohydrate (chondroitin 6) sulfotransferase 3 (CHST3), mRNA 




iT ArnA conipnc x? Tsj A "hinHina rpcrinn /"RNP1 RRA/fi containing 2 TRNPC2^ 

irLOmO Sapienb IV±N/TL.-UlIlUlIlg XCgHJll ^JXJL>Jr l, XNJVLVA^ O^l naming v^^#y 5 

mRNA 




canipnc c<=»t~i-n <=» ^ rwr p\/ctpinpi TYmfpifificp inhihitoT* clade TT (heat shock 

XiOIXlU bdpiCnb dCIlllC I Ul L/VoLClllCI UlvJLClllClot/ llllllUlUV-fl j aa jiiuvu 

protein 47), member 1, (collagen binding protein 1) (SERP1NH1), mRNA 


TvTTV/T f\A/ll 1 *7 

iNJVl_UU43 1 / 


TJrvmr* conipnc arc A orcpnifp tran cnnrfpr AT'P-VilTlHin 0" Homol O Q 1 ('Hactenal) 

xiomo sapiens drb/A. <iri>cniic ix d-iiapux ici , /iir -uniuiiig, nwinv^ivj^ i ^av/i^naiy 
fAWAU mRNA 


NM_001247 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 6 (putative 
fimptinn^ fFNTPF)6 1 mRNA 


NM_003831 


Homo sapiens sudD suppressor of bimD6 homolog (A. nidulans) (SUDD), 

mRNA 


NM 003143 


Homo sapiens single-stranded DNA binding protein (SSBP1), mRNA 


TvTTV/T AA1AOQ 

JNJYl_UU3Uyo 


riomo sdpiens syniTupmii, aipiia i ^uybu opinii-aocsu^'ici.u^u. piui^ni ^»-*> ^ xvx ^s 
aniHip rnmnrmpnt i T^sNTAl^ mRNA 

CtL/lVJ.!^/ wClllljJIJlIC'llt^ ^OIN 1 Al ) y uuviirv 


NM_003034 


Homo sapiens sialyltransferase 8A (alpha-N-acetylneuraminate/alpha-2,8- 

cial-vtrancfpracp f^D^ cvnthacp^ fSTATRA^ mRNA 

olo.ljr Li aliolCl dow^ nJI/J o_y llLliaot^^ i^ijifiion^ x i u_vx ^j.x 


NM_003028 


Homo sapiens SHB (Src homology 2 domain-containing) adaptor protein B 
fSITBi mRNA 

^ Jl 1U f 7 1 1 UL V_L ^< Ix. 




Wnrnn canipnc R ADS4-1ike fS cerevisiae^ TRAD54L > ) mRI^A 

1. i \J 1 1 1 W v_>Cl|_^lv^llo IViAJ S^JT Lxx\\s • v W v V lOluv _/ ^ IVTiJ-' — ' t J — ' y ^ iiuu *- 


NMJD02669 


Homo sapiens pleiotropic regulator 1 (PRLlhomolog, Arabidopsis) (PLRG1), 
mRNA 


NMJKKH39 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 1 
(MS4A2), mRNA 


NM 003S36 


Homo sapiens delta-like 1 homolog (Drosophila) (DLK1), mRNA 


NM 003653 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 3 



229 



BNSDOCID: <WO 03074654A2 J_> 



WO 03/074654 



PCT/US03/05028 





(Arabidopsis) (COPS3), mRNA 


NMJ300 083 


Homo sapiens chlonde channel 1, skeletal muscle (lnomsen disease, autosomal 
dominant) (CLCN1), mRNA 


NM_000691 


tt -i j t J J 1 J O r*_ • T . _ . _ 1_ _ _ A 1 /AT T\TTO A 1 \ 

Homo sapiens aldehyde dehydrogenase 3 family, memberAl (ALDH3A1), 
mRNA 


NM_001112 


-r t 1 J TP* "VTA " IT T"> "1 /TT> T^T*V 1 1 _ 1 j \ 

Homo sapiens adenosine deaminase, RNA-specific, Bl (RED1 nomolog rat) 
(AD ARB 1), transcript variant DRADA2a, mRNA 


NM_004370 


Homo sapiens collagen, type XII, alpha 1 (COL12A1), transcript variant long, 
mRNA 


NM_080645 


Homo sapiens collagen, type XII, alpha 1 (COL12A1), transcript variant short, 
mRNA 


NM_080681 


Homo sapiens collagen, type XI, alpha 2 (COL1 1 A2), transcript variant 2, 
mRNA 


NM_080680 


Homo sapiens collagen, type XI, alpha 2 (COL1 1 A2), transcript variant 1, 
mRNA 


NM_080679 


Homo sapiens collagen, type XI, alpha 2 (COL1 1 A2), transcript variant 3, 
mRNA 


NM 003593 


Homo sapiens winged-helix nude (WHN), mRNA 


NM_000638 


Homo sapiens vitronectin (serum spreading factor, somatomedin B, complement 
S~protein) (VTN), mRNA 


NM_0S0682 


Homo sapiens vascular cell adhesion molecule 1 (VCAM1), transcript variant 2, 
mRNA 


NM_001078 


Homo sapiens vascular cell adhesion molecule 1 (VCAM1), transcript variant 1, 
mRNA 


NM 006115 


Homo sapiens preferentially expressed antigen in melanoma (PRAME), mRNA 


NM 000175 


Homo sapiens glucose phosphate isomerase (GPI), mRNA 


NM 020526 


Homo sapiens lipnAb (JbrHAo), mRNA 


NM 002109 


Homo sapiens mstiayl-tRNA synthetase (HAKb), mKJN A 


NM 012208 


Homo sapiens nistidyl-tRNA synthetase-like (HAKvbl^), mKiN A 


NM 004608 


Homo sapiens T-box 6 (1BX6), transcript variant 1, mKJN A 


NM 080758 


Homo sapiens 1-box o (IBXo), transcnpt variant 2, mKJN A 


NM 080718 


Homo sapiens T-box 5 (TBX5), transcnpt variant 2, mKN A 


NM 080717 


Homo sapiens T-box 5 (TBX5), transcnpt variant 3, mKN A 


NM 000192 


TT ^ * T* 1_. _._» £" /■''I'll >"\7"^\ < --.■*.--!■ ..I, ..I nut "1 ¥~) Tv T A 

Homo sapiens 1-box 5 (1BX5), transcnpt vanant 1, mKJN A 


NM 080832 


Homo sapiens poly(A) binding protein, cytoplasmic 3 (KABFCd), mKJN A 


NM 080824 


Homo sapiens chromosome 20 open reading frame lOo (CZOortlUo), mKJN A 


NM 080822 


Homo sapiens candidate tumor suppressor UVCA2 (CJVCA2), mKJN A 


NM 080821 


Homo sapiens chromosome 20 open reading frame lUb (CzUorllUo), mKJN A 


NM 080820 


Homo sapiens chromosome 20 open reading frame bb (CzUortbb), mKJNA 


NM 080818 


Homo sapiens G protein-coupled receptor 80 (GPR80), mRNA 


"V TTV vT AOAOI H 

NM 080817 


Homo sapiens Cj protem-coupled receptor 82 (CrrKbz), mKJNA 


NM 080794 


tt * • j i_ i-i *i 1 . • x ^ C\ /TVVrT>"DT 'IAN T) "NT A 

Homo sapiens mitochondnal nbosomal protem L39 (JVLRrL39), mRNA 


-v. TTV Jf A1AAT1 

NM 020973 


Homo sapiens cytosolic beta-glucosidase (LrLUC), mKJNA 


TV TTV Jf f\C A 1 1 

NM 054112 


Homo sapiens chromosome 20 open reading frame 63 (C20orf63), mRNA 


NM 052951 


Homo sapiens chromosome 20 open reading frame 167 (C20orfl67), mRNA 


"V TTV Jf /\1 yl 1 i r 

NM 014145 


Homo sapiens chromosome 20 open reading frame 3U (L-iUori30), mKJNA 


JNiVl UJJ4Uy 


rlomo sapiens cnromosome zu open reaamg irame jh ^v^z.uurij^r;, miviN/\ 


NM 032013 


Homo sapiens NDRG family member 3 (NDRG3), mRNA 


NM 032109 


Homo sapiens orthopedia homolog (Drosophila) (OTP), mRNA 


NM_024021 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 4 
(MS4A4A), mRNA 


NM 022910 


Homo sapiens NDRG family member 4 (NDRG4), mRNA 
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NM 025206 


Homo sapiens fer-1 -like 4 (C. elegans) (FER1L4), mRNA 


NM 024960 


Homo sapiens chromosome 20 open reading frame 48 (C20orf48), mRNA 


NM 024893 


Homo sapiens chromosome 20 open reading frame 39 (C20orf39), mRNA 


NM 024299 


Homo sapiens chromosome 20 open reading frame 149 (C20orf 149), mRNA 


NM 024077 


Homo sapiens SECIS binding protein 2 (SBP2), mRNA 


NM_022730 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 7B 
(Arabidopsis) (COPS7B), mRNA 


NM 022574 


Homo sapiens postmeiotic segregation increased 2-like 12 (PERQ1), mRNA 


NM_022568 


Homo sapiens aldehyde dehyrdogenase 8 family, member Al (ALDHSA1), 
mRNA 


NM 022477 


Homo sapiens NDRG family member 3 (NDRG3), mRNA 


NM 022082 


Homo sapiens chromosome 20 open reading frame 59 (C20orf59), mRNA 


NM_022058 


Homo sapiens solute carrier family 4, sodium bicarbonate transporter-like, 
member 10 (SLC4A10), mRNA 


NM 021230 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia3 (MLL3), mRNA 


NM_021145 


Homo sapiens cyclin D binding myb-like transcription factor 1 (DMTF1), 
mRNA 


NM_005238 


Homo sapiens v-ets erythroblastosis virus E26 oncogene homolog 1 (avian) 
(ETS1), mRNA 


NM 020465 


Homo sapiens NDRG family member 4 (NDRG4), mRNA 


NM_0 14227 


Homo sapiens solute carrier family 5 (low affinity glucose cotransporter), 
member 4 (SLC5A4), mRNA 


NM 015317 


Homo sapiens pumilio homolog 2 (Drosophila) (PUM2), mRNA 


NM_0 15665 


Homo sapiens achalasia, adrenocortical insufficiency, alacrimia (Allgrove, triple- 
A) (AAAS), mRNA 


NM_021950 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 2 (Fc 
fragment of IgE, high affinity I, receptor for; beta polypeptide) (MS4A1), mRNA 


NM_005589 


Homo sapiens aldehyde dehydrogenase 6 family, member Al (ALDH6A1), 
mRNA 


NM_000533 


Homo sapiens proteolipid protein 1 (Pelizaeus-Merzbacher disease, spastic 
paraplegia 2, uncomplicated) (PLP1), mRNA 


NM 016252 


Homo sapiens baculoviral LAP repeat-containing 6 (apollon) (BIRC6), mRNA 


NM 014351 


Homo sapiens sulfotransferase family 4A, member 1 (SULT4A1), mRNA 


NM_0 12323 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog F 
(avian) (MAFF), mRNA 


NM_006600 


Homo sapiens nuclear distribution gene C homolog (A. nidulans) (NUDC), 
mRNA 


NM_006145 


Homo sapiens DnaJ (Hsp40) homolog, subfmaily B, member 1 (DNAJB1), 
mRNA 


NM_005120 


Homo sapiens trinucleotide repeat containing 1 1 (THR-associated protein, 230 
kD subunit) (TNRC1 1), mRNA 


NM_001383 


Homo sapiens diptheria toxin resistance protein required for diphthamide 
biosynthesis-like 1 (S. cerevisiae) (DPH2L1), mRNA 


NM 001327 


Homo sapiens cancer/testis antigen 1 (CTAG1), mRNA 


NM 080750 


Homo sapiens chromosome 20 open reading frame 143 (C20orfl43), mRNA 


NM 032S19 


Homo sapiens zinc finger protein 341 (ZNF341), mRNA 


NM_0 17895 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 27 (D1JA27), 
mRNA 


NM 030782 


Homo sapiens cisplatin resistance related protein CRR9p (CRR9), mRNA 


NM 080748 


Homo sapiens chromosome 20 open reading frame 52 (C20orf52), mRNA 


NM 080743 


Homo sapiens serine-arginine repressor protein (35 kDa) (SRrp35), mRNA 


NM 080742 


Homo sapiens UDP-glucuronyltransferase-S (GLCATS), mRNA 
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NM 080741 


Homo sapiens sialidase 4 (NEW), mRNA 


NM 080739 


Homo sapiens chromosome 20 open reading frame 141 (C20orfl41), mRNA 


NM 033550 


Homo sapiens chromosome 20 open reading frame 64 (C20orf64), mRNA 


NM_080732 


Homo sapiens egl nine homolog 2 (C. elegans) (EGLN2), transcript variant 3, 
mRNA 


NM_053046 


Homo sapiens egl nine homolog 2 (C. elegans) (EGLN2), transcript variant 1, 
mRNA 


NM_025106 


Homo sapiens SPRY domain-containing SOCS box protein SSB-1 (FLJ22393), 
mRNA 


NM_030760 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 
receptor, 8 (EDG8), mRNA 


NM_0 16069 


Homo sapiens mitochondria-associated protein involved in granulocyte- 
macrophage colony-stimulating factor signal transduction (Magmas), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 021205 


Homo sapiens Wnt-1 responsive Cdc42 homolog (WRCH-1), mRNA 


NM 032495 


Homo sapiens hypothetical protein SMAP31 (SMAP31), mRNA 


NM 032556 


Homo sapiens interleukin-1 HY2 (IL1HY2), mRNA 


NM_014331 


Homo sapiens solute carrier family 7, (cationic amino acid transporter, y+ 
system) member 11 (SLC7A11), mRNA 


NM 017564 


Homo sapiens stabilin-2 (STAB2), mRNA 


NM 020924 


Homo sapiens bioref (bioref), mRNA 


NM 015356 


Homo sapiens scribble (SCRIB), mRNA 


NM 030648 


Homo sapiens SET domain-containing protein 7 (SET7), mRNA 


NM 018488 


Homo sapiens T-box 4 (TBX4), mRNA 


NM 016470 


Homo sapiens chromosome 20 map 20ql3.1 1 


NM_080722 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 14 (ADAMTS14), mRNA 


NM 080676 


Homo sapiens chromosome 20 open reading frame 133 (C20orfl33), mRNA 


NM 080674 


Homo sapiens chromosome 20 open reading frame 86 (C20orf86), mRNA 


NM 080621 


Homo sapiens chromosome 20 open reading frame 136 (C20orfl36), mRNA 


NM 080608 


Homo sapiens chromosome 20 open reading frame 165 (C20orfl65), mRNA 


NM 080719 


Homo sapiens hypothetical protein MGC4473 (MGC4473), mRNA 


NM 003495 


Homo sapiens H4 histone family, member M (H4FM), mRNA 


NM 020633 


Homo sapiens VIR-like 1 (V1RL1), mRNA 


NM 007259 


Homo sapiens vacuolar protein sorting 45 A (yeast) (VPS45 A), mRNA 


NM_080631 


Homo sapiens vacuolar protein sorting 41 (yeast) (VPS41), transcript variant 2, 
mRNA 


NMJ314396 


Homo sapiens vacuolar protein sorting 41 (yeast) (VPS41), transcript variant 1, 
mRNA 


NM 018668 


Homo sapiens vacuolar protein sorting 33B (yeast) (VPS33B), mRNA 


NM 022916 


Homo sapiens vacuolar protein sorting 33 A (rat homolog) (VPS33A), mRNA 


NM 003610 


Homo sapiens RAE1 RNA export 1 homolog (S. pombe) (RAE1), mRNA 


NM 014061 


Homo sapiens APR-1 protein (MAGEH1), mRNA 


NM 001927 


Homo sapiens desmin (DES), mRNA 


NM 080593 


Homo sapiens histone family member (H2B/S), mRNA 


NM 080596 


Homo sapiens histone family member (H2A/S), mRNA 


NMJXH867 


Homo sapiens cytochrome c oxidase subunit VHc (COX7C), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_001866 


Homo sapiens cytochrome c oxidase subunit VTIb (COX7B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_004718 


Homo sapiens cytochrome c oxidase subunit Vila polypeptide 2 like 
(COX7A2L), nuclear gene encoding mitochondrial protein, mRNA 
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NM_U01 e>o!> 


Urttvin cor-»i#*nc r^rf-r^Virrvrnp 0 ovirincp cmHlirrit Vila "DolVDCDtlde 2 fllVCr) 
jTXOmO SaplCIlS vytUCniUIIxC O UAlUdoC auuuiui v xxa. ljwaj H LAS - AV -' \ uyv1 / 

(COX7A2), nuclear gene encoding mitochondrial protein, mRNA 


XTTV/T A01QA/1 

JNM_UU I ot>4 


TTr\rMr% C5ii-»if»nc pvtopVirnmp c oxidase subvinit VTIa Dolvoentide 1 (muscle) 
(COX7A1), nuclear gene encoding mitochondrial protein, mRNA 


XTTVyf AA^/I^Q 
JNJV1_UU04JC) 


Unmrv conipnc pnllpptin ci iVi-familv mpmhpr 10 fC-tvne lectin^ ( COLtsCJ 1 U ) , 
mRNA 


XTTVyf ACAC/1 /I 

NM_U&Uo44 


Tjorvi /-\ conipnc n rvii q (Tpn -1 i Vp tail cnTvmit f ^lnfHp strand of homotrimer i of 
riomo sapiens coiiagcii-iiivc tan suuuhil ^ouigit ixv-mx^LXAxxiyiy vo. 

asymmetric acetylcholinesterase (COLQ), transcript variant VIE, mRNA 


\TK yf ACAC/IO 

NM_Uo0543 


TJrvtv>r» conipno 1 o rrPTi lilrp toil ciiVviTnit ( QITl Crl p CTTan d of hOTTlOtTllTier ) Ot 

iiomo sapiens coiiagen-iiKe tan suuluul ^ingic; ouanu \j± nuuiuumiwi^ wj - 
asymmetric acetylcholinesterase (COLQ), transcript variant VII, mRNA 


NM_0©U:>42 


TT/\»mrt on-n-ici-nc /-»/01orr«=»r» 1 i 1/"P> foil ci ll"M 1T"M t ^CITICtIp QTT3Tin of nOTnotTllTier I OT 
xlOmO Sapiens COliagen-llJK-C tall SUUUllll ^DlUgic; ouaiivx ui iiumuuuiivi; 

asymmetric acetylcholinesterase (COLQ), transcript variant VI, mRNA 


"K.TA Vf AOAC/11 

NM_0bUo41 


UrttviA ooniAnc r»rvl1arr^n liVp tsiil CllKllTlit f QITlCrlp CTTaTld of Tl OTTlOtTimer 1 Of 

liOrno sapiens coiiagcn-iuvc lo.ii £>u.uliiiii ^oin^it/ oncmu. vi uv«ivuuuvi^ vj,j - 
asymmetric acetylcholinesterase (COLQ), transcript variant V, mRNA 


JNJVI UoUD4U 


TT™-n^ canipnc p<Vll a opn -lilrp tail cTihimit (single strand of homotrimer) of 

nOIuO Sapiens UOlldgCIl - IxivC laH &UUUiiii ^anigit/ ouonu vi iiumuuiiiiviy wj. 

asymmetric acetylcholinesterase (COLQ), transcript variant IV, mRNA 


\T> /r AOAC1 0 


Tjnrvirt ponianc o/^ll o rrp»n 1 ilr^ tail ci iKi mit ( cin crip Qtrand of Homotrimer ) of 
rrOmO Sapiens COllagcn-ilivC tall suuumi y^sing,^ oiiaiiu kjl uuinuuiiiiv/i/ 

asymmetric acetylcholinesterase (COLQ), transcript variant m, mRNA 


NM_0S0538 


jtiomo sapiens coiiagen-iiKe tan suuunn ^smgic suaiiu. ui iiuiiiuunuw; v^x 
asymmetric acetylcholinesterase (COLQ), transcript variant]!, mRNA 


NM_p05677 


TT«— ^.^11 «-» nan 1 -I T-d -foil ci mil ^cincrlp ciTilTlH 0"f VlOTTlOt*t*1 TT1 PT ^ Ot 

j^lomo sapiens coiiagen-iiKe xaii suounn ^single oiiduu uj. iiuuiuliiiiici^ v^x 

opirmtYiairi/* o A r»"h/VI i-r»#*ct/»rQ c<=» ^ r^OT trancrrint variant T mRNA 
asymmetric acetyicnoimcsierdbc ^uL^j, udu&uipL vanantx, uLi-u^i-i. 


JNJVI uoUDyi 


w^mri ccinipnc annntnQK rplatpd nrotein APR-3 TAPR-3\ transcript variant 2, 
mRNA 


NM_0 16085 


Homo sapiens apoptosis related protein APR-3 (APR-3), transcript variant 1, 

misJNA 


NM 014318 


Homo sapiens apoptosis related protein (APR-2), mRNA 


NM 001745 


rlomo sapiens calcium moauiaung nganu ^\^^\avxj_/vj^, iiuxiNr^ 


NM_004341 


Homo sapiens carbamoyl-phosphate synthetase 2, aspartate transcarbamylase, 

j JiVi,r/irrtAfAtopo /T^ A "P^\ rM i r*l *^Qr «T<=»rip pnpoHincr Tnitocriondrial nrotein 
ano Q-inyoroorotase ^v.>/\ i * j„ nuciear gene ciituumg iiiinjv^iiwiivax iai piuLwrn, 

mRNA 


"NTTV/f AOO/IQl 

JNM_U3/4y3 


UAmn rii-ii^nc o/lo-nfi^r fp1s»fprl nrntpiTi romnlpx 1 mil 1 Sllbunit rAPllVll^. 
llOnlO Sapiens aQapiOr-rcialCU. piULCiii v^VJiiijJiv-'A. i, inu x ouuuiut ^ ^ / 5 

mRNA 


JNJVL_UU 1 lZo 


"PWvirfc canipnc 5»Hcir»trvr-rp1atpd nrotpin comnlex 1 ffamma 1 subunit (AP1G1), 

XXOillL) Sapiens aLlaUlUi 1 ClalbU l^xV^Lwlll VvHipiV/A x, ^uaauxiu. * « ^ 7 5 

mRNA 


TvTA/T AOH</1^ 

JNM_UoUD4D 


TJT/^^rt nn«jane arlarYfvvr..rpl5itPfi nr otPin POmnlpX 1 PaTTima 2 Subunit fAR 1 G2)« 

nonio sapiens avi«.piur"*rciciLcu pivjic-in ^uij.ipxt'.A. x, gaiinuo ^ ° uuwuu v*" 
transcript variant 2, mRNA 


TVTAyf OOIGI 1 

JNJVl_UUo!7 1 / 


Tjrttvin carkipno aH oT-»trkr-rpl?itpH r»rotpin romnlpx 1 ffamma 2 subunit TAJP1G2). 

nOulO sapiens aUapuji-iciaicu. jJivjLciii L»tJiAij^iwv x, gdiiiiii*j- -t- ouwwuii ^ »-a 

transcript variant 1, mRNA 


TvTA/f AOfiC/lQ 

JNJVL_UolD4y 


TT pn«ianp nrAiain +^rrrvcit*4P T\ViriCT^ll?^i*aCP nOTT-TPPPntor t/VTie 6 1 P 1 l N f) 1. 

xiomo sapiens proiem lyrobinc piiuspxiaiadC/, nun ico^ptui vp*-' w v A AA 
transcript variant 3, mRNA 


NJVL_UoUj>4c> 


TJ. w _ _ _ ; j-, nV rtfain -KrrrkCi-np r^Vir\C*nViP CP non-rPPPTitor tVDe O ( r nTP In f) ) 

xtOitio sapiens proiem tyrobiiie piiuspiiaLa^c, nun ic^tpiui ^jy^ v v A AA ■ l ^ v/ /? 
transcript variant 2, mRNA 


JNJVL_UUZ63 1 


TjAtviA nnrvion o nrnfpin h/rf\CinP T^VlOCnVlfl tft CP "HOTl -rPCPTltOr tVTJe O ( P K P IN (T ) 

Homo sapiens protein tyrosine piiu&piiaLa&c, nun ituv^wi ^jtr^ v v* AA x ^ yj /y 
transcript variant 1, mRNA 


JNJVL_UUZcS3U 


TJrvrv»A roniAnc TM-^tPITl "K/TOQiTlP nbo^TiVlfl ta <5P TIOTT -"TPCPTltOr tVOC 4 

JtiOTno sapiens proiem tynjoxnc |jiivo|jiiaLaoc/, nv/n i^^wl^i.vx ^jy** -t 
(megakaryocyte) (PTPN4), mRNA 


NMJ)02S29 


Homo sapiens protein tyrosine phosphatase, non-receptor type 3 (PTPN3), 
mRNA 


NMJ)80423 


Homo sapiens protein tyrosine phosphatase, non-receptor type 2 (PTPN2), 
transcript variant 3, mRNA 


NM 080422 


Homo sapiens protein tyrosine phosphatase, non-receptor type 2 (PTPN2), 
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transcript variant 2, mRNA 


NM_002828 


Homo sapiens protein tyrosine phosphatase, non-receptor type 2 (PTPN2), 
transcript variant 1 , mRNA 


NM_002827 


Homo sapiens protein tyrosine phosphatase, non-receptor type l (PTPNl), 
mRNA 


NM_0 14241 


Homo sapiens protein tyrosine phosphatase-hke (proline instead 01 catalytic 
arginine), member a (PTPLA), mRNA 


NM_003479 


Homo sapiens protein tyrosine phosphatase type IV A, member 2 (PTP4A2), 
transcript variant 1, mRNA 


NM_080392 


Homo sapiens protein tyrosine phosphatase type IVA, member 2 (PTP4A2), 
transcript variant 3, mRNA 


NM_080391 


Homo sapiens protein tyrosine phosphatase type IVA, member 2 (PTP4A2), 
transcript variant 2, mRNA 


NM.080591 


Homo sapiens prostaglandm-endoperoxide synthase 1 (prostaglandin Cj/H 
synthase and cvclooxvgenase) (PTGS1), transcript variant 2, mRNA 


NM_000962 


Homo sapiens prostaglandm-endoperoxide synthase 1 (prostaglandin (jr/H 
synthase and cyclooxygenase) (PTGS1), transcript variant 1, mRNA 


NM 004058 


Homo sapiens calcvphosine (CAPS), transcript variant 1, mRNA 


NM 080590 


Homo sapiens calcyphosine (CAPS), transcript variant 2, mRNA 


NM_006380 


Homo sapiens amyloid beta precursor protein (cytoplasmic tail) binding protein 
2 (APPBP2), mRNA 


NM_003905 


Homo sapiens amyloid beta precursor protein binding protein 1, 59kD 
(APPBPl),mRNA 


NM_005783 


Homo sapiens ATP binding protein associated with cell differentiation 
(APACD), mRNA 


NM_080600 


Homo sapiens myelin associated glycoprotein (MAG), transcript variant 2, 
mRNA 


NM_002361 


Homo sapiens myelin associated glycoprotein (MAG), transcript variant 1, 
mRNA 


NM 005994 


Homo sapiens T-box 2 (TBX2), mRNA 


NM 080647 


Homo sapiens T-box 1 (TBX1), transcript variant C, mRNA 


NM 080646 


Homo sapiens T-box 1 (TBX1), transcript variant A, mRNA 


NM 080675 


Homo sapiens sperm associated antigen 4-hke (SPAG4L), mRNA 


NM 080617 


Homo sapiens cerebellin precursor-like 1 (CBLNL1), mRNA 


NM 080611 


Homo sapiens dual specificity phosphatase-hke 15 (DUSP15), mRNA 


NM 080610 


Homo sapiens cystatm 9-like (mouse) (CST9L), mRNA 


NM_080602 


Homo sapiens actin related protein 2/3 complex, subunit 3B (21 kD) (ARPC3B), 
mRNA 


NG_000011 


Homo sapiens genomic cytochrome P450, subfamily HA (phenobarbital- 
inducible) (CYP2A.3®) on chromosome 19 


NM 016649 


Homo sapiens chromosome 20 open reading frame 6 (C20orf6) 5 mRNA 


NM 080597 


Homo sapiens oxvsterol binding protein-like 1 A (OSBPL1A), mRNA 


NM_080605 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
6 (B3GALT6), mRNA 


NM_058169 


Homo sapiens loss of heterozygosity, 12, chromosomal region 1 (LOH12CR1), 
mRNA 


NM 058164 


riomo sapiens oiiactomeain z ^^ljtjvizj, mrsj.N/\ 


NM 052866 


Homo sapiens ADAMTS-like l (ADAMTSLl), mRNA 


NM 018030 


Homo sapiens oxy sterol binding protein-like l A (OSBPLl A), mRNA 


NM 033142 


Homo sapiens chorionic gonadotropin, beta polypeptide 7 (CGB7), mRNA 


NG 000013 


Homo sapiens genomic MHC class m complement gene cluster (MCGC@) on 
chromosome 6 
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XTA/T 0000/^7 

INM UZUVO/ 


HVvmn cfl-niprK; n iir 1 ear recentor coactivator 5 (NCOA5 ), iriRNA 


IN 1V1 V D j UHH 


u nTn A « aniens microtubule-actin crosslinking factor 1 (MACF1), transcript 

variant ^ mT^NA 

VallallL J j iiixvi_2£^ - - — ■ — 


XTA/T CiUnOd 


Homo ^aniens rrricrotubule-actin crosslinking factor 1 (MACF1), transcript 

variant 9 mRNA 


>jp t nnoo 1 7 


Homo sapiens genomic protocadherin beta cluster (PCDHB@) on chromosome 5 


XTA/T HI 
IN1V1 Ul jOO't 


Uftmn ^aniens chromosome 6 onen reading frame 32 (C6orf32), mRNA 


XTA/T ClIO 1 £R 


TTnmn ^aniens hi stone acetvltransferase MYST1 (MYST1), mRNA 


xta/t n , *n77£ 


TJnmn saniens chromosome 20 ot>en reading frame 183 (C20orfl83), mRNA 


XTA/T HlilQlS 
IN1V1 UZ^!7 1 0 


T-Tnmn saniens chromosome 20 ot>en reading frame 172 (C20orfl72), mRNA 




TTomn saniens brain and acute leukemia, cytoplasmic (BAALC), mRNA 


XTA/T H9A777 

rsivi uz^t / / / 


Hnmo saniens chromosome 20 onen reading frame 124 (C20orfl24), mRNA 


XTA/T 


tfAtnA saniens aematinase (TLJ23384), mRNA 


XTA/T 094641 


Homo saniens mandaselin CFLJ12838), mRNA 


NM 024331 


Homo sapiens chromosome 20 open reading frame 121 (C20orfl21), mRNA 


XTA/T fiOA^m 


T-Trvmn saniens fnkn tin -related orotein (PKRPV mRNA 


JNJV1 wj /03 


u Amn cQnipnc aminnaHinate-«;em*ialdehvde synthase ( AASSV mRNA 


"vnv/f noiQK 
JNJVL KjZDyDJ 


rTnmn conipnc flirntnftQnmp 90 onen reading frame 116 fC20orfl 16), mRNA 


"xtn/t m 1 ooi 

NM UZiyyi 


UriT^n coniAnc V m^z int^rartincr nrntein t\serine-arginine rich) 2 (FUS1P2), mRNA 
nomo sapiens ruo niLcid-wuiiig jji^lv^iii \^ou „5niuiv iiwi v \ /5 


NM_014555 


Homo sapiens transient receptor potential cation channel, subfamily M, member 

D \± XN_r lVi_> ), IIuUNn. ^ 


xnv/T nnn^^7 


T-Irk-mr* c^inipnc rpnin f P PN^i mRNA 

XjLOTIWJ odplCIlo ^A__.x><y 3 — 


JNM UlotOZ 


xjr\mr\ com'pnc r^m r»rnnVf»H nerlr-lilce 1 fDrosonhila) rCRNKL 1 ) , rnRNA 


NM 021245 


Homo sapiens myozenin 1 (MYOZ1), mRNA 


NM_00 196/ 


UAmA norxiAMc pnVorv^rvfip frnnclnHnn initiation factor 4A isoform 2 (_C1_ 4 4A.2), 
iiomo sapiens cuKcirYoiit/ irdiioi-iiioii xa^iui —n i. ? xowxvvi ax \ 

mRNA 


NM 018649 


TT/-\— conipno xjo a "hi Qtrir»<» familv member Y2 TH2AFY2V mRNA 
riomo sapiens tiz/v iiioivjiic laiimy, iiicniu^i x— . v- 1 - ""-^ 


NM 01514s 


Tjr-wi^ oo-— i/_nc paq A r\m o i n rrkntainina serine/threonine kinase TP ASK), mRNA 
xiomo sapiens r Au uumctiii L/v/iiidiiiing oviiiit'/ti—.v^wixu.i*-' v x ' ' 


NM_0 17902 


Homo sapiens hypoxia-inducible factor 1 5 alpha subunit inhibitor (HIFIAN), 

mKJNA ; 


JNM_U 1 oZoj 


ti«m A compnc rfimmnQomp 1 S onen readme frame 12 fC15orfl2\ nuclear gene 
r»r*H in cr mitnplionfl'nal nrotem mRNA 


XTA/T ft! R967 
INlvl U 1 oZO / 


Homo caniens H^A histone familv, member J (H2AFJ), mRNA 


NM_017555 


Homo sapiens egl nine homolog 2 (C. elegans) (EGLN2), transcript variant 2, 

IIlI\J.N.rY . — 


NM 016143 


Homo sapiens likely ortholog of ratp47 (p47), mRNA 


XTA/f A 1 COO 7 


u A r«n noni p»r»c nlflcmnlmin rPTVTT mRNA 


XTA/f HI /1Q1Q 


n At1in c^nifnc A/Tlv interartor HS/TONDOA) mRNA 


NM_0 14948 


Homo sapiens likely ortholog of mouse ubiquitin conjugating enzyme 7 

mtArop^nff nrntpin S fTTRPF7TPM mRNA 


NM014016 


Homo sapiens SAC1 suppressor of actin mutations 1-like (yeast) (SACM1L), 

mPXT A 

rniviN/\ 


XTA/f Ol ^ 1 

INM UIjIDO 


TJ/vmn coi-iif»r»Q "RFSsT rorenrp<;«;or TRCOR^ mRNA 


XTA/f A1 1 HH 
JNM_U1 D D D 1 


u Amn cQm>n<: translocate of inner mitochondrial membrane 22 homolog (yeast) 
(TIMM22), mRNA 


NM_01 3Z3J 


HJrt-KY-irt oaTvimc oprinp tbreoninp kinase i'5nTE20/SPS 1 homolog. veast) 

CSTK39), mRNA 


NM 006595 


Homo sapiens apoptosis inhibitor 5 (API5), mRNA 


NM 006402 


Homo sapiens hepatitis B virus x interacting protein (HBXIP), mRNA 


NM_006351^ 


Homo sapiens translocase of inner mitochondrial membrane 44 homolog (yeast) 
(TEV1M44), mRNA 


1 NM 006327 


Homo sapiens translocase of inner mitochondrial membrane 23 homolog (yeast) 
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(TIMM23), mRNA 


NM_006335 


Homo sapiens translocase of inner mitochondrial membrane 17 homolog A 

/, /TTTV JT\ A 1 H A \ „_T) XT A 

(yeast) (1JLMM1 /A), mKNA 


NM_006420 


Homo sapiens ADP-ribosylation factor guanine nucleotide-exchange factor 2 
(breieldin A-inhibited) (AKbLrhrZ), mKNA 


NM 005992 


Homo sapiens T-box 1 (TBX1), transcript variant B, mRNA 


NM_005834 


Homo sapiens translocase of inner mitochondrial membrane 17 homolog B 
(yeast) (T1MM17B), mRNA 


NM_000385 ! 


Homo sapiens aquaponn 1 (channel-formmg integral protein, 28kD) (AQP1), 
mRNA 


NM__002S91 


Homo sapiens Ras protein-specific guanine nucleotide-releasing factor 1 
(RASGRF1), mRNA 


NM_000963 


Homo sapiens prostaglandin-endoperoxide synthase 2 (prostaglandin G/H 
synthase and cyclooxygenase) (PTGS2), mRNA 


NM_002792 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 7 

/TTOTV JT A ""7\ TT ~X T A 

(PSMA7), mRNA 


NM 002335 


Homo sapiens low density lipoprotein receptor-related protein 5 (LRP5), mRNA 


NM_001402 


Homo sapiens eukaryotic translation elongation factor 1 alpha 1 (bbrlAl), 
mRNA 


NM 080677 


Homo sapiens dynem light chain 2 (Dlc2), mKNA 


NM 080672 


TX ' AnTTdTil 1 "1 — /TT1 TT)f\\ TT \T A 

Homo sapiens 09H4T4 like (HI 7739), mRNA 


NM_080671 


Homo sapiens potassium voltage-gated channel, Isk-related subfamily, gene 4 

/Tr /T"V I 1 ' A "\ TT XT A 

(KCNE4), mRNA 


NM 080670 


tt - M _ _ TTTT/"T?XT ~T~T."?VT A AAOAT1 ^ /TV fif~lt~ x '^ c A 1 \ tv»T>TVTA 

Homo sapiens similar to RIKbN cDNA zoiOOiUJlo gene (MOC2!)41) > mKNA 


NM 080669 


Homo sapiens similar to KIKEN cDNA 1 1 IDUUzUUo gene (M<jUyjo4), mKNA 


NM 080667 


Homo sapiens similar to RIKEN cDNA 493142&D14 gene (MUU1D4U /), mKNA 


NMJ)S0665 


Homo sapiens similar to RJKEN cDNA B2301 18Cj17 gene (MoUiyoU4), 

rjXT A 

mRNA 


NM 080664 


Homo sapiens similar to KilsJiN cujna 4y3Uj /esruo gene ^ivivj^yy iz), mtvLN/v 


NM 080662 


Homo sapiens similar to KlrLbN cDNA lolUUzzr 1 1 gene (JVICjC4z5i ), mKNA 


NM 080660 


Homo sapiens similar to JbUJsJiN cJUNA lzUUU!4Nio gene (ivivjr^i4Zoyj, mtUN/\ 


NM 060659 


Homo sapiens similar to KJUsJbN cjjna iuujuouo gene ^ivioi^ iHojy), mtv±N/\ 


TvTTV JT AO A^C7 


Homo sapiens vipirin (cig5), mRNA 


NM 080655 


Homo sapiens similar to RJKEN cDNA 5730528L13 gene (MGC17337), mRNA 


NM 080654 


Homo 1 sapiens NY-RJbN -4 1 antigen (N Y -KbN -41), mKNA 


NM 080653 


Homo sapiens similar to KJJsJbN ciJNA4y3UDUUv_/i4 gene ^JVHji^yo4ij, mKJN/\ 


NM 0S0652 


Homo sapiens similar to KLKiiN cDNA 573Uo/oNUo gene (JVlvjd!>3y /), mKJNA 


NM 004296 


Homo sapiens regulator ot u-protem signalling o (KOrbo), mKNA 


NM_014234 


Homo sapiens FabG (beta-ketoacyl- [a cyl -carrier-protein] reductase, E coli) like 

/"T~* _ 1 " \ AT"? A TT /™i T \ _^TT"KT A 

(E. coli) (FABGL), mRNA 


NM UZ4//D 


riomo sapiens gemm o (^i^ivijjnoj, niKjN/\ 


NM UoUozo 


xlomo sapiens r>Kl3 oinaing protein ^tSKJL-JoJr), rnKiN/\ 


NM UouoZ!) 


riomo sapiens cnromosome zu open reading irame xou ^v_/Zuoriiou^, ruivL>i/\. 


NM UoUolo 


riomo sapiens cnromosome zu open reaamg rrame 1 iz ^zuoni i^-Jj mru.N/\ 


•XTTV if ACA^ 1 O 

NM UoUolZ 


riomo sapiens uvJo/oao iamny memoer d \kj/\l> d ), mrviN/v 


"XTTV Jf f\Qr\/Zf\i 

NM UoUoU / 


riomo sapiens cnromosome zu open reaamg irame luz ^zuornuz), mrsJN/v 


1N1YX UOUVJUJ 


Unmo cQTiipnc rVirnmnQfiTtip 70 rtTien reaHino" rramp 1 (\) rC90nr*fl69^ mRNA 


NM 032019 


Homo sapiens histone deacetylase 10 (HDAC10), rnRNA 


NM 030815 


Homo sapiens chromosome 20 open reading frame 126 (C20orfl26), mRNA 


NM 020841 


Homo sapiens oxysterol binding protein-like 8 (OSBPL8), mRNA 


NM 020764 


Homo sapiens cask-interacting protein 1 (CASKIN1), mRNA 


NM 016436 


Homo sapiens chromosome 20 open reading frame 104 (C20orfl04), mRNA 
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MM 099104 


Homo s aniens chromosome 20 onen readinff frame 67 fC20orf67), mRNA 


NM 080546 


Homo sapiens CDw92 antigen (CDW92), mRNA 


MM 01 SS1 1 


Womo saniens chromosome 20 onen readiner frame 4 fC20orf4\ mRNA 


MM 0091 1 6 


TTrvmo QnnipnQ maior historomnati ni1"ii"V comnlex class 1. A (HLA-A). mRNA 

XJLvlllVJ OdjJlwllo XXXCX | \JX 111 O \.VJ\s\J XX XyJClLX LJ X XX Ljf \s\JLX JplvAj vauuv? , *■ x J. *i.w.vi ' ■* *■ 


NM 023017 


Homo sapiens phosphoinositide 3 -kinase enhancer (PIKE), mRNA 


XTTV/f nOAQ^^ 

inivi uzuyjo 


xiomo sapiens zinc linger proiem 01/ ^ZjInj^ d 1 / 7, iiuviNn. 


NM_005037 


Homo sapiens peroxisome proliferative activated receptor, gamma (PPARG), 

•mPTsJA 
nitvLN/\ 


XTA/1 HI COAX 
JNM UloZUO 


iiomo sapiens vacuolar protein surimg jj ^yea-si; ^ vxl)jj^, iixivi^-ty 


VTN/T OI/IOOI 

JNM_UI4UUJ 


xiomo sapiens LsE/\lJfrl ^/\sp-Ol U~/\la-/\sp/ xlis J uua poiypcpuuc jo ^jjajoj, 

mRNA 


JNM_lrUo44Z) 


riomo sapiens r J\ro pre -rniviN t\ processing ldcior o iioniuiug ^ycasi^ s\jr r oj, 
mRNA 


"KTA/T Af\1^7^ 

JNjVL UUoO/j 


riomo sapiens pre - n lkjin /\ processing lacior 10 \r xsjt ioj, iixs\±\^\ _^ 


NM 006214 


Homo sapiens phytanoyl~CoA hydroxylase (Refsum disease) (PHYH), mRNA 


XT7V /f f\f\ A^H A 

NM_0U4374 


riomo sapiens cytocnrome c oxioase suoumt vie i^^y^oL^, nuciear gene 
encoding mitochondrial protein, mRNA 


NM_001&63 


Homo sapiens cytochrome c oxiaase suDunit vid ^L7-a.ox5J, nuciear gene 
encoding mitochondrial protein, mRNA 


NM_005205 


Homo sapiens cytochrome c oxidase subunit Via polypeptide 2 (COX6A2), 
nuciear gene encoumg mnocnonQnai proiem, iruxiN/^. 


NM_004373 


Homo sapiens cytochrome c oxidase subunit Via polypeptide 1 (COX6A1), 
nuciear gene encoumg imiocnunuria.i protein, iijj\_l>*/^ 




xiomo sapiens cyiocnrome c oxiaase suoumt iv lsoiorm z ^v^wyv^+iz,;, nucicai 
gene encoding mitochondrial protein, mRNA 


JNM U3z4csy 


nomo sapiens acrosm omamg proiem \j\\^ssj^r j, iiitnj.n/-v 


NM_080476 


Homo sapiens CDC91 cell division cycle 91 -like 1 (S. cerevisiae) (CDC91L1), 
mRNA 


NM 080473 


riomo sapiens uAlA oinamg piotem j (uAIAD), rnxvJN/\ 


NM_002121 


Homo sapiens major histocompatibility complex, class n, DP beta 1 (HLA- 

r\T)D 1 \ mT> XT A 

UJrJtJlJ, mKJN/A 


NM_078470 


Homo sapiens COX 15 homolog, cytochrome c oxidase assembly protein (yeast) 
(COX15), nuclear gene encoding mitochondrial protein, transcript variant 1, 
mKJNA 


NM_UU43 I j 


riomo sapiens v^laai 1 nomoiog, c^oenrome c oxiuase dssemoiy pruieiii ^ycdsi^ 
^v^laa- 1 1 ^, nuciear gene encoumg miiocnonuriu.i pruLcm, iiiru.N«rv 


JNJV1_UUX JUJ 


TJrvmrt coni»np {~*(~YST 1 A Virvt-i-k/-*1 r\rr p\H-Ar»VirATnP r* AYIfi qcp Q CCPTnV\1\/ TVTrktPITi VipTTIP 

nomo sapiens l-uaiu nomoiog, cyrocnroiiic u uA.iciaoC' di&cnnjiy piuLC/in, 

A /farT-ipe-w1trc»ncff»riac<=» ^-v/p^ct^ ^r s, O"V10^ nnplpar crPTip pTiPodincy mitocbondrial 

/\/ld.rilCSy iLlaIlolCIa.SC ^ycaSL^ ^V-/vyAlv^, IlLlVlC/a-l gv^llv^ cii^uuiiig, 1111 uj^injmai lai 

r»r otpi n rnP "NT A 


MM 0S409R 


Hnmo cJimpnc opvl — tyiq 1 r^n\/l prinrlpncinor PTl 7vm6* i A IVl A 1. 1 TTlR N A 


NM 0^94RS 


Homo ^anien*? chromosome 20 onen reading frame 154 fC20orf 1 ^4) mRNA 


MM 0^^149 


T-Tomo <;anipn<? trinfirtitp motif-fiontaininp" 7 fTRHVI7K mRNA 

IlUlllVJ ouJJlUllo tl 1 [Jai LJl YXXKJ\.XX y^yji-XVCiXYXXYXfo 1 \ -»- - 1 - VJ - LT ' L 1 *■ 


"MM" 0^491 


Homo ^aniens chromosome 20 onen readine: frame 161 fC20orfl61\ mRNA 


MM 0^^197 


Homo saniens chromosome 20 onen reading frame 1 14 fC20orfl 14^ mRNA 


NM 020866 


Homo sapiens kelch-like 1 OOrosophila) (KLHL1), mRNA 


MM 019RS1 


Womo saniens rbromocomp 90 onpn rpadinff frame 100 fC20orfl00^ mRNA 


NM 032523 


Homo sapiens oxysterol binding protein-like 6 (OSBPL6), mRNA 


NM 020896 


Homo sapiens oxysterol binding protein-like 5 (OSBPL5), mRNA 


NM 015550 


Homo sapiens oxysterol binding protein-like 3 (OSBPL3), mRNA 


NM_031473 


Homo sapiens carnitine deficiency-associated gene expressed in ventricle 1 
(CDV-1), mRNA 


NM 030801 


Homo sapiens MAGE-E1 protein (MAGE-E1), mRNA 
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NM 025128 


Homo sapiens MUool endonuclease (MUoolj, mKiNA 


NM 024958 


Homo sapiens chromosome 20 open reading frame 98 (C20orf98), mRNA 


NM 024663 


Homo sapiens aminopeptidase-like 1 (NPEPL1), mRNA 


NM 024586 


Homo sapiens oxysterol binding protein-like 9 (OSBPL9), mRNA 


NM 024120 


Homo sapiens chromosome 20 open reading frame 7 (C20orf7), mRNA 


NM 022776 


Homo sapiens oxysterol binding protein-like 11 (UoBJrJLl 1), mKJNA 


NM 022109 


Homo sapiens CDw92 antigen (CDW92), mRNA 


NM 022088 


Homo sapiens zinc finger protein 338 (ZNF338), mRNA 


NM 021158 


Homo sapiens chromosome 20 open reading frame 97 (C20ori97), mRNA 


NM 021232 


Homo sapiens proline dehydrogenase (oxidase) 2 (PRODH2), mRNA 


NM 021220 


Homo sapiens zinc finger protem 339 (ZNF339), mRNA 


NM_021039 


Homo sapiens S100 calcium binding protein A14 (calgizzann) (S100A14), 
mRNA 


NM 020659 


T-r , , i 11 /T"v 1 * "1 \ /» ■ tt T -f \ T> X T A 

Homo sapiens tweety homolog 1 (Drosophila) (TTYH1), mRNA 


NMJH8972 


Homo sapiens ganglioside-induced differentiation-associated protein 1 
(GDAP1), mRNA 


NM 017921 


Homo sapiens hypothetical protem FLJ20657 (NPL4), mRNA 


NM 017784 


Homo sapiens oxysterol binding protein-like 10 (OSBPL10), mRNA 


NMJ 17731 


Homo sapiens oxysterol binding protein-like 7 (OSBPL7), mRNA 


NMO 18209 


Homo sapiens ADP-ribosylation factor 1 GTPase activating protein 

/* A TP* T"» 1 A -f-fc-v i-» 'VTA 

(ARF1GAP), mRNA 


NM 018102 


Homo sapiens zinc finger protein 334 (ZNF334), mRNA 


NM 015891 


TT t» "X.T A 1 * _j -1 >—f /T*T> T\ 1 TV - - T*> \ T A 

Homo sapiens pre-mRNA splicing factor 17 (PRP17), mRNA 


NM 016599 


Homo sapiens myozenin 2 (MYOZ2), mRNA 


NM 014962 


Homo sapiens BTB (POZ) domain containing 3 (BTBD3), mRNA 


NM 014S35 


TT • a 11*1* , • 1*1 <^ //'NflTM^T T|\T A 

Homo sapiens oxysterol bmdmg protem-hke 2 (OSBPL2), mRNA 


NM 014723 


Homo sapiens syntaphilm (SNPH), mRNA 


NM 014183 


Homo sapiens dynem light chain 2A (DNLC2A), mRNA 


NM_014055 


Homo sapiens carnitine deficiency-associated gene expressed in ventricle 1 
(CDV-1), mRNA 


NM 014477 


Homo sapiens chromosome 20 open reading frame 10 (C20orll0), mRNA 


NM 012261 


Homo sapiens chromosome 20 open reading frame 103 (C20orfl03), mRNA 


NM 013369 


Homo sapiens DNA (cytosme-5-)-methyltransferase 3-hke (DNMT3L), mRNA 


NM 012469 


Homo sapiens chromosome 20 open reading frame 14 (C20orfl4), mRNA 


NM 012291 


Homo sapiens extra spindle poles like 1 (S. cerevisiae) (ESPL1), mRNA 


NM 007002 


Homo sapiens adhesion regulating molecule 1 (ADRM1), mRNA 


NM_006809 


Homo sapiens translocase of outer mitochondrial membrane 34 (TOMM34), 
mRNA 


NM 006813 


Homo sapiens proline rich 2 (PROL2), mRNA 


NM_002509 


Homo sapiens NK2 transcription factor homolog B (Drosophila) (NKX2B), 
mRNA 


NMJ)80474 


•■»■» ♦ aT . X .• • 1 •* • i 1J T^\ S 11 * \ 

Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), i 
member 12 (SERPINB12), mRNA 


NM 006009 


Homo sapiens tubulin, alpha 3 (TUBA3), mRNA 


NM_003463 


Homo sapiens protein tyrosine phosphatase type IV A, member 1 (PTP4A1), 
mRNA 


NM 019888 


Homo sapiens melanocortm 3 receptor (MC3R), mRNA ! 


NM 001846 


Homo sapiens collagen, type IV, alpha 2 (COL4A2), mRNA 


NM_079422 


Homo sapiens myosin, light polypeptide 1, alkali; skeletal, fast (TvIYLl), 
transcript variant 3f, mRNA 


NM_079420 


Homo sapiens myosin, light polypeptide 1, alkali; skeletal, fast (MYL1), 
transcript variant If, mRNA 
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XTA/T AAA7CK 
JNJVJ. UUU / SO 


nomo Sapiens aoparninc receptor ljz, yuxs^Lj^.), traiisoiipt valiant i, iiirvi>rA. 


NM 016574 


Homo sapiens dopamine receptor D2 (DRD2), transcript variant 2, mRNA 


JNJV1_U /yoD 1 


xiomo sapiens jd i \jd associated nuciear protein ^xj/vtnx ) 9 transcnpi van am z, 
mRNA 


JNM Ul / boy 


xiomo sapiens dIuj associated nuciear protein ^jd/yinxj, transcnpi variant i, 
mRNA 


JNiVl_07y425 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscle (MYL6), transcript variant 3, mRNA 


NM_0 79424 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscle ^jvi x jlo j, transcnpi vanant , mxu.N/\ 


XTA/T A70/101 

JNJV1_U /yHZj 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscie jivi i i^oj, iransonpt variant z, iritvi>r\ 


XT\/T A9 1 H 1 Q 
IN1V1_UZ IK) ly 


xiomo sapiens myosin, ngni polypeptide o, diRaii, smooin muscie dnu non- 

mUSClC ^IVJL I L^KjJ, tranSC/lipi VallallL 1, IIUxJ.>^n. 


XTN/f AAzl^AQ 
1N1V1 UU4jU7 


Jriomo sapiens oir i iu nuciear oooy protein ^or i iuj, transcript vanant a, mjsj.N/\ 


TvfN/T aqa^ioa 
INIVI U5U4i4 


jriomo sapiens ojt i iu nuciear oooy protein ^ojt 1 iwj, transcnpi vanant c, miviN/\ 


xnv/T aaa^ia 

INiVl Ul/HDIU 


riomo sapiens oJr i iu nuciear oooy protein ^on iuj? transcript variant d, iiixviN/A. 


fNlvl UU^O 


xiomo sapiens peanut-iiKe z ^urosopnna^ ^riNuiLZj, transcript vanant 1, nuviN-rt. 


TvTN/T nSOAI'7 
iNiVL UoU^fl / 


xiomo sapiens peanut-nice z ^L^rosopnnai {Jlinu iiwZ^, transcnpi vanant niixiN-rv 


IN1V1 U5UH-IO 


xiomo sapiens peanut-iiKe z v.JL'rosopniiaj ^xinui-LtZj, transcnpi vanant 3, mxviN^v 


NM 080415 


Homo sapiens peanut-like 2 (Drosophila) (PNUTL2), transcript variant 2, mRNA 


IN1V1 UUZ 11/ 


xiomo sapiens major nistocompationity complex, ciass 1, ^xii-rA-v^j, miviN/\ 


NM 005514 


Homo sapiens major histocompatibility complex, class I, B (HLA-B), mRNA 


\[p AA1 OA«7 


Homo sapiens mitochondrion, complete genome 


XTTVVT AO A/1 OH 


rlomo sapiens syndecan binding protein (syntenm) 2 (^UUxSrZ), rnKlNA 


JNMUU 1 yy 1 


Homo sapiens Finkel-Biskis-Reilly murine sarcoma virus (FBR-MuSV) 
ubiquitously expressed (fox derived); ribosomal protein S30 (FAU), mRNA 


JNJV1_U:> / 1 /y 


Homo sapiens likely ortholog of mouse and rat twist-related bHLH protein 
Dermo-l (DERMOl), mRNA 


xta/t aaiaac 


xiomo sapiens noosomai protein o^f, i-nriKed ^xvJtoh-i ), mKJN/v 


NM 001007 


Homo sapiens ribosomal protein S4, X-linked (RPS4X), mRNA 


TvTA/f AAC1AO 

JNM_UU>iyZ 


Homo sapiens cyclin-dependent kinase inhibitor 3 (CDK2-associated dual 
specificity phosphatase) (CDKN3), mRNA 


JNM_U lyQZ 1 


Homo sapiens cyclin-dependent kinase inhibitor 2D (pi 9, inhibits CDK4) 
(CDKN2D), transcript variant 2, mRNA 


XTTV K A A 1 OA A 


Homo sapiens cyclin-dependent kinase inhibitor 2D (pi 9, inhibits CDK4) 
(CDKN2D), transcript variant 1, mRNA 


NM__07bozo 


Homo sapiens cyclin-dependent kinase inhibitor 2C (pi 8, inhibits CDK4) 
(CDKN2C), transcript variant 2, mRNA 


JNM_UU12o2 


Homo sapiens cyclin-dependent kinase inhibitor 2C (pi 8, inhibits CDK4) 
^v^-L'jsj.nz^j, transcript vanant i, mj\jN/\ 


1N1V1_U / 0^0 / 


xiomo sapiens cycnn-oependent Kinase mniDitor zx> npi j, inniDiis k^xjssj^) 
^ v^i^xviN Z.X5 ) 9 transcript variaiit z., niisj.>i^v 


NM_004936 


Homo sapiens cyclin-dependent kinase inhibitor 2B (pi 5, inhibits CDK4) 
\^v_^j_^£vi>i jle> tiansciipt valiant i, iiixsjln/\ 


NM 004896 


Homo sapiens vacuolar protein sorting 26 (yeast) (VPS26), mRNA 


INiVl 


xj-vJiiiv/ oapiciis Drvrr ic^cpiui ^ jd jt\j? r iv ) , iillvJLN xA. 


NM 022648 


Homo sapiens tensin (TNS), mRNA 


NM_078480 


Homo sapiens fuse-binding protein-interacting repressor (SIAHBP1), transcript 
variant 1, mRNA 


NM_0 14281 


Homo sapiens fuse-binding protein-interacting repressor (SIAHBP1), transcript 
1 variant 2, mRNA 
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JNM_U04740 


Homo sapiens iCjrrJl-inaucea anti-apoptotic factor 1 (llAr 1), transcript variant 

o XT A 
Z, mKlNA 


NM_078471 


Homo sapiens TGFB1 -induced anti-apoptotic factor 1 (TIAF1), transcript variant 

1, mJtsJN/V 


NM_001S52 


Homo sapiens collagen, type IX, alpha 2 (COL9A2), mRNA 


NM 07o4o5 


Homo sapiens collagen, type IX, alpha 1 (GOL9A1), transcript vanant 2, mRNA 


NM 001851 


Homo sapiens collagen, type IX, alpha 1 (COL9A1), transcript variant 1, mRNA 


NM_05402o 


Homo sapiens CCR4-NOT transcription complex, subumt 7 (CNOT7), transcript 
variant 2, mRNA 


NM_013354 


TT /— t /Tr* y| XT/XT' j . • -i • , /—i //Tk TATvrN < . 

Homo sapiens CCR4-NOT transcription complex, subumt 7 (CNOT7), transcript 
variant 1, mRNA 


NM_004064 


Homo sapiens cyclin-dependent kinase inhibitor IB (p27, Kipl) (CDKN1B), 
mRNA 


NM_000389 


Homo sapiens cyclm-dependent kinase inhibitor 1 A (p21, Cipl) (CDKN1A), 
transcript variant 1, mRNA 


NM_078467 


Homo sapiens cyclm-dependent kinase inhibitor 1A (p21, Cipl) (CDKN1A), 
transcript variant 2, mRNA 


NM_003936 


Homo sapiens cyclin-dependent kinase 5, regulatory subunit 2 (p39) (CDK5R2), 

T» XT A 

mRNA 1 


NM 004642 


Homo sapiens CDK2-associated protein 1 (CDK2AP1), mRNA 


NM 078481 


T T • y^tTX /X j * y* /XI X /X ^TX a * j * a ■! "Tl "V T A 

Homo sapiens CD97 antigen (CD97), transcript variant 1, mRNA 


NM 001784 


Homo sapiens CD97 antigen (CD97), transcript variant 2, mRNA 


NM_080432 


Homo sapiens vacuolar protein sorting protein 18 (VPS 18), transcript variant 2, 
mRNA 


NM_020857 


Homo sapiens vacuolar protein sorting protein 18 (VPS 18), transcript variant 1, 
mRNA 


NM_080414 


Homo sapiens vacuolar protein sorting 16 (yeast) (VPS 16), transcript variant 2, 

T»"K.T A 

mRNA 


NM_05U413 


Homo sapiens vacuolar protein sorting 16 (yeast) (VPS 16), transcript variant 3, 
mKJMA 


NM_022575 


Homo sapiens vacuolar protein sorting 16 (yeast) (VPS 16), transcript variant 1, 
mKJNA 


JNM UZl /Zy 


Homo sapiens vacuolar protein sorting 1 1 (yeast) (VPS1 1), mRNA 


NM 005806 


Homo sapiens oligodendrocyte lineage transcription factor 2 (OLIG2), mRNA 


JNM UlzlUo 


Homo sapiens binder oi Arl Two (BART1), mRNA 


NM_006095 


Homo sapiens ATPase, aminophospholipid transporter (APLT), Class I, type 8A, 
member 1 (AlFbAl), mRNA 


NM 058241 


Homo sapiens cyclin T2 (CCNT2), transcript variant b, mRNA 


TvTTV AT r\f\ 1 O/i 1 

NM 001241 


Homo sapiens cyclin T2 (CCNT2), transcript variant a, mRNA 


XTA yf AA 1 O/IA 

NM 001240 


Homo sapiens cyclin Tl (CCNT1), mRNA 


*KT\AT AAA/ll/l 

NM_0 00474 


Homo sapiens twist homolog (acrocephalosyndactyly 3; Saethre-Chotzen 
syndrome) (Drosopmla) (TWIST), mRNA 


NM 080475 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 

„~ ^ 1^ „ 1 1 /CCD T^TXTT* 1 1\ T»"KT A 

member 11 (oJ^KPlNBll), mRNA 


NM 021209 


Homo sapiens caspase recruitment domain protein 12 (CARD 12), mRNA 


"XTA Jf A1 /(CCA 

NM 014550 


Homo sapiens caspase recruitment domain protein 10 (CARD 10), mRNA 


IN1V1 V IZZo / 


riomo sapiens centaunn, beta z (L^xiJN ii52), mKJN/\ 


NM_007049 


Homo sapiens butyrophilin, subfamily 2, member Al (BTN2A1), transcript 
variant 1, mRNA 


NM_078476 


Homo sapiens butyrophilin, subfamily 2, member Al (BTN2A1), transcript 
variant 2, mRNA 


NM 004444 


Homo sapiens EphB4 (EPHB4), mRNA 
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NM 004443 


Homo sanierr? Fr>hB3 fEPHB3 > ) mRNA 


NM 004442 


Homo sapiens EphB2 (T5PHB2), transcript variant 1, mRNA 


MM 017449 


TTomo canipTiQ FnVi"R9 rFPHR'? i tran^rrint variant 9 mPTsTA 

M^X\Jlll\J Dd|JlCllo 1 -{ " 1 HZ, ^J^fX XXXJ*^ J, llullol/1 l|Jl VdllClilL Z», lllXV-L^.TY 


NM 004535 


Homo sapiens myelin transcription factor 1 (MYT1), mRNA 


lNlVX UV/UOUv/ 


nuiiiu sdpiens maie-speiviiiv/ icuidi o-iiKe i ^.L/rosopniia^ ^ivioJL».jJLij, transcript 
variant 3, mRNA 


TsTM 07R630 

xNlVX VJ / OUJU 


noniu sapiens mdie- bp ecii it/ icuidi o-iuve 1 ^i^ro&opmid^ ^ivio.LOJLrij, udJiscript 
vjinatrf" 9 < mT?"\TA 

VH.Ila.lIL , 1 1 1IV1 N A 


TsJM 07R69Q 


T-TfAtnr* onniATto mQlp-cnpri "fir* 1 f*tVi q 1 1 _1 1 /Tiiv»ervr*Vi"i1a l flV^QT IT 1 ^ frQ-nc^rint 
XlVllllJ adpiCIlb IIldlC-apCL/lllU Idllcll j-llKC I ^JLTCJalJpilXId^ ^IVxoJLr Jiv 1 J, UdlloLXipt 

T/ori Qtrt' 1 ml? "NX A 

VdlidllL I, IIIXSJL^-TV 


NM_078628 


Homo sapiens male-specific lethal 3-like 1 (Drosophila) (MSL3L1), transcript 

vnriaTil" 4 mT2 7\T A 

V dl 1 CLl 1 L 11IXV1 N -Ti. 


NM 080431 


Homo sapiens actin related protein M2 (ARPM2), mRNA 


iNivl UoWjU 


nomo sapiens selenoprotein oeiivi ^oxSJUivt^, mj\j.N/\ 


1N1V1 UDZ^^f^f 


xiomo sapiens puiauve soaium-coupiea coiransponer xvivo 1 1 ^jkjvo i 17, nii\iN/\ 


NM_024831 


Homo sapiens nuclear receptor coactivator 6 interacting protein (NCOA6BP), 
ni±viN/\ 


IN1V1 ujZOUj 


nomo sapiens soiute carrier lamny / ^canonic ainino acia iransponer, y > 

ayolCIIlJ, IllCIIIUCX D ^LjJLrV_- / r\.-j I, liiXvlN/n. 


INlvl UOUjOJ 


xiomo sapiens caruoxypepuaase /\j ^i^x /\.-> ), mixiN/v 


In 1V1 \J 1 OH 1 0 


no in o sapiens /vrv_/i i anapnase promoting complex suDunii 1 1 nomoiog ^yeasxj 
fANAPfl 11 mPNA 




XxUiliU £>dpiCllo 4J.ClCllolll ? UCLd *r yxJJZiJL XJ'-rJ } IXJXViN/A. 


NM 032646 


Homo sapiens tweety homolog 2 (Drosophila) (TTYH2), mRNA 


rNlvx \j\J\jy^o 


xiomo sapiens silver nomoiog ^mouse j ^oJlu v ^, rrirviN/\ 


NM 080390 


Homo sapiens my048 protein (my048), 111RNA 


"NTN/f ORO^RR 


nomo sapiens nypoxneiicai protein lvio^i /d/o ^ivivj^/1 / jzo mrviN/Y 


NM 080387 


Homo sapiens C-type lectin-like receptor (CLEC-6), mRNA 


>JA/T <iR09R4 
IN 1V1_U OUZOn 


nomo sapiens Air -Dinaing cassette, suD-iamiiy /v ^ajj^i ^, memoer o 
(ABCA6), mRNA 


Xnv/T 0R09R^ 


nomo sapiens /\ur-Dinuing cassette, suD-iamiiy j\ memoer y 


NM_080282 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 10 


xNxVx Uv/uJ 4 T^ 


nomo sapiens caicium/caimouuiin-aepenaent pro tern Kinase Kinase z, ueta 
rPAMKK9i mRNA 


NM 007200 

J.NJ.VA V/V/ / jL*\J \J 


1-T rtmA oo-r\i f^Tx c A in q c/=» /TPT? XC A \ ^nclnrw nrntfin i'X ( W A P 1 ^ » rnT? 7\J A 

X XUlllvX odjJlt'llo i \ iSJllCloC ^XXVXVjTVy aXll/UVXL JJ1LILC111 i J ^/VlvrtX l-/^ 5 IIIXVIN 


NM 00^476 


xxuiiiu bajjiciib niyuoiii, iigiit i^vyij' jjcpiiuc *+, aiivdii, du id.i, ciiiui y uino ^ivx i i^t^, 

mRNA 


NM 001853 


Homo sapiens collagen, type IX, alpha 3 (COL9A3), mRNA 


NM 006001 


numu bdpicns LLiuuiin, dipiid ^ \x \j i->r\^L i, trdnbcnpt vdridni i, TixrviNi-v 


NM 079836 


Homo sapiens tubulin, alpha 2 (TUBA2), transcript variant 2, mRNA 


1N1V1 UUOUUU 


nomo sapiens tubulin, alpna i ^testis speciiicj ^l UrJAlj, mKJNA 


XTA/T 004176 
1N1V1 \J\JHDf\J 


Homo sapiens COX 15 homolog, cytochrome c oxidase assembly protein (yeast) 
^L/UAi jj, nuciear gene encoding mitocnonuriai protein, uranscnpt variant z, 


NM_024407 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 7 (20kD) 
(NADH-coenzyme Q reductase) (NDUFS7), mRNA 


NM 078625 


Homo sapiens vanin 3 (VNN3), transcript variant 2, mRNA 


NM 018399 


Homo sapiens vanin 3 (VNN3), transcript variant 1, mRNA 


NM 078488 


Homo sapiens vanin 2 (VNN2), transcript variant 2, mRNA 


NM 004665 


Homo sapiens vanin 2 (VNN2), transcript variant 1, mRNA 
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NM 013245 


Homo sapiens vacuolar protein sorting factor 4A (VPS4A), mRNA 


NM_058240 


Homo sapiens solute carrier family 8 (sodium-calcium exchanger), member 3 
(SLC8A3), transcript variant b, mRNA 


NM_033262 


Homo sapiens solute carrier family 8 (sodium-calcium exchanger), member 3 
(SLC8A3), transcript variant a, mRNA 


NM 004869 


Homo sapiens suppressor of K+ transport defect 1 (SKD1), mRNA 


NM 078474 


Homo sapiens BBP-like protein 2 (BLP2), transcript variant 1, mRNA 


NM 025141 


Homo sapiens BBP-like protein 2 (BLP2), transcript variant 2, mRNA 


NM 078473 


Homo sapiens BBP-like protein 1 (BLP1), transcript variant 1, mRNA 


NM 031940 


Homo sapiens BBP-like protein 1 (BLP1), transcript variant 2, mRNA 


NM 020749 


Homo sapiens AT2 receptor-interacting protein 1 (ATIP1), mRNA 


NM_0 18672 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 5 
(ABCA5), mRNA 


NM 020177 


Homo sapiens feminization 1 homolog a (FEM1 A), mRNA 


NM 002088 


Homo sapiens glutamate receptor, ionotropic, kainate 5 (GRIK5), mRNA 


NM 006835 


Homo sapiens cyclin I (CCNI), mRNA 


NM 001239 


Homo sapiens cyclin H (CCNH), mRNA 


NM 014286 


Homo sapiens frequenin homolog (Drosophila) (FREQ), mRNA 


NM 006650 


Homo sapiens complexin 2 (CPLX2), mRNA 


NM_006651 


Homo sapiens complexin 1 (CPLX1), mRNA 


NM_006463 


Homo sapiens associated molecule with the SH3 domain of ST AM (AMSH), 
mRNA 


NM 001850 


Homo sapiens collagen, type VHI, alpha 1 (COL8A1), mRNA 


NM_000094 


Homo sapiens collagen, type VH, alpha 1 (epidermolysis bullosa, dystrophic, 
dominant and recessive) (COL7A1), mRNA 


NM_000077 


Homo sapiens cyclin-dependent kinase inhibitor 2 A (melanoma, pi 6, inhibits 
CDK4) (CDKN2A), transcript variant 1, mRNA 


NM_058197 


Homo sapiens cyclin-dependent kinase inhibitor 2 A (melanoma, pi 6, inhibits 
CDK4) (CDKN2A), transcript variant 3, mRNA 


NM_058196 


Homo sapiens cyclin-dependent kinase inhibitor 2 A (melanoma, pi 6, inhibits 
CDK4) (CDKN2A), transcript variant 2, mRNA 


NM_058195 


Homo sapiens cyclin-dependent kinase inhibitor 2 A (melanoma, pi 6, inhibits 
CDK4) (CDKN2A), transcript variant 4, mRNA 


NM_014800 


Homo sapiens engulfment and cell motility 1 (ced-12 homolog, C. elegans) 
(ELMOl), mRNA 


NM 079834 


Homo sapiens secretory carrier membrane protein 4 (SCAMP-4), mRNA 


NM 019110 


Homo sapiens hypothetical protein PI p373c6 (P1P373C6), mRNA 


NM_022086 


Homo sapiens engulfment and cell motility 2 (ced-12 homolog, C. elegans) 
(ELM02), mRNA 


NM 058183 


Homo sapiens SON DNA binding protein (SON), mRNA 


NM 003103 


Homo sapiens SON DNA binding protein (SON), mRNA 


NM 030767 


Homo sapiens AT-hook transcription factor AKNA (AKNA), mRNA 


NM 058191 


Homo sapiens chromosome 21 open reading frame 66 (C21orf66), mRNA 


NM_015657 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 12 
(ABCA12), mRNA 


NM 020427 


Homo sapiens ARS component B (ARS), mRNA 


NM 021638 


Homo sapiens actin filament associated protein (AFAP), mRNA 


NM 005782 


Homo sapiens transcriptional coactivator (ALY), mRNA 


NM 031916 


Homo sapiens AKAP-associated sperm protein (ASP), mRNA 


NM_024083 


Homo sapiens alveolar soft part sarcoma chromosome region, candidate 1 
(ASPSCR1), mRNA 


NM 058230 


Homo sapiens zinc finger protein 354B (ZNF354B), mRNA 
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jNivi_uz iy^j 


TTntriA com'pnc VinmAlnff nf mAiicp RvR fRrvmViina varit-pata R VDaY ■nrnlcineticin 2 

XlOmO SapiCnb flOIIlUlUg kjL IllUUbC DVO ^jjuiiiuina vcxi ivgaia o i^j-^a^j pi uiuiiwuum ^ 

precursor (BV8), mRNA 


XTN/f A1 C70Q 

jnm uijjyy 


xlomo Sapiens oreast cancer metabiabib-bupprcbbui i v. I - >XVi *■ )■> ii-jvin-ty 


JNM UU/U/3 


jtiomo Sapiens diooq. vessel epicaruiai bu.uoiaiiuc \l> v j— )■> ullvin^v 


JNM_JJi / /Zo : 


TT cinionc -rvrnT^i-n Tit-ki"ic-r\ Via ta cf^ 1 TP cxi 1 1 p tr\T*\/ i mill nltof 1 QiinilTilt 1 ZlTj 
XlOniO Sapiens prULCUl pnOopilatabC i, icguiaiuiy ^liiiii \ji\.\jx j ouuuiiJL i*tj-/ 


NM_UUo«+:> 1 


riomo Sapiens poiyaLicnyiaic uiiiuiiig piLnciii-AiiiciaL/unjj piuiciii 1 ^rruj. i^, 
mRNA 


JNM UloU/3 


Jtiomo sapiens ooa protein oo-jo ^jo-ju ^, hlinj.n/^ 


JNJV1 VdZolZ 


Urt-rv^y-v comionci fumAr an r\ r\f Vi P»1 i C» 1 mQrVpr 7_7"<=»1 Q f"pH TYI*Pr*1 IfCrVT" ( I WA/T7P 1 TTlR IN A 

riomo Sapiens tumor entiouieuai iiiarivci /-iciaicu picouioui ^ a .lova / xy/, ^ai_l\_l^^v 


JNJVL UZZ/4o 


xionio sapiens xuinur enuoinciiai niarivci u ^ixz/iviu^, iiuvi^ 


jNiVL UjZ / / / 


XTj-\tv*/-» oonipnc +i i-mrk-p <=»ti Vi ^1 \cx\ mcirlrpr S nrpnircnr (' 1 I - * A/TS i mP A 
nOiuO bapicilb LUlillUl ciiduiiicii.ai niaiivv/i <j jjic»ouio«ji ^AjL^xvA^y, iiuviirv 


XTA/f 099770 
JNiVl__UZZ / iy 


u nrnA c^nipnc "nFATj/TT ^ A Qn-rTln- Ala- A^n/Ri^ box nolvnentide ^1 rDF)X3 1 ^ 


NM 018454 


Homo sapiens nucleolar protein ANKT (ANKT), mRNA 


XTNyf A1 CO 


xiomo sapiens uriomc j moriupiwjbpiiaLc iiyuiuiaac 1 ^^ivjurxaiy, iillvl>^v 


NM 078483 


Homo sapiens lysosomal amino acid transporter 1 (LYAAT1), mRNA 


NM 019606 


Homo sapiens nypotneticai protein rj_,jzuz3 / ^pljzuzd / mxuN/\ 


NM 015256 


Homo sapiens fattY-acid-Coenzyme A ligase, long-chain 6 (FACL6), mRNA 


NM_003393 


Homo sapiens wingless-type MMTV integration site family, member SB 
(WNT8B), mRNA 


NM_058244 


Homo sapiens wingless-type MM l V integration site iamny, memoer 5/\ 
(WIN 1 oAj, transcript variant z, mKJN/\ 


XTA x Aeon o 

NM_058235 


Jrlomo sapiens wingless-type ivllvi i v miegrauon site iamny , memoer / r> 
(WJN 1 /&), mJKJNA 


NM_004625 


Homo sapiens wingless-type MMTV integration site family, member 7A 

(VvJNl mKJNA 


NM 05S242 


Homo sapiens keratin 6C (KRT6C), mRNA 


XTTV x r\r\ c c c c 

NM 005555 


Homo sapiens keratm ori (JsJK.ior>), mKJN/\ 


NM 005554 


Homo sapiens keratin 6 A (KRT6A), mRNA 


NM_058207 


Homo sapiens sperm associated antigen 1 1 (prAm i ), transcript variant n, 
mRNA 


NM_U5o20o 


Homo sapiens sperm associatea antigen 1 1 ^s>.t.aaji i^, iranscnpi vananx r>, 
mRNA 


JNM_UjozU3 


Homo sapiens sperm associatea antigen 1 1 (or /wj i i transcript variant 
mRNA 


JNM UjozOz 


Homo sapiens sperm associatea antigen l i ^orAui i) 9 transcript variant n, 
mRNA 


NM_058201 


Homo sapiens sperm associatea antigen 1 1 (brAul l^, transcript variant u, 
mRNA 


NM_058200 


Homo sapiens sperm associated antigen 1 1 (brAOl l), transcript variant o, 
mRNA 


jNM_016512 


Homo sapiens sperm associated antigen 1 1 ^orAvji ij, iranscnpi variant j\, 
mRNA 


XTN /I" ACT1 OA 

JNM_UD / 1 oO 


Homo sapiens vacuolar protein sorting zy (yeastj (vrozy^, transcript variant 




UntYiA canipn c T/arnrklpr -nrnt^in <:nrtincr 90 ^vPflQt^ ^\/T > S29^ transcrint variant 1 

I1UH1U bapiCIlb VduUUlal ^Jl U Lt/lll iUl LIII^ y ^ytClOty ^ V J. J •> wunow i^i vaiioiu a, 

mRNA 


NM_053004 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 
l-like (GNB 1L), mRNA 


NM 003902 


Homo sapiens far upstream element (FUSE) binding protein 1 (FUBP1), mRNA 


NM 058217 


Homo sapiens RAD51 homolog C (S. cerevisiae) (RAD51C), transcript variant 
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3, mRNA 


NM_058216 


Homo sapiens RAD51 homolog C (S. cerevisiae) (RAD51C), transcript variant 
1, mRNA 


NM_002876 


Homo sapiens RAD51 homolog C (S. cerevisiae) (RAD51C), transcript variant 
2, mRNA 


NM_058179 


Homo sapiens phosphoserine aminotransferase (PSA), transcript variant 1, 
mRNA 


NM_021154 


Homo sapiens phosphoserine aminotransferase (PSA), transcript variant 2, 
mRNA 


NM_078469 


Homo sapiens BRCA2 and CDKN1A interacting protein (BCCIP), transcript 
variant C, mRNA 


NM_078468 


Homo sapiens BRCA2 and CDKN1A interacting protein (BCCIP), transcript 
variant B, mRNA 


NM_0 16567 


Homo sapiens BRCA2 and CDKN1A interacting protein (BCCIP), transcript 
variant A, mRNA 


NM_05S177 


Homo sapiens histone deacetylase 9 (HDAC9-PENDING), transcript variant 2, 
mRNA 


NM_058176 


Homo sapiens histone deacetylase 9 (HDAC9-PENDING), transcript variant 1, 
mRNA 


NMJ)22110 


Homo sapiens FK506 binding protein like (FKBPL), mRNA 


NM 012181 


Homo sapiens FK506 binding protein 8 (38kD) (FKBP8), mRNA 


NM 003602 


Homo sapiens FK506 binding protein 6 (36kD) (FKBP6), mRNA 


NM 004117 


Homo sapiens FK506 binding protein 5 (FKBP5), mRNA 


NM 002014 


Homo sapiens FK506 binding protein 4 (59kD) (FKBP4), mRNA 


NM_057092 


Homo sapiens FK506 binding protein 2 (13kD) (FKBP2), transcript variant 2, 
mRNA 


NM_004470 


Homo sapiens FK506 binding protein 2 (13kD) (FKBP2), transcript variant 1, 
mRNA 


NM_004116 


Homo sapiens FK506 binding protein IB (12.6 kD) (FKBP1B), transcript variant 
1, mRNA 


NM_054033 


Homo sapiens FK506 binding protein IB (12.6 kD) (FKBP1B), transcript variant 
2, mRNA 


NM_000801 


Homo sapiens FK506 binding protein 1 A (12kD) (FKBP1A), transcript variant 
12B, mRNA 


NM_054014 


Homo sapiens FK506 binding protein 1A (12kD) (FKBP1A), transcript variant 
12 A, mRNA 


NM_057175 


Homo sapiens hypothetical protein FLJ 13340 (FLJ13340), transcript variant 1, 
mRNA 


NM_025085 


Homo sapiens hypothetical protein FLJ13340 (FLJ13340), transcript variant 2, 
mRNA 


NM 014708 


Homo sapiens kinetochore associated 1 (KNTC1), mRNA 


NM 058199 


Homo sapiens olfactomedin 1 (OLFM1), transcript variant 3, mRNA 


NM 014279 


Homo sapiens olfactomedin 1 (OLFM1), transcript variant 1, mRNA 


NM_057174 


Homo sapiens peroxisomal biogenesis factor 16 (PEX16), transcript variant 2, 
mRNA 


NM 033118 


Homo sapiens myosin light chain kinase 2, skeletal muscle (MYLK2), mRNA 


NM 019117 


Homo sapiens kelch-like 4 (Drosophila) (KLHL4), transcnpt variant 1, mRNA 


NM_005103 


Homo sapiens fasciculation and elongation protein zeta 1 (zygin I) (FEZ1), 
transcript variant 1, mRNA 


NM_022549 


Homo sapiens fasciculation and elongation protein zeta 1 (zygin I) (FEZ1), 
transcript variant 2, mRNA 


NM 005112 


Homo sapiens WD repeat domain 1 (WDR1), transcript variant 2, mRNA 
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NM 017491 


Homo saoiens WD reneat domain 1 fWDRl), transcriot variant 1 mRNA 


NM 001862 

X 'I i.VX V/V/ X VJVJi* 


Homo saoiens cvtochrome c oxidase subunit Vb ( COX5B # nuclear eene 
encoding mitochondrial protein, mRNA 


NM 004255 


Homo saoiens cvtochrome c oxidase subunit Va fCOX5Ai nuclear £?ene 
encoding mitochondrial protein, mRNA 


NM 057162 

X > J. VX \J *J 1 I \J j—i 


Homo sawipn*; Welnh-lilce 4 fDro^onVnla i rPCT.HT,4i trari^rri'nt variant 9 nYRNA 


NM 033427 


Homo sapiens cortactin binding protein 2 (CORTBP2), mRNA 


TsJiv/f 001700 

IMxVx \J\J 1 / 77 


nuiuu odpiciio oyL/iiii-ucpciiuciiL Kiiid.bc / ^ivxvyi j xioniuiog, Acnupub lacvis, oujv- 
activating kinase) (CDK7), mRNA 


NM" OS70R0 
1NxVA__U.} /yjoy 


nomu oapicnb audpioi-reidieu proiein complex i, sigma i suuunrc ^/\x loij, 
transcript variant 2, mRNA 


xnv/r 0019R1 

xNlVx__UVJ 1 ZOj 


xioinu odpicna <tud.ptur-icid.icu pruicm complex i, Sigma 1 suounii ^jtyjtIoIJ, 
tranQPTint variaTit 1 ml^^TA 

LI dlloV/l 1 pi Vdlldlll X, 1 1 LXVl N £\. 


NM_005148 


Homo sapiens unc-119 homolog (C. elegans) (UNCI 19), transcript variant 1, 
mRNA 


NM 0540^ 5 


TJorno ^aniPriQ nnp-1 1 0 hnmnloo" (C^ p1po~anQi TNTf" 1 1 1 0 i tronQpriTit vflriant 9 

XXU11HJ oapiV/llo 1X11^ 117 lAClilWlWt^ V^"' ClCgdllo^ \^ Ui >Vy 1 iZ7J } U. alio VI 1 JUL Vdlla.HL L.^ 

mRNA 


NM 017675 


Homo sapiens protocadherin LKC (PC-LKC), mRNA 


NM 002401 

X^JIVX UU^tU 1 


XT.UI11U octpiCllc> IlllLUgCll-dOLl VaLCli piUlCiil ivlixdoC IvilidoC IvlIldoC -> ^xV-Lr\_r Jx^JJ, 

mRNA 


NM 00^798 

IN XVI W«7 / Z.O 


XXVJ111U oCl|Jlt711o LXllV^J llVJlllUlVJg ±J \ v_ • , ClCgtlllo / yUlNvvJV l 3 llllvl N j 1 


NM 004673 


Homo sapiens angiopoietin-like 1 (ANGPTL1), mRNA 


IN IVX U *J *+v/ 1 u 


jTLuuiu odpiciik> i? yj o liiLci auiiiig, piuiciii ^bcniiC"'drgimnc ncn^ 1 i^i^ vj ojlx i j, 
transcript variant 2, mRNA 


7SJA/T 006695 


xiomo sapicnb ruj mxcidcung protein ^serme-arginme nenj 1 lj oix 1 ), 
transcript variant 1, mRNA 


"NFA/f 0S4097 

xNlVA \J J*+V/^ / 


XxUIUU adpiCIla dllK.yiUblo, piUglCablVC llUlTlOlUg V.lTlUUbCJ ^/^NxVTXJ, ITdnSCript 

variant 2, mRNA 


"NTN/f 01QRxl7 

XNlYl U 1 70^ / 


nomo sapiens anKyiosis, progressive nonioiog ^mouse^ ^/vin is^ti ) , iranscnpi 
variant l , mRNA 


"NFM OOfilfi'* 


nuuiu bdpiciia oci-j numuiug X5 i^o. ccrcvibidcy ^ljx_#^z,-ji3 iranscnpi variant i, 
mRNA 

111XVX > 


NM_032986 


Homo sapiens Sec23 homolog B (S. cerevisiae) (SEC23B), transcript variant 3, 
rnRJSfA 


NM 0^?9R5 


XHJlllvl oapi^lld llUlllVJlLJg 13 ^O. CClCVlolaC^ ^Ol_/\-XJD J 7 LiailbC'lipL VdliallL Zr, 

mRNA 


NM 053285 


Homo sapiens tektin 1 (TEKT1), mRNA 


NM 018440 


Homo Qani pn? ■nVioQi">Vin'nrrvtpiTi aQQnpiatpH O'lvpriQriViiricrriliriiH-pri'ripVipH 

XXVFX11\J oapiwiia pilV/opiUjpHJ LWlll aooUUlal^U Willi wVJopHlllg\JlipiU C/ill IL/llt-Cl 

microdomains (PAG), mRNA 


NM 014470 

X ^1 1VA V/ X t t / ;7 


Homo <sanienQ ADAM-lik-p Hppv«iin 1 rATjAMT^FPI 1 mRNA 


NM 016545 

X>XVX \J X VJ«/*T-J 


Unmn QaniPnQ immpHijitp parlv rpcnnnQP ^ /TP"RSi TnT^"KTA 
xxvjxiiw oapiwiio liiuiiC'LiiaL^ cai i_y i CopUiioC *j \ ' * 1 1 ix vx > z\. 


NM_052820 


Homo sapiens coronin, actin binding protein, 2A (COR02A), transcript variant 
9 mRNA 


NM_003389 


Homo sapiens coronin, actin binding protein, 2A (COR02A), transcript variant 
1 mRNA 


NM 032587 


Homo sapiens caspase recruitment domain family, member 6 (CARD6), mRNA 


NM 052814 


Homo sapiens caspase recruitment domain family, member 9 (CARD9), 
transcript variant 2, mRNA 


NM_052813 


Homo sapiens caspase recruitment domain family, member 9 (CARD9), 
transcript variant 1, mRNA 


NM_022352 


Homo sapiens caspase recruitment domain family, member 9 (CxARD9), 
transcript variant 3, mRNA 
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NM 052978 


Homo sapiens tripartite motif-containing 9 (TRIM9), transcript variant 2, mRNA 


NM 015163 


Homo sapiens tripartite motif-containing 9 (TRIM9), transcript variant 1, mRNA 


NM_052840 


Homo sapiens bruno-like 6, RNA binding protein (Drosophila) (BRUNOL6), 
mRNA 


NM 000967 


Homo sapiens ribosomal protein L3 (RPL3), mRNA 


NM 015125 


Homo sapiens capicua homolog (Drosophila) (CIC), mRNA 


NM 018256 


Homo sapiens WD repeat domain 12 (WDR12), mRNA 


NM_016601 


Homo sapiens potassium channel, subfamily K, member 9 (TASK-3) (KCNK9), 
mRNA 


NM 033415 


Homo sapiens hypothetical gene MGC19595 (MGC19595), mRNA 


NM 001253 


Homo sapiens CDC5 cell division cycle 5-like (S. pombe) (CDC5L), mRNA 


NM_007065 


Homo sapiens CDC37 cell division cycle 37 homolog (S. cerevisiae) (CDC37), 
mRNA 


NM_003504 1 


Homo sapiens CDC45 cell division cycle 45-like (S. cerevisiae) (CDC45L), 
mRNA 


NM_006035 


Homo sapiens CDC42 binding protein kinase beta (DMPK-like) (CDC42BPB), 
mRNA 


NM_044472 


Homo sapiens cell division cycle 42 (GTP binding protein, 25kD) (CDC42), 
transcript variant 2, mRNA 


NM_001791 


Homo sapiens cell division cycle 42 (GTP binding protein, 25kD) (CDC42), 
transcript variant 1, mRNA 


NM_001254 


Homo sapiens CDC6 cell division cycle 6 homolog (S. cerevisiae) (CDC6), 
mRNA 


NM 022894 


Homo sapiens poly(A) polymerase gamma (PAPOLG), mRNA 


NM_033655 


Homo sapiens cell recognition molecule CASPR3 (CASPR3), transcript variant 
1, mRNA 


NM_024879 


Homo sapiens cell recognition molecule CASPR3 (CASPR3), transcript variant 
2, mRNA 


NM 012115 


Homo sapiens CASP8 associated protein 2 (CASP8AP2), mRNA 


NM 012173 


Homo sapiens F-box only protein 25 (FBX025), mRNA 


NM 033624 


Homo sapiens F-box only protein 21 (FBX021), transcript variant 1, mRNA 


NM 015002 


Homo sapiens F-box only protein 21 (FBX021), transcript variant 2, mRNA 


NM 033625 


Homo sapiens ribosomal protein L34 (RPL34), transcript variant 2, mRNA 


NM 000995 


Homo sapiens ribosomal protein L34 (RPL34), transcript variant 1, mRNA 


NM 033540 


Homo sapiens mitofusin 1 (MFN1), transcript variant 1, mRNA 


NM 005612 


Homo sapiens RE 1 -silencing transcription factor (REST), mRNA 


NM 007085 


Homo sapiens follistatin-like 1 (FSTL1), mRNA 


NM 000993 


Homo sapiens ribosomal protein L3 1 (RPL3 1), mRNA 


NM 012180 


Homo sapiens F-box only protein 8 (FBX08), mRNA 


NM 033182 


Homo sapiens F-box protein FBX30 (FBX30), mRNA 


NM 033406 


Homo sapiens F-box only protein 3 (FBX03), transcript variant 2, mRNA 


NM 012175 


Homo sapiens F-box only protein 3 (FBX03), transcript variant 1, mRNA i 


NM 017425 


Homo sapiens sperm autoantigenic protein 17 (SPA17), mRNA 


NM 005633 


Homo sapiens son of sevenless homolog 1 (Drosophila) (SOS1), mRNA 


NM_003333 


Homo sapiens ubiquitin A-52 residue ribosomal protein fusion product 1 
(UBA52), mRNA 


NM 019894 


Homo sapiens transmembrane protease, serine 4 (TMPRSS4), mRNA 


NMJ3333 1 3 


Homo sapiens CDC 14 cell division cycle 14 homolog A (S. cerevisiae) 
(CDC14A), transcript variant 3, mRNA 


NM_033312 


Homo sapiens CDC 14 cell division cycle 14 homolog A (S. cerevisiae) 
(CDC14A), transcript variant 2, mRNA 


NM 003672 


Homo sapiens CDC14 cell division cycle 14 homolog A (S. cerevisiae) 
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(CDC14A), transcript variant 1, mRNA 


\r» x f\f~\ C 1 0 

NM_005786 


Homo sapiens serologically aeimea colon cancer antigen jo ^oi^la^ao.}.},), 
mRNA 


NM_0036l5 


Homo sapiens nutogen-activatea protein Kinase Kinase Kinase Kinase j 
(MAP4K3), mRNA 


x t» jt f\r\ s~ r T~l 

NM_006577 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 
1 (BJLxJN 11), transcript variant l, mKJNA 


NM_020981 


Homo sapiens UU.r-vjal.DetaLric.iN Ac oeta i,o-gaiactosyitransierase, polypeptide 

1 fnifl AT mPXT A 
1 vi3 jLj/VJL 1 1 ), IT1KJN A 




xiomo sapiens UJL^Jr-vjriciN/vc.oeiaoai oeia-i,^-iN-aceiyigiucobdmmyiird.nbiercii>e 
1 (B3GNT1), transcript variant 2, mRNA 


JMM 0U2y:>4 


xiomo sapiens rioosomai protein / a ^isjroz miviN/\ 


NM 000971 


Homo sapiens ribosomal protein L7 (RPL7), mRNA 


NM 033344 


Homo sapiens egl nine nomoiog J eiegans) (^olinj), mKJNA 


NM 024023 


Homo sapiens unkempt-like (Drosophila) (TJNKL), mRNA 


NM_033221 


Homo sapiens tripartite motii-contaming 14 (1K1M14), transcript vanant 4, 
mRNA 


NM_033220 


-m-*w- * j* **J A * f* J** A. /'I'll f "IW if 'I /I \ J ^ __ * A " _ -- A, *1 

Homo sapiens tripartite motif-contammg 14 (TRIM 14), transcript vanant 3, 
mRNA 


NM_033219 


Homo sapiens tripartite motif-containing 14 (TRIM 14), transcript variant 2, 
mRNA 


NMJ) 14788 


Homo sapiens tripartite motif-containing 14 (TRIM 14), transcript variant 1, 
mRNA 


XTA /f r\ A/C A*7 A 

NM 006074 


Homo sapiens tripartite mo ni-con taming zz ^i jsjulvizz^, mrviN/\ 


NM 012210 


Homo sapiens tripartite motif-containing 32 (TRJM32), mRNA 


NM_007276 


Homo sapiens chromobox homolog 3 (HP 1 gamma homolog, Drosophila) 
(CBX3), mRNA 


NM 025227 


Homo sapiens hypothetical protein aJ /2oUi.2 (JJJ /zoLo.z), mKJNA 


NM 015271 


Homo sapiens tripartite motif-containing 2 (TRJM2), mRNA 


NM__017S38 


Homo sapiens nucleolar protein family A, member 2 (H/ACA small nucleolar 
RNPs) (NOLA2), mRNA 


NM_032993 


Homo sapiens nucleolar protein family A, member 1 (H/ACA small nucleolar 
RNPs) (NOLA1), transcript variant 2, mRNA 


NM_0l8983 


Homo sapiens nucleolar protein family A, member 1 (H/ACA small nucleolar 
RNrs) (NULA1), transcript variant 1, mKJNA 


NM_004722 


Homo sapiens adaptor-related protein complex 4, mu 1 subunit (AP4M1), 

T» XT A 

mRNA 


NM_033066 


Homo sapiens membrane protein, palmitoylated 4 (MAGUK p55 subfamily 
member 4) (MFF4), mRNA 


NM 033030 


Homo sapiens bol, boule-like (Drosophila) (J3CJIJL), mKJNA 


XTA IT AA/111 £ 

NM_00421o 


Homo sapiens aeatn etiector aomam-contaming ^ujdiju), transcript vanant z, 

niKJN A 


XTA A fnOQOQ 


riomo sapiens aeatn enector aomam-coniaining yiJxzLJijj, trcuiboript varidni 1, 

■m"R>JA 


1N1V1 UjjUiU 


noiiiu sapiens poiy^rv_^j umuing piotcin *+ ^irv^j_>irt; 5 uaiio^njjL vaiimn *+, nnxaN^A 


ATA /f AO'SfifkQ, 


xiomo sapiens poiy^rv_^^ Dinuing protein *+ \r v^joxtm-^, tranbuiipi vdiiant z,, n levin .rv 


NM 0^1008 

JLNJLVX V/«J J W/O 


Homo <?anipn«; nolvrrC^ hindina nrotein 4 CPCBP4^ transcrint variant 3. mRNA 


NM 020418 


Homo sapiens poly(rC) binding protein 4 (PCBP4), transcript variant 1 , mRNA 


NM 032944 


Homo sapiens serine/threonine kinase 31 (STK31), transcript variant 2, mRNA 


NM 031414 


Homo sapiens serine/threonine kinase 31 (STK31), transcript variant 1, mRNA 


NM 014302 


Homo sapiens Sec61 gamma (SEC61G), mRNA 


NM 013336 


Homo sapiens protein transport protein SEC61 alpha subunit isoform 1 
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(SEC61A1), mRNA 


NM 031431 


Homo sapiens tethering tactor bJbC34 (61i034), itlkjn/y 


NM 015490 


Homo sapiens secretory pathway component Sec31B-l (SEC31B-1), mRNA 


NM_004892 


Homo sapiens SEC22 vesicle trafficking protein-like 1 (S. cerevisiae) 
(SEC22L1), mRNA 


NM 032970 


Homo sapiens vesicle tratiicking protein (MiCzzC), transcript variant l, mKJN/v 


NM 000969 


Homo sapiens ribosomal protem L5 (RPL5), mKJNA 


NM_005034 


Homo sapiens polymerase (RNA) U (DNA directed) polypeptide K (7.0kD) 
(POLR2K), mRNA 


NM 014459 


Homo sapiens protocadherin 17 (PCDH17), mRNA 


NM 032961 


Homo sapiens protocadherin 10 (PCDHIO), transcnpt variant 1, mRNA 


NM 020815 


Homo sapiens protocadherin 10 (PCDHIO), transcript variant 2, mRNA 


NM_031988 


Homo sapiens mitogen-activated protem kinase kinase 6 (MAP2K6), transcnpt 
variant 2, mRNA 


NM_002758 


Homo sapiens mitogen-activated protein kinase kinase 6 (MAP2K6), transcnpt 
variant 1, mRNA 


NM_032419 


Homo sapiens dom-3 homolog Z (C. elegans) (DOM3Z), transcript variant 1, 
mRNA 


NM_032966 


Homo sapiens Burkitt lymphoma receptor 1, GTP binding protein (BLR1), 
transcript variant 2, mRNA 


NM_001716 


Homo sapiens Burkitt lymphoma receptor 1, GTP binding protein (BLR1), 
transcript variant 1, mRNA 


NM_004951 


Homo sapiens Epstein-Ban* virus induced gene 2 (lymphocyte-specific G 
protein-coupled receptor) (EBI2), mRNA 


NM 004874 


Homo sapiens BCL2 -associated athanogene 4 (BAG4), mRNA 


NM 001016 


Homo sapiens ribosomal protein S12 (RPS12), mRNA 


NM 031994 


Homo sapiens ring fmgerjjrotem 17 (RNF17), transcnpt variant short, mRNA 


NM 031271 


Homo sapiens testis expressed sequence 15 (TEX 15), mRNA 


NM_0 18995 


Homo sapiens MovlOll, Moloney leukemia virus 10-like 1, homolog (mouse) 
(MOV10L1), mRNA 


NM_032510 


Homo sapiens par-6 partitioning defective 6 homolog gamma (C. elegans) 
(PARD6G), mRNA 


NM_006704 


Homo sapiens suppressor of G2 allele of SKP1, S. cerevisiae, homolog of 
(SGT1), mRNA 


NM_031968 


Homo sapiens nuclear prelamin A recognition factor (NARF), transcript variant 
2, mRNA 


NM_0 12336 


Homo sapiens nuclear prelamin A recognition factor (NARP), transcript variant 
1, mRNA 


NM 003980 


Homo sapiens microtubule-associated protein 7 (MAP/), mRNA 


NM 032380 


Homo sapiens elongation factor G2 (EFG2), mRNA 


NM 032214 


Homo sapiens Src-hke-adaptor 2 ( SLA2), mRNA 


NM 020064 


Homo sapiens BarH-like 1 (Drosophila) (BARHL1), mRNA 


NM_005916 


Homo sapiens MCM7 minichromosome maintenance deficient 7 (S. cerevisiae) 
(MCM7), mRNA 


NM 004098 


Homo sapiens empty spiracles homolog 2 (Drosophila) (bJVlXi), mRNA 


NM 005826 


Homo sapiens heterogeneous nuclear nbonucleoprotein K (rlNKrK), mKJNA 


"NXIVjf (\{\/ZA 1 O 

JNJYL_UUo4 1 o 


xiomo sapiens Qiiiereniiaiiy cxpresseu in nemdiupuicu^ iiu&agcd ^vj w 1 1^^, 
mRNA 


NM 005016 


Homo sapiens poly(rC) binding protein 2 (PCBP2), transcript variant 1, mRNA 


NM 031989 


Homo sapiens poly(rC) binding protein 2 (PCBP2), transcript variant 2, mRNA 


NM 006196 


Homo sapiens poly(rC) binding protein 1 (PCBP1), mRNA 


NM 031844 


Homo sapiens heterogeneous nuclear ribonucleoprotein U (scaffold attachment 
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factor A) (HNRPU), transcript variant 1, mRNA 


NM_0045U1 


riomo sapiens neterogeneous nuciear iiDonucieoproiein u ^scaiioiQ aixacnineiii 
factor A) (HNRPU), transcript variant 2, mRNA 


\T> t AA A C f\f\ 

NM_0045U0 


riomo sapiens neterogeneous nuciear nDonucieoproiein \y,u\^zj ^niNJKrL/;, 
transcript variant 2, mRNA 


NM_031314 


Homo sapiens heterogeneous nuclear ribonucleoprotein C (C1/C2) (HNRPC), 
transcript variant 1, mRNA 


NM_03 1 370 


Homo sapiens heterogeneous nuclear ribonucleoprotein D (AU-rich element 
RNA binding protein 1, 37kD) (HNRPD), transcript variant 1, mRNA 


NM_031369 


Homo sapiens heterogeneous nuclear ribonucleoprotein D (AU-rich element 
RNA binding protein 1 , 37kD) (HNRPD), transcript variant 2, mRNA 


NM__002138 


Homo sapiens heterogeneous nuclear ribonucleoprotein D (AU-rich element 
KJNA binding protein i, 3 / k±j ) yi±i^r^±ij transcnpi variant j, huxin/a. 


NM_003yU3 


Jtiomo sapiens k^dk^iv} cen uivision cycie 10 nomoiog ^o. ceievisiaej ^v^jlji^ioj, 
mRNA 


"KTTV If /\0 1 A 01 

NMJ3314S3 


Homo sapiens itchy homolog E3 ubiquitin protein ligase (mouse) (ITCH), 
mRNA 


NM 031907 


Homo sapiens ubiquitin specific protease 26 (USP26), mRNA 


NM 031866 


Homo sapiens frizzled homolog 8 (Drosophila) (FZD8), mRNA 


NG 000004 


Homo sapiens genomic cytochrome P450, subfamily IDA (niphedipine oxidase) 
(CYP3A) on chromosome 7 


NM_001788 


Homo sapiens CDC 10 cell division cycle 10 homolog (p. ceievisiaej (LDtluj, 
mRNA 


NM_004276 


Homo sapiens calcium binding protein 1 (calbrain) (CABP1), transcript variant 
2, mRNA 


NM_031205 


Homo sapiens calcium binding protein 1 (calbrain) (CABP1), transcript variant 
1, mRNA 


NM_000784 


Homo sapiens cytochrome P450, subtamily XXVilA (steroid Z /-hydroxylase, 
cerebrotendinous xanthomatosis), polypeptide 1 (CYP27A1), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 0jl4yl 


Homo sapiens retinol binding protein 5, cellular (RBP5), mRNA 


NM_006929 


Homo sapiens superkiller viralicidic activity 2-like (S. cerevisiae) (SKTV2L), 
mKJNA 


NM 001447 


Homo sapiens FAT tumor suppressor homolog 2 (Drosophila) (FAT2), mRNA 


NM_007242 


Homo, sapiens DbAD/Jrl (Asp-vjiu-Ala-Asp/rlis ) dox polypeptide iy (JJrSrD 
homolog, yeast) (DDX19), mRNA 


NM_006773 


Homo sapiens DEAD/H (Asp-tjlu-Ala-Asp/His) box polypepnae 1 o (Myc- 
regulated) (DDX18), mRNA 


NM 030655 


Homo sapiens DJbAD/rl (Asp-Liiu-Aia-Asp/rlisj box polypeptide 1 1 ^CJtULi-iiKe 
helicase homolog, S. cerevisiae) (DDX1 1), transcript variant 3, mRNA 


NM_030653 


Homo sapiens DbAD/Jti ^Asp-^jrlu-Aia-Asp/rlis ) box polypeptide i i ^^ri-Li-iiKe 
helicase homolog, S. cerevisiae) (DDX11), transcript variant 1, mRNA 


NM_000770 


Homo sapiens cytochrome P450, subfamily IIC (mephenytoin 4-hydroxylase), 
polypeptide 8 (CYP2C8), transcript variant Hpl-1, mRNA 


NM_030878 


Homo sapiens cytochrome P450, subfamily IIC (mephenytoin 4-hydroxylase), 
polypeptide 8 (CYP2C8), transcript variant Hpl-2, mRNA 


xnv/f n 1 oo^o 
IN1V1__U i jLJ.d y 


xiomo sapiens sinuin sueni mating type lniormauon regulation z nomoiog o K^- 
cerevisiae) (SIRT3), mRNA 


NM_030593 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 2 (S. 
cerevisiae) (SIRT2), transcript variant 2, mRNA 


NM_0 12237 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 2 (S. 
cerevisiae) (S1RT2), transcript variant 1, mRNA 
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NM_012238 


Homo sapiens sirtum silent mating type information regulation 2 homolog 1 (S. 
cerevisiae) (SIRT1), mRNA 


NM_031309 


Homo sapiens scratch homolog 1, zinc finger protein (Drosophila) (SCRT1), 
mRNA 


NM 031278 


Homo sapiens tudor domain containing 1 (TDRD1), mRNA 


NM 031277 


Homo sapiens ring finger protein 17 (RNF17), transcript variant long, mRNA 


NM 031276 


Homo sapiens testis expressed sequence 1 1 (TEX1 1), mRNA 


NM 031273 


Homo sapiens testis expressed sequence 13B (TEX13B), mRNA 


NM 031272 


Homo sapiens testis expressed sequence 14 (TEX14), mRNA 


NM_006636 


Homo sapiens methylene tetrahydrofolate dehydrogenase (NAD4- dependent), 
methenyltetrahydrofolate cyclohydrolase (MTHFD2), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_022818 


Homo sapiens microtubule-associated protems 1 A/IB light chain 3 
(MAP 1 A/1BLC3), mRNA 


NM 018607 


Homo sapiens hypothetical protein PRO 185 3 (PR01853), mRNA 


NM 004856 


Homo sapiens kinesin-like 5 (mitotic kinesin-like protein 1) (KNSL5), mRNA 


NM 030979 


Homo sapiens poly(A) binding protein, cytoplasmic 3 (PABPC3), mRNA 


NM 030770 


Homo sapiens transmembrane protease, serine 5 (spinesin) (TMPRSS5), mRNA 


NM_002545 


Homo sapiens opioid binding protein/cell adhesion molecule-like (OPCML), 
mRNA 


NM 014676 


Homo sapiens pumilio homolog 1 (Drosophila) (PUM1), mRNA 


NM 030673 


Homo sapiens SEC13-like 1 (S. cerevisiae) (SEC13L1), mRNA 


NM_003342 


Homo sapiens ubiquitin-conjugating enzyme E2G 1 (UBC7 homolog, C. 
elegans) (UBE2G1), mRNA 


NM 022051 


Homo sapiens egl nine homolog 1 (C. elegans) (EGLN1), mRNA 


NM 015577 


Homo sapiens retinoic acid induced 14 (RAI14), mRNA 


NM 012170 


Homo sapiens F-box only protein 22 (FBX022), mRNA 


NM 022304 


Homo sapiens histamine receptor H2 (HRH2), mRNA 


NM_022333 


Homo sapiens TIA1 cytotoxic granule-associated RNA binding protein-like 1 
(TIAL1), transcript variant 2, mRNA 


NM_003252 


Homo sapiens TIA1 cytotoxic granule-associated RNA binding protein-like 1 
(TIAL1), transcript variant 1, mRNA 


NM 017910 


Homo sapiens hypothetical protein FLJ20628 (FLJ20628), mRNA 


NM_012384 


Homo sapiens glucocorticoid modulatory element binding protein 2 (GMEB2), 
mRNA 


NM 006118 


Homo sapiens HS1 binding protein (HAX1), mRNA 


NM 022740 


Homo sapiens homeodomain interacting protein kinase 2 (HIPK2), mRNA 


NM 002005 


Homo sapiens feline sarcoma oncogene (FES), mRNA 


NM 014757 


Homo sapiens mastermind-like 1 (Drosophila) (MAML1), mRNA 


NM_025136 


Homo sapiens optic atrophy 3 (autosomal recessive, with chorea and spastic 
paraplegia) (OP A3), mRNA 


NM_024505 


Homo sapiens NADPH oxidase, EF hand calcium-binding domain 5 (NOX5), 
mRNA 


NM_022362 


Homo sapiens MMS19-like (MET1 8 homolog, S. cerevisiae) (MMS19L), 
mRNA 


NM 000256 


Homo sapiens myosin binding protein C, cardiac (MYBPC3), mRNA 


NM_000276 


Homo sapiens oculocerebrorenal syndrome of Lowe (OCRL), transcript vanant 
a, mRNA 


NM_001587 


Homo sapiens oculocerebrorenal syndrome of Lowe (OCRL), transcript variant 
b, mRNA 


NM_001407 


Homo sapiens cadherin, EGF LAG seven-pass G-type receptor 3 (flamingo 
homolog, Drosophila) (CELSR3), mRNA 
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xnv/r onions 


XxOIIIU odpiCIlo UdUIlCI 111, X_AJi J_j.tA.VJ oCVCIl-pdoo \j-ljrJJC IC^cpiUl Z- ^xidillllxgU 

hnmnlno Dm^nnViila^ fPFT 5nR9^ m"RNA 


NM 00S71S 
iNlVl__UU.J / JJ 


XJLUiilVJ oaUlCIls xVfvJr x al/Ull lClaLCU LJivJlwlll 1 lUFilll/lUg J_>, wV^ULl aL-LJll UC'la ^_yCdoLy 

fAPTRIRi mRNA 


NM_0 12254 


Homo sapiens very long-chain acyl-CoA synthetase homolog 2 (VLCS-H2), 

mPNA 


NM 012331 


Homo sapiens methionine sulfoxide reductase A (MSRA), mRNA 


lNivi uiooyo 


riomu oapicno nibionc ucdocLyidbc / r\ yriLJf-sx^ / s\. j, ixdnov/Fipi vandnL z, iiirviN-rv 




XXUIIIU bdpicllb IllolOnC UCdl/Ciyid&C / r\ ^XxJL>'-rV^ / r\. J, UTdnbOIipi Vdridni 1 , IIJJVINjtV 


NM_004082 


Homo sapiens dynactin 1 (pl50 9 glued homolog, Drosophila) (DCTN1), 

TT*OYicr»ri*"*T \rck riant 1 ml? NT A 
II dllal/I ljJ L Vdlldlll 1, IllXVLN^A. 


NM_023019 


Homo sapiens dynactin 1 (pl50, glued homolog, Drosophila) (DCTN1), 

LldlloOllpl Vdlldlll Z., IliiVlN r\. 


NM 002893 


Homo sapiens retinoblastoma binding protein 7 (RBBP7), mRNA 


INJYL_UZJUU1 


riomo sapiens retinoDiasioma oinaing proiem i ^i\jt>r>r^i j, transcript variant d, 

mRNA 


NM_023000 


Homo sapiens retinoblastoma binding protein 1 (RBBP1), transcript variant 2, 
mivLN/v 


NM_002892 


Homo sapiens retinoblastoma binding protein 1 (RBBP1), transcript variant 1, 

tyVRNA 


NM 024408 


Homo sapiens Notch homolog 2 (Drosophila) (NOTCH2), mRNA 


JNJMMJiZj 1 1 


Homo sapiens KIN, antigenic determinant of recA protein homolog (mouse) 

/TiTTXTi tviPXTA 
^ISJIN J, mxsJN/V 


NM_021938 


Homo sapiens bruno-like 5, RNA binding protein (Drosophila) (BRUNOL5), 

r>-»T?XT A 

mivJN/v 


NM_0201S0 


Homo sapiens bruno-like 4, RNA binding protein (Drosophila) (BRUNOL4), 

TV> T>XT A 

mrvlN/v 


NM 005868 


Homo sapiens BET1 homolog (S. cerevisiae) (BET1), mRNA 


1N1V1_UUZ40 / 


Homo sapiens v-myc myelocytomatosis viral oncogene homolog (avian) (MYC), 

rWPM A 


NM 099R17 


T— T/^rv»r» cani f>n c -r\f^ , n \^r\TY\f\\r\cr 9 /T^iT*r^cr\T^Vii1c»^ /T3Th I? O trancmnt iron ciTit 1 

nuniu adpicno pcriuu. nuiiiuiug ^l^ruoupniiaj \x rjss^z. j , iraiibL'iipL vaiidiii 1, 
mPNA 


NM 00^804 


UAinn cnnipnc t^^tH VinmrilrkC 9 fDrnQniVhiln i n^T^R9^ i~i*oti crrint riant 9 

mRNA 


NM 006660 


Homn ^anipn^ C^lnlC caspinolvtic nrotease homolog rR colii ^OT.PX^^ mRNA 


NM 012394 


Homo sapiens prefoldin 2 (PFDN2), mRNA ! 


NM 0049^4 




NM 00SR70 




NM 0011SO 

J. > ±VX VUJJJu 


Unmn CQniprtc l lTii ni 1 1 tin— rrin 1 1 1 era tirv <y ptitvttip P9 ~\7^rmnt 9 iT TR T^9\/9 i ttiT? 7\T A 


NM 022476 


Homo sapiens fused toes homolog (mouse) (FTS), mRNA 


NM 099444 

IN 1V1 l/Z. ZH-H^+ 


U/\fnr\ cortipnc 1i porripr fo-nii l\r 1 Q ( c/^r?ii im /ci t1 ~fck+e* c\rmfMirtprc^ mpmKpr 1 

xxomo bdpicns buiuie L-dii lcr idiriiiy 10 ^bouiurn/auiidLc bympuiicio^, iiicnioci i 
(SLC13A1), mRNA 


NM 01 R1 97 


riomo sapiens eiav^ nomoiog z ^jd. con ) j, nixviN/\ 


NM 014^17 


riomo sapiens nrans-prenyicransierase ^ir i ), mxvtN/\ 


NM_022173 


Homo sapiens TIA1 cytotoxic granule-associated RNA binding protein (TIA1), 
iranscnpt variant z, itix\jn/\ 


NM 022037 


Unmn ^nTiipnQ TTA1 pvtritfYJcif* crraniilp-a^^nriatpH RNA binding nrntpin TTTAI^ 
transcript variant 1, mRNA 


NM 004973 


Homo sapiens jumonji homolog (mouse) (JMJ), mRNA 


NM_021971 


Homo sapiens GDP-mannose pyrophosphorylase B (GMPPB), transcript variant 
2, mRNA 


NM 013334 


Homo sapiens GDP-mannose pyrophosphorylase B (GMPPB), transcript variant 
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1, mRNA 


NM 013335 


Homo sapiens GDP-mannose pyrophosphorylase A (GMPPA), mRNA 


NM_021267 


Homo sapiens LAG1 longevity assurance homolog 1 (S. cerevisiae) (LASS1), 
mRNA 


NM 005811 


Homo sapiens growth differentiation factor 1 1 (GDF1 1), mRNA 


NM_005971 


Homo sapiens FXYD domain-containing ion transport regulator 3 (FXYD3), 
transcript variant 1, mRNA 


NM_021910 


Homo sapiens FXYD domain-containing ion transport regulator 3 (FXYD3), 
transcript variant 2, mRNA 


NM 022096 


Homo sapiens ankyrin repeat domain 5 (ANKRD5), mRNA 


NM 022073 


Homo sapiens egl nine homolog 3 (C. elegans) (EGLN3), mRNA 


NM_022047 


Homo sapiens differentially expressed in FDCP 6 homolog (mouse) (DEF6), 
mRNA 


NM_021778 


Homo sapiens a disintegrin and metalloproteinase domain 28 (ADAM28), 
transcript variant 2, mRNA 


NM_021777 


Homo sapiens a disintegrin and metalloproteinase domain 28 (ADAM28), 
transcript variant 3, mRNA 


NM_000152 


Homo sapiens glucosidase, alpha; acid (Pompe disease, glycogen storage disease 
type II) (GAA), mRNA 


NM 002910 


Homo sapiens renin binding protein (RENBP), mRNA 


NM_0 12072 


Homo sapiens complement component 1, q subcomponent, receptor 1 (C1QR1), 
mRNA 


NM_000534 


Homo sapiens PMS1 postmeiotic segregation increased 1 (S. cerevisiae) (PMS1), 
mRNA 


NM 005451 


Homo sapiens enigma (LIM domain protein) (ENIGMA), mRNA 


NM_021975 


Homo sapiens v-rel reticuloendotheliosis viral oncogene homolog A, nuclear 
factor of kappa light polypeptide gene enhancer in B-cells 3, p65 (avian) 
(RELA),mRNA 


NM 021958 


Homo sapiens H2.0-like homeo box 1 (Drosophila) (HLX1), mRNA 


NM 004139 


Homo sapiens lipopolysaccharide binding protein (LBP), mRNA 


NM 005442 


Homo sapiens eomesodermin homolog (Xenopus laevis) (EOMES), mRNA 


NM 004187 


Homo sapiens Smcx homolog, X chromosome (mouse) (SMCX), mRNA 


NM 003170 


Homo sapiens suppressor of Ty 6 homolog (S. cerevisiae) (SUPT6H), mRNA 


NM 003062 


Homo sapiens slit homolog 3 (Drosophila) (SLIT3), mRNA 


NM 003068 


Homo' sapiens slug homolog, zinc finger protein (chicken) (SLUG), mRNA 


NM_021824 


Homo sapiens NIF3 NGG1 interacting factor 3-like 1 (S. pombe) (NCF3L1), 
mRNA 


NM 021783 


Homo sapiens ectodysplasin A2 isoform receptor (XEDAR), mRNA 


NM_004196 


Homo sapiens cyclin-dependent kinase-like 1 (CDC2-related kinase) (CDKL1), 
mRNA 


NM_000535 


Homo sapiens PMS2 postmeiotic segregation increased 2 (S. cerevisiae) (PMS2), 
mRNA 


NM_002356 


Homo sapiens myristoylated alanine-rich protein kinase C substrate (MARCKS), 
mRNA 


NM 021728 


Homo sapiens orthodenticle homolog 2 (Drosophila) (OTX2), mRNA 


NM_014588 


Homo sapiens visual system homeobox 1 homolog, CHXIO-like (zebrafish) 
(VSX1), mRNA 


NM_003503 


Homo sapiens CDC7 cell division cycle 7-like 1 (S. cerevisiae) (CDC7L1), 
mRNA 


NM_004059 


Homo sapiens cysteine conjugate-beta lyase; cytoplasmic (glutamine 
transaminase K, kyneurenine aminotransferase) (CCBL1), mRNA 


NM 020651 


Homo sapiens pellino homolog 1 (Drosophila) (PELI1), mRNA 



252 

BNSDOCID: <WO 03074654A2_L> 



WO 03/074654 



PCT/US03/05028 



NM 018411 


Homo sapiens hairless homolog (mouse) (HR), mRNA 


NM 014569 


Homo sapiens zinc linger protein yj nomoiog ^mouse^ jz^rrsoj, mKiN/v 


NM_012458 


Homo sapiens translocase of inner mitochondrial membrane 13 homolog B 
(yeast) (11MM1JB), mKJNA 


NM 000672 


Homo sapiens alcohol dehydrogenase o (class V ) (AUHO), mKJNA 


NM_003603 


TT - - - * - — A /A "L^l * - x — -i- * _ + A T">Q / A "D frirto^rirvt T70T-IOT1T 

Homo sapiens Arg/ Abl-interactmg protem ArgHrz (AKoJorz), transcript variant 

1 T) "XT A 

1, mKJNA 


NM_021069 


Homo sapiens Arg/ADl-interacting protein /\rgJts.rz \j\jsxjDr^.), transt/npL vdrid.iu 

Z, mKJNA 


NM 004950 


Homo sapiens oermatan sunate proteoglycan j ^jl/ox vjj mrviN-rt. 


NM 004701 


Homo sapiens cyclin B2 (CCNB2), mRNA 


NM 021100 


Homo sapiens JNrol mtrogen iixation 1 (o. cerevisiaej ^jNroij, itlkin/v 


NM 021255 


Homo sapiens pellino homolog 2 (Drosophila) (PELI2), mRNA 


NM 021115 


Homo sapiens seizure related 6 homolog (mousej-like (^JbZ,oL), mKJNA 


NM 004756 


Homo sapiens numb homolog (Drosophila)-like (NUMBL), mRNA 


NM_004690 


Homo sapiens LATS, large tumor suppressor, homolog 1 (Drosophila) (LAlblj, 
mRNA 


NM_000461 


Homo sapiens thyroid hormone receptor, beta (erythroblastic leukemia viral (v- 
erb-a) oncogene homolog 2, avian) (IHKbs), mKJNA 


NM_02l078 


Homo sapiens CjCN5 general control oi ammo-acia syntnesis D-nxe z ^yeast; 

(VjrCNDLZ), mKJNA 


NM 002877 


Homo sapiens KAJJDl-liKe 1 (o. cerevisiae) (K/vlfdijli), ulkjn/v i 


NM 001552 


Homo sapiens insulin-like growth factor binding protein 4 (IGFBP4), mRNA 


NM 002487 


Homo sapiens necdm homolog (mouse) (MDN), mKJNA 


NM 012425 


Homo sapiens Ras suppressor protem 1 (RSU1), mRNA 


NM 005618 


tt J 1 ±. 1 *i 1 Aipv t_ • "1 „ \ /"TvT T 1 \ _^_T> "NT A 

Homo sapiens delta-like 1 (Drosophila) (DLL1), mRNA 


NM 021038 


Homo sapiens muscleblind-like (Drosophila) (MBNL), mRNA 


NM__0 14268 


Homo sapiens microtubule-associated protein, RP/EB family, member 2 
(MAPRE2), mRNA 


NM_020662 


Homo sapiens MRS2-like, magnesium homeostasis factor (S. cerevisiae) 
(MRS2L), mRNA 


NM_020649 


Homo sapiens chromobox nomoiog c> (rc class nomoiog, Drosopniia) ^i5^vo;, 

T>"KT A 

mRNA 


NM 018436 


Homo sapiens allantoicase (AJULU), mKJN/\ 


NM 020528 


Homo sapiens poly(rC) binding protein 3 (PCBP3), mRNA 


NM_0 14276 


Homo sapiens recombining binding protein suppressor of hairless (Drosophila)- 
like (JKliroUrli^), TTlKJN A 


NM 019557 


Homo sapiens nypotneticai protein KJri-o i /JbZJ ^jlajlooioij, mtuN/\ 


NM 020347 


Homo sapiens leucine zipper transcription factor-like 1 (LZTFL1), mRNA 


NM_005744 


Homo sapiens anadne homolog, ubiquitm-conjugatmg enzyme JtiZ Dinamg 
protein, 1 (Drosopnila) (AKIHI), mKJNA 


NM 007044 


Homo sapiens katanin p60 (ATPase-containing) subunit A 1 (KATNA1), mRNA 


NM 002688 


tt • a. 1 "T 1 /t~\_ _ .-, ,-, 1-. IT r-. 'N /T)XTT TTT 1 \ tmDM A 

Homo sapiens peanut-like 1 (Drosophila) (rNUlLlj, mKJNA 


NMJ)13384 


Homo sapiens DAOl longevity assurance nomoiog z (b. cerevisiae) (L/vi>^z), 
mRNA 


NM 020230 


Homo sapiens peter pan homolog (Drosophila) (rr ajn), mKJNA 


JLN1V1 loZ 


U at «a cQ-mRTiQ trnn cmpmKrnnp r\rr\Qtn t<=» anHrn crpn induced RNA fTlVTT^P A T) 

mRNA 


NM 020248 


Homo sapiens catenin, beta interacting protein 1 (CTNNBIP1), mRNA 


NM_000399 


Homo sapiens early growth response 2 (Krox-20 homolog, Drosophila) (EGR2), 
mRNA 


NM 002965 


Homo sapiens SI 00 calcium binding protein A9 (calgranulin B) (S100A9), 
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mRNA ! 


NM_002964 


Homo sapiens SI 00 calcium binding protein A8 (calgranulm A) (S100A8), 
mRNA 


NM 002963 


Homo sapiens SI 00 calcium binding protein A7 (psoriasin 1) (S100A7), mRNA 


NM 014624 


Homo sapiens SI 00 calcium binding protein A6 (calcyclin) (S100A6), mRNA 


NM_019554 


Homo sapiens SI 00 calcium binding protein A4 (calcium protein, calvasculin, 
metastasin, murine placental homolog) (S100A4), transcript variant 2, mRNA 


NM_002961 


Homo sapiens SI 00 calcium binding protein A4 (calcium protein, calvasculin, 
metastasin, murine placental homolog) (S 1 00 A4), transcript variant 1 , mRNA | 


NM 005978 


Homo sapiens SI 00 calcium binding protein A2 (S100A2), mRNA 


NM 002537 


Homo sapiens ornithine decarboxylase antizyme 2 (OAZ2), mRNA 


NM_019854 


Homo sapiens HMT1 hnRNP methyltransferase-like 3 (S. cerevisiae) 
(HRMT1L3), mRNA 


NM_019619 


Homo sapiens par-3 partitioning defective 3 homolog (C. elegans) (PARD3), 
mRNA 


NM_0 17454 


Homo sapiens staufen, RNA binding protein (Drosophila) (STAU), transcript 
variant Tl , mRNA 


NM_017453 


Homo sapiens staufen, RNA binding protein (Drosophila) (STAU), transcript 
variant T3, mRNA 


NM_0 17452 


Homo sapiens staufen, RNA binding protein (Drosophila) (STAU), transcript 
variant T2, mRNA 


NM 003785 


Homo sapiens G antigen, family B, 1 (prostate associated) (GAGEB1), mRNA 


NM_0 15044 


Homo sapiens golgi associated, gamma adaptin ear containing, ARF binding 
protein 2 (GGA2), mRNA 


NM_013365 


Homo sapiens golgi associated, gamma adaptin ear containing, ARF binding 
protein 1 (GGA1), mRNA 


NM_004781 


Homo sapiens vesicle-associated membrane protein 3 (cellubrevin) (VAMP3), 
mRNA 


NM_0 18685 


Homo sapiens anillin, actin binding protein (scraps homolog, Drosophila) 
(ANLN), mRNA 


NM 017927 


Homo sapiens mitofusin 1 (MFN1), transcript variant 2, mRNA 


NM 018387 


Homo sapiens spermatid perinuclear RNA binding protein (STRBP), mRNA 


NM 018378 


Homo sapiens F-box and leucine-rich repeat protein 8 (FBXLS), mRNA 


NM_018158 


Homo sapiens solute carrier family 4 (anion exchanger), member 1, adaptor 
protem (SLC4A1 AP), mRNA 


NM 018032 


Homo sapiens LUC7-like (S. cerevisiae) (LUC7L), mRNA 


NM 017575 


Homo sapiens chromosome 17 open reading frame 31 (C17orf31), mRNA 


NM 018696 


Homo sapiens elaC homolog 1 (E. coli) (ELAC1), mRNA 


NM 005781 


Homo sapiens activated p21cdc42Hs kinase (ACK1), mRNA 


NM 016831 


Homo sapiens period homolog 3 (Drosophila) (PER3), mRNA 


NM_003387 


Homo sapiens Wiskott-Aldrich syndrome protein interacting protein (WASPIP), 
mRNA 


NM 005993 


Homo sapiens tubulin-specific chaperone d (TBCD), mRNA 


NM 003014 


Homo sapiens secreted frizzled-related protein 4 (SFRP4), mRNA 


NM 006744 


Homo sapiens retinol binding protein 4, plasma (RBP4), mRNA 


NM 002899 


Homo sapiens retinol binding protein 1, cellular (RBP1), mRNA 


InJVL UU5524 


Homo sapiens hairy homolog (Drosophila) (HRY), mRNA 


NM_005206 


Homo sapiens v-crk sarcoma virus CT10 oncogene homolog (avian) (CRK), 
transcript variant I, mRNA 


NM_0 16823 


Homo sapiens v-crk sarcoma virus CT10 oncogene homolog (avian) (CRK), 
transcript variant II, mRNA 


NM 016948 


Homo sapiens par-6 partitioning defective 6 homolog alpha (C. elegans) 
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NM 017420 


Homo sapiens sine oculis homeobox homolog 4 (Drosophila) (SIX4), mRNA 


TsXN/f 01 fiQ1? 

lNlVl UlO/jZ« 


Hnmn ^anien 5 ; qinp Acnlis hnmeobox homolo£ 2 (Drosonhila^ (SIX2\ mRNA 


NM 017415 


Homo sapiens kelch-like 3 (Drosophila) (KLHL3), mRNA 


"NTN/f H1 7/11 9 
JN1V1 Ul /--HZ 


TTnmrt C5*T"tif»nc "fr*ir7 r 7lf*H Vi nmnlno ^ fT^rAQAT\Vnl?A fT>'7T"j'3^ TVlTx^"^A 

XXUIIIU odpiCilo JXIZZICLI llUlIlUlUg, J ^-L>I UOUpllllO. ^ /-iLJJ J, lliAVi 


NM 003400 


Homo sapiens exportin 1 (CRM1 homolog, yeast) (XPOl), mRNA 


"MA/f AA7QCQ 


xlOIIlO bapiCnis 10110010 al/lU. rCUCpiOI ICopOIIllCI ^LaZjCll ULCI1C lllU-U-^CU.^ Z/ 
v rv/\JtxJSJtloZ > /, ITUSJ.N/A. 


NM_006064 


Homo sapiens GTP-binding protein ragB (RAGB), transcript variant RAGBs, 

mivLN/Y 


NM_0 16656 


Homo sapiens GTP-binding protein ragB (RAGB), transcript variant RAGB1, 
mKJN/\ ! 


NM_003857 


Homo sapiens galanin receptor 2 (GALR2), mRNA 


NM_01oo55 


riomo sapiens vjJ\ Dinamg protein transcription iactor, oeta suounu z \h/i\±j) 
(GABPB2), transcript variant gamma, mRNA 


XTA/f AAOA/t 1 

NM_0U2u4 1 


Jrlomo sapiens uA Dmaing protein transcription iactor, ueta suDunii z \h iisxj) 
^vj/A_DJrr5Z transcnpi variant gamma, iriru.N/\ 


XTNyf A 1 

JNM_U1ooDh- 


iiomo sapiens vj/a. uixiumg proLcm uaiiocripinjii lawnji, ucia ^uuluiii i 

^VJ/\X5i X> 1 ), ITcillboripL VallaliL UCLd, I11X\_LN^\. 


IN 1VI_UU3 Z 3 H 


UAtv>n por\ipnc< A V»inrli-r» cr r»t*r\t/^i-n trancpri'nfin'n "fciotot" V^^tii cnTYilfllt 1 1 ii k D ) 
JtiOmO Sapiens VJ^v OlXlCllIlg prUlClil Llallol/IipilUIl IctOLOl, ucio auuunii x -J t\J-^r j 

(GABPB1), transcript variant beta, mRNA 


XTA/f A1 ^C/l'l 
INiVl UDo4^ 


riomo sapiens LjJ_lvi u.oiiid.111 omy / ^j-fiviv_// ^, LidiiboiipL va.1ia.111 j>, iiu\j.^^v 


NM 015842 


Homo sapiens LEVI domain only 7 (LM07), transcript variant 2, mRNA 


JNJVL UUzzzo 


riomo sapiens v-jun sarcoma virus 1 / oncogene nomoiog ^d via.11^ uiru>ri 


1VTN >f A 1 A 1 7 C 

JNM Ulol /o 


iiomo sapiens orniininc accdrooxyiaac aiiiizyiiic j y\j£\z^D j 9 iiixvLN-rv. 


NM_016538 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 7 (S. 
cerevisiaej x oixx.i / j, iiirviNrY 


NM_0 16539 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 6 (S. 
cerevisiae; v oirvio;, mjtsJN/\ 


XTA/T A1 /CI 1 £L 


riomo sapiens Jvriv i-iiKe ^yeastj v jkjdv ll^j, iiir\j.>i/\ 


NM_016138 


Homo sapiens COQ7 coenzyme Q, 7 homolog ubiquinone (yeast) (COQ7), 


JNJVl_UloDo:> 


riomo sapiens palate, lung ana nasax epitnenum carcinoma. assoL/iaicu. ^ri/uiN^, 

mPXTA 
IIllviNA 


NM 015886 


Homo sapiens protease inhibitor 15 (PI15), mRNA 


TxTN/T A1*iA£7 
1N1V1__U 1 OUO / 


riomo sapiens niiiocnonunai noosomai proicm oiov^ ^lvirxjr 010^, xiut/icai g^nt/ 

Clll'vJU.lllg lllllUL/IliJilLll la.1 piULClll, lliXx_LN^"V 


in ivr uij y-tsj 


l-Tnmn wnipnc nf*]r\tn Tr\n.mr\\c\o /T^T*nQr*r*Tii1p^ ^PPT CW TYlK IX A 

ITivJlllU oaJJidlo pClULa HLIlllUlVJg V JL-/1 vJoUpillia^/ V X JL/J-zV-/^, 1 1 1AXJ. ^ ^i. 




iTLUiiiu oapiCiio l n i "iijvc x A,yi\jowjJiiiiay yxxxL±-fj s iiJULvi^-tx 


NM_0 16587 


Homo sapiens chromobox homolog 3 (HP1 gamma homolog, Drosophila) 
(TRY^ ml? MA 


NM 016347 


Homo sapiens putative N-acetyltransferase Camello 2 (CML2), mRNA 


"KTA/T A 1 ^707 
iNiVI U1D/Z/ 


riomo sapiens tacnyKinin receptor i V i/Vv^rvi ^, transcopi. variant biiuii, iiuviN-rt. 


TvT\/f AA1 A-\ Q 
1N1VL UUlUDo 


riomo sapiens racnyruxim receptor i y i /\v_/Xvi j, uransc/opi vanaiiL iuiig, iiuvln^-v 


NM_004052 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 3 (BN1P3), 
liuoicai gene cnt/DU-irig iiiiiOL'nLiriijriai proicm, iiix\_ln/t. 


NM 014820 


Homo saniens trarmlocase of outer mitochondrial membrane 70 homolos A 
(yeast) (TOMM70A), mRNA 


NM 014918 


Homo sapiens carbohydrate (chondroitin) synthase 1 (CHSY1), mRNA 


NM_0 14707 


Homo sapiens histone deacetylase 9 (HDAC9-PENDING), transcript variant 3, 
mRNA 


NM 014683 


Homo sapiens unc-51-like kinase 2 (C. elegans) (ULK2), mRNA 
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NM 014874 


Homo sapiens mitofusin 2 (MFN2), mRNA 


NM 014071 


Homo sapiens nuclear receptor coactivator 6 (NCOA6), mRNA 


NM 015700 


Homo sapiens HIRA interacting protein 5 (HIRIP5), mRNA 


NM 015685 


Homo sapiens syndecan binding protein (syntenin) 2 (SDCBP2), mRNA 


NM 014263 


Homo sapiens YMEl-like 1 (S. cerevisiae) (YME1L1), mRNA 


NM 014297 


Homo sapiens protein expressed in thyroid (YF13H12), mRNA 


NM J) 14393 


Homo sapiens staufen, RNA binding protein, homolog 2 (Drosophila) (STAU2), 
mRNA 


NM_0 14403 


Homo sapiens sialyltransferase 7D ((alpha-N-ace1ylneuraminyl-2,3-beta- 
galactosyl-l,3)-N-acetyl galactosaminide alpha-2,6-sialyltransferase) (SIAT7D), 
mRNA 


NM_0 14465 


Homo sapiens sulfotransferase family, cytosolic, IB, member 1 (SULT1B1), 
mRNA 


NM 014485 


Homo sapiens prostaglandin D2 synthase, hematopoietic (PGDS), mRNA 


NMJ)14303 


Homo sapiens pescadillo homolog 1, containing BRCT domain (zebrafish) 
(PES 1), mRNA 


NM 014253 


Homo sapiens odz, odd Oz/ten-m homolog l(Drosophila) (ODZ1), mRNA 


NM 014429 


Homo sapiens microrchidia homolog (mouse) (MORC), mRNA 


NM 006439 


Homo sapiens mab-21-like 2 (C. elegans) (MAB21L2), mRNA 


NM 015322 


Homo sapiens fem-1 homolog b (C. elegans) (FEM1B), mRNA 


NM 014591 


Homo sapiens Kv channel interacting protein 2 (KCN1P2), mRNA 


NM_004449 


Homo sapiens v-ets erythroblastosis virus E26 oncogene like (avian) (ERG), 
mRNA 


NM 014420 


Homo sapiens dickkopf homolog 4 (Xenopus laevis) (DKK4), mRNA 


NM 014421 


Homo sapiens dickkopf homolog 2 (Xenopus laevis) (DKK2), mRNA \ 


NM 014325 


Homo sapiens coronin, actin binding protein, 1C (COROIC), mRNA 


NM_014246 


Homo sapiens cadherin, EGF LAG seven-pass G-type receptor 1 (flamingo 
homolog, Drosophila) (CELSR1 ), mRNA 


NM 014391 


Homo sapiens cardiac ankyrin repeat protein (CARP), mRNA 


NM_014336 


Homo sapiens aryl hydrocarbon receptor interacting protein-like 1 (AIPL1), 
mRNA 


NMJH4265 


Homo sapiens a disintegrin and metalloproteinase domain 28 (ADAM28), 
transcript variant 1, mRNA 


NMJH4237 


Homo sapiens a disintegrin and metalloproteinase domain 18 (ADAM 18), 
mRNA 


NM 005032 


Homo sapiens plastin 3 (T isoform) (PLS3), mRNA 


NM^O 13980 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 1 (BNIP1), 
transcript variant BNIPl-c, mRNA 


NMJH3979 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 1 (BNIP1), 
transcript variant BNIPl-b, mRNA 


NMJ313978 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 1 (BNIP1), 
transcript variant BNEPl-a, mRNA 


NM 004178 


Homo sapiens TAR (HIV) RNA binding protein 2 (TARBP2), mRNA 


NM_O05915 


Homo sapiens MCM6 minichromosome maintenance deficient 6 (MISS 
homolog, S. pombe) (S. cerevisiae) (MCM6), mRNA 


NMJ)02576 


Homo sapiens p21/Cdc42/Racl -activated kinase 1 (STE20 homolog, yeast) 

/"T» A TV 1 \ "X. T A 

(PAK1), mRNA } 


NM 012091 


Homo sapiens adenosine deaminase, tRNA-specific 1 (ADAT1), mRNA 


NM 005358 


Homo sapiens LIM domain only 7 (LM07), mRNA 


NM 013451 


Homo sapiens fer-l-like 3, myoferlin (C. elegans) (FER1L3), mRNA 


NM 006113 


Homo sapiens vav 3 oncogene (VAV3), mRNA 


NM 003869 


Homo sapiens carboxylesterase 2 (intestine, liver) (CES2), mRNA 
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NM 005721 


Homo sapiens ARP3 actin-related protein 3 homolog (yeast) (ACTR3), mRNA 


NM_003325 


Homo sapiens HIR histone cell cycle regulation defective homolog A (S. 
cerevisiae) (HIRA), mRNA 


NM 012242 


Homo sapiens dickkopf homolog l (Xenopus laevis) (DKKl), mRNA 


NM 012429 


Homo sapiens SECl4-like 2 (S. cerevisiae) (SEC14L2), mRNA 


NM 012190 


Homo sapiens formyltetrahydrofolate dehydrogenase (FTHFD), mRNA 


NM_005069 


Homo sapiens single-minded homolog 2 (Drosophila) (SIM2), transcript variant 
SIM2, mRNA 


NM_009586 


Homo sapiens single-minded homolog 2 (Drosophila) (SIM2), transcript variant 
SIM2s, mRNA 


NM_002610 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme l (PDKl), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 013374 


Homo sapiens programmed cell death 6 interacting protein (PDCD6IP), mRNA 


NM 013367 


Homo sapiens anaphase-promoting complex subunit 4 (APC4), mRNA 


NM 002968 


Homo sapiens sal-like l (Drosophila) (SALLl), mRNA 


NM 002449 


Homo sapiens msh homeo box homolog 2 (Drosophila) (MSX2), mRNA 


NM_006739 


Homo sapiens MCM5 minichromosome maintenance deficient 5, cell division 
cycle 46 (S. cerevisiae) (MCM5), mRNA 


NM_0 12460 


Homo sapiens translocase of inner mitochondrial membrane 9 homolog (yeast) 
(TIMM9), mRNA 


NM_012457 


Homo sapiens translocase of inner mitochondrial membrane 13 homolog A 
(yeast) (TIMM13A), mRNA 


NM_012456 


Homo sapiens translocase of inner mitochondrial membrane 10 homolog (yeast) 
(T1MM10), mRNA 


NM_0 12450 


Homo sapiens solute carrier family 13 (sodium/sulfate symporters), member 4 
(SLC13A4),mRNA 


NM_0 12444 


Homo sapiens SPOl 1 meiotic protein covalently bound to DSB-like (S. 
cerevisiae) (SPOl 1), mRNA 


NM_0 12240 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 4 (S. 
cerevisiae) (SIRT4), mRNA 


NM 012387 


Homo sapiens peptidyl arginine deiminase, type V (PAD), mRNA 


NM_012381 


Homo sapiens origin recognition complex, subunit 3-like (yeast) (ORC3L), 
mRNA 


NM_0 12225 


Homo sapiens nucleotide binding protein 2 (MinD homolog, E. coli) (NUBP2), 
mRNA 


NM 012222 


Homo sapiens mutY homolog (E. coli) (MUTYH), mRNA 


NM_0 12279 


Homo sapiens double-stranded RNA-binding zinc finger protein JAZ (JAZ), 
mRNA 


NM 012206 


Homo sapiens hepatitis A virus cellular receptor 1 (HAVCR-1), mRNA 


NM 012205 


Homo sapiens 3-hydroxyanthranilate 3,4-dioxygenase (HAAO), mRNA 


NM 012198 


Homo sapiens grancalcin, EF-hand calcium binding protein (GCA), mRNA 


NM_012193 


Homo sapiens frizzled homolog 4 (Drosophila) (FZD4), mRNA 


NM_012192 


Homo sapiens fracture callus 1 homolog (rat) (FXC1), mRNA 


NM 012076 


Homo sapiens crumbs homolog 1 (Drosophila) (CRB1), mRNA 


NM_012124 


Homo sapiens cysteine and histidine-rich domain (CHORD)-containing, zinc 
binding protein 1 (CHORDC1), mRNA 


NMJ)l2ll8 


Homo sapiens CCR4 carbon catabolite repression 4-like (S. cerevisiae) 
(CCRN4L), mRNA 


NM_0l2ll7 


Homo sapiens chromobox homolog 5 (HP1 alpha homolog, Drosophila) (CBX5), 
mRNA 


NM 012108 


Homo sapiens BCR downstream signaling 1 (BRDG1), mRNA 


NM 012100 


Homo sapiens aspartyl aminopeptidase (DNPEP), mRNA 
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NM 012094 


Homo sapiens peroxiredoxin 5 (PRDX5), mRNA 


NM 004506 


Homo sapiens heat shock transcription factor 2 (HSF2), mRNA 


NM 004423 


Homo sapiens dishevelled, dsh homolog 3 (Drosophila) (DVL3), mRNA 


NM 007374 


Homo sapiens sine oculis homeobox homolog 6 (Drosophila (SDC6), mRNA ! 


NM 007373 


Homo sapiens soc-2 suppressor of clear homolog (C. elegans) (SHOC2), mRNA 


NM_002388 


Homo sapiens MCM3 minichromosome maintenance deficient 3 (S. cerevisiae) 
(MCM3), mRNA 


NM 004S73 


Homo sapiens BCL2 -associated athanogene 5 (BAGS), mRNA 


NM_007316 


Homo sapiens agouti related protein homolog (mouse) (AGRP), transcript 
variant 2 t mRNA 


NM_003819 


Homo sapiens poly(A) binding protein, cytoplasmic 4 (inducible form) 
(PABPC4), mRNA 


NM 005737 


Homo sapiens ADP-ribosylation factor-like 7 (ARL7), mRNA 


NM 002358 


Homo sapiens MAD2 mitotic arrest deficient-like 1 (yeast) (MAD2L1), mRNA 


NM 007264 


Homo sapiens adrenomedullin receptor (ADMR), mRNA 


NM 006870 


Homo sapiens destrin (actin depolymerizing factor) (DSTN), mRNA 


NM_005476 


Homo sapiens UDP-N-acetylglucosamine-2-epimerase/N-acetylmannosamine 
kinase (GNE), mRNA 


NM_007309 


Homo sapiens diaphanous homolog 2 (Drosophila) (DIAPH2), transcript variant 
12C, mRNA 


NM 001878 


Homo sapiens cellular retinoic acid binding protein 2 (CRABP2), mRNA 


NM_000489 


Homo sapiens alpha thalassemia/mental retardation syndrome X-linked (RAD54 
homolog, S. cerevisiae) (ATRX), mRNA 


NM 002528 


Homo sapiens nth endonuclease Hi-like 1 (E. coli) (NTHL1), mRNA 


NMJ)04085 


Homo sapiens translocase of inner mitochondrial membrane 8 homolog A (yeast) 
(TIMM8 A), nuclear gene encoding mitochondrial protein, mRNA 


NM 002310 


Homo sapiens leukemia inhibitory factor receptor (LIFR), mRNA 


NM 004733 


Homo sapiens acetyl-Coenzyme A transporter (ACATN), mRNA 


NM 002657 


Homo sapiens pleomorphic adenoma gene-like 2 (PLAGL2), mRNA 


NM__006724 


Homo sapiens mitogen-activated protein kinase kinase kinase 4 (MAP3K4), 
transcript variant 2, mRNA 


NMJ)068S2 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2e, mRNA 


NM_006881 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2d, mRNA 


NMJ)06880 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2c, mRNA 


NM_006879 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2b, mRNA 


NM__006S78 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2a, mRNA 


NM_003801 


Homo sapiens GPAA1P anchor attachment protein 1 homolog (yeast) (GPAA1), 
mRNA 


NM 003193 


Homo sapiens tubulin-specific chaperone e (TBCE), mRNA 


NM_002370 


Homo sapiens mago-nashi homolog, proliferation-associated (Drosophila) 
(MAGOH), mRNA 


NM 006341 


Homo sapiens MAD2 mitotic arrest deficient-like 2 (yeast) (MAD2L2), mRNA 


NM_006149 


Homo sapiens lectin, galactoside-binding, soluble, 4 (galectin 4) (LGALS4), 
mRNA 


NM 003585 


Homo sapiens double C2-like domains, beta (DQC2B), mRNA 


NM_007129 


Homo sapiens Zic family member 2 (odd-paired homolog, Drosophila) (ZIC2), 
mRNA 
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JNJVi_uu/z/y 


Unmn conipnc T TO email tii ml p»Qr nVirkm iplponrntpin auxiliarv factor f65kD^ 

flOlIlO Sapiens wZ bllldll HLlviedl IlUvJIlUUlwVJjJUJi.t'iii auiviiicii^ laviui ^v^rvj-^y 

/TT?AF6^^ mRNA 




TTnmo <;anipn<? rTTTC2 cheeknoint homoloe (S. DOmbe) (CHEK2), mRNA 


■myf 007971 
JLNJVI UU /Z / 1 


Urimn qsitvptiq Qprinp/tTiTPoniriP kinase 38 I STK3 8 1. mRNA 


NM 007232 


Homo sapiens histamine receptor H3 (HRH3), mRNA 


JNM UU/z/o 


tI>vr-r»/-\ conipnc CI A "R A ( A tv»r , <»rvt7Yr..5i ccnriflfpH tirnfpin fCrARAR AP^ TTlRNA 
JrtOm.0 Sapiens rCL/Cpu»l~dSo*JOldteu jJUJicin ^urLuruvrii ^, iixavj. i/t. 


NM 007197 


Homo sapiens frizzled homolog 10 (Drosophila) (FZD10), mRNA 


NM 00/240 


Jtlomo sapiens Keicn-iiKe z, lviayven ^i^rosopiiiid^ ^jvx J ri.Lrz y /, iiuvrsrv i 


NM .001466 


Homo sapiens frizzled homolog 2 (Drosophila) (FZD2), mRNA 


NM_006482 


Homo sapiens auai-specinciiy tyrosine-^ x j-pnospnoryiaiion reguidicu Kinase z 
(DYRK2), transcript variant 2, mRNA 


NM_003583 


Homo sapiens auai-specmciLy tyrosine-^ i j-pnospnoryiation rcguidieu tuiid.se z 
(DYRK2), transcript variant 1 , mRNA _ 


NM_006484 


Homo sapiens aual-specmcity tyrosine-^ i j-pnospnoryiaiion reguiaiea Kind.sc i r> 
(DYRK1B), transcript variant c, mRNA 


NM_006483 


Homo sapiens aual-speciiicity tyrosine-^ y j-pnospnoryiauon reguiaiea Kinase ir> 
(DYRK1B), transcript variant b, mRNA 


NM_001882 


Homo sapiens corticotropin releasing hormone binding protein (CRHBP), 
mRNA 


NMJ)05889 


Homo sapiens apolipoprotein B mRNA editing enzyme, catalytic polypeptide 1 
(AJrOoiiCi ), transcript variant z, mKJN/v 


"K TR >T /"Y/"\ 1 /"~ /I y1 

NM_001644 


Homo sapiens apolipoprotein a rnKJNA eaiung enzyme, caiaiyiic poiypcpnuc i 
(APOBEC1), transcript variant 1, mRNA 


NM 006936 


xlomo sapiens oivii^ suppressor 01 mn two d nomoiog 1 ^yedstj ^oivium;, 
rnKJNA. 


NM 006912 


Homo sapiens Ric-like. expressed in manv tissues (Drosophila) (RIT), mRNA 


NM 006910 


rlomo sapiens retinooiastoma Dinaing protein o ^rsx>t>r oj, mixiNrv 


NM_007068 


Homo sapiens DMC1 dosage suppressor of mckl homolog, meiosis-specific 
homologous recombination (yeast) (DMC1), mRNA 


NM 007021 


Homo sapiens aeciciual protein inaucea oy progesterone ^jjE-rrj, iiiivin/\ 


NM_007007 


Homo sapiens cleavage ana poiyaaenyiauon specmc ideiur u, ookj-/ suuuiul 


NM_006822 


Homo sapiens GTP-binding protein homologous to Saccharomyces cerevisiae 


NM 006843 


Homo sapiens serine dehydratase (SDS), mRNA 


NM 00o/4o 


Homo sapiens sex como on rmaieg-iiKe i ^j^/rosopniidj ^ov_/ivi_ui^, iiuvin/a. 


NM 006824 


Homo sapiens EBNA1 binding protein 2 (EBNA1BP2), mRNA 


NM_005922 


Homo sapiens mitogen-activatea protein lanase Kinase Kinase h ^ivi/vr djs^h ), 
transcript variant 1, mRNA 


NM_006807 


Homo sapiens chromobox nomoiog 1 (Hrl beta nomoiog urosopnna ; ^rJA-ij, 
mRNA 


NM_006734 


Homo sapiens human immunodeficiency virus type I enhancer binding protein 2 
(HIVxirz), mKJNA 


JNlVL_UUo 151 


Homo sapiens rJjJ murine osteosarcoma virai oneogene iiuiuuivjg d \rv~j£>Dj 9 
mRNA 


JNM_UUo/zy 


Homo sapiens aiapnanous nomoiog z ^jLrosopnna^ ^jL'i/vrxxz^, udiisenpi vdimuL 
1 56 mRNA 


NM 006829 


Homo sapiens adipose specific 2 (APM2), mRNA 


NM 006872 


Homo sapiens TFHA-alpha/beta-like factor (ALF), mRNA 


NM_006796 


Homo sapiens AJFG3 ATPase family gene 3-like 2 (yeast) (AFG3L2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 006544 


Homo sapiens SEClO-like 1 (S. cerevisiae) (SEC10L1), mRNA 
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NM 006666 


Homo sapiens RuvB-like 2 (E. coli) (RUVBL2), mRNA 


NM_006509 


Homo sapiens v-rel reticuloendotheliosis viral oncogene homolog B, nuclear 
factor of kappa light polypeptide gene enhancer in B-cells 3 (avian) (RELB), 
mRNA 


NM 006606 


Homo sapiens retinoblastoma binding protein 9 (RBBP9), mRNA 


NM 006620 


Homo sapiens HBSl-like (S. cerevisiae) (HBS1L), mRNA 


NM 006561 


Homo sapiens CUG triplet repeat, RNA binding protein 2 (CUGBP2), mRNA 


NM 006579 


Homo sapiens emopamil binding protein (sterol isomerase) (EBP), mRNA 


NM 006560 


Homo sapiens CUG triplet repeat, RNA binding protein 1 (CUGBP1), mRNA 


NM_001211 


Homo sapiens BUB1 budding uninhibited by benzimidazoles 1 homolog beta 
(yeast) (BUB IB), mRNA 


NM_006374 


Homo sapiens serine/threonine kinase 25 (STE20 homolog, yeast) (STK25), 
mRNA 


NM 006377 


Homo sapiens unc-13-like (C. elegans) (UNCI 3), mRNA 


NM_006357 


Homo sapiens ubiquitin-conjugating enzyme E2E 3 (UBC4/5 homolog, yeast) 
(UBE2E3), mRNA 


NM_006323 


Homo sapiens SEC24 related gene family, member B (S. cerevisiae) (SEC24B), 
mRNA 


NM 006364 


Homo sapiens Sec23 homolog A (S. cerevisiae) (SEC23A), mRNA 


NM 006272 


Homo sapiens SI 00 calcium binding protein, beta (neural) (S100B), mRNA 


NM 006271 


Homo sapiens S100 calcium binding protein Al (S100A1), mRNA 


NM 006391 


Homo sapiens RAN binding protein 7 (RANBP7), mRNA 


NM 006265 


Homo sapiens RAD21 homolog (S. pombe) (RAD21), mRNA 


NM_006203 


Homo sapiens phosphodiesterase 4D, cAMP-specific (phosphodiesterase E3 
dunce homolog, Drosophila) (PDE4D), mRNA 


NM_006202 


Homo sapiens phosphodiesterase 4A, cAMP-specific (phosphodiesterase E2 
dunce homolog, Drosophila) (PDE4A), mRNA 


NM_006190 


Homo sapiens origin recognition complex, subunit 2-like (yeast) (ORC2L), 
mRNA 


NM 006181 


Homo sapiens netrin 2-like (chicken) (NTN2L), mRNA 


NM_006168 


Homo sapiens NK6 transcription factor homolog A (Drosophila) (NKX6A), 
mRNA 


NM_006167 


Homo sapiens NK3 transcription factor homolog A (Drosophila) (NKX3 A), 
mRNA 


NM 006159 


Homo sapiens NEL-like 2 (chicken) (NELL2), mRNA 


NM 006157 


Homo sapiens NEL-like 1 (chicken) (NELL1), mRNA 


NM_005360 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog 
(avian) (MAF), mRNA 


NM_006306 


Homo sapiens SMC1 structural maintenance of chromosomes 1-like 1 (yeast) 
(SMC1L1), mRNA 


NM 006461 


Homo sapiens mitotic spindle coiled-coil related protein (DEEPEST), mRNA 


NM_006314 


Homo sapiens connector enhancer of KSR-like (Drosophila kinase suppressor of 
ras) (CNK1), mRNA 


NM 006366 


Homo sapiens adenylyl cyclase-associated protein 2 (CAP2), mRNA 


NM_006444 


Homo sapiens SMC2 structural maintenance of chromosomes 2-like 1 (yeast) 
(SMC2L1), mRNA 


NM 006321 


Homo sapiens anadne homolog 2 (Drosophila) (ARIH2), mRNA 


NM 006406 


Homo sapiens peroxiredoxin 4 (PRDX4), mRNA 


NM 006334 


Homo sapiens olfactomedin 1 (OLFM1), transcript variant 2, mRNA 


NM 004032 


Homo sapiens D-aspartate oxidase (DDO), transcript variant 2, mRNA 


NM 005985 


Homo sapiens snail 1 homolog, zinc finger protein (Drosophila) (SNAI1), 
mRNA 
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NM_006109 


Homo sapiens SKB1 homolog (S. pombe) (SKB1), mRNA 


JN1VL UUD^oZ 


TTattia Qflniern; <;inp ocii1i«s homeobox homolog 1 (T)rOSOt)hila^ fSIXl), mRNA 


NM 006089 


Homo sapiens sex comb on midleg-like 2 (Drosophila) (SCML2), mRNA 




TJnmr* conipnc ^il 00 ralriirm hmfiincr nrotein P fS100P\ mRNA 


NM 005979 


Homo sapiens S100 calcium binding protein A13 (S100A13), mRNA 


NM_00593o 


rlomo sapiens myeioio/iympnoiu. or miACu-iiiicagc icmvciind ^uiuiuioa uunwiug, 
Drosophila); translocated to, 7 (MLLT7), mRNA 


NM_00593 / 


TT -, .-, -, ,-, ck-»-»r-i vMvrel /I ■» n-*iWl-» /I /-vr -mi Y<=»rl-.l"in OP 1 PI lliTPTni 3 ( TntVlAT*3X h OTT1 0 1 0 0 

rlomo sapiens myeioiu/ lyiiipnoiti or iniAcu-iiiicagc icuivG/iiiia ^u. iluvji a.^v iivxiiwiug, 
Drosophila); translocated to, 6 (MLLT6), mRNA 


NM_005936 


rlomo sapiens myeioiu/iympnoiu. or iLUACu-imcdgc icuKcmid ^uiuhjioa mjniviv/f,, 
Drosophila); translocated to, 4 (MLLT4), mRNA 


NM_005935 


TT rttT , A c-n«iAtic t-*-kt7<a1r\i/^/lirmr\ViAiH rvr mi YPfi-linPJl OP IplllfPTTiia ftritliOraX hOTTlOlOC 

jnLomo sapiens rnyciuiii/ iy inpiivjiLi 01 111iAcu-111.1ca.gc> it-u.ivcii.iita ^umiuiaA nuiiiuiw^) 
Drosophila); translocated to, 2 (MLLT2), mRNA 


NM 005934 


U/\tv»r\ nnrtidn o -rvit «»1 r>i r1 /KrmnV\m^ nt -miYPrt'-.l'i'npa op 1 PI llcPTTll a i tTltnCVTaX homOlOC 

riomo sapiens rnycioiu/iyinpiiuiu. 01 niiAcu.-*mic<igc ltuivuiiiia ^uunuiaA uvuivjv^, 
Drosophila); translocated to, 1 (MLLT1), mRNA 


-K T"K It AArfiO 1 

NM_005933 


rlomo sapiens myeioiu/iympnoia or mixea-imeagc icuivciiuct ^uuhukia uumuiu^, 
Drosophila) (MLL), mRNA 


\t» jr f\t\ C C\t\C 

NM_005905 


Homo sapiens jvlaij, motners against aecapeniapiegic nomoiog ^ ^iw/iuawpiina^ 
(MADH9), mRNA 


"X TT\. K r\c\ C C\f\ A 

NM_005904 


rlomo sapiens JVLAXJ, motners agamst aecapeniapiegic noiiiuiog / ^uiuoupinia; 
(MADH7), mRNA 


NM 005903 


rlomo sapiens lViyviJ, motners against aecapenicipicgio numuiug ^ ^luoupima^ 
(MADH5), mRNA 


NM_005902 


rlomo sapiens nlj\d, motners against aecapentapiegiL/ iioniuiu^ j ^iu&upiuiai 
(MAJJiii ), mKJN A 


NM_005901 


Homo sapiens MAD, mothers against decapentaplegic homolog 2 (Drosophila) 

(MAJJrlZ), mKJN>V 


NM_005900 


Homo sapiens MAD, mothers against decapentaplegic homolog 1 (Drosophila) 
(MADH1), mRNA 


NM 00603 J 


rlomo sapiens lipase, enaotnenai ^jult u;, mxsj.N/\ 


NM_006048 


Homo sapiens ubiquitination factor E4B (UFD2 homolog, yeast) (UBE4B), 

TviT? XT A 
niKlNA 


NM_006111 


Homo sapiens acetyl-Coenzyme A acyltransferase 2 (mitochondrial 3-oxoacyl- 

rADMmmiP a r*l oo**^ / a A A nnr»1f»nr ctptip pnrnHiTKr mitochondrial nrotein. 
v_/OenZjyme /v tmoiasc^ \^rvv_^/-\-r\.z. riuoicai ^cuc ciic/uu-iiig, iiuiui/uuiiuiioi y±\jv%^u.x 9 

m p\TA 

nutviN/\ 


NM_006012 


Homo sapiens ClpP caseinolytic protease, ATP-dependent, proteolytic subunit 
homolog (E. coli) (CLPP), nuclear gene encoding mitochondrial protein, mRNA 


NM_006110 


rlomo sapiens ljjz antigen ^cytoplasmic tan^ uinuiiig piuicm ^ v^ 1 - / ^ J - > - L 
mRNA 


NM 006017 


Homo sapiens prominin-like 1 (mouse) (PROML1), mRNA 


TvTA vT A A A A 1 A 
NM_0040 1 0 


rlomo sapiens oystropnin ^muscular uystropny, jl'uoiiciuic auu oc^ivci Lvptr^i, 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp427p2, mRNA 


-v TTV T f\f\ A AO O 

NM_004023 


Homo sapiens aystropnin (muscular aystropny, uuenenne anu dcikci Lypcb^, 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dpi 40bc, mRNA 


"MM 0040?? 


Womo ^aniens dvstronhin ^muscular dvstronhv Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant D140ab, mRNA 


NM_004021 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dpl40b, mRNA 
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NM_004020 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp 140c, mRNA 


NM_004019 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp40, mRNA 


NM_00401S 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp71ab, mRNA 


NM_004017 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp71a, mRNA 


NM_004016 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp71b, mRNA 


NM_004015 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp71, mRNA 


NM_004014 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dpi 16, mRNA 


NM_004013 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp 140, mRNA 


NM_004012 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp260-2, mRNA 


NM_004011 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp260-1, mRNA 


NM_004009 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp427pl, mRNA 


NM_004007 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp4271, mRNA 


NM_004006 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp427m, mRNA 


NM_000109 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp427c, mRNA 


NM 005657 


Homo sapiens tumor protein p53 binding protein, 1 (TP53BP1), mRNA 


NM 005632 


Homo sapiens small optic lobes homolog (Drosophila) (SOLH), mRNA 


NM 005631 


Homo sapiens smoothened homolog (Drosophila) (SMOH), mRNA 


NM_005621 


Homo sapiens SI 00 calcium binding protein A12 (calgranulin C) (S100A12), 
mRNA 


NM_005620 


Homo sapiens S100 calcium binding protein Al 1 (calgizzarin) (S100A1 1), 
mRNA 


NM 005610 


Homo sapiens retinoblastoma binding protein 4 (RBBP4), mRNA 


NM 005732 


Homo sapiens RAD50 homolog (S. cerevisiae) (RAD50), mRNA 


NM 005591 


Homo sapiens MRJE1 1 meiotic recombination 1 1 homolog A (S. cerevisiae) 
(MRE11A), mRNA 
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NM_005590 


Homo sapiens MRE11 meiotic recombination 11 homolog A (S. cerevisiae) 
(MRE1 1 A), mRNA 


NM_005585 


Homo sapiens MAD, mothers against decapentaplegic homolog 6 (Drosophila) 
(MADH6), mRNA 


NM 005584 


Homo sapiens mab-21-like 1 (C. elegans) (MAB21L1), mRNA 


NM_005582 


Homo sapiens lymphocyte antigen 64 homolog, radioprotective 105kD (mouse) 
(LY64), mRNA 


NM 005667 


Homo sapiens zinc finger protein 103 homolog (mouse) (ZFP103), mRNA 


NM 005886 


Homo sapiens katanin p80 (WD40-containing) subunitB 1 (KATNB1), mRNA 


NM 005860 


Homo sapiens follistatin-like 3 (secreted glycoprotein) (FSTL3), mRNA 


NM 005758 


Homo sapiens heterogeneous nuclear ribonucleoprotein A3 (HNRPA3), mRNA 


NM_005510 


Homo sapiens dom-3 homolog Z (C. elegans) (DOM3Z), transcript variant 2, 
mRNA 


NM_005766 


Homo sapiens FERM, RhoGEF (ARHGEF) and pleckstrin domain protein 1 
(chondrocyte-derived) (FARP1), mRNA 


NM 005722 


Homo sapiens ARP2 actin-related protein 2 homolog (yeast) (ACTR2), mRNA 


NM 005750 


Homo sapiens chromosome 4 open reading frame 6 (C4orf6), mRNA 


NM 005170 


Homo sapiens achaete-scute complex-like 2 (Drosophila) (ASCL2), mRNA 


NM 005426 . 


Homo sapiens tumor protein p53 binding protein, 2 (TP53BP2), mRNA 


NM 005486 


Homo sapiens target of mybl-like 1 (chicken) (TOM1L1), mRNA 


NM 005488 


Homo sapiens target of mybl (chicken) (TOM1), mRNA 


NM_005417 


Homo sapiens v-src sarcoma (Schmidt-Ruppin A-2) viral oncogene homolog 
(avian) (SRC), mRNA 


NM 005413 


Homo sapiens sine oculis homeobox homolog 3 (Drosophila) (SDG), mRNA 


NM_005444 


Homo sapiens RCD1 required for cell differentiation 1 homolog (S. pombe) 
(RQCD1), mRNA 


NM_005378 


Homo sapiens v-myc myelocytomatosis viral related oncogene, neuroblastoma 
derived (avian) (MYCN), mRNA 


NM_005377 


Homo sapiens v-myc myelocytomatosis viral oncogene homolog 2 (avian) 
(MYCL2), mRNA 


NM_005375 


Homo sapiens v-myb myeloblastosis viral oncogene homolog (avian) (MYB), 
mRNA 


NM_005359 


Homo sapiens MAD, mothers against decapentaplegic homolog 4 (Drosophila) 
(MADH4), mRNA 


NM 005340 


Homo sapiens histidine triad nucleotide binding protein (HINT), mRNA 


NM_005307 


Homo sapiens G protein-coupled receptor kinase 2-like (Drosophila) (GPRK2L), 
mRNA 


NM_005262 


Homo sapiens growth factor, augmenter of liver regeneration (ERV1 homolog, 
S. cerevisiae) (GFER), mRNA 


NM_005261 


Homo sapiens GTP binding protein overexpressed in skeletal muscle (GEM), 
mRNA 


NM 005257 


Homo sapiens GATA binding protein 6 (GATA6), mRNA 


NM 005245 


Homo sapiens FAT tumor suppressor homolog 1 (Drosophila) (FAT), mRNA 


NM 005244 


Homo sapiens eyes absent homolog 2 (Drosophila) (EYA2), mRNA 


NM_005239 


Homo sapiens v-ets erythroblastosis virus E26 oncogene homolog 2 (avian) 
(ETS2), mRNA 


NM_005235 


Homo sapiens v-erb-a erythroblastic leukemia viral oncogene homolog 4 (avian) 
(ERBB4), mRNA 


NM_005228 


Homo sapiens epidermal growth factor receptor (erythroblastic leukemia viral (v- 
erb-b) oncogene homolog, avian) (EGFR), mRNA 


NM 005224 


Homo sapiens dead ringer-like 1 (Drosophila) (DRIL1), mRNA 


NM 005219 


Homo sapiens diaphanous homolog 1 (Drosophila) (DIAPH1), mRNA 
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NM_005207 


Homo sapiens v-crk sarcoma virus CT10 oncogene homolog (avian)-like 
(CRKL), mRNA 


NM 005197 


Homo sapiens checkpoint suppressor 1 (CHES1), mRNA 


NM_005454 


Homo sapiens cerberus 1 homolog, cysteine knot superfamily (Xenopus laevis) 
(CER1), mRNA 


NM_005496 


Homo sapiens SMC4 structural maintenance of chromosomes 4-like 1 (yeast) 
(SMC4L1), mRNA 


NM 005169 


Homo sapiens aristaless homeobox (Drosophila) (ARK), mRNA 


NM_005078 


Homo sapiens transducin-like enhancer of split 3 (E(spl) homolog, Drosophila) 
(TLE3), mRNA 


NM_005077 


Homo sapiens transducin-like enhancer of split 1 (E(spl) homolog, Drosophila) 
(TLEl), mRNA 


NM 005068 


Homo sapiens single-minded homolog 1 (Drosophila) (SIM1), mRNA 


NM 005067 


Homo sapiens seven in absentia homolog 2 (Drosophila) (SIAH2), mRNA 


NM_005138 


Homo sapiens SCO cytochrome oxidase deficient homolog 2 (yeast) (SC02), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 005156 


Homo sapiens ROD1 regulator of differentiation 1 (S. pombe) (ROD1), mRNA 


NM_005133 


Homo sapiens RCE1 homolog, prenyl protein protease (S. cerevisiae) (RCE1), 
mRNA 


NM 005057 


Homo sapiens retinoblastoma binding protein 5 (RBBP5), mRNA 


NM 005056 


Homo sapiens retinoblastoma binding protein 2 (RBBP2), mRNA 


NM 005053 


Homo sapiens RAD23 homolog A (S. cerevisiae) (RAD23A), mRNA 


NM_005049 


Homo sapiens PWP2 periodic tryptophan protein homolog (yeast) (PWP2H), 
mRNA 


NM_005008 


Homo sapiens NHP2 non-histone chromosome protein 2-like 1 (S. cerevisiae) 
(NHP2L1), mRNA 


NM 004997 


Homo sapiens myosin binding protein H (MYBPH), mRNA 


NM 004677 


Homo sapiens Testis-specific XK-related protein on Y (XKRY), mRNA 


NM_004788 


Homo sapiens ubiquitination factor E4A (UFD2 homolog, yeast) (UBE4A), 
mRNA 


NM 004617 


Homo sapiens transmembrane 4 superfamily member 4 (TM4SF4), mRNA 


NM 004607 


Homo sapiens tubulin-specific chaperone a (TBCA), mRNA 


NM_004602 


Homo sapiens staufen, RNA binding protein (Drosophila) (STAU), transcript 
variant T4, mRNA 


NM 004653 


Homo sapiens Smcy homolog, Y chromosome (mouse) (SMCY), mRNA 


NM 004787 


Homo sapiens slit homolog 2 (Drosophila) (SLIT2), mRNA 


NM_004593 


Homo sapiens splicing factor, arginine/serine-rich 10 (transformer 2 homolog, 
Drosophila) (SFRS 1 0), mRNA 


NM 004206 


Homo sapiens vesicle trafficking protein (SEC22C), transcript variant 2, mRNA 


NM_004657 


Homo sapiens serum deprivation response (phosphatidylserine binding protein) 
(SDPR), mRNA 


NM_004589 


Homo sapiens SCO cytochrome oxidase deficient homolog 1 (yeast) (SCOl), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_004587 


Homo sapiens ribosome binding protein 1 homolog 180kD (dog) (RRBP1), 
mRNA 


NM 004164 


Homo sapiens retinol binding protein 2, cellular (RBP2), mRNA 


NM 004584 


Homo sapiens RAD9 homolog (S. pombe) (RAD9), mRNA 


NM 004794 


Homo sapiens RAB33A, member RAS oncogene family (RAB33A), mRNA 


NM_004813 


Homo sapiens peroxisomal biogenesis factor 16 (PEX16), transcript variant 1, 
mRNA 


NM 004564 


Homo sapiens PET112-like (yeast) (PET1 12L), mRNA 


NM 004643 


Homo sapiens poly(A) binding protein, nuclear 1 (PABPN1), mRNA 
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NM 004561 


Homo sapiens ovo-hke l(Drosopmla) (QVOLl), mKJNA 


NM_004153 


Homo sapiens origin recognition complex, subunit 1-like (yeast) (ORC1L), 
mRNA 


NM 004557 


Homo sapiens Notch homolog 4 (Drosophila) (NOTCH4), mRNA 


NM 004808 


Homo sapiens N-mynstoyltransferase 2 (NMT2), mRNA 


NM 004210 


Homo sapiens neuralized-like (Drosophila) (NEURL), mRNA 


NM_004147 


Homo sapiens developmentally regulated GTP bmdmg protein 1 (DRCrl), 
mRNA 


NM 004851 


Homo sapiens pronapsin A (NAP1), mRNA 


NM 004533 


Homo sapiens myosin binding protein C, fast type (MYBPC2), mRNA 


NM_004529 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 3 (MLLT3), mRNA 


NM 004668 


Homo sapiens maltase-glucoamylase (alpha-glucosidase) (MGAM), mRNA 


NM_004526 


Homo sapiens MCM2 minichromosome maintenance deficient 2, mitotin (S. J 
cerevisiae) (MCM2), mRNA 


NM_004829 


Homo sapiens lymphocyte antigen 94 homolog, activating NK-receptor; NK- 
p46, (mouse) (LY94), mRNA 


NM_004744 


Homo sapiens lecithin retinol acyltransferase (phosphatidylcholine-retinol O- 
acyltransferase) (LRAT), mRNA 


NM 004524 


Homo sapiens lethal giant larvae homolog 2 (Drosophila) (LLGL2), mRNA 


NM 004140 


Homo sapiens lethal giant larvae homolog 1 (Drosophila) (LLGL1), mKJNA 


NM_004922 


Homo sapiens SEC24 related gene family, member C (S. cerevisiae) (SEC24C), 
mRNA ! 


NM 004508 


•• i • -i i , i i . • /ii \t i \ ti\t a 

Homo sapiens isopentenyl-diphosphate delta isomerase (ID11), mRNA 


NM 004507 


Homo sapiens HXJS1 checkpoint homolog (S. pombe) (HUS1), mRNA 


NM 004262 


■ww * 1 • 1 # /T f A nn\ T"» "X T A 

Homo sapiens airway trypsm-hke protease (HAT), mRNA 


NM 004752 


Homo sapiens glial cells missing homolog b (Drosophila) (GCMB), mRNA 


NM 004477 


Homo sapiens FSHD region gene 1 (FRG1), mRNA 


NM 004463 


Homo sapiens faciogemtal dysplasia (Aarskog-Scott syndrome) (FGD1), mRNA 


NM_004106 


Homo sapiens Fc fragment of IgE, high affinity I, receptor for; gamma 
polypeptide (FCERIG), mRNA 


NM 004456 


Homo sapiens enhancer of zeste homolog 2 (Drosophila) (EZH2), mRNA 


NM 004100 


Homo sapiens eyes absent homolog 4 (Drosophila) (EYA4), mRNA 


NM 004450 


Homo sapiens enhancer of rudimentary homolog (Drosophila) (ERH), mRNA 


NM_004448 


Homo sapiens v-erb-b2 erythroblastic leukemia viral oncogene homolog 2, 
neuro/glioblastoma derived oncogene homolog (avian) (ERBB2), mRNA 


NM 004445 


Homo sapiens EphB6 (EPHB6), mRNA 


NM 004436 


Homo sapiens endosulfme alpha (ENSA), mRNA 


NM_004432 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 2 (Hu 
antigen B) (ELAVL2), mRNA 


NM_004230 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 
receptor, 5 (EDG5), mRNA 


NM 004421 


Homo sapiens dishevelled, dsh homolog 1 (Drosophila) (DVL1), mRNA 


NM_004399 


Homo sapiens DEAD/H (Asp-Glu- Ala- Asp/His) box polypeptide 11 (CHLl-hke 

i i * -i 1 /-i \ /~r~\Tp\"\7" i i \ j • j _ • _ „x <"> -.T> "\.T A 

hehcase homolog, S. cerevisiae) (DDXl 1), transcript variant 2, mRNA 


NM 004378 


Homo sapiens cellular retinoic acid bmdmg protein 1 (CRABr 1 ), mKJNA 




xlomo sapiens clock iiomoiog vmousej vv^juvji^ivj, itlkjn/v 


NM 004669 


Homo sapiens chloride intracellular channel 3 (CLIC3), mRNA 


NM 004066 


Homo sapiens centrin, EF-hand protein, 1 (CETN1), mRNA 


NM 004354 


Homo sapiens cyclin G2 (CCNG2), mRNA 


NM 004352 


Homo sapiens cerebellin 1 precursor (CBLN1), mRNA 


NM 004057 


Homo sapiens calbindin 3, (vitamin D-dependent calcium binding protein) 
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(CALB3), mRNA 


NM 004338 


Homo sapiens chromosome 18 open reading frame 1 (C18orfl), mRNA 


NM_004725 


Homo sapiens BUB3 budding uninhibited by benzimidazoles 3 homolog (yeast) 
(BUB 3), mRNA 


NM_004336 


Homo sapiens BUB1 budding uninhibited by benzimidazoles 1 homolog (yeast) 

jT**m, T 1 ■ ^ -4 X T*fc T A r 

(BUB 1), mRNA 


NM_004331 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 3-like (BNIP3L), 
mRNA 


NM 00432S 


Homo sapiens BCSl-like (yeast) (BCS1L), mRNA 


NM 004045 


Homo sapiens ATX1 antioxidant protein 1 homolog (yeast) (ATOX1), mRNA 


NM 004849 


Homo sapiens APG5 autophagy 5-like (S. cerevisiae) (APG5L), mRNA 


NM_004674 


Homo sapiens ash2 (absent, small, or homeotic)-like (Drosophila) (ASH2L), 
mRNA 


NM 004316 


Homo sapiens achaete-scute complex-like 1 (Drosophila) (ASCL1), mRNA 


NM 004707 


Homo sapiens APG12 autophagy 12-hke (S. cerevisiae) (APG12L), mRNA 


NM_004641 


Homo sapiens myeloid/lymphoid or nuxed-lineage leukemia (tnthorax homolog, 
Drosophila); translocated to, 10 (MLLT10), mRNA 


NM 004301 


Homo sapiens BAF53 (BAF53A), mRNA 


NM 001129 


Homo sapiens AE binding protein l (AEBPl), mRNA 


NM 003656 


Homo sapiens calcium/calmodulin-dependent protein kinase I (CAMKl), mRNA 


NM 000239 


Homo sapiens lysozyme (renal amyloidosis) (LYZ), mRNA 


NM_000456 


Homo sapiens sulfite oxidase (SUOX), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 000435 


Homo sapiens Notch homolog 3 (Drosophila) (NOTCH3), mRNA 


NM_000251 


Homo sapiens mutS homolog 2, colon cancer, nonpolyposis type l (E. coli) 
(MSH2), mRNA 


NM_000249 


Homo sapiens mutL homolog 1, colon cancer, nonpolyposis type 2 (E. coli) 
(MLH1), mRNA 


NM 000210 


Homo sapiens integrin, alpha 6 (ITGA6), mRNA 


NM 001537 


Homo sapiens heat shock factor binding protein 1 (HSBP1), mRNA 


NM 001499 


Homo sapiens GLE1 RNA export mediator-like (yeast) (GLE1L), mRNA 


NM 001458 


Homo sapiens filamm C, gamma (actm binding protem 280) (FLNC), mRNA 


NM_001444 


Homo sapiens fatty acid binding protein 5 (psoriasis-associated) (FABP5), 
mRNA 


NM 001432 


Homo sapiens epiregulin (EREG), mRNA 


NM_001388 


Homo sapiens developmentally regulated GTP binding protein 2 (DRG2), 
mRNA 


NM_001340 


Homo sapiens cylicin, basic protein of sperm head cytoskeleton 2 (CYLC2), 
mRNA 


NM_001326 


Homo sapiens cleavage stimulation factor, 3' pre-RNA, subunit 3, 77kD 
(CSTF3), mRNA 


NM_001325 


Homo sapiens cleavage stimulation factor, 3* pre-RNA, subunit 2, 64kD 
(CSTF2), mRNA 


NM_001324 


Homo sapiens cleavage stimulation factor, 3 r pre-RNA, subunit 1, 50kD 
(CSTF1), mRNA 


NM_001255 


Homo sapiens CDC20 cell division cycle 20 homolog (S. cerevisiae) (CDC20), 
mRNA 


NM 001122 


Homo sapiens adipose differentiation-related protein (ADFP), mRNA 


NM_003413 


Homo sapiens Zic family member 3 heterotaxy 1 (odd-paired homolog, 
Drosophila) (ZIC3), mRNA 


NM_003412 


Homo sapiens Zic family member 1 (odd-paired homolog, Drosophila) (ZIC1), 
mRNA 
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NM 003408 


Homo sapiens zinc finger protein 37 homolog (mouse) (ZFP37 - ), mRNA 


NM 003409 


Homo sapiens zinc finger protein 161 homolog (mouse) (ZFP161), mRNA 


NM 003680 


Homo sapiens tyrosyl-tRNA synthetase (YARS), mRNA 


NM 003390 


Homo sapiens WEE1+ homolog (S. pombe) (WEE1), mRNA 


NM 003565 


Homo sapiens unc-51-like kinase 1 (C. elegans) (ULK1), mRNA 


NM_003345 


Homo sapiens ubiquitin-coniueatine enzvme E2I (UBC9 homolno vpn<;fi 
(UBE2I), mRNA 


NM_003344 


Homo sapiens ubiauitin-coniuffatinff enrvme F2TT fTTRPR hnmnlno v^acA 
(UBE2H), mRNA 


NM_003343 


Homo sapiens ubiauitin-coniuratinp enzvme F90 9 /TTRP7 hnmoir^rr ifpqcA 
(UBE2G2), mRNA 


NM_003340 


Homo sapiens ubiauitin-coniuffatinff en7vme F2D ^ fTTRfM/S ViAmnlna wcicf. 
(UBE2D3), mRNA 


NM_003338 


Homo sapiens ubiauitin-coniueatine enzvme E2D 1 niRC4/S Vinmnlna vpncA 
(UBE2D1), mRNA 


NM_00396S 


Homo sapiens ubiquitin-activatine enzvme E1C fl_TBA3 hnmnlnff vca<!t1 
(UBE 1 C) , mRNA 


NM 003320 


Homo sapiens tubby homolog (mouse) (TUB), mRNA 


NM 003278 


Homo sapiens tetranectin (plasminogen binding nrnteirA fTNFA^ rnRTvTA 

M w vaaa IWUH AAA lw o U/ AA,J.Vl.AAlg yj L \J L1.L J \^ I 1 > / A 1^ 1 1 LTV 1 ^ *\ 


NM_003260 


Homo sapiens transducin-like enhancer of split 2 (E(spl) homolog, Drosophila) 
(TLE2), mRNA 


NM 003920 


Homo sapiens timeless homolog (Drosophila) (TIMELESS), mRNA 


NM_003251 


Homo sapiens thvroid hormone resnnn<?ive f SPOT"! 4 hrm-mlncr r<*t\ rrTTPQP'i 
mRNA 


NM_003250 


Homo sapiens thvroid hormone recentor alnha fprvthrr,H.a<i.-.r IpnVpmiQ ^.i-oi a 7 

ui *J r v/lw xxvfi. iaawuw lut/^pLUl j taij-Jild j LI 11 UUlaollL 1 V> U IvC 1 1 1 1 d V 11 dl IV" 

erb-a) oncogene homolog, avian) (THRA), mRNA 


NM_003223 


Homo Sapiens transcription factor AP-4 factivatina enVianrpr V»rnHiT.cr -rvrrkt^.T. A\ 

v ^ w**iiuvii^/uun iU. **t yavll vallilg CHlldll^G! Ull lvJlll FJl OLClll HI 

(TFAP4), mRNA 


NM_003222 


Homo sapiens transcription factor AP-^ pamma fart. vat. no pnh^nppr v»iriH.r.cr 
protein 2 gamma) (TFAP2C), mRNA 


NM_003221 


Homo sapiens transcription factor AP-2 beta faetivatino pnharjrpr h.nr?,ncT r\Tv\tf>.n 
2 beta) (TFAP2B), mRNA 


NM_003220 


Homo sapiens transcription factor AP-2 alpha (activating enhancer binding 
protein 2 alpha) (TFAP2A), mRNA 


NM_000458 


Homo sapiens transcription factor 2 henatic* T F-RV variant hpnat.r mmlpar 
factor (TCF2), transcript variant a, mRNA 


NMJ)03181 


Homo sapiens T, brachyury homolog (mouse) (T), mRNA 


NM_003173 


Homo sapiens suppressor of variegation 3-9 homolog 1 (Drosophila) 
(SUV39H1), mRNA 


NM 003171 


Homo sapiens suppressor of varl, 3-like 1 (S. cerevisiae) (SUPV3L1), mRNA 


NM 003169 


Homo sapiens suppressor of Ty 5 homoloe (S. cerevisiae"! (SUPT5Fn mRNA 


NM 003168 


Homo sapiens suppressor of Ty 4 homolog 1 (S. cerevisiae) (SUPT4H1), mRNA 


NM 003599 


Homo sapiens suppressor of Tv 3 homoloe (S cerevisiae^ fSUPT^H^ mRNA 


NM 003162 


Homo sapiens striatin, calmodulin binding protein (STRN), mRNA 


NM_003134 


Homo sapiens signal recognition particle 14kD (homologous Alu RNA hinriincr 
protein) (SRP 14), mRNA 


NM_003088 


Homo sapiens singed-like (fascin homolog, sea urchin) (Drosophila) (SNL), 
mRNA 


NM 003061 


Homo sapiens slit homolog 1 (Drosophila) (SLIT1), mRNA 


NM 003036 


Homo sapiens v-ski sarcoma viral oncogene homolog (avian) (SKI), mRNA 


NM 003031 


Homo sapiens seven in absentia homolog 1 (Drosophila) (SIAH1), mRNA 


NM 000193 


Homo sapiens sonic hedgehog homolog (Drosophila) (SHH), mRNA 
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NM 003003 


Homo sapiens SEC14-hke 1 (S. cerevisiae) (SEC14L1), mRNA 


NM 002983 


Homo sapiens small inducible cytokine A3 (SCYA3), mKNA 


NM_002982 


Homo sapiens small inducible cytokine A2 (monocyte chemotactic protein 1) 
(SCYA2), mRNA 


NM 002981 


Homo sapiens small inducible cytokine Al, 1-309 (SCYA1), mRNA 


NM 003864 


Homo sapiens sm3 -associated polypeptide, 30RD (SAP30), mRNA 


NM 002962 


Homo sapiens SI 00 calcium binding protein A5 (S100A5), mRNA 


NM 002960 


Homo sapiens SI 00 calcium binding protein A3 (SI 00 A3), mRNA 


NM_002966 


Homo sapiens SI 00 calcium binding protein A10 (annexin II ligand, calpactin I, 
light polypeptide (pi 1)) (S100A10), mRNA 


NM 003707 


Homo sapiens RuvB-like 1 (E. coli) (RUVBL1), mRNA 


NM_002944 


Homo sapiens v-ros UR2 sarcoma virus oncogene homolog 1 (avian) (ROS1), 
mRNA 


NM_002941 


Homo sapiens roundabout, axon guidance receptor, homolog 1 (Drosophila) 
(ROBOl), mRNA 


NM 000326 


Homo sapiens retinaldehyde binding protein 1 (RLBP1), mRNA 


NM 002930 


Homo sapiens Ric-like, expressed m neurons (Drosophila) (RIN), mRNA 


NM 003961 


Homo sapiens rhomboid, veinlet-like 1 (Drosophila) (RHBDL), mRNA 


NM_002912 


Homo sapiens REV3-like, catalytic subunit of DNA polymerase zeta (yeast) 
(REV3L), mRNA 


NM 002900 


Homo sapiens retinol binding protein 3, interstitial (RBP3), mRNA 


NM 002894 


Homo sapiens retinoblastoma binding protein S (RBBP8), mRNA ! 


NM_002888 


Homo sapiens retinoic acid receptor responder (tazarotene mduced) 1 
(RARRES1), mRNA 


NM 002879 


Homo sapiens RAD52 homolog (S. cerevisiae) (RAD52), mRNA 


NM 00287S 


Homo sapiens RAD51-hke 3 (S. cerevisiae) (RAD51L3), mRNA 


NM_002875 


Homo sapiens RAD51 homolog (RecA homolog, E. coh) (S. cerevisiae) 
(RAD51), mRNA 


NM 002874 


tt T*fc a t^v r~\ ^ 1 i T-» /■ ft \ /ipi a TN^OTiN _T"i "KT A 

Homo sapiens RAD23 homolog B (S. cerevisiae) (RAD23B), mRNA 


NM 002853 


Homo sapiens RAD1 homolog (S. pombe) (RAD1), mRNA 


NM 002873 


Homo sapiens RAD 17 homolog (S. pombe) (RAD 17), mRNA 


NM 000264 


Homo sapiens patched homolog (Drosophila) (PTCH), mRNA 


NM 003738 


Homo sapiens patched homolog 2 (Drosophila) (PTCH2), mRNA 


NM 002616 


Homo sapiens period homolog 1 (Drosophila) (PERI), mRNA 


NM_002600 


Homo sapiens phosphodiesterase 4B, cAMP-specific (phosphodiesterase E4 
dunce homolog, Drosophila) (PDE4B), mRNA 


NM 002568 


Homo sapiens poly (A) binding protein, cytoplasmic l (PABPCl), mRNA 


NM_003932 


Homo sapiens suppression of tumorigenicity 13 (colon carcinoma) (Hsp70 
interacting protein) (ST13), mRNA 


NM 003715 


Homo sapiens vesicle docking protein pi 15 (PI 15), mRNA 


NM_002553 


Homo sapiens ongin recognition complex, subunit 5-like (yeast) (ORC5L), 
mRNA 


NM_002552 


Homo sapiens origin recognition complex, subunit 4-like (yeast) (OKC4L,), 
mRNA 


NM 003634 


TT • 111 / 1 X /TkTTnflXT A T> 1 \ T»XT A 

Homo sapiens nipsnap homolog 1 (C. elegans) (NIPSNAP1), mRNA 


NM 002499 


Homo sapiens neogenin homolog 1 (chicken) (NEOl), mRNA 


NM_002484 


Homo sapiens nucleotide binding protein 1 (MinD homolog, E. coli) (NUBP1), 
mRNA 


NM_003827 


Homo sapiens N-ethylmaleimide-sensitive factor attachment protein, alpha 
(NAPA), mRNA 


NM_002466 


Homo sapiens v-myb myeloblastosis viral oncogene homolog (avian)-like 2 
(MYBL2), mRNA 



268 



BNSOOCID: <WO O3074654A2_L> 



WO 03/074654 



PCT/US03/05028 



XTA/T OA 9 A A R 


T-Jrvmr\ c*aT-\i£»-nc mcVi Vi/"vrr»*=»r\ V\rw V»r\-m/~v1 r\cr 1 /T^faCAtVItiI 51 1 C\A Q ~\T 1 ^ mPTSJA 
nUlUU ba.piCIl£> IIloll IMJIIlCU UUA XlUIIlUlUg 1 \i~/L\JZ>\J\JLllia.J VlVloyVi /? IIICSJ-N/T. 


IN 1V1__UU J -> / O 


xiomo sapienb &enne/tnreonnie Kinase zh ^oxxy£u iiuinuiug, yeasty i j\z £ t j, 
mRNA 


TsTM 00744? 


Haitia ^aniPT!^ mii^aQVii Vi Atn a1 Ac 1 fTirA'sAWhila^ flVTST!^ mT^T\T A 


MU 00^441 


I-Tattia ^airifn^ miitS Vinmnl act S CP aaIi^ rK/TSl-fS^ mRNA 

XX\Jx±l\J OuJLPllL/AlO iilULO 11VJ1 1 IVJIVJg 1,1 / • \sVJLij yXYXvJXX^J 1 1 HV1 t JT\_ 


NM 002440 


Homo sapiens mutS homolog 4 (E. coli) (MSH4), mRNA 


MTV/f OOO/I^Q 
iNivi yjyjjLHsy 


xiomo bdpieiib m u to nomoiog j \xz- 0011 j ^ivioxi.3 j, nuviN^-v. 


NM 002405 


Homo sapiens manic fringe homolog (Drosophila) (MFNG), mRNA 


JN1V1 UUZhAJZ 


xiomo sapiens mesouerm specmc transcript nomoiog ^mousey iivjudoi nixsJN/\ 


NM_002398 


Homo sapiens Meisl, myeloid ecotropic viral integration site 1 homolog (mouse) 

nVvrT7TQ1"\ «VP"MA 
^lVLiilo 1 J, mJviN/\ 


NM_002393 


Homo sapiens Mdm4, transformed 3T3 cell double minute 4, p53 binding protein 
(jnousej \x\LxJL\Lh), mxviNA. 


NM_002392 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2 ? mRNA 


NM_003906 


Homo sapiens MCM3 minichromosome maintenance deficient 3 (S. cerevisiae) 
associated protein (MCM3AP), mRNA 


NM_UUzJoU 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog K 
^avianj ^lvi/vrjv^, rrirviN/\ 


xttv/t aa99^g 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog G 
^avianj ^vjL/vrijrj, nuxiN/v 


NM 003550 


Homo sapiens MAD1 mitotic arrest deficient-like 1 (yeast) (MAD1L1), mRNA 


iNiVl Uwjyj / 


riomo sapiens JKynurenmase ^JL-Kynurenme nyaroiase; ^js. x in u j, itlivln/\ 


xnv/f on*? 9 

1N1VL UUZZOy 


xiomo sapiens Karyopnenn aipna d ^lmponm aipna ^xsjriN/\»? ), mivLN/\ 


XTA/T HA'? 999 
JNJVL UUJ / /Z 


Homo sapiens jerky homolog-like (mouse) (JRKL), mRNA 


NM_002202 


Homo sapiens ISL1 transcription factor, LIM/homeodomain, (islet-1) (ISL1) ? 

mPXTA 

mivLN/\ 1 


NM 003604 


Homo sapiens insulin receptor substrate 4 (IRS4), mRNA 


XTTV/f AA1 C7rt 

JNM UUO/U 


Homo sapiens interleukin-1 receptor-associated kinase 2 (IRAK2), mRNA 


NM_003866 


Homo sapiens inositol polyphosphate-4-phosphatase, type H, 105kD (EMPP4B), 
niKJNA 


NM_001536 


Homo sapiens HMT1 hnRNP methyltransferase-like 2 (S. cerevisiae) 

^rliviVl 1 ll^Z ), mxviN/v 


IN 1VI_UU Ijjj 


xiomo sapiens xiivii i nnixJNr^ meinyitransierase-nive 1 ^o. cerevisiae; 
(HRMT1L1), mRNA 


jNJVL_UUjoUO 


xiomo sapiens naraiciri, dv^l,z interacting proxem ^coniams oniy rsxij aomainj i 

^XlXvXv), llllVLN/V 


1N1V1 UUZiDZ 


xiomo sapiens nisnaine ricn caicium Dinamg proxein ^xixv^j, mxviN/v 


1N1V1_UUZ 1 14 


xiomo sapiens numan lmmunoaenciency virus type i ennancer oinuing protein i 

^xllVxiJr 1 ) 3 nixvlN /\ 


NM 003710 


Homo sapiens serine protease inhibitor, Kunitz type 1 (SP1NT1), mRNA 


XTA/f AAA 17Q 


xiomo sapiens muto nomoiog o con^ ^ivioxio^, misJ\i/-\ 


NM 000839 


Homo sapiens glutamate receptor, metabotropic 2 (GRM2), mRNA 


INIVI UUZU / / 


Homo sapiens golgi autoantigen, golgin subfamily a, 1 (GOLGA1), mRNA 


NM_003878 


Homo sapiens gamma-glutamyl hydrolase (conjugase, folylpolygammaglutamyl 
nyoroiasej ^ovjrxij, mrviN/v 


1N1V1 UU 1 4oo 


xiomo sapiens transcriptional adaptor z yj\LJj\z nomoiog, yedaij-iiKe ^ i /\ijj\j.juj, 
mRNA 


NM_001487 


Homo sapiens GCN5 general control of amino-acid synthesis 5 -like 1 (yeast) 
(GCN5L1), mRNA 


NM 003643 


Homo sapiens glial cells missing homolog a (Drosophila) (GCMA), mRNA 


NM 002052 


Homo sapiens GATA binding protein 4 (GATA4), mRNA 
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NM 002051 


Homo sapiens GATA binding protein 3 (GAT A3), mRNA 


NM 002050 


Homo sapiens GATA binding protein 2 (GATA2), mRNA 


NM_002049 


Homo sapiens GATA binding protein 1 (globin transcription factor 1) (GATA1), 
mRNA 


NM_002040 


Homo sapiens GA binding protein transcription factor, alpha subunit (60kD) 
(GABPA), mRNA 


NM 002039 


Homo sapiens GRB2-associated binding protein 1 (GAB1), mRNA 


NM 003508 


Homo sapiens frizzled homolog 9 (Drosophila) (FZD9), mRNA 


NM 003507 


Homo sapiens frizzled homolog 7 (Drosophila) (FZD7), mRNA 


NM 003506 


Homo sapiens frizzled homolog 6 (Drosophila) (FZD6), mRNA 


NM 003468 


Homo sapiens frizzled homolog 5 (Drosophila) (FZD5), mRNA 


NM 003505 


Homo sapiens frizzled homolog 1 (Drosophila) (FZD1), mRNA 


NM 001465 


Homo sapiens FYN binding protein (FYB-120/130) (FYB), mRNA 


NM 002031 


Homo sapiens fyn-related kinase (FRK), mRNA 


NM 003717 


Homo sapiens neuropeptide FF-amide peptide precursor (NPFF), mRNA 


NM 001457 


Homo sapiens filamin B, beta (actin binding protein 278) (FLNB), mRNA 


NM 001456 


Homo sapiens filamin A, alpha (actin binding protein 280) (FLNA), mRNA 


NM 002018 


Homo sapiens flightless I homolog (Drosophila) (FLII), mRNA 


NM 001991 


Homo sapiens enhancer of zeste homolog 1 (Drosophila) (EZH1), mRNA 


NM 001990 


Homo sapiens eyes absent homolog 3 (Drosophila) (EYA3), mRNA 


NM 000503 


Homo sapiens eyes absent homolog 1 (Drosophila) (EYA1), mRNA 


NM 001989 


Homo sapiens eve, even-skipped homeo box homolog 1 (Drosophila) (EVX1), 
mRNA 


NMJ)01982 


Homo sapiens v-erb-b2 erythroblastic leukemia viral oncogene homolog 3 
(avian) (ERBB3), mRNA 


NM_003584 


Homo sapiens dual specificity phosphatase 11 (RNA/RNP complex 1- 
interacting) (DUSP1 1), mRNA 


NM_003859 


Homo sapiens dolichyl-phosphate mannosyltransferase polypeptide 1, catalytic 
subunit (DPMI), mRNA 


NM 001928 


Homo sapiens D component of complement (adipsin) (DF), mRNA 

r. ., .. . . r c > * i— ^ — ■ 


NM 003649 


Homo sapiens D-aspartate oxidase (DDO), transcript variant 1, mRNA 


NM_001343 


Homo sapiens disabled homolog 2, mitogen-responsive phosphoprotein 
(Drosophila) (DAB2), mRNA 


NM_001913 


Homo sapiens cut-like 1, CCAAT displacement protein (Drosophila) (CUTL1), 
mRNA 


NM 001316 


Homo sapiens CSE1 chromosome segregation 1-like (yeast) (CSE1L), mRNA 


NM 003652 


Homo sapiens carboxypeptidase Z (CPZ), mRNA 


NM 003909 


Homo sapiens copine III (CPNE3), mRNA 


NM 003915 


Homo sapiens copine I (CPNE1), mRNA 


NM 001308 


Homo sapiens carboxypeptidase N, polypeptide 1, 50kD (CPN1), mRNA 


NM 001841 


Homo sapiens cannabinoid receptor 2 (macrophage) (CNR2), mRNA 


NM 001280 


Homo sapiens cold inducible RNA binding protein (CERBP), mRNA 


NM 001274 


Homo sapiens CHK1 checkpoint homolog (S. pombe) (CHEK1), mRNA 


NM_001806 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), gamma (CEBPG), 
mRNA 


NMJ303655 


Homo sapiens chromobox homolog 4 (Pc class homolog, Drosophila) (CBX4), 
mRNA 


NM 001749 


Homo sapiens calpain, small subunit 1 (CAPNS1), mRNA 


NM 000716 


Homo sapiens complement component 4 binding protein, beta (C4BPB), mRNA 


NM_000715 


Homo sapiens complement component 4 binding protein, alpha (C4BPA), 
mRNA 


NM 001726 


Homo sapiens bromodomain, testis-specific (BRDT), mRNA 
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NM_001205 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 1 (BNIP1), 
transcript variant BNIP1, mRNA 


NM 001714 


Homo sapiens Bicaudal D homolog 1 (Drosophila) (BICD1), mRNA 


NM_003766 


Homo sapiens beclin 1 (coiled-coil, myosin-like BCL2 interacting protein) 
(BECN1), mRNA 


NM 003567 


Homo sapiens breast cancer anti-estrogen resistance 3 (BCAR3), mRNA 


NM 001189 


Homo sapiens bagpipe homeobox homolog 1 (Drosophila) (BAPX1), mRNA 


NM_001698 


Homo sapiens AU RNA binding protein/enoyl-Coenzyme A hydratase (AUH), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_001672 


Homo sapiens agouti signaling protein, nonagouti homolog (mouse) (ASIP), 
mRNA 


NM 001638 


Homo sapiens apolipoprotein F (APOF), mRNA 


NM 003977 


Homo sapiens aryl hydrocarbon receptor interacting protein (AIP), mRNA ! 


NM_001138 


Homo sapiens agouti related protein homolog (mouse) (AGRP), transcript 
variant 1 , mRNA 


NM_058246 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 6 (DNAJB6), 
mRNA 


NM 025225 


Homo sapiens hypothetical protein dJ796I17.1 (DJ796I17.1), mRNA 


NM 058165 


Homo sapiens diacylglycerol acyltransferase 2-like (DGAT2-like), mRNA 


NM_001861 


Homo sapiens cytochrome c oxidase subunit IV isoform 1 (COX4I1), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 014491 


Homo sapiens forkhead box P2 (FOXP2), mRNA 


NM_054110 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgalactosaminyltransferase 7 (GALNT7), mRNA 


NM 006726 


Homo sapiens vesicle trafficking, beach and anchor containing (LRBA), mRNA 


NM 020663 


Homo sapiens TClO-like Rho GTPase (TCL), mRNA 


NM 020919 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) (ALS2), mRNA 


NM 052852 


Homo sapiens hypothetical zinc finger protein MGC2396 (MGC2396), mRNA 


NM 053043 


Homo sapiens hypothetical protein MGC20460 (MGC20460), mRNA 


NM 053017 


Homo sapiens ADP-ribosyltransferase 5 (ART5), mRNA 


NM 052999 


Homo sapiens chemokine-like factor-like protein CKLFH1 (CKLFH1), mRNA 


NM_052881 


Homo sapiens hypothetical protein dJ734P14.5 (novel C2H2 type zinc finger 
protein) (MGC20504), mRNA 


NM 052968 


Homo sapiens apolipoprotein A-V (APOA5), mRNA 


NM 052960 


Homo sapiens retinoid binding protein 7 (RBP7), mRNA 


NM 052959 


Homo -sapiens pannexin 3 (PANX3), mRNA 


NM 052948 


Homo sapiens sorting nexin 26 (SNX26), mRNA 


NM 052947 


Homo sapiens heart alpha-kinase (HAK), mRNA 


NM 052946 


Homo sapiens hypothetical protein MGC20702 (MGC20702), mRNA 


NM 052943 


Homo sapiens hypothetical protein MGC 16491 (MGC16491), mRNA 


NM 052941 


Homo sapiens guanylate binding protein 4 (GBP4), mRNA 


NM 052935 


Homo sapiens hypothetical protein MGC20781 (MGC20781), mRNA 


NM 052890 


Homo sapiens peptidoglycan recognition protein L precursor (PGLYRP), mRNA 


NM_052885 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 13 
(SLC2A13), mRNA 


NM 052884 


Homo sapiens sialic acid binding Ig-like lectin 1 1 (SIGLEC1 1), mRNA 


NM 052877 


Homo sapiens similar to hypothetical protein MNCb-2386 (MGC 17544), mRNA 


NM 052876 


Homo sapiens transcriptional repressor NAC1 (NAC1), mRNA 


NM_052873 


Homo sapiens MGC 16028 similar to RIKEN cDNA 1700019E19 gene 
(MGC 16028), mRNA 


NM 052871 


Homo sapiens hypothetical protein MGC4677 (MGC4677), mRNA 


NM 052870 


Homo sapiens sorting nexin 18 (SNX18), mRNA 
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NM_052859 


Homo sapiens putative endoplasmic reticulum multispan transmembrane protein 
(RFT1), mRNA 


NM 052858 


Homo sapiens similar to RIKEN cDNA 1810006A16 gene (LOC91862), mRNA 


NM 052855 


Homo sapiens hypothetical protein MGC15396 (MGC15396), mRNA 


MM 052854 


Homo sapiens old astrocyte specifically induced substance (OASIS), mRNA 


NM 052844 


Homo sapiens hypothetical protein MGC20486 (MGC20486), mRNA 


NM_052839 


Homo sapiens pannexin 2 (PANX2), mRNA 


NM 033551 


Homo sapiens hypothetical protein MGC 19556 (MGC19556), mRNA 


NM 033549 


Homo sapiens hypothetical gene MGC1 127 (MGC1 127), mRNA 


NM 033546 


Homo sapiens myosin regulatory light chain (MLC-B), mRNA 


NM_033544 


Homo sapiens similar to cyclin-E binding protein 1 (H. sapiens) (MGC14386), 
mRNA 


NM 033515 


Homo sapiens MacGAP protein (M ac GAP), mRNA 


NM 033519 


Homo sapiens olfactory receptor sdolf (sdolf), mRNA 


NM 033516 


Homo sapiens protein kinase NYD-SP25 (NYD-SP25), mRNA 


NM 032231 


Homo sapiens hypothetical protein FLJ22875 (FLJ22875), mRNA 


NM 018437 


Homo sapiens hypothetical protein EDAG-1 (EDAG-1), mRNA 


NM 033378 


Homo sapiens chorionic gonadotropin, beta polypeptide 2 (CGB2), mRNA 


NM 033377 


Homo sapiens chorionic gonadotropin, beta polypeptide 1 (CGB1), mRNA 


NM 033448 


Homo sapiens keratin 6 irs (KRT6IRS), mRNA 


NM_033424 


Homo sapiens similar to MYOSIN HEAVY CHAIN, CARDIAC MUSCLE 
ALPHA ISOFORM (MYHC-ALPHA) (M. musculus) (LOC92771), mRNA 


NM_033445 


Homo sapiens similar to H2A histone family, member A (H. sapiens) 
(MGC3 165), mRNA 


NM 033439 


Homo sapiens DVS27-related protein (DVS27), mRNA 


NM 033440 


Homo sapiens elastase 2 A (ELA2A), mRNA 


NM 033438 


Homo sapiens CD84-H1 precursor (CD84-H1), mRNA 


NM_033423 


Homo sapiens similar to granzyme B (granzyme 2, cytotoxic T-lymphocyte- 
associated serine esterase 1) (H. sapiens) (CTLA1), mRNA 


NM 033411 


Homo sapiens hypothetical protein MGC13523 (MGC13523), mRNA 


NM_033416 


Homo sapiens similar to HYPOTHETICAL 34.0 KDA PROTEIN ZK795.3 IN 
CHROMOSOME IV (MGC19606), mRNA 


NM 033413 


Homo sapiens hypothetical gene MGC16309 (MGC16309), mRNA 


NM 033410 


Homo sapiens hypothetical protein MGC13 138 (MGC13 138), mRNA 


NM 033419 


Homo sapiens hypothetical gene MGC9753 (MGC9753), mRNA 


NM 014083 


Homo sapiens PRO0767 protein (PRO0767), mRNA 


NM 033043 


Homo sapiens chorionic gonadotropin, beta polypeptide 5 (CGB5), mRNA 


NM_031451 


Homo sapiens hypothetical protein MGC4766 similar to testis specific protein 
TES101RP (MGC4766), mRNA 


NM 033183 


Homo sapiens chorionic gonadotropin, beta polypeptide 8 (CGB8), mRNA 


NM 020443 


Homo sapiens hypothetical protein MGC14961 (MGC14961), mRNA 


NM 033343 


Homo sapiens LIM homeobox protein 4 (LHX4), rnRNA 


NM 033318 


Homo sapiens hypothetical gene supported by AL449243 (LOC91689), mRNA 


NM 03332S 


Homo sapiens capping protein alpha 3 (CAPPA3), mRNA 


NM 033315 


Homo sapiens ras-like protein VTS58635 (VTS5S635), mRNA 


NM 033309 


Homo sapiens hypothetical protein MGC4655 (MGC4655), mRNA 


NM 033296 


Homo sapiens T-cell activation protein (PGR1), mRNA 


NM 033297 


Homo sapiens leucine-rich-repeat protein (RN02), mRNA 


NM 033280 


Homo sapiens similar to signal peptidase complex (18kD) (LOC90701), mRNA 


NM_033196 


Homo sapiens similar to ZINC FINGER PROTEIN 85 (ZINC FINGER 
PROTEIN HPF4) (HTF1) (H. sapiens) (LOC91 120), mRNA 


NM 033272 


Homo sapiens potassium channel subunit HERG-3 (HERG-3), mRNA 
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NM 033261 


Homo sapiens diphosphate dimethylallyl aipnospnate isomerase z (jjjlz), hikjn/v 


NM 033254 


Homo sapiens brother of CDO (BOC), mRNA 


NM 033204 


Homo sapiens hypothetical gene DKFZp5701Ulo4 (u&±Zjp5 /UlUlo4), mKJNA 


NMJ)33259 


Homo sapiens CaM-KII inhibitory protein (CAM-KILN), mRNA 


NM 032597 


Homo sapiens testes development-related NYD-SP21 (NYD-SP21), mKJNA 


NMJB3212 


Homo sapiens hypothetical gene supported by BC004307; BC0082b5 
(MGC 10992), mRNA 


NM 033208 


Homo sapiens similar to jerky (mouse) homolog-1 ike (LOC91 15 1), mRNA 


NM 033195 


1 , , j 1 J A U 1 f*T T\TTT \ _-T) , \T A 

Homo sapiens lactate dehydrogenase A -like (LDHL), mRNA 


NM 015643 


Homo sapiens DKFZP434F122 protein (DKFZP434F122), mRNA | 


NM 032604 | 


_ i ii ft , \ j 1 _ _ 1 /T A T"> TT1 \ T> "VTA 

Homo sapiens lung alpha/beta hydrolase l (LABHl), mRNA 


NM_032133 


i .■• , • i . TVTy'"r i '7 A 1 /1XT 1 /t 1 C /TXT/ r T? TT> /1 1 A XT 1/11 C*\ 

Homo sapiens hypothetical protein DKFZp434N141 5 (DKFZP434N 1415), 1 
mRNA 


NM 030803 


Homo sapiens hypothetical protein JbLJ 1003d (JbLJ lUUJo), mKJNA 


NM 024062 ! 


Homo sapiens hypothetical protein MGC5338 (MCjrC533b), mRNA 


NM 024059 


Homo sapiens hypothetical protein MGC5356 (MGC5356), mRNA 


NM 016542 


Homo sapiens serine/threonine protein kinase MASK (MST4), mRNA 


NM 033127 


Homo sapiens regucalcm gene promotor region related protein (RGPR), mRNA 


NM 033128 


Homo sapiens scmdenn (SCIN), mRNA 


NM 033058 


Homo sapiens ring finger protein 29 (RNF29), mRNA 


NM 033116 


Homo sapiens hypothetical protein MGC16714 (MGC16714), mRNA 


NM 033123 


Homo sapiens testis-development related NYD-SP27 (NYD-SP27), mRJNA 


NM 033126 


~r y i,i i • _ nnTZ-TT^ /T1PT/TT1\ T)\T A 

Homo sapiens serine/threonine kinase PSKH2 (PSKH2), mRNA 


NM 033124 


Homo sapiens NYD-SP28 protein (NYD-SP28), mRNA 


NM 033122 


Homo sapiens testis development protein NYD-SP26 (NYD-SP26), mRNA 


NM 033114 


Homo sapiens MADP-1 protein (MADP-1), mRNA 


NM 033083 


Homo sapiens EAF1 protein (EAF1), mRNA 


NM 033087 


Homo sapiens hypothetical protein FLJ145 1 1 (FLJ145 1 1), mRNA 


NM 024512 


Homo sapiens leucme-nch repeat-containing 2 (LRRC2), mRNA 


NM 006029 


Homo sapiens paraneoplastic antigen MAI (PNMAl), mRNA 


NM 033025 


Homo sapiens hypothetical protein FLJ1351 1 (7h3), mRNA 


NM_015169 


Homo sapiens homolog of yeast ribosome biogenesis regulatory protein RRS1 
(RRS1), mRNA 


NM 015129 


Homo sapiens septin 6 (SEP2), mRNA 


NM 032838 


Homo sapiens hypothetical protein FLJ14779 (FLJ14779), mRNA 


NM 032206 


Homo sapiens hypothetical protein FLJ21709 (FLJ21709), mRNA 


NM 032797 


■WW 1 . 1 * 1 T^T T-f A A r\ /1—*T T1 A A f\**t\ "VTA 

Homo sapiens hypothetical protein FLJ14497 (FLJ14497), mRNA 


NM 032472 


Homo sapiens peptidylprolyl isomerase (cyclophilm)-hke 3 (PPIL3), mRNA 


NM 032936 


Homo sapiens DC32 (DC32), mRNA 


NM_032577 


Homo sapiens melanoma-associated chondroitin sulfate proteoglycan-like 
(LOC84664), mRNA 


NM 032933 


Homo sapiens hypothetical protein MGC1 1386 (MGC1 13bo), mRNA 


NM 032929 


Homo sapiens hypothetical protein MGC14793 (MGC14793), mRNA 


NM 032928 


Homo sapiens hypothetical protein MGC14141 (MGC14141), mRNA 


NM 032927 


Homo sapiens hypothetical protein MGC13159 (MGC13159), mRNA 


NM 032926 


Homo sapiens hypothetical protein MGC15737 (MGC15737), mRNA 


NM 032921 


Homo sapiens hypothetical protein MGC15875 (MGC15875), mRNA 


jnjvl ujzyuy 


nomo sapiens nypoinencai proiem ivivjr\_/i £ +i jy ^ivioi^ih-i oyj, uu\i\i\ 


NM 032908 


Homo sapiens hypothetical protein MGC14407 (MGC14407), mRNA 


NM 032906 


Homo sapiens hypothetical protein MGC14156 (MGC14156), mRNA 


NM 032905 


Homo sapiens hypothetical protein MGC14439 (MGC14439), mRNA 


NM 032903 


Homo sapiens hypothetical protein MGC14425 (MGC14425), mRNA 



273 



BNSDOCID: <WO 03074654A2_I_> 



WO 03/074654 



PCT/US03/05028 



NM_0 32902 


Homo sapiens protein phosphatase 1 , regulatory (inhibitor) subunit 1 6 A 

/T>t>"D 1 T> 1 A A \ mP XT A 

yrrz 1K10.AJ, mKJNA 


NM 032901 


Homo sapiens hypothetical protein MljC142oo (Mulhzooj, mKJNA 


xtx A AlOOOfl 

MM 032899 


Homo sapiens nypotnetical protein MCC14128 (MvjC14128), mKJNA 


XTTV/f AO O COO 

JNJV1 032o9o 


rlomo sapiens nypotnetical protein MCjC 14126 (M<jC1412o), mKNA 


NM 032897 


Homo sapiens nypotnetical protein MCC14436 (MCjC 14436), mRNA 


NM 032896 


Homo sapiens nypotnetical protein MCjC 143 8 8 (MCjC 143 8 8), mRNA 


NM 032892 


Homo sapiens nypotnetical protein MGC 14 1 6 1 (MCjC 14 161), mRNA 


NM 032891 


Homo sapiens nypotnetical protein MCjC 12928 (MCjC 12928), mRNA 


TvTK/f AO OCA A 

NM 032890 


Homo sapiens nypotnetical protein MCjCI 3 130 (MCjrCl3130), mRNA 


JNM 03265/ 


Homo sapiens hypothetical protein MCjC 16037 (Mod 6037), mRNA 


JNM 032ooj 


Homo sapiens hypothetical protein MOClsyoo (MCjU1d9U6), mKJNA 


XT1V A A O O O O O 

JNM 032882 


Homo sapiens hypothetical protein MOC1582/ (MOC15827), mRNA 


NM 032651 


TT _ _ ! „„ TT'7 — TJ ATT) _. _ " -Cr _ O . 1 J "1 _ _ . - j_ - ; . _ x a /x OA /T 1 A\ XTA 

Homo sapiens L) / snKJNJr-specmc bm-like protem JLoMlO (LSMIO), mRNA 


XTA If AOOOOA 

NM 032880 


Homo sapiens hypothetical protein MOC15730 (MCjC 15730), mRNA 


NM 032878 


Homo sapiens hypothetical protem MCjC 15 677 (MOC15677), mRNA 


NM 032873 


Homo sapiens hypothetical protein MGC 1543 7 (MGC 1543 7), mRNA 


NM 032867 


TT ■ -\ il „ 4J 1 a • T~*T T1 At\*£ f /X7T T1 /< /~i /f S"\ t»\T A 

Homo sapiens hypothetical protein FLJ14966 (FLJ14966), mRNA 


NM 032865 


T T _ _ " "I 4.T— — .4. J _ _ 1 u. * T~ s T T 1 A f\ C /\ /XTT XI A f\£ f\\ X*> XTA 

Homo sapiens hypothetical protein FLJ 14950 (FLJ 14950), mRNA 


X.TA /T AOOOZT1 

NM 032861 


Homo sapiens hypothetical protem FLJ 149 17 (FLJ 14917), mRNA 


X TA A AOOOCA 

NM 032859 


TT»._ * * _ - _ _ 1 _ 4.1- _ _ 1 j. _ ' X?T T 1 A t\ f\ /Z /T?T T1 A C\f\ /7\ Tl XTA 

Homo sapiens hypothetical protein rLJ 14906 (FLJ 14906), mRNA 


NM 032856 


TT * 1 a 1 j • 1 j T""T T "1 il nnn /' | IT X"l A O £*J X^ XTA 

Homo sapiens hypothetical protein FLJ 148 88 (FLJ14888), mRNA 


NM 032855 


T T • _ _ -| j " i " OTTO • ■ /TTOTT^\ TTXTA 

Homo sapiens hematopoietic SH2 protem (HSH2), mRNA 


XTX AX /\1 <^ O iT A 

NM 032854 


Homo sapiens hypothetical protem FLJ14871 (FLJ14871), mRNA 


NM 032850 


XT 1 , 1 , - 1 «_ X^X XI /I O >l A /X~»T X -1 A O A /*VN X*» XTA 

Homo sapiens hypothetical protem FLJ14840 (FLJ14840), mRNA 


NM 032849 


T T 1— il jl! 1 a. T^T T 1 /J O O /! /• T"'T XI A O O /I \ ri\T A 

Homo sapiens hypothetical protein FLJ14834 (FLJ14834), mRNA 


XTX A~ A') /IT 

NM 032847 


T T . ; _ t j 1 _ j * 1 a—*— T^T T 1 A O O /T^T T1 /( Olr\ T>XT A 

Homo sapiens hypothetical protein FLJ14825 (FLJ14825), mRNA 


NM 032846 


TT - * "1 j* T 4._ J T7T T 1 A O yl / 1 7T XI ^ d\ X* XTA 

Homo sapiens hypothetical protem FLJ 14824 (FLJ 14824), mRNA 


NM 032844 


Homo sapiens hypothetical protein FLJ14813 (FLJ14813), mRNA 


xtx A AOOO/IO 

NM 032843 


TT««, A J T— _ _-— _ 4-X» ^ ^ ^ 1 -<- n ^ .n T7T T 1 iioi A /T?T Tl A O 1 A\ T*> XTA 

Homo sapiens hypothetical protein FLJ 148 10 (FLJ 14810), mRNA 


NM 032842 


T T — -_* T__ _ _ 4.1_ — .a^ _ ~ 1 . - * -- T7T T 1 A O f\ O /TT?T T T ^0/\0\ T4\T A 

Homo sapiens hypothetical protein rLJ 14803 (FLJ 14803), mRNA 


NM 032840 


Homo sapiens hypothetical protein FLJ14800 (FLJ14800), mRNA 


"X T~K AT AO^OTH 

NM 032839 


TT. — J „ -I .-I -i j • T~ l T Tl A'-IOA /T~*T XI A *1 Ci A\ XTA 

Homo sapiens hypothetical protein FLJ14784 (FLJ14784), mRNA 


XTA iT AO^OT7 

NM 032837 


TT — * _ 1 — ■ ♦ -1 . • T—'T X ■! A~t*1tT* /T^T T1 ATI^N T> X T A 

Homo sapiens hypothetical protein FLJ14775 (FLJ14775), mRNA 


NM 032836 


Homo sapiens hypothetical protein FLJ14768 (FLJ14768), mRNA 


NM 032834 


XX T il . • 1 . T^T T" 1 A « i - -t XTT~»Tr 1~ *t A ^ £" -f \ 1~* "VTA 

Homo sapiens hypothetical protem FLJ14751 (FIJI 4751), mRNA 


"X TA Jf AltOOl 

NM_032833 


Homo sapiens protem phosphatase l, regulatory (inhibitor) subunit 15B 

/"DT3T>1 T> 1 CT>\ ^,-"T) XT a 

(rrrlR15B), mRNA 


NM 032832 


Homo sapiens hypothetical protem FLJ 1473 5 (FLJ 14735), mRNA 


XTA A ATIOH 

NM__032831 


Homo sapiens CAP-binding protein complex interacting protein 2 (CBCDP2), 

_,T> XT A 

mKJNA 


NM 032830 


TT _ . . ****.~m.l n !->-. „, — <1 < * . 1 ^ ^ .i. _* — TT*T T1 /I O / I T*T T1 >1 TOON T** X T A 

Homo sapiens hypothetical protein FLJ14728 (FLJ 14728), mRNA 


NM 032829 


Homo sapiens hypothetical protein FLJ14721 (FLJ 14/21), mRNA 


XTA A A O O O O O 

NM 032828 


Homo sapiens ubiquitin UBF-il (UBF-il), mRNA 


NM 032827 


Homo sapiens hypothetical protein FLJ14708 (FLJ 14708), mRNA 


XTA K AOOOO/C 

NM 032826 


TT „ „ J _ ^_ — . 1— _ 4.T- j * _ _ i j * X7T T 1 A /*~ f\ / 1 'T T1 A iHC\*~7\ — T> X T A 

Homo sapiens hypothetical protein FLJ 1 4697 (FLJ 1469 /), mRNA 




riomo sapiens riypotnencai protein rLJi*fDoo ^j^j^j ih-oooj, iiiivi>i/\ 


NM 032821 


Homo sapiens hypothetical protein FLJ14665 (FLJ14665), mRNA 


NM 032817 


Homo sapiens hypothetical protein FLJ14641 (FLJ14641), mRNA 


NM 032816 


Homo sapiens hypothetical protein FLJ14640 (FLJ14640), mRNA 


NM 032S14 


Homo sapiens hypothetical protein FLJ14627 (FLJ14627), mRNA 


NM 032811 


Homo sapiens hypothetical protein FLJ14621 (FLJ14621), mRNA 
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xttv is ni 001 n 
NM UizolU 


riomo Sapiens nypotneucai protein r ihow v jt,l»j ituuvy, iiumma 


ATA IS fllOOrtO 


rlomo Sapiens nypoirieucai protein rx^j iho^u v r , J-' J ltj^uy, liirxiN-rv 


XTK ft AOOOAO 

NM UJ2&US 


rlomo Sapiens nypotneucai protein rjuj l^jyt ^rijj itj^*t;, iiix\j.n/\. 


NM UizbOV 


rlomo Sapiens nypouieucai proiem ri^j jyv ^rjuj iHj7Uj, uirsj.N«rt. 


NM 032506 


rlomo sapiens nypotneucai protein ri^j i^joo ^jtjlj i*tjooj 3 inxviN/\ 


NM U3zoU:> 


rlomo sapiens nypotneucai protein r l^j LHDH-y yri^j LH3Hyj 9 husams\ 


NM UizoUz 


rlomo Sapiens nypotneucai protein rLj ihohu ^jtjl»j ltj^u;, iiuvin^y 


XTTV /f A0^70ft 

nm 032 /yy 


riomo sapiens nypotneucai protein jtjlj ^ri^j i^jzh-;, iiuviNr\ 


ATA >T Ainrt/T 

NM 032796 


rlomo sapiens reserved x j\t i mrviN/v 


NM 032792 


rlomo sapiens nypotneucai protein itjuj ihh-oo ^rjuj 1^^*00 ) 9 jiuxisrv 


ATA IS A1170A 

NM 032 /yO 


rlomo sapiens nypotneucai protein riwj ih £ +oo ^jti^j ihhddj, nuxiN-rt. 


NM 03278o 


rlomo sapiens nypotneucai protein iri^j ih^j / ^r*i-.j i^h+d / mjxiN/\ 


\r\ it r\o anon 

NM 032787 


rlomo sapiens nypotnencai protein ri^j lh*+d*+ ^lj lhh o**) 9 mjtsj.>j/\ 


NM 032786 


rlomo sapiens nypotneucai protein jtjlj ih^j i ^jtjl/J ihhd i mrxi>/\ 


ATAvT A1T70C 

NM 0327oD 


tt : _ 1.-1 >-r-»i^. ■*-!-» r»ol -rvfi-\f/a-ii-» T7T T1 AAA1 rT7T T 1 AAA'~)\ ml? TsJ A 

rlomo sapiens nypotnencai protein rjuj ih-^hz ^lj ihhhzj, mxviN/A. 


XTTV K A1T701 

NM 032781 


rlomo sapiens nypotneucai protein r ih-^+z / ^jti^j i^h+z / ), mr\j.>/\ 


xttv is Ainon 
NM 032/80 


rlomo sapiens nypotneucai protein r* x-jj mjyy \r i^j i*-*oyy j, nuviN/\ 


ATA A AiniA 

NM 032 1 /y 


rlomo sapiens nypotnencai protein jtjlj in-jy i \ jtjlj injy i ), iiiinjln^-v | 


NM 032/ /8 


rlomo sapiens nypotnencai protein .tjlj i^Dyo ^j/jlj ih-j^j^, irirviN/\ 


XTA/T AI'mC 

NM 032775 


Jrlomo sapiens nypotneucai protein r'JLJi^fjovj ^jtjlji^joouj, inrviN/A. 


NM 032773 


Jrlomo sapiens nypotneucai protein ivi\j^>tizo ^ivivj^hizo^, mrviN/v 


NM 032772 


rlomo sapiens nypotneucai protein ivlvjv^zddd ijvkjv^zdddj, mrsJLN/\ 


NM 032771 


Homo sapiens nypotneucai protem mcjUizzi / ^iviljv^izzi / ), mtuN/v 


NM 032770 


Homo sapiens nypotneucai protein MvjU162V l (JMoL/iozy ij, nituN/v 


NM 032765 


Homo sapiens hypothetical protein Muuioi /D (.jviol^ioi I7>), mxsJN/v 


"K.TTV JT /*\OT7/Tv1 

NM 032764 


Homo sapiens hypothetical protein MuL l o l d j (.jvlvji^ i o i d d >, nutuN/\ 


NM 032762 


Homo sapiens hypothetical protein iviou l o i z 1 v.iviov^ i o 1 z i ), nuviN/\ 


XTA/T A1 T7/C1 
NM 032/61 


Homo sapiens nypotneucai protem rvivj^ i ou / d v.iviov^ i ou / -> 7, mrviN/^ 


XTTV/f AinCO 

NM 032759 


Homo sapiens nypotneucai protem r^j-.j i ijzo ^ri^j.i uzo^, miviN/^ 


xnv /f Ainco 

NM 032758 


Homo sapiens hypotheucal protein lvivjr^ 13^+0 ^ivivjv^i jhoj, mrsjN/\ 


ata vr r\T nc? 

NM 032/5/ 


Homo sapiens hypothetical protem ivivjv^id \Ayiyj\^iz> /vj), mjtsjN/\ 


xnv ^" Aoncc 

NM 032755 


Homo sapiens hypothetical protein jviLr^iDOo^f v.-iviov^iDOjH-j, mru>j/v 


xnv /r Aonci 

NM 032751 


Homo sapiens nypotneucai protein iviot^i jju4 ^ivio^i jju^, rmviN^v 


xnv /f ATT7CA 

NM 032750 


Homo sapiens hypothetical protein Jviijrv^iD^zy ^iviijv^iD'fzyj, mrviNA 


xnv /f AiOT/n 
NM 032747 


Homo sapiens hypothetical protem JVivjv^i^foy / ^ivivjrL-.i^oy / ), nuviN/Y 


NM 032/46 


Homo sapiens nypotneucai protein ivivj^izdjo ^iviov^izjoo^, mrviN/v 


NM 032/40 


Homo sapiens hypothetical protein ivivjrv-o jy i yiyLKjy^DDy 1 j, inxsj.N/T. 




riomo sapiens nypotneucai protem ivivjr\~o,j /u \^ivivjVw-)-> /uj, iiixviN-rv 


xnv /f Aon^or 


riomo sapiens nypotneucai protem lvivjrv^ijioo ^ivivjrv^ijioo^, iiitu\n. 


NM 032733 


Homo sapiens hypothetical protein MGC12679 (MGC12679), mRNA 


xnv is mA7n 
NM 032732 


Homo sapiens hypothetical protein iVi<ji^iu/o3 ^lvivjrv^iu/o^j, mruN/v 


-v TTV /T ATOTO 1 

NM 032731 


Homo sapiens hypothetical protein mltC143j d ^ivivjUI^-^d^j, niKiN/v 


xnv k ai no r\ 

NM 032730 


Homo sapiens NvJCjO-mteracting mitochondrial protem (jNHVjjrj, mtuN/v 


NM_032727 


Homo sapiens internexin neuronal intermediate filament protein, alpha (IN A), 

^ T"> AT A 

nxKJNA 1 


xnv /f Amo/C 
NM 032/26 


Homo sapiens hypothetical protein ivivjuizoj / ^ivivjL^izoo / ), mrviN/\ 




Wnmn Qanier^; hvnothetical r>rotem MGC1 3 125 HVLGC13125') mRNA 


NM 032724 


Homo sapiens hypothetical protein MGC13269 (MGC13269), mRNA 


NM 032722 


Homo sapiens hypothetical protein MGC 13275 (MGC 13275), mRNA 


NM 032721 


Homo sapiens hypothetical protein MGC1 13 14 (MGC1 1314), mRNA 


NM 032718 


Homo sapiens hypothetical protein MGC11332 (MGC1 1332), mRNA 
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NM 032717 


Homo sapiens hypothetical protein MGC1 1324 (MGC1 1324), mRNA 


NM 032714 


Homo sapiens hypothetical protein MGC13251 (MGC13251), mRNA 


NM 032710 


Homo sapiens hypothetical protein MGC13053 (MGC13053), mRNA 


NM 032709 


Homo sapiens hypothetical protein MGC13047 (MGC13047), mRNA 


NM 032701 


Homo sapiens hypothetical protein MGC2705 (MGC2705), mRNA 


NM 032691 


Homo sapiens hypothetical protein MGC1 1082 (MGC1 1082), mRNA 


NM 032690 


Homo sapiens hypothetical protein MGC1 3 198 (MGC13198), mRNA 


NM 032687 


Homo sapiens hypothetical protein MGC13010 (MGC13010), mRNA 


NM 032683 


Homo sapiens hypothetical protein MGC12972 (MGC12972), mRNA 


NM 032680 


Homo sapiens hypothetical protein MGC4266 (MGC4266), mRNA 


NM 032679 


Homo sapiens hypothetical protein MGC4400 (MGC4400), mRNA 


NM 032676 


Homo sapiens hypothetical protein MGC10955 (MGC10955), mRNA 


NM 032673 


Homo sapiens hypothetical protein MGC10882 (MGC10882), mRNA 


NM 032671 


Homo sapiens hypothetical protein MGC10814 (MGC10814), mRNA 


NM 032664 


Homo sapiens hypothetical protein MGC1 1 141 (MGC1 1 141), mRNA 


NM 032663 


Homo sapiens hypothetical protein MGC 10702 (MGC 10702), mRNA 


NM_032658 


Homo sapiens hypothetical protein MGC10701 (MGC10701), mRNA 


NM 032654 


Homo sapiens hypothetical protein MGC10981 (MGC10981), mRNA 


NM 032653 


Homo sapiens hypothetical protein MGC 10960 (MGC10960), mRNA 


NM 032648 


Homo sapiens hypothetical protein MGC10820 (MGC10820), mRNA 


NM 032647 


Homo sapiens hypothetical protein MGC10561 (MGC10561), mRNA 


NM 032644 


Homo sapiens hypothetical protein MGC2452 (MGC2452), mRNA 


NM 032641 


Homo sapiens hypothetical protein MGC2519 (MGC2519), mRNA 


NM 032638 


Homo sapiens hypothetical protein MGC2306 (MGC2306), mRNA 


NM 032633 


Homo sapiens hypothetical protein MGC5457 (MGC5457), mRNA 


NM 032632 


Homo sapiens hypothetical protein MGC5378 (MGC5378), mRNA 


NM_032630 


Homo sapiens HeLa cyclin-dependent kinase 2 interacting protein (CINP), 
mRNA 


NM 032627 


Homo sapiens hypothetical protein MGC3181 (MGC3181), mRNA 


NM 032626 


Homo sapiens hypothetical brain protein my038 (MY038), mRNA 


NM 032624 


Homo sapiens hypothetical brain protein my050 (MY050), mRNA 


NM 032623 


Homo sapiens ovary-specific acidic protein (OSAP), mRNA 


NM 032622 


Homo sapiens multi-PDZ-domain-containing protein (LNX), mRNA 


NM 032620 


Homo sapiens mitochondrial GTP binding protein (GTPBG3), mRNA 


NM 018622 


Homo sapiens presenilins associated rhomboid-like protein (PARL), mRNA ! 


NM 032498 


Homo sapiens homeobox protein from AL590526 (LOC84528), mRNA 


NM 032600 


Homo sapiens testes development-related NYD-SP17 (NYD-SP17), mRNA 


NM 032599 


Homo sapiens testes development-related NYD-SP18 (NYD-SP18), mRNA 


NM 032594 


Homo sapiens insulinoma-associated protein IA-6 (INSM2), mRNA 


NM 032585 


Homo sapiens testis-specific transcript, Y-linked 6 (TTTY6), mRNA 


NM 032575 


Homo sapiens Kruppel-like zinc finger protein GLIS2 (GLIS2), mRNA 


NM 032573 


Homo sapiens testis-specific protein TSP-NY (TSP-NY), mRNA 


NM 032572 


Homo sapiens ribonuclease 7 (RNASE7), mRNA 


NM_032568 


Homo sapiens GABA(A) receptors associated protein like 3 (GABARAPL3), 
mRNA 


NM 032567 


Homo sapiens testis-specific protein NYD-TSP1 (NYD-TSP1), mRNA 


NM 032566 


Homo sapiens esophagus cancer-related gene-2 (ECG2), mRNA 


NM 032562 


Homo sapiens group XHI secreted phospholipase A2 (PLA2G13), mRNA 


NM 032547 


Homo sapiens short coiled-coil protein (HRIHFB2072), mRNA 


NM 032546 


Homo sapiens ring finger protein 30 (RNF30), mRNA 


NM 032519 


Homo sapiens hypothetical protein HT023 CHT023), mRNA 


NM 032513 


Homo sapiens hypothetical protein MGC 1 1303 similar to Zink transporter 2 
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rMGC11303^ mRNA 


NM 0^2490 


T-Tnmn cnnipnQ PTxJASLl 97 nrofpin rPTsJA 77 i mPTsJA 


NM 019488 


xxUlllU bapiCllo piULClll IClaLCU. W1U1 paOilciolb ^IjUV/OHJ IOJ } IIlxViN/A. 


NM 032471 


Nnmn ca-ni pn q ti to tp in Vi-n p cp fc* A. A/TT^-H^T^^n rl^nf oa+fllA/tiPi inhi nitrvr V*pta /"PIT I L3"i 
xxuiiiu a<ajJiciic> piULClll JtvlildoC ^OrAXVJJr -IJCpCIlUCIlL, LvdLdljr IlllllUlLUr Dcld v r IN LP J s 

mRNA 


NM 032292 


Homo sapiens hypothetical protein FLJ20203 (FLJ20203), rnRNA 


NM 032263 


Homo sanien<5 hvnothetical nrofpin TYKF7n4'}4R997 fnT<7F7n4' : *4R997>i mPTMA 


NM 01^178 


Homo <jar>ien<? TCTAA0717 nrofpin ffiCTA A0717i mPMA 

xxv/lllU oa.jJiC'iio iViTiTiv / 1 / piULC-ill \JE±~Lr\Xx\J f x. / ) 9 111XVJ.N xv 


NM 032410 


Wftmn Qanipn q VinoV3 nrntpin /T^OO^^'^^ mP 7sT A 


NM 032108 

1 > -LVX UJX. iUO 


xxuiuu oapiciio t>ciiia uuiiiaiii, uansinciTi Diane Qomain v iivi) 5 ano cyiOpiasmic 
domain, (semaphorin) 6B (SEMA6B), mRNA 


NM 01S636 

X^ilVX Ul JUJU 


xiomu bapicna jjjsjrzjrjoojui I!/ proLcin ^iJiSJrZj.x 3oOJUl mJvXNA 


NM 01 S701 


xxUlIlL) bapiCIlb IiypOlllCLlL'al prOlCin [K^Jl^Z, JUoH j, nixvLNA 


NM 01 S994 


xxoiiiu bd.piciit> xskj-rvrvi iuj proiem v xx^\ri £ fu^, nixviN/v 


NM 03">300 


xiomo sapiens nuL-ieoiar proiein lnieraciing wnn xne rriA domain ot pivi-o/ 
fNIFKi mRNA 


NM 039388 


Homo QQ-ni p-n <i na^OTVhflT'vno r f*5 : i1 parpinnm^-rpl c»tpH nrAfpi-n /TvTT^r^l? ^ mPXTA 
xiv/iiiv^ oci|Jii-/iio iici-ovj|Jiiax y lig^ai v-'tii oil jvjilla. -1 cicticvj. piOLCiil ^IMrUlxj, T ■ ' r\ | N f\ 


NM 032383 


T-TottiO ^aTiiPTic T-TprTnanQlrv-Piifllalr cvnHrnmp ^ /'T4^Pd'^^ ml? XT A 
xxx/iiivj oapiviio x xtx iiiaxiojvy x Uvildiv ojrlllXHJlllC J ^nroj ) y IllxviN/x. 


NM 032378 


Homo «;anien<; Vivnothetiral nrofpin PT T90S07 CRJ T90R07i mPTMA 


NM 032376 


XXU111U odpidlo lljr pLILllCtlL/d.1 piUUCJJl lVXVJTV^'+Z, J 1 v 1V1vJv_' £ tX^) 1 J, niXxJ.N/\ 


NM 03237S 

X^CAVX V/J^J / 


XXU111U oaplCllb li_yptJUlCllt»<ll piOuClIl v IVlxJv_^Zo03 ) 9 ITlxxXN/\ 


NM 032373 


xxvjlllLJ adpiCIlo liypULUCLlOcll piUlClll IVxvJx-^ 1 O^U^o x lYlvJ^. 1 nxiVlN/v 


NM 032370 


Homo wnipnQ Vivr»otnptir , «1 -nrotfMn \AC*C^ 1 ^71/^ /A/f/^0 1 C*7 1 /C\ m p\TA 
XXVJ111VJ &apiCilo iiy putiiCLiV'ai piULClll IvxvJv^lJ / lO x lvlvJV^lJ / lOJj nixx_LN/\ 


NM 03236Q 


rxuiiiD btipiciib iiypouiCLiL'iii proicm iVixJ^iJOiy v lVxvjri^/lDOi"Jj IxLtvLN/Y 


NM 032368 

J.N1VJL \/ J J O 


Homo ennipne n - \/T%rvtnf»tir , a1 TM-rit/»in TV/fY^lf^l ^A'Xfc. f\/\(~l(~* 1 'J ,-«D TvT A 
xxuiiwj bdpicxio iiy puLiiCLit/d.i piULcm ivivjv_/1»)*+jO v ivivjrv^l j^-jOJ, iilxvLNA 


NM 032374 


xxuiiiu o&piClla iiy pULllCLlL/d-l piUlClll IVlxJv^^i«j D^C yiyiXJV^-ZtDKjJ.)} nXJtx_LN/\ 


NM 03^364 


T-Tomo QflnipnQ n\/r^otnf i tir'^l nrnfpin ^JiClC*] 47 7 A ^1^0^1477^^ tv»"DT\JA 
XAv^lllv/ oapiClis Iiy pULllCllOal piULClll IVIVJ V-* 1 *t / Z.O v lVxvJV_y /^OJ, IllxviN /\ 


NM 032362 


Homo ^aniens HPTT 1 nrotein HTPiT 1 1 mT?TxJ A 
iiuuiu oapiciia xxxvxi_*i piv^icui i .1 1 , 1 i 9 linviN^v 


NM 039361 


Homo satiien«; hvnothetiral nrofpin lVffrCS46Q rK/lClC^^A&Q^ mPTsJA 

oajjit'iio iiy pwtiiwti^/di pi U it'll 1 ivxvJVw'J'-HJj' ^±Vxvj\^_j*-HJ^7 1, lllxxlNzx 


NM 032360 


Homo sanien^ hvnothetiral nrotein MrrP9404 n\zrrTr^9404>i mPMA 

xxxjlLLKj oajJlt-lli5 li._y L^WLllOLiV^Cll pi\Jlwlll 1VXVJ V-/^*TV/ fc T ^IVIvJV-'^'Tv't ^ 5 lIlXVi.N/\ 


NM 032359 


Homo <sarnpn<; hvnothetiral nrotein iKACvC^d^OR f'\AC^C^A'\0SC\ mT?>JA 

A-ivjiiiw oapit'iiD ii_y|juuicu^/ai piVJLt/iii ±yxvJV_/*t J\J O v 1VXvJV_>'*+ juo y 5 lUXx_lN/\ 


NM 032358 


Homo «:anipn<; V»vr»othptipa1 Tvrntpin T'iAClCI ^ 1 r\/taC*'\ ^ 1 Q ml? XT A 
J-X^JiiiL* odpiCllo liypoillCLlwa.! piUlClll IVlvJv-l j IOj x 1Vx vJv-/ 1 .5 IOj ITLtviN/\ 


NM 032357 


TTomo QanipTiQ VivnotnpHrsil nrrifpin 7^(^^19081 Z"^^^! 70S 1 >. t-mPXTA 
xxuiiiu o<ipiciio iiyp\JLiicilL/<il piOLClil ivlKJx^ L 0 l \Lvi\j\^ L z,y 0 L ) y nxxvLN/V 


NM 032356 


xiuiiiu bapiciib xiypuiiicut/di proiein xvivjv^l^rl D I v lYlvJv_/ 1 *t i D I ) 9 lTil\S\J\ 


NM 032355 


Homo <?aTiipn«; Vivnothptiral nrofpfn lVTr : ir i 1^977 CWACiC*] ^777^ m P\TA 

XXUlilU JxipiCllo liypULllCllOdl piULClll IVXvJr 1 jZ / Z V 1VHJV-/ 1 J>Z. / JL)) njLtxXN/Y 


NM 03235^ 


l-Tomo canipn c "hvnofhptif"?i1 nrntpin A/f C\C^ 1 1 7QA fA/Tf^r" 1 1 1 9QA^ -mT?XTA 

xxvjiinj odpiciio iiy puLiicLivvd.1 pioLciii lvivjv^ 1 iz.y\j v ivivjv»vx LjLyyj)^ rniviN/v 


NM 032350 


Homo <?anipn<? hvnothptiral nrofpin "MCtC^I 19S7 (^ACrCA 19S7i mRNA 

iiuuiu oapivxio ny i^wlxi&liv/<ii pivjL^iii ivxvjv^ l 1Z.J / ^ivlVJv^ l IaJ / ^, lllxx_LNxx 


NM 032349 


Homo sanieiiS hvnothefiral nrotpm 1VTOP1 197S fiVTfrPI 1 97^ 1 mPTsJA 

IIUIIIU DajJl^llD l±y ^/\J\,ll\^Ll\^ClL pi\JLwlll 1VXVJV-/ 1 1Z, / J v lVXVJVw-'X li- / Jy, lllXXX>j^V 


NM 032348 


Homo ^aniens hvoothetioal nrofpin lVTrrP^047 CA/rr^r^^047 1 mPTxTA 


NM 032346 


Homo <?anipn<? hvnothptiral nrotpin 1^0(^1 ^006 ChArTC 1 "! ^006 1 mPXTA 

AxV-fillv/ oajJl&llo Liy I^VUlwlXl/Cll piULClll 1V1V_JV^> 1JU7U ^IVXVJV^ 1 3\JZs vly, lllXVlN^A. 


NM 032345 


Homo «;anien<? hvnothetical nrofpin MfrP1 ^064 /'lv/frTr , 1 ^064 1 mPMA 


NM 032343 


Homo c^rtipnc nvnotripfipal nrofpin '\AC±C*'\ ^01 A /'A/Tr^r^l ^01 61 mPATA 
xxuiiiu oapiciio iiypuLiicLiivdi piULClll lVxvjrv-^ i j \J 1 0 v ivxvjrvw l jW iu^i, IIlivlN/V 


NM 032341 


Homo <sanipn<s hvnotriptipal nrofpin lVTOr^14R44 (AACIC*] ARAA\ mPMA 
xxuniu odpiciio iiy puiiicLiL/ai piULClll ivivj 1 toH4 v ivivj 1 toH'T inxvxN/\ 


NM 032339 


Homo <?anipn<; Vivnothptiral nrofpin '\AC^C K \ ASl'X'J (\AC±C*'\ AR r K1\ mPNTA 
XXU111U odpiCllo Ivy puiutHii/dl piULClll IVXVJVw' i*+o DZ, x lVxvjrx^ 1 *+OJ>^J, lIixxJ.>/\ 


NM 032336 


Homo <sanipn<; Tnvnothpfiral nrofpin TVf 1^(^*1 470Q fi\Ad(~^ 1 4700^ mPMA 

XXU111U oapidlo lljr puillC-LlL»dl piULClll lVXxJV-/ 1H / zfZ7 v 1VxVj^ 1 ** / z?y 1, ilLtx_LN/\ 


NM 032334 


Homo <?anipn«; hvnothefiral nrofpin TV/frrr^l 4SQ^I C\AGiC\ 4S0S 1 mPXTA 

xxv^iiiv oapiwio iijr L./vjtiiVLlWa.l piULClll XVXVJV^ ItJyJ V 1VXVJ 1 *-r^ Zs ~>J 9 lllxvlN/x 


NM 032332 


Homo <?aniens hvnothetiral nrofpin A/TOP47^S;rMOP49'}8 1 mPlsJA 

oCtJJl^llo xxy puniL'll^aj piULClll 1V1UV^ i t«JO' < ^1V1UV-/ i t^JO lllIXXNxA. 


NM 032331 


Homo sapiens hypothetical protein MGC2408 (MGC240S), mRNA 


NM_032328 


Homo sapiens hypothetical protein MGC12458 (MGC12458), mRNA 


NM. 032322 


Homo sapiens hypothetical protein MGC13061 (MGC13061), mRNA 


NM_032321 [ 


Homo sapiens hypothetical protein MGC13057 (MGC13057), mRNA 


NM 032319 


Homo sapiens chromosome 2 open reading frame 7 (C2orf7) 5 mRNA 
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NM 032315 


Homo sapiens hypothetical protein MGC4399 (MGC4399), mRNA 


NM 032314 


Homo sapiens hypothetical protein MGC4767 (MGC4767), mRNA 


NM 032313 


Homo sapiens hypothetical protein MGC3232 (MGC3232), mRNA 


NM 032312 


Homo sapiens hypothetical protein MGC1 1061 (MGC1 1061), mRNA 


NM_032310 


Homo sapiens hypothetical protein MGC1 1115 (MGC1 1115), mRNA 


NM 032307 


Homo sapiens hypothetical protein MGC10999 (MGC10999), mRNA 


NM 032303 


Homo sapiens hypothetical protein MGC 10940 (MGC 10940), mRNA 


NM 032302 


Homo sapiens hypothetical protein MGC1091 1 (MGC1091 1), mRNA 


NM 032301 


Homo sapiens hypothetical protein MGC10870 (MGC10870), mRNA 


NM 032300 


Homo sapiens hypothetical protein MGC10854 (MGC10854), mRNA 


NM 032298 


Homo sapiens hypothetical protein DKFZp7610132 (DKFZp7610132), mRNA 


NM 032297 


Homo sapiens hypothetical protein DKFZp761Dl 12 (DKFZp761Dl 12), mRNA 


NM 032296 


Homo sapiens hypothetical protein DKFZp761A132 (DKFZp761A132), mRNA 


NM_032295 


Homo sapiens hypothetical protein DKFZp76 1N0624 (DKFZp761N0624), 
mRNA 


NM_032294 


Homo sapiens hypothetical protein DKFZp761M0423 (DKFZp761M0423), 
mRNA 


NM_032289 


Homo sapiens hypothetical protein DKFZp761B0514 (DKFZp761B0514), 
mRNA 


NM_032287 


Homo sapiens hypothetical protein DKFZp761017121 (DKFZp761017121), 
mRNA 


NM 032280 


Homo sapiens hypothetical protein DKFZp761J139 (DKFZp761J139), mRNA 


NM 032278 


Homo sapiens hypothetical protein DKFZp547P082 (DKFZp547P082), mRNA 


NM 032274 


Homo sapiens hypothetical protein DKFZp547F072 (DKFZp547F072), mRNA 


NM 032271 


Homo sapiens hypothetical protein DKFZp5 861021 (DKFZp5 861021), mRNA 


NM 032270 


Homo sapiens hypothetical protein DKFZp586Jl 1 19 (DKFZp586Jl 1 19), mRNA 


NM 032269 


Homo sapiens hypothetical protein DKFZp434I099 (DKFZp43 41099), mRNA 


NM 032266 


Homo sapiens hypothetical protein DKFZp434Gl 18 (DKFZp434Gl 1 8), mRNA 


NM 032265 


Homo sapiens hypothetical protein DKFZp434N127 (DKFZp434N127), mRNA 


NM 032262 


Homo sapiens hypothetical protein DKFZp434N035 (DKFZp434N035), mRNA 


NM_032257 


Homo sapiens hypothetical protein DKFZp434N2435 (DKFZp434N2435), 
mRNA 


NM_032256 


Homo sapiens hypothetical protein DKFZp434K2435 (DKFZp434K2435), 
mRNA 


NM 032255 


Homo sapiens hypothetical protein DKFZp434I1930 (DKFZp434I1930), mRNA 


NM 032254 


Homo sapiens hypothetical protein DKFZp434F142 (DKFZp434F142), mRNA 


NM_032247 


Homo sapiens hypothetical protein DKFZp434E0519 (DKFZp434E05 1 9), 
mRNA 


NM 032242 


Homo sapiens hypothetical protein DKFZp564A176 (DKFZp564A176), mRNA 


NM 032238 


Homo sapiens hypothetical protein FLJ23416 (FLJ23416), mRNA 


NM 032235 


Homo sapiens hypothetical protein FLJ23138 (FLJ23138), mRNA 


NM 032234 


Homo sapiens hypothetical protein FLJ23059 (FLJ23059), mRNA 


NM 032233 


Homo sapiens hypothetical protein FLJ23027 (FLJ23027), mRNA 


NM 032229 


Homo sapiens hypothetical protein FLJ22774 (FLJ22774), mRNA 


NM 032221 


Homo sapiens hypothetical protein FLJ22369 (FLJ22369), mRNA 


NM 032213 


Homo sapiens hypothetical protein FLJ21977 (FLJ21977), mRNA 


NM_032212 


Homo sapiens similar to DNA-directed RNA polymerase I (135 kDa) (Rpol-2), 
mRNA 


NM 032207 


Homo sapiens hypothetical protein FLJ21742 (FLJ21742), mRNA 


NM 032205 


Homo sapiens hypothetical protein FLJ21615 (FLJ21615), mRNA 


NM 032196 


Homo sapiens hypothetical protein KIAA1259 (KIAA1259), mRNA 


NM 032192 


Homo sapiens hypothetical protein FLJ20940 (FLJ20940), mRNA 
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NM 032191 


Homo sapiens hypothetical protein FLJ14326 (FLJ14326), mRNA 


NM 032187 


Homo sapiens hypothetical protein FLJ 14026 (FLJ 14026), mRNA 


NM 032186 


Homo sapiens hypothetical protein FLJ13964 (FLJ13964), mRNA 


NM 032181 


Homo sapiens hypothetical protein FLJ13391 (FLJ13391), mRNA 


NM 032179 


Homo sapiens hypothetical protein FLJ20542 (FLJ20542), mRNA 


NM 032178 


Homo sapiens hypothetical protein FLJ13291 (FLJ13291), mRNA 


NM 032175 


Homo sapiens hypothetical protein FLJ12787 (FLJ12787), mRNA 


NM 032174 


Homo sapiens hypothetical protein FLJ1 2770 (FIJI 2770), mRNA 


NM 032169 


Homo sapiens hypothetical protein FLJ12592 (FLJ12592), mRNA 


NM 032164 


Homo sapiens hypothetical protein FLJ12298 (FLJ12298), mRNA 


NM 032162 


Homo sapiens hypothetical protein FLJ1 1952 (FLJ1 1952), mRNA 


NM 032155 


Homo sapiens hypothetical protein DKFZp547I094 (DKFZp547I094), mRNA 


NM 032152 


Homo sapiens PRAM-1 protein (PRAM-1), mRNA 


NM 032149 


Homo sapiens hypothetical protein DKFZp434G072 (DKFZP434G072), mRNA 


NM_032147 


Homo sapiens hypothetical protein DKFZp434D0127 (DKFZP434D0127), 
mRNA 


NM_032146 


Homo sapiens hypothetical protein DKFZp434Ll 123 similar to mouse Arl6 
(DKFZP434L1 123), mRNA 


NM_032143 


Homo sapiens hypothetical protein DKFZp434B1727 (DKFZP434B1727), 
mRNA 


NM 032142 


Homo sapiens hypothetical protein FLJ10352 (FLJ10352), mRNA 


NM_032141 


Homo sapiens hypothetical protein DKFZp434K1421 (DKFZP434K1421), 
mRNA 


NM_032140 


Homo sapiens hypothetical protein DKFZp434A1319 (DKFZP434A1319), 
mRNA 


NMJ332135 


Homo sapiens hypothetical protein DKFZp434F1017 (DKFZP434F1017), 
mRNA 


NM_032134 


Homo sapiens hypothetical protein DKFZp434P0316 (DKFZP434P0316), 
mRNA 


NM_032131 


Homo sapiens hypothetical protein DKFZp434P0714 (DKFZP434P0714), 
mRNA 


NM 032130 


Homo sapiens hypothetical protein DKFZp434J01 13 (DKFZP434J01 13), mRNA 


NM_032129 


Homo sapiens hypothetical protein DKFZp434H2010 (DKFZP434H2010), 
mRNA 


NM 032128 


Homo sapiens hypothetical protein DKFZp566Ml 14 (DKFZP566M1 14), mRNA 


NM_032127 


Homo sapiens hypothetical protein DKFZp566M1046 (DKFZP566M1046), 
mRNA 


NM 032126 


Homo sapiens hypothetical protein DKFZp564J047 (DKFZP564J047), mRNA 


NM_032124 


Homo sapiens hypothetical protein DKFZp564D1378 (DKFZP564D1378), 
mRNA 


NM_032121 


Homo sapiens hypothetical protein DKFZp564K142 similar to implantation- 
associated protein (DKFZp564K142), mRNA 


NM_032118 


Homo sapiens hypothetical protein FLJ12953 similar to Mus musculus D3Mm3e 
(FLJ12953),mRNA 


NM 032117 


Homo sapiens GAJ protein (GAD, mRNA 


NM_032116 


Homo sapiens hypothetical protein MGC2599 similar to katanin p60 subunit A 1 
2599 (MGC2599), mRNA 


NM 032112 


Homo sapiens mitochondnal nbosomal protein L43 (MRPL43), mRNA 


NM 020898 


Homo sapiens KIAA1536 protein (KIAA1536), mRNA 


NM 020726 


Homo sapiens neurolvsin (metallopeptidase M3 family) (NLN), mRNA 


NM 020707 


Homo sapiens KIAA1 173 protein (KIAA1 173), mRNA 


NM 018670 


Homo sapiens hypothetical protein (1R1 899308), mRNA 
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NM 018385 


Homo sapiens hypothetical protein FLJ1 1301 (FLJ1 1301), mRNA 


NM 018064 


Homo sapiens hypothetical protein FLJ10342 (FLJ10342), mRNA 


NM 017607 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12C 
(PPPlR12C),mRNA 


NM 015645 


Homo sapiens DKFZP586B0621 protein (CTRP5), mRNA 


NM 015528 


Homo sapiens DKFZP566H073 protein (DKFZP566H073), mRNA 


NM 015512 


Homo sapiens DKFZP434A236 protein (DKFZP434A236), mRNA 


NM 015426 


Homo sapiens DKFZP434C245 protein (DKFZP434C245), mRNA 


NM 015292 

X ™ X ▼ X V X w 


Homo sapiens KIAA0747 protein (KIAA0747), mRNA ( 


NM 015236 


Homo sapiens KIAA0768 protein (LEC3), mRNA 


NM 015196 


Homo sapiens KIAA0922 protein (KLAA0922), mRNA 


NM OlSIP 

X XV A \J X ~J L 1 — 


Homo sapiens KIAA0807 protein (MAST205), mRNA 


NM 015070 


Homo sapiens KIAA0853 protein (KIAA0853), mRNA 


NM 03?308 

IN XV A V J-'JWO 


Homo sapiens hypothetical protein MGC4189 (MGC4189), mRNA 


NM 004801 


Homo sapiens neurexin 1 (NRXN1), mRNA 


IN 1V1 U 1 1 


Womo <;anien<; ralrmm/ralmodulin-denendent nrotein kinase fCaM kinase^ II 
delta CCAMK^D , mRNA 


xNxVX V/ U ^- v o 


Homo ^aniens KTAA0874 nrotein fl£IAA0874 > ) mRNA 


TMtV/T 0^904^ 

xNJYl. ujivtJ 


ijAmn «?anien«5 "RR PA 1 -interacting nrotein 1 (HBRIPl ^ mRNA 


"Knvr n^9Adn 

IN 1V1 U J» Z. V/*t U 


Homo <;anien<; hvnothetical nrotein DKFZr>S64K0322 (DKFZP564K0322), 
mRNA 


NM 032037 


Homo sapiens serine/threonine protein kinase SSTK (SSTK), mRNA 


NM 032033 


Homo sapiens FKSG43 (FKSG43), mRNA 


NM 032032 


Homo sapiens FKSG42 (FKSG42), mRNA 


NM 032031 


Homo sapiens FKSG17 (FKSG17), mRNA 


NM 032029 


Homo sapiens FKSG87 protein (FKSGS7), mRNA 


NM 0320^6 


Homo sapiens CDA1 1 protein (CDA1 1), mRNA 


NM 0320^4 


Homo sapiens CDA017 protein (CDA017), mRNA 


NM 032023 


Homo sapiens AD037 protein (AD037), mRNA 


NM 032022 


Homo sapiens AD036 protein (AD036), itlRNA 


NM 031956 


Homo sapiens NYD-SP14 protein (NYD-SP14), mRNA 


NM 0^1954 

X ^1 XT A vy — ' X S — r T 


Homo sapiens MSTP028 protein (MSTP028), mRNA 


NM 031953 


Homo sapiens MSTP043 protein (MSTP043), mRNA 


NM 031936 


Homo sapiens G protein-coupled receptor 61 (GPR61), mRNA 


NM 031934 

i >i xv a u j i y j "t 


Homo <?anien<5 RAB34 member RAS oncogene familv fRAJB34), mRNA 


NM 031933 

J. N x V A \j -J l y J J 


Homo sapiens wingless-type MMTV integration site family, member 8A 
fWNT8 A i transcrrot variant 1 . mRNA 


NM 03193? 


Homo saniens testis transcriDt Y 14 (TTY14), mRNA 


NM 031931 


Homo sapiens testis transcript Y 13 (TTY13), mRNA 


NM 031930 


Homo ^aniens testis transcrint Y 12 CTTY12^ mRNA 


NM 031929 


Homo sapiens testis transcript Y 1 1 (TTY1 1), mRNA 


NM 031927 


Homo ^aniens testis transcrint Y 9 (TTY9 1. mRNA 


NM 031926 


Homo sapiens testis transcript Y 7 (TTY7), mRNA 


NM_031925 


Homo sapiens transmembrane protein induced by tumor necrosis factor alpha 
(TMPIT , mRNA 

\ X X v XX X X Jy 1J.IXVI ^ x *- 


NM 031924 


Homo sapiens radial spoke protein 3 (RSP3), mRNA 


NM 031917 


Homo sapiens angiopoietin-related protein 5 (ARP5), mRNA 


NM 031948 


Homo sapiens marapsin (MPN), mRNA 


NM_031908 


Homo sapiens complement-clq tumor necrosis factor-related protein 2 (CTRP2), 
mRNA 


NM 031905 


Homo sapiens hypothetical protein MGC3195 (MGC3195), mRNA 


NM 031889 


Homo sapiens enamelin (ENAM), mRNA 
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NM 022447 


Homo sapiens topoisomerase-related function protein 4-2 (TRF4-2), mRNA 


NM 031485 


Homo sapiens glutamate rich WD repeat protein GRWD (GRWD), mRNA 


NM 031484 


Homo sapiens hypothetical protein MGC4415 (MGC4415), mRNA 


NM 031479 1 


Homo sapiens hypothetical protein MGC463b (MCjC46Jb), mRNA 


NM_031474 


Homo sapiens hypothetical protein DKFZp761G1913 (DKFZP761G1913), 
mRNA 


NM 031466 


Homo sapiens KIAA1882 protein (MGC4737), mRNA 


NM 031465 


Homo sapiens hypothetical protein MGC13204 (MGC13204), mRNA 


NM_031464 


Homo sapiens hypothetical protein MGC1 1287 similar to nbosomal protem So 
kinase , (MGC 11287), mRNA 


NM 031459 


Homo sapiens sestnn 2 (SES2), mRNA 


NM 031455 


Homo sapiens hypothetical protein DKFZp761F241 (DKFZP7olr241), mKJNA 


NM 031453 


Homo sapiens hypothetical protein MGC1 1034 (MGC1 1034), mRNA 


NM 031452 


Homo sapiens hypothetical protein MGC256U (MCjCzdoU), mKJNA 


NM 031449 


Homo sapiens KIAA1886 protein (DKFZP761I2123), mRNA 


NM 031447 


Homo sapiens hypothetical protem MGC13033 (MGC13033), mRNA 


NM 031446 


Homo sapiens hypothetical protem PNAS-131 (PNAS-131), mRNA 


NM 031437 


Homo sapiens hypothetical protein MGC10823 (MGC10823), mRNA 


NM 031436 


Homo sapiens hypothetical protein MGC10612 (MGC10612), mRNA 


NM 031435 


Homo sapiens hypothetical protein DKFZp564I0422 (DKFZP5 6410422), mRNA 


NM 031430 


Homo sapiens rab interacting lysosomal protein (RILP), mRNA 


NM 031425 


Homo sapiens hypothetical protein MGC10812 (MGC10S12), mRNA 


NM 031423 


Homo sapiens hypothetical protein NUF2R (NUF2R), mRNA 


NM_031421 


Homo sapiens hypothetical protein DKFZp434H0 1 1 5 (DKFZP434H01 15), 
mRNA 


NM_031412 


Homo sapiens GABA(A) receptor-associated protem like 1 (GABARAPL1), 
mRNA 


NM 004637 


Homo sapiens RAB7, member RAS oncogene family (RAB7), mRNA 


NM 031283 


Homo sapiens HMG-box transcription factor TCF-3 (TCF-3), mRNA 


NM 031307 


Homo sapiens hypothetical protein FKSG32 (FKSG32), mRNA 


NM_031305 


Homo sapiens hypothetical protein DKFZp564B1162 (DKFZP564B1162), 
mRNA 


NM_031301 


Homo sapiens hypothetical protein DKFZp564D0372 (DKFZP564D0372), 
mRNA 


NM 031298 


Homo sapiens hypothetical protem MGC2963 (MGC2963), mRNA 


NM 031293 


Homo sapiens hypothetical protem DKFZp434Gl31 (DKFZP434G131), mRNA 


NM_031292 


Homo sapiens hypothetical protem DKFZp434G1415 (DKFZP434G1415), 
mRNA 


NM 031288 


Homo sapiens PAP-1 binding protein (PAPA-1), mRNA 


NM 031284 


Homo sapiens hypothetical protein DKFZp434Bl95 (DKFZP434B195), mRNA 


NM 030972 


Homo sapiens hypothetical protein MGC5384 (MGC5384), mRNA 


NM_030901 


Homo sapiens olfactory receptor, family 7, subfamily A, member 17 (OR7A17), 
mRNA 


NM 017990 


Homo sapiens hypothetical protem FLJ10079 (FLJ 10079), mRNA 


NM 031219 


Homo sapiens hypothetical protein MGC12904 (MGC12904), mRNA 


NM 031218 


Homo sapiens hypothetical protein FLJ 12488 (FLJ12488), mRNA 


NM 031214 


Homo sapiens hypothetical protein AF31 1304 (AF31 1304), mRNA 


vnv x rto n 1 ft 


xioiiio sapiens nypotnencai proiem a\jk^j\j \u\^j\j j, iiixvin^ty 


NM 031207 


Homo sapiens hypothetical protein HT036 (HT036), mRNA 


NM 007013 


Homo sapiens WW domain-containing protein 1 (WWP1), mRNA 


NM 030897 


Homo sapiens hypothetical protein FLJ21617 (FLJ21617), mRNA 


NM 030978 


Homo sapiens hypothetical protein similar to actin related protein 2/3 complex. 
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subunit 5 (MGC3038), mRNA 


NMJ330971 


Homo sapiens similar to rat tricarboxylate carrier-like protein (BA108L7.2), 
mRNA 


NM_030965 


Homo sapiens similar to sialyltransferase 7 ((alpha-N-acetylneuraminyl 2,3- 
betagalactosyl-l,3)-N-acetyl galactosaminide alpha-2,6-sialyltransferase) E 
(MGC3 184), mRNA 


NM 030960 


Homo sapiens sperm acrosome associated 1 (SPACA1), mRNA 


NM_030958 


Homo sapiens organic anion transporter polypeptide-related protein 4 
(OATPRP4), mRNA 


Tk TTV If /\' m i/\f\C^ 

NM 030952 


Homo sapiens hypothetical protein DKFZp434J037 (DKFZP434J037), mRNA 


NM_030940 


Homo sapiens hypothetical protein MGC4276 similar to CG8198 (MGC4276), 
mRNA 


NM 030937 


Homo sapiens hypothetical protein hCLA-iso (HCLA-ISO), mRNA 


NM 030929 


Homo sapiens hypothetical protein FKSG28 (FKSG28), mRNA 


NM 030921 


Homo sapiens hypothetical protein DC42 (DC42), mRNA 


NM_030917 


Homo sapiens hypothetical protein DKFZp586K0717 (DKFZP586K0717), 
mRNA 


NM 030915 


Homo sapiens hypothetical protein DKFZp566J091 (DKFZP566J091), mRNA 


NM 030914 


Homo sapiens hypothetical protein MGC2668 (MGC2668), mRNA 


NM 030907 


Homo sapiens hypothetical protein MGC 10731 (MGC 10731), mRNA 


"X.TTV JT A1AOAP 

NM 030895 


Homo sapiens hypothetical protein FLJ14129 (FLJ14129), mRNA 


NM 030891 


Homo sapiens leucine-rich repeat-containing 3 (LRRC3), mRNA 


NM 030755 


Homo sapiens thioredoxin domain-containing (TXNDC), mRNA 


NM 030819 


Homo sapiens hypothetical protein MGC1 1335 (MGC1 1335), mRNA 


NM 030814 


Homo sapiens hypothetical protein GL012 (GL012), mRNA 


NM 030810 


Homo sapiens hypothetical protein MGC3 178 (MGC3178), mRNA 


NM_030804 


Homo sapiens hypothetical protein DKFZp434E2135 (DKFZP434E2135), 
mRNA 


NM 030794 


Homo sapiens hypothetical protein FLJ21007 (FLJ21007), mRNA 


NM 030759 


Homo sapiens nuclear receptor binding factor-2 (NRBF-2), mRNA 


NM 030795 


Homo sapiens stathmin-like 4 (STMN4), mRNA 


NM 020909 


Homo sapiens KIAA1548 protein (KIAA1548), mRNA 


"V. TTV K C\ 1 OA^^ 

NM 018023 


Homo sapiens hypothetical protein FLJ 10201 (FLJ10201), mRNA 


NM_023009 


Homo sapiens macrophage myristoylated alanine-rich C kinase substrate 
(MACMARCKS), mRNA 


NM 025230 


Homo sapiens hypthetical protein PR02389 (PR02389), mRNA 


NM 025222 


Homo sapiens hypothetical protein PRO2730 (PRO2730), mRNA 


NM 025170 


Homo sapiens hypothetical protein FLJ12987 (FLJ12987), mRNA 


NM 024681 


Homo sapiens hypothetical protein FLJ12242 (FLJ12242), mRNA 


NM 024928 


Homo sapiens hypothetical protein FLJ22559 (FLJ22559), mRNA 


NM_0 17578 


Homo sapiens AKAP-binding sperm protein ropporin (DKFZp434B1222), 
mRNA 


NM 030642 


Homo sapiens apolipoprotein L, 5 (APOL5), mRNA 


JNM 024513 


Homo sapiens FYVE and coiled-coil domain containing 1 (FYCOl), mRNA 


NM 030621 


Homo sapiens helicase-moi (KIAA0928), mRNA 


"K.TTV K AT A/^ /I 1 

NM 030641 


Homo sapiens apolipoprotein L, 6 (APOL6), mRNA 


NA/f 09 si on 


nomo sapiens ivjl^Vj^vio^i protein (JSJAAlo^i), niKJN/\ 


NM 025040 


Homo sapiens hypothetical protein FLJ21941 (FLJ21941), mRNA 


NM 030613 


Homo sapiens hypothetical protein FLJ21628 (FLJ21628), mRNA 


NM 024820 


Homo sapiens KIAA1608 protein (KIAA1608), mRNA 


NM_0 18015 


Homo sapiens hypothetical protein FLJ10178 (FLJ10178), mRNA 


NM_024762 


Homo sapiens hypothetical protein FLJ21603 (FLJ21603), mRNA 
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NM 024329 


Homo sapiens hypothetical protein MGC4342 (MvjC4J4Z) 5 mKJNA 


NM 024087 


Homo sapiens DKFZP564L0862 protein (DKrZr^o4i.uaoz), mKlNA 


NMJ)30594 


Homo sapiens cytoplasmic polyadenylation element binding protein (L^-btfl), 
mRNA 


NM_025084 


Homo sapiens hypothetical protein rJLJzz/yz) \jtjljzz /yj), miviN/Y 


NM 025090 


Homo sapiens KIAA1453 protein (KJAA1453), mKJSA 


NM 024939 


Homo sapiens hypothetical protein FLJ2191o (rJLJziyio), mKJNA 


NM 024903 


Homo sapiens hypothetical protein FLJ 14297 (FJLJ 142V /), mKJNA 


NM 024793 


Homo sapiens KIAA0643 protein (KIAA0643), mKNA 


NM 024718 


-r~r • i >-f » • 1 _ x " T7T T1 A1 A1 /T7T T1ft1ft1\ *«D\T A 

Homo sapiens hypothetical protein FLJ10101 (FJLJ1U1U1), mKJNA 


NM 015652 


Homo sapiens DKFZP564P1916 protem (DKrZ,r^o4r l^loj, mKJNA 


NM 025189 


Homo sapiens hypothetical protein r LJ lio:>y (rLJ 13 coy), niKiNA 


NM 025021 


Homo sapiens KIAA0616 protein (KIAA0616), mRNA 


NM 025010 


TT * xr T AA/\^l"v^* j • /T 7* T A A /\^ft^\ T">TVT A 

Homo sapiens KIAA0795 protein (KIAA0795), mRNA 


NM 024894 


Homo sapiens hypothetical protein FLJ14075 (FLJ14075), mKNA 


NM 024840 


Homo sapiens hypothetical protein FLJ 13590 (FLJ13590), mKJNA 


NM 022782 


Homo sapiens M-phase phosphoprotem 9 (MPHOSPH9), mRNA 


NM_017558 


Homo sapiens hypothetical protein DKFZp434L0850 (DKFZp434L0850), 
mRNA 


NM 030580 


Homo sapiens hypothetical protein MGC 10520 (MGC10520), mKJNA 


NM 025195 


Homo sapiens phosphoprotem regulated by mitogenic pathways (Usrw), mKJNA 


NM 030581 


Homo sapiens hypothetical protein FLJ12270 (FLJ12270), mRNA 


NM 030577 


Homo sapiens hypothetical protein MGC10993 (MGC10993), mRNA 


NM 030576 


Homo sapiens hypothetical protein MGC109S6 (MGC10986), mRNA 


NM 030575 


Homo sapiens hypothetical protein MGC10334 (MGC10334), mRNA 


NM 030572 


Homo sapiens hypothetical protein MGC10946 (MGC10946), mRNA 


NM__030571 


Homo sapiens hypothetical protein MGC 10924 similar to Nedd4 WW-bmdmg 
protem 5 (MGC 10924), mRNA 


NM 030569 


Homo sapiens hypothetical protein MGC10848 (MGC10845), mKJNA 


NM 030568 


Homo sapiens hypothetical protein MGC 1081o (MGClOslbj, mKJNA 


NM 030567 


Homo sapiens hypothetical protein MGC 10/ 1 Z (MuLIU / /Z), mKJNA 


NM 025164 


tt tt" t a a r\c\c\c\ 4.^. ■ /T/'T a a nnnn\ __"r> ~\.t a 

Homo sapiens KIAA0999 protein (K1AA0999), mKJNA 


NM 025132 


Homo sapiens KIAA1638 protein (KIAA1638), mRNA 


NM 024668 


Homo sapiens hypothetical protein FLJ20288 (FLJ20288), mKJNA 


NM 024547 


tt t r t a k. r\ A yi—t i /rr t a K t~\ A Tl "K. T A 

Homo sapiens KIAA0467 protem (KIAA0467), mRNA 


NM 018418 


Homo sapiens hypothetical protein (HSD-3.1), mRNA 


NM 025182 


Homo sapiens hypothetical protein FLJ1 1560 (FLJ1 1560), mRNA 


NM_025168 


Homo sapiens LAP (leucme-nch repeats and PDZ) and no FDZ protein (LAJNUJ, 
mRNA 


NM 025081 


T T • T ^" TAAf<*»/%/" J * /-T,"- T A A T% XT A 

Homo sapiens KIAA1305 protem (KIAA1305), mRNA 


NM 024750 


Homo sapiens leucme-nch repeat-containing 2 (JLKKCZ), mKJNA 


NM 025266 


Homo sapiens hypothetical protein MGC2780 (MGCz/bU), mKJNA 


NM 025265 


Homo sapiens hypothetical protein MGC2776 (MGC277o) 3 mKJNA 


NM 025264 


Homo sapiens hypothetical protein MGC2454 (MGC2454), mKJNA 


NM 025247 


Homo sapiens hypothetical protem MGC5601 (MGC5601), mKJNA 


NM 025246 


Homo sapiens hypothetical protein MGC3295 (MGC3295), mKJNA 


NM 


Homo sapiens recombination protein K±ii^i4 ^kjlSL/I^t;, mi\j>i/\ 


NM 025221 


Homo sapiens calsenilin-like protein (CALP), mRNA 


NM 025207 


Homo sapiens hypothetical protein PP591 (PP591), mRNA 


NM 025204 


Homo sapiens hypothetical protein PP2447 (PP2447), mRNA 


NM 025203 


Homo sapiens hypothetical protein FLJ21945 (FLJ21945), mRNA 


NM 025199 


Homo sapiens hypothetical protein FLJ20886 (FLJ20886), mRNA 
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NM_025197 


Homo sapiens hypothetical protein FIJI 3 660 similar to CDK5 activator-binding 
protein C53 (FLJ13660), mRNA 


NM 025187 


Homo sapiens hypothetical protein FLJ12076 (FLJ12076), mRNA 


NM_025184 


Homo sapiens hypothetical protein FLJ22843 (FLJ22843), mRNA 


NM 025181 


Homo sapiens hypothetical protein FLJ22004 (FLJ22004), mRNA 


NM 025163 


Homo sapiens hypothetical protein FLJ12768 (FLJ12768), mRNA 


NM 025159 


Homo sapiens hypothetical protein FLJ1 1577 (FLJ1 1577), mRNA 


NM 025157 


Homo sapiens hypothetical protein FLJ23042 (FU23042), mRNA 


NM_025155 


Homo sapiens hypothetical protein FLJ1 1848 (FLJ1 1848), mRNA 


NM 025152 


Homo sapiens hypothetical protein FLJ12660 (FLJ12660), mRNA 


NM 025150 


Homo sapiens hypothetical protein FLJ12528 (FLJ12528), mRNA 


NM 025147 


Homo sapiens hypothetical protein FLJ13448 (FLJ13448), mRNA 


NM 025146 


Homo sapiens hypothetical protein FLJ13194 (FLJ13194), mRNA 


NM 025145 


Homo sapiens hypothetical protein FLJ22944 (FLJ22944), mRNA 


NM 025143 


Homo sapiens hypothetical protein FLJ20856 (FLJ20856), mRNA 


NM 025140 


Homo sapiens hypothetical protein FLJ22471 (FLJ22471), mRNA 


NM_025139 


Homo sapiens hypothetical protein FLJ12584 (FLJ12584), mRNA 


NM 025134 


Homo sapiens hypothetical protein FLJ12178 (FLJ12178), mRNA 


NM 025133 


Homo sapiens hypothetical protein FLJ12673 (FLJ12673), mRNA 


NM 025130 


Homo sapiens hypothetical protein FLJ22761 (FLJ22761), mRNA 


NM 025129 


Homo sapiens hypothetical protein FLJ22688 (FLJ22688), mRNA " 


NM 025118 


Homo sapiens hypothetical protein FLJ133 10 (FLJ133 10), mRNA 


NM 025115 


Homo sapiens hypothetical protein FLJ23263 (FLJ23263), mRNA 


NM 025113 


Homo sapiens hypothetical protein FLJ21562 (FLJ21562), mRNA 


NM 025112 


Homo sapiens hypothetical protein MGC1 1349 (MGC1 1349), mRNA 


NM 025108 


Homo sapiens hypothetical protein FLJ13909 (FLJ13909), mRNA 


NM 025107 


Homo sapiens hypothetical protein FLJ21269 (FLJ21269), rnRNA 


NM 025105 


Homo sapiens hypothetical protein FLJ12409 (FLJ12409), mRNA 


NM 025104 


Homo sapiens hypothetical protein FLJ13087 (FLJ13087), mRNA 


NM 025103 


Homo sapiens capillary morphogenesis protein 1 (CMG1), mRNA 


NM 025100 


Homo sapiens hypothetical protein FLJ12294 (FLJ12294), mRNA 


NM 025093 


Homo sapiens hypothetical protein FLJ1 1827 (FLJ1 1827), mRNA 


NM 025092 


Homo sapiens hypothetical protein FLJ22635 (FLJ22635), mRNA 


NM 025088 


Homo sapiens hypothetical protein FLJ13241 (FLJ13241), mRNA 


NM 025087 


Homo sapiens hypothetical protein FLJ215 1 1 (FLJ2 151 1), mRNA 


NM 025082 


Homo sapiens hypothetical protein FLJ1 3 111 (FLJ1 3 111), mRNA 


NM 025075 


Homo sapiens hypothetical protein FLJ23445 (FLJ23445), mRNA 


NM 025074 


Homo sapiens hypothetical protein FLJ22031 (FLJ22031), mRNA 


NM 025073 


Homo sapiens hypothetical protein FLJ21 168 (FLJ21 168), mRNA 


NM 025071 


Homo sapiens hypothetical protein FLJ12190 (FLJ12190), mRNA 


NM 025069 


Homo sapiens hypothetical protein FLJ14299 (FLJ14299), mRNA 


NM 025067 


Homo sapiens hypothetical protein FLJ14106 (FLJ14106), mRNA 


NM 025064 


Homo sapiens hypothetical protein FLJ23604 (FLJ23604), mRNA 


NM 025063 


Homo sapiens hypothetical protein FLJ23550 (FLJ23550), mRNA 


NM 025059 


Homo sapiens hypothetical protein FLJ23305 (FLJ23305), mRNA 


NM 025057 


Homo sapiens hypothetical protein FLJ23189 (FLJ23189), mRNA 


NM 025056 


Homo sapiens hypothetical protein FLJ23185 (FLJ23185), mRNA 


NM 025052 


Homo sapiens hypothetical protein FLJ23074 (FLJ23074), mRNA 


NM 025049 


Homo sapiens hypothetical protein FLJ22692 (FLJ22692), mRNA 


NM 025048 


Homo sapiens hypothetical protein FLJ22684 (FLJ22684), mRNA 


NM 025047 


Homo sapiens hypothetical protein FLJ22595 (FLJ22595), mRNA 
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KTK/T 09S04S 


Homo saoiens hvoothetical protein FU22582 (FLJ225S2), mRNA 


1N1VX U^JVJ 1 


Homo sapiens hypothetical protein FLJ21075 (FLJ21075), mRNA 


1N1VX V/Z.JVJV 


Homo sapiens hypothetical protein FLJ20972 (FLJ20972), mRNA | 


-NjTvr 09sn?fi 

1NIV1 VZ.JVZ.vJ 


Homo saoiens hvnothetical protein FLJ14107 (FLJ14107), mRNA 


"NJA/T 

xNivx yz.Jv/.j 


Homo saDiens hvDOthetical protein FLJ14100 (FLJ 141 00), mRNA 


MlvT 07S094 


Homo sapiens hypothetical protein FLJ14082 (FLJ140S2), mRNA 


MM" O?S0?^ 

J/NIVX uZ/JULJ 


Homo sapiens hypothetical protein FLJ14069 (FLJ14069), mRNA 


"MM O7S01Q 


Homo saniens likelv ortholoe of mouse tubulin alpha 4 (FLJ 13 940), mRNA 


Mlvf 

rNlYI. U^JvlA' 


Homo sapiens hypothetical protein FLJ1 3 769 (FLJ 13 769), mRNA 


MM 07S00Q 

XN1VX V^JUv7 


Homo sapiens hypothetical protein FLJ13621 (FLJ13621), mRNA 


1N1V1 VZ.JUVO 


Homo ^aniens hvnothetical protein FLJ 13544 (FLJ 13544), mRNA 


1N1VX UZ,-?vfVU 


Homo saniens hypothetical protein FLJ13373 (FLJ13373), mRNA 


xr\/f A9^nn4 

1N1VI 


Homo saniens hvnothetical protein FLJ13215 (FLJ13215), mRNA 


XNIVX UZjuuj 


Homo sapiens hypothetical protein FLJ13166 (FLJ 13 166), mRNA 


iNlVX vZjvvz. 


Homo saniens hvnothetical protein FLJ13162 (FLJ13162), mJRNA 


TsTM" 09^001 
xNlVX v^^uu 1 


Homo saniens hvnothetical protein FLJ13105 (FLJ 13 105), mRNA 


INlVX vZr D VVV 


Homo saniens hvnothetical protein FLJ13096 (FLJ13096), mRNA 


1NJ.V1 UZ477 / 


TTnmn saniens hvnothetical nrotein FLJ 1266 8 (FLJ 12668), mRNA 




Homo saniens hvnothetical protein FLJ12568 (FLJ12568), mRNA 


iNivx \jz.Hyyj£ 


u nm A caniens hvnothetical nrotein FLJ 12^47 (FLJ 12547), mRNA 

XX.VI11V odJJXt/llo lJ-jr JJVJUlwliwCll pi twill X J-^«J -1 — ' ' \-*- — ,%J ■*■ • * y 5 


'\T\A O9J.0RQ 
1N1YI UZ*4i/0!7 


TTnmn saniens hvnothetical nrotein FLJ12377 (FLJ12377), mRNA 


IN1V1 UZ*+!7oO 


Womo saniens hvnothetical nrotein FLJ12355 (FLJ12355), mRNA 


"MA/T 

JNJVI UZ^+Z/oO 


Wnmn Qaniens hvnnthetical nrotein FLJ1^331 fFLJ12331), mRNA 

XT Villi-/ adpiCllo 11 j pu Ulw Uvol j^nJtV/iii jl 1 — ' 1 v 1^*— "".vi i^ ». 


XTTV/T 094.080 
INlVl \JZHyo\j 


Wnmn saniens hvnothetical nrotein FLJ12132 (FLJ12132), mRNA 


rsivi vz^-i/ / y 


u nmn cnniens hvnothetical nrotein FLJ12122 (FLJ12122), mRNA 


XTTvT H9AQ7R 
INlVl KJZ.^ty I o 


TTomn saniens hvnothetical nrotein FLJ12121 (FLJ12121), mRNA 


Mlvf 09AQ71 


Homo saniens hvnothetical nrotein FLJ11726 (FLJ1 1726), mRNA 


jln±vx \jz, ( -ty / v 


Homo saniens hvnothetical protein FLJ1 1722 (FLJ1 1722), mRNA 




Homo saniens hvnothetical protein FLJ1 1703 (FLJ1 1703), mRNA 




Homo saniens hvnothetical protein FLJ1 1598 (FLJ1 1598), mRNA 

JLXV111V OC11-/1 wllO 11 y pu lllvllvui piuivm -* — a ■»- s w y-*- ^ /? 


MM 094961 


Homo sapiens hypothetical protein FLJ1 1370 (FLJ1 1370), mRNA 


MM H940SQ 
IN ivx yj^Hy^y 


Homo saniens hvnothetical nrotein FLJ22233 (FLJ22233), mRNA 


MM 0940S7 


Homo saniens hvnothetical protein FLJ22686 (FLJ22686), mRNA 


MM 0949SS 


Homo saniens hypothetical protein FLJ23322 (FLJ23322), mRNA 


IN IVX UZ/t7J^ 


Homo sapiens hypothetical protein FLJ1 1807 (FLJ1 1807), mRNA 


TsIM 0249 S 2 


Homo saniens hvnothetical protein FLJ20950 (FLJ20950), mRNA 


MM 0249S0 


Homo saniens hypothetical protein FLJ12891 (FLJ12891), mRNA 


MM 0^4949 


Homo sapiens hypothetical protein FLJ22029 (FLJ22029), 111RNA 


MM 024948 

1 > IVX U^*T7"0 


Homo sapiens hypothetical protein FLJ13397 (FLJ13397), mRNA 


MM 094946 

J.NJLVJL Vw*T^ fc TV 


Homo saniens hvnothetical protein FLJ21799 (FLJ21799), mRNA 


MM 09494S 

IN IVX Uirt7*Tj 


Homo saniens hvnothetical nrotein FLJ12888 (FLJ12888), mRNA 


MM 09494^ 

IN IVX V^H7 < iO 


Homo saniens hvnothetical nrotein FLJ23235 (FLJ23235), mRNA 


MM 094940 


Homo saniens hvnothetical protein FLJ21034 (FLJ21034), mRNA 

1 JL\-/1 1 IV-/ OdUlv'llO 11 Y \J lllv X'l VtXl X VZt'WAA.A A — **J V • \ * * v /7 


MM 0949^7 

J.NJLVX UZ.H7J / 


Homo saniens hvnothetical nrotein FLJ12929 (FLJ12929), mRNA 

XXVAllvJ SCl|Jlt/11.0 liy pV/Lllvkiwai ^/luiviii x -i— y J- »~ y? * 


MM 0949^6 


Homo saniens hvnothetical nrotein FLJ23024 (FLJ23024), mRNA 

XXVlllV OCip IL/llu liy pxjlllviivui pi\JLV/iii x uuij^u*'^ y-ft- * — ^ v / ? * 


NM 024929 


Homo sapiens hypothetical protein FLJ23 1 12 (FLJ23 1 12), mRNA 


NM 024927 


Homo sapiens hypothetical protein FLJ21019 (FLJ21019)., mRNA 


NM 024926 


Homo sapiens hypothetical protein FLJ12571 (FLJ12571), mRNA 


NM 024923 


Homo sapiens hypothetical protein FLJ22389 (FLJ22389), mRNA 


NM 024922 


Homo sapiens hypothetical protein FLJ21736 (FLJ21736), mRNA 


NM 024921 


Homo sapiens hypothetical protein FLJ22792 (FLJ22792), mRNA 
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NM 024916 


Homo sapiens hypothetical protein FLJ22 814 (FL J22 814), mRNA 


NM 024915 


Homo sapiens hypothetical protein FLJ13782 (FLJ13782), mRNA 


NM 024913 


Homo sapiens hypothetical protein FLJ21986 (FLJ21986), mRNA 


NM 024912 


Homo sapiens hypothetical protein FLJ14327 (FLJ14327), mRNA 


NM 024910 


Homo sapiens hypothetical protein FLJ12700 (FLJ12700), mRNA 


NM 024902 


Homo sapiens hypothetical protein FLJ13236 (FLJ13236), mRNA 


NM 024901 


Homo sapiens hypothetical protein FLJ22457 (FLJ22457), mRNA 


NM 024899 


Homo sapiens hypothetical protein FLJ12542 (FLJ12542), mRNA 


NM 024895 


Homo sapiens hypothetical protein FLJ23209 (FLJ23209), mRNA 


NM 024892 


Homo sapiens hypothetical protein FLJ1 1700 (FLJ1 1700), mRNA 


NMJ324891 


Homo sapiens hypothetical protein FLJ1 1783 (FLJ1 1783), mRNA 


NM 024888 


Homo sapiens hypothetical protein FIJI 1535 (FLJ1 1535), mRNA 


NM 024887 


Homo sapiens hypothetical protein FLJ13102 (FLJ13102), mRNA 


NM 024884 


Homo sapiens hypothetical protein FLJ12618 (FLJ12618), mRNA 


NM 024883 


Homo sapiens hypothetical protein FLJ22202 (FLJ22202), mRNA 


NM 024881 


Homo sapiens hypothetical protein FLJ14251 (FLJ14251), mRNA 


NM 024876 


Homo sapiens hypothetical protein FLJ12229 (FLJ12229), mRNA 


NM_024S75 


Homo sapiens hypothetical protein FLJ12921 (FLJ12921), mRNA 


NM 024872 


Homo sapiens hypothetical protein FLJ22570 (FLJ22570), mRNA 


NM 024871 


Homo sapiens hypothetical protein FLJ12748 (FLJ12748), mRNA 


NM 024869 


Homo sapiens hypothetical protein FLJ14050 (FLJ14050), mRNA 


NM 024868 


Homo sapiens hypothetical protein FLJ14124 (FLJ14124), mRNA 


NM 024866 


Homo sapiens hypothetical protein FLJ21 135 (FLJ21 135), mRNA 


NM 024865 


Homo sapiens hypothetical protein FLJ12581 (FLJ12581), mRNA 


NM 024863 


Homo sapiens hypothetical protein FLJ21 174 (FLJ21 174), mRNA 


NM 024862 


Homo sapiens hypothetical protein FLJ13962 (FLJ13962), mRNA 


NM 024860 


Homo sapiens hypothetical protein FLJ21 148 (FLJ21 148), mRNA 


NM 024857 


Homo sapiens hypothetical protein FLJ12735 (FLJ12735), mRNA 


NM 024855 


Homo sapiens hypothetical protein FLJ12785 (FLJ12785), mRNA 


NM 024854 


Homo sapiens hypothetical protein FLJ22028 (FLJ22028), mRNA 


NM_024852 


Homo sapiens hypothetical protein FLJ12765 (FLJ12765), mRNA 


NM 024850 


Homo sapiens hypothetical protein FLJ21458 (FLJ21458), mRNA 


NM 024849 


Homo sapiens hypothetical protein FLJ14126 (FLJ14126), mRNA 


NM 024846 


Homo sapiens hypothetical protein FLJ1 1710 (FLJ1 1710), mRNA 


NM 024845 


Homo sapiens hypothetical protein FLJ14154 (FLJ14154), mRNA 


"K.TTV if A O A A 

NM 024844 


Homo sapiens hypothetical protein FLJ12549 (FLJ12549), mRNA 


NM 024843 


Homo sapiens duodenal cytochrome b (FLJ23462), mRNA 


NM 024838 


Homo sapiens hypothetical protein FLJ22002 (FLJ22002), mRNA 


NM 024834 


Homo sapiens hypothetical protein FLJ13081 (FLJ13081), mRNA 


NM 024833 


Homo sapiens hypothetical protein FLJ23506 (FLJ23506), mRNA 


NM 024830 


Homo sapiens hypothetical protein FLJ12443 (FLJ12443), mRNA 


NM 024829 


Homo sapiens hypothetical protein FLJ22662 (FLJ22662), mRNA 


NM 024828 


Homo sapiens hypothetical protein FLJ13657 (FLJ13657), mRNA 


NM 024827 


Homo sapiens hypothetical protein FLJ22237 (FLJ22237), mRNA 


NM 024826 


Homo sapiens hypothetical protein FLJ21 159 (FLJ21 159), mRNA 




riomo sapiens Hypothetical protem rLJzj 447 (r 023447), mRNA 


NM 024824 


Homo sapiens hypothetical protein FLJ1 1806 (FLJ1 1 806), mRNA 


NM 024823 


Homo sapiens hypothetical protein FLJ21596 (FLJ21596), mRNA 


NM 024821 


Homo sapiens hypothetical protein FLJ22349 (FLJ22349), mRNA 


NM 024818 


Homo sapiens hypothetical protein FLJ23251 (FLJ23251), mRNA 


NM 024817 


Homo sapiens hypothetical protein FLJ13710 (FLJ13710), mRNA 
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NM 024814 


tt * 1 _ .1 j " _ n j • T7T TOO "1 A A /T7T TOOl AO\ «%"DXT A 

Homo sapiens hypothetical protein FLJ231U9 (F LJ 23 luyj, mKJNA 


NM 024802 


Homo sapiens hypothetical protein FLJ21369 (FLJ21 Joy), mKJNA 


NM 024801 


Homo sapiens hypothetical protein FLJ2155 1 (FLJ 2 idd i J, mKJNA 1 


NM 024800 


T t T_ x1 ±1 — _ 1 „ ^ j ^ ' T7T TOO /I AC /T7T TOO/IACX ^_T> XT A 

Homo sapiens hypothetical protein FLJ23495 (FLJ234io), mKJNA f 


NM 024798 


tt _ _ T ii i! i . • T?T T1 O ACO /T?T T10ACO\ _-_T) \T A 

Homo sapiens hypothetical protein FLJ 13952 (FLJl J9:>2), mKJNA 


NM 024794 


XT * "U 1 1 a. J l ' T7T TOO /I AO /T?T TOO/IAOX *^T>TvT A 

Homo sapiens hypothetical protein FLJ2240b (FLJ224US), mKJNA 


NM 024792 


TT _ 1_ _n jJ^^I ^ 4. ^ ' T7T TOOOOO /T7T TO O O O OX «v.DM A ! 

Homo sapiens hypothetical protein FLJ22282 (FLJ22282), mKJNA 


NM 024791 


TT " 1- - - - j t . - -i- ! _ _ 1 J T?T TOOOC/T VCT TOOO<C/TX __T)"NT A 

Homo sapiens hypothetical protem FLJ2275 N o (FLJ22/:>o), mKJNA 


NM 024790 


tt • 1 . i i ■ 1 , T~»T Ml A/^/\ /T<T TOO A A A\ Tl XT A 

Homo sapiens hypothetical protein FLJ22490 (FLJ22490), mRNA 


NM 024788 


tt • 1 , 1 ■ • -I , T~<T T*"* 1 f\ /T~*T TO 1 /*v S~ *~\\ T» XT A 

Homo sapiens hypothetical protein FLJ21062 (FLJ21062), mRNA 


NM 024787 


tt • 1 i-i , • i , T~»T T1 ^\ O /" /T~>T T1 *\ C"% T» XT A 

Homo sapiens hypothetical protein FLJ12526 (FLJ12526), mRNA 


NM 024786 


Homo sapiens hypothetical protein FLJ13153 (FLJ13153), mRNA 


NM 024785 


Homo sapiens hypothetical protein FLJ22746 (FLJ22746), mRNA 


NM 024783 


tt -i _ ,1 j ■ i _ j T7T TOOCAO /T7T TOOCAOX n\T A 

Homo sapiens hypothetical protein FLJ23598 (FLJ23598), mRNA 


NM 024782 


tt i_ _ ii x " — 1 j ' T7T TIO^IA /T7T T10/T1AX ^TiXT A 

Homo sapiens hypothetical protein FLJ 12610 (FLJ 12610), mRNA 


NM 024781 


tt • i , -} , • i j 1~>T TOOCr\/l /~T?T TOO C A A\ T» XT A i 

Homo sapiens hypothetical protein FLJ23594 (FLJ23594), mRNA j 


NM 024779 


tt -|_ j 1 j • 1 j * T?T TOO AC C /T7T TOOACC\ — T)XT A 

Homo sapiens hypothetical protein FLJ22055 (FLJ22055), mRNA 


NM 024778 


tt * 1 1 1 i • 1 j T'T T^OzTIO /TP'T TOOZTIOX "P» TvT A 

Homo sapiens hypothetical protein FLJ22612 (FLJ22612), mRNA 


NM 024776 


tt • 1 , 1 . • t . T^T TO 1 1 ilA /T^T TO 1 "1 A fW „"nXT A 

Homo sapiens hypothetical protem FLJ21 140 (FLJ21 140), mRNA 


NM_024774 


Homo sapiens hypothetical protem FLJ21924 (FLJ21924), mRNA 


NM 024770 


Homo sapiens hypothetical protein FLJ13984 (FLJ13984), mRNA 


NM 024768 


Homo sapiens hypothetical protein FLJ12057 (FLJ12057), mRNA 


NM 024766 


tt • 1 m t * ♦ 1 . T-iT T/^ #*s >« -1 /tit T/^ ^ A C -1 \ T» "K T A 

Homo sapiens hypothetical protem FLJ23451 (FLJ23451), mRNA 


NM 024765 


tt • * , 1 . * 1 . T-iT T 1 /"\ ^ /\ 1 /"T~»T T 1 <^ A i~\ 1 *\ T» "VTA 

Homo sapiens hypothetical protein FLJ12401 (FLJ12401), mRNA 


NM 024764 


tt 1 . f . • -i , t-it t i jAftrt /"T^T T1 >tO<"\0\ ^T»XT A 

Homo sapiens hypothetical protein FLJ14298 (FLJ 14298), mRNA 


NM 024761 


TT 1 . t , • t . ipT t 1 O t~% f\ A /'T~"T T 1 O O O AX T» XT A 

Homo sapiens hypothetical protein FLJ13204 (FLJ 13204), mRNA 


NM 024759 


tt ' 1 . -i . - i . tpt t i ^ r\ c c /"t^t t 1 <7r\rr\ t*xt a 

Homo sapiens hypothetical protein FLJ13955 (FLJ13955), mRNA 


NM 024757 


tt * 1 . t . ■ t , t~»t ti f\ Ci^lt*\ /T^T T1 ^OlftN TXXT A 

Homo sapiens hypothetical protein FLJ12879 (FLJ12S79), mRNA 


NM 024756 


tt • i .i . • ■% . t-it f- 1 O A f C /T^X T 1 O A /T ^X TX XT A 

Homo sapiens hypothetical protein FLJ13465 (FLJ 13465), mRNA 


NM 024755 


tt 1 / 1 , • T , T-»T T 1 O O 1 O /"T~>T T 1 O O 1 OX T"> XT A 

Homo sapiens hypothetical protem FLJ13213 (FLJ 13213), mRNA 


NM 024753 


Homo sapiens hypothetical protein FLJ1 1457 (FLJ1 1457), mRNA i 


NM 024751 


tt -| , t . - 1 . "I~»T TI OO^O /Tf~*T T1 OOTOX T> X T A 

Homo sapiens hypothetical protein FLJ13273 (FLJ 13273), mRNA 


NM 024748 


tt 1 , -1 , • , T^T T 1 1 C O /"IT T 1 "f r" O /~»\ t» X T A 

Homo sapiens hypothetical protein FLJl 1 539 (FLJ1 1539), mRNA 


NM 024747 


tt * 1 .1 j* 1 / t-»t TOOC/\t /TPT TOOCA1X TXXT A 

Homo sapiens hypothetical protein FLJ22501 (FLJ22501), mRNA 


NM 024745 


tt 1 . 1 . ' i . • "r it MAAnn /"T7T TOO/^AAX "p> X T A 

Homo sapiens h}/pothetical protem FLJ22009 (FLJ22009), mRNA 


NM 024743 


tt ■ _ _ i ,i ■ • i i • T?T TO 1 AO A /T?T TO 1 AO AX T> XT A 

Homo sapiens hypothetical protein FLJ21934 (FLJ21934), mRNA 


NM 024738 


tt * _ 1 _ , i , • -i _ j ' T?T TO 1 A 1 C iO?T TO 1/11 CX __T)XT A 

Homo sapiens hypothetical protein FLJ21415 (FLJ21415), mKJNA 


NM 024736 


tt -_ ; ^ T_ 1 1_ _ 1* _ _ 1 j ■ T7T T 1 O 1 CA /T7T T 1 O 1 C AX __^.T) XT A 

Homo sapiens hypothetical protem FLJ 12150 (FLJ 12 oU), mKJNA 


NM 024735 


t t " i ii 1 . T^T TOO A TO /T7T TOO A T7X __^.T> XT A 

Homo sapiens hypothetical protem FLJ22477 (FLJ22477), mRNA 


NM 024734 


Homo sapiens calponin like transmembrane domain protein (calmin), mRNA 


NM 024733 


tt _ i j *t , • -i , tit t h a*\ a ^ /T7T T 1 A O A C X T> XT A 

Homo sapiens hypothetical protein FLJ14345 (FLJ 14345), mRNA 


NM 024730 


tt 1 ii u * 1 ^ • t-it t^ r\ s~ C C /T~SX TOO^"CCX T* X T A 

Homo sapiens hypothetical protein FLJ22655 (FLJ22655), mRNA 


NM 024729 


Homo sapiens hypothetical protein FLJ13881 (FLJ13881), mRNA 


NM 024728 


Homo sapiens hypothetical protein FLJl 1 808 (FLJl 1 808), mRNA 


NM 024725 


tt 1 ,1 j • T . ■ tit t <*k r- 1 f» /"T^T T<0 O ^ "1 OX T» "VTA 

Homo sapiens hypothetical protem FLJ23518 (FLJ23518), mRNA 


NM 024724 


Homo sapiens hypothetical protein FLJ22332 (FLJ22332), mRNA 


NMJ)24721 


Homo sapiens likely ortholog of mouse zinc finger homeodomam 4 (FLJ20980), 
mKJNA 


NM 024713 


Homo sapiens hypothetical protein FLJ22557 (FLJ22557), mRNA 


NMJ324712 


Homo sapiens engulfrnent and cell motility 3 (ced-12 homolog, C. elegans) 
(ELM03), mRNA 


NM 024711 


Homo sapiens hypothetical protein FLJ22690 (FLJ22690), mRNA 
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NM 024710 


Homo sapiens hypothetical protein FLJ23469 (FLJ23469), mRNA 


NM 024708 


Homo sapiens hypothetical protein FU22551 (FLJ22551), mRNA 


NM 024707 


Homo sapiens hypothetical protein FLJ13956 (FLJ13956), mRNA 


NM 024706 


Homo sapiens hypothetical protein FLJ13479 (FLJ13479), mRNA 


NM 024704 


Homo sapiens hypothetical protein FLJ23045 (FLJ23045), mRNA 


NM 024702 


Homo sapiens hypothetical protein FU13841 (FLJ13841), mRNA 


NM 024699 


Homo sapiens hypothetical protein FU14007 (FLJ14007), mRNA 


NM 024697 


Homo sapiens hypothetical protein FLJ22419 (FLJ22419), mRNA 


NM 024696 


Homo sapiens hypothetical protein FLJ23058 (FLJ23058), mRNA 


NM 024694 


Homo sapiens hypothetical protein FLJ23121 (FLJ23121), mRNA 


NM 024691 


Homo sapiens hypothetical protein FU23233 (FLJ23233), mRNA 


NM 024685 


Homo sapiens hypothetical protein FLJ23560 (FLJ23560), mRNA 


NM 024682 


Homo sapiens hypothetical protein FLJ12168 (FLJ12168), mRNA 


NMJ)24680 


Homo sapiens hypothetical protein FLJ233 1 1 (FLJ2331 1), mRNA 


NM 024679 


Homo sapiens hypothetical protein FLJ1 1939 (FLJ1 1939), mRNA 


NM 024677 


Homo sapiens hypothetical protein FLJ14001 (FLJ14001), mRNA 


NM 024676 


Homo sapiens hypothetical protein FLJ22938 (FLJ22938), mRNA 


NM 024674 


Homo sapiens hypothetical protein FLJ12457 (FLJ12457), mRNA 


NM 024671 


Homo sapiens hypothetical protein FU23436 (FLJ23436), mRNA | 


NM 024669 


Homo sapiens hypothetical protein FLJ1 1 795 (FLJ 1 1 795), mRNA 


NM 024667 


Homo sapiens hypothetical protein FLJ12750 (FLJ12750), mRNA 


NM_024665 


Homo sapiens nuclear receptor co-repressor/HDAC3 complex subunit 
(FLJ12894), mRNA 


NM 024664 


Homo sapiens hypothetical protein FLJ1 1838 (FLJ1 1838), mRNA 


NM 024661 


Homo sapiens hypothetical protein FLJ12436 (FLJ12436), mRNA 


NM 024660 


Homo sapiens hypothetical protein FLJ22573 (FLJ22573), mRNA 


NM 024659 


Homo sapiens hypothetical protein FLJ1 1753 (FLJ1 1753), mRNA 


NM 024658 


Homo sapiens hypothetical protein FLJ23338 (FLJ23338), mRNA 


NM 024657 


Homo sapiens hypothetical protein FLJ1 1565 (FLJ1 1565), mRNA 


NM 024656 


Homo sapiens hypothetical protein FLJ22329 (FLJ22329), mRNA 


NM 024653 


Homo sapiens hypotheticaljprotein FLJ13902 (FLJ13902), mRNA 


NM 024652 


Homo sapiens hypothetical protein FLJ23 1 19 (FLJ23 1 19), mRNA 


NM 024645 


Homo sapiens hypothetical protein FLJ13842 (FLJ13842), mRNA 


NM 024644 


Homo sapiens hypothetical protein FLJ21802 (FLJ21802), mRNA 


NM 024643 


Homo sapiens hypothetical protein FLJ23093 (FLJ23093), mRNA 


NM 024642 


Homo sapiens hypothetical protein FLJ21212 (FLJ21212), mRNA 


NM 024639 


Homo sapiens hypothetical protein FLJ23393 (FLJ23393), mRNA 


NM 024638 


Homo sapiens hypothetical protein FLJ12960 (FLJ12960), mRNA 


NM 024635 


Homo sapiens hypothetical protein FLJ22643 (FLJ22643), mRNA 


NM 024633 


Homo sapiens hypothetical protein FLJ21276 (FLJ21276), mRNA 


NM 024632 


Homo sapiens hypothetical protein FLJ1 1526 (FLJ1 1526), mRNA 


NM 024631 


Homo sapiens hypothetical protein FLJ23342 (FLJ23342), mRNA 


NM 024630 


Homo sapiens hypothetical protein FLJ20984 (FLJ20984), mRNA 


NM 024629 


Homo sapiens hypothetical protein FLJ23468 (FLJ23468), mRNA 


NM 024623 


Homo sapiens hypothetical protein FLJ13491 (FLJ13491), mRNA 


INiVL Uz4ozU 


Homo sapiens hypothetical protein FLJ 125 86 (FLJ 12586), mRNA 


NM 024619 


Homo sapiens hypothetical protein FLJ12171 (FLJ12171), mRNA 


NM 024618 


Homo sapiens hypothetical protein FLJ21478 (FLJ21478), mRNA 


NM 024614 


Homo sapiens hypothetical protein FLJ13197 (FLJ13197), mRNA 


NM 024612 


Homo sapiens hypothetical protein FLJ22060 (FLJ22060), mRNA 


NM 024608 


Homo sapiens hypothetical protein FLJ22402 (FLJ22402), mRNA 
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NM_024607 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 3B 

/DT>T} 1 T> ^ "D\ -^DXT A 

(PrPlRJB), mRMA 


NM 024604 


Homo sapiens hypothetical protein ruziyuo vrj^jziyuo^, mKJN/\ 


NM 024603 


Homo sapiens hypothetical protein rLJ 1 1 oob (ri^J l Oooj, mKiNA 


"V TTk x /\o A E f\C\ 

NM 024599 


Homo sapiens hypothetical protein rLJ2234l (^rJLJzzj4l j, mKJNA 


NM 024598 


Homo sapiens hypothetical protein rLJ 13154 (rJLJ 13 1!>4), mKJNA 


NM 024597 


Homo sapiens hypothetical protein rLJ 12649 (rLJ 12649), mKJNA 


"v th r t\r> a f t\ 

NM 024596 


Homo sapiens hypothetical protein FLJ12847 (rLJ 1254/), mKJNA 


"V Til It f\^\ A r t\ A 

NM 024594 


Homo sapiens hypothetical protein FLJ 12899 (rLJ 12899), mKJNA 


NM 024593 


Homo sapiens hypothetical protein FUl 1767 (FLJ1 1767), mKJNA 


NM 024592 


TT 1 , 1 j 1 i f->T T1 O O £*0 /T?T T100 £- 0\ ^__TJ XT A 

Homo sapiens hypothetical protein FLJ 13352 (FLJ13352), mKJNA 


NM 024590 


tt 1_ xl j * 1 a. * T7T Mir>10 /TT7T TIOC/ION *«T>\T A 

Homo sapiens hypothetical protein FLJ23548 (FLJ23548), mKNA 


NM 024589 


Homo sapiens hypothetical protein rLJ2236o (rLJ22356), mKJNA 


■V TH JT /If OO 

NM 024588 


TT ^ • ^ „ i „ j_i ^ „ 1 j ; „ T7T" TO T TO/1 /T7T T0 1 C O /I \ _ T> X T A 

Homo sapiens hypothetical protein rLJ 23 5 64 (rLJ 23 o84), mKJNA 


NM 024587 


Homo sapiens hypothetical protein FLJ22353 (FLJ22353), mKJNA 


NM 024583 


TT ~ * — 1 J.1 J_ " 1 j " "T?T T1 1 1 / |>T TO O 1 /l O \ \T A 

Homo sapiens hypothetical protein FLJ23142 (rLJ23142), mJKJNA 


NM 024582 


tt 1 , t j- i , T?T TOOrvCZT /T7T TO TAT _T)\T A 

Homo sapiens hypothetical protein FLJ23056 (FLJ 23056), mKJNA 


NM 024581 


tt 1 , -i . ■ -I . • T^T T1 O 1^ yl O /"T^T T 1 O n /I 0\ T> XT A 

Homo sapiens hypothetical protein FLJ13942 (FLJ13942), mKNA 


NM 024579 


TT 1 , 1 a ' 1 , ■ T^T T*^ 'I ^ ^ -| /Tn<T TO O OO 1 "\ ^T>\T A 

Homo sapiens hypothetical protein FLJ23221 (FLJ23221), mKNA 


NM 024578 


Homo sapiens hypothetical protein FLJ22709 (FLJ22709), mKNA i 


NM 024577 


Homo sapiens hypothetical protein FLJ 13605 (FLJ13605), mKJNA 


NM 024576 


Homo sapiens hypothetical protein FLJ21079 (FLJ 2 1079), mRNA 


NM 024575 


tt 1 . i , • 1 i f— 'T TO ■*} A /T ~7 /T?T TO ''J /I Z"^7"\ TTKT A 

Homo sapiens hypothetical protein FLJ23467 (FLJ23467), mKJNA 


Tfc X A F **T A 

NM 024574 


TT 1 , i j ■ I _ j T^T T0 1 1 ft1 AT7T TO „T) XT A 

Homo sapiens hypothetical protein FLJ23191 (FLJ23191), mKNA 


NM 024573 


TT '1 i1_ a ' i j • T~>T T1 f\ / r T7T T 1 Of \ 1 A\ „T)\T A 

Homo sapiens hypothetical protein FLJ12910 (FLJ12910), mRNA 


NM 024572 


TT 1 »1_ • • 1 . t^T T1 /"T7T T1 \ —DM A 

Homo sapiens hypothetical protein FLJ 1 269 1 (FLJ 1 269 1), mRNA 


NM 024569 


TT 1 , 1 , - 1 - t"T T01 A^n /T7T TO 1 A/1 T\ — *T>\T A 

Homo sapiens hypothetical protein FLJ21047 (FLJ21047), mKJNA 


NM 024567 


TT 1 . 1 . • 1 , TT'T T<"> 1 if t f /T~«T TO 1 /"1 ZT\ T1\T A 

Homo sapiens hypothetical protein FLJ21616 (FLJ21616), mRNA 


NM 024564 


TT 1 . -t . • -l _ . • T^T T 1 1 1 1 r /*T7T T 1 1 Ol \ T>\T A 

Homo sapiens hypothetical protein FLJ 1 1715 (FLJ 1 1715), mRNA 


NM 024563 


-tt 1 <1 ± • 1 * >T T -1 yi /~v /I /T^T T1 >1 /\ ^ jfl \ Tl XT A 

Homo sapiens hypothetical protein FLJ14054 (FLJ14054), mRNA 


NM 024560 


TT 1 . 1 j • 1 , "T*T TO 1 f»/") /T'T TO 1 A/f>\ Tj XT A 

Homo sapiens hypothetical protein FLJ21963 (FLJ21963), mRNA 


NM 024558 


TT "1 . i . ■ _ l j • t?T T1 1 HI A /TTT Tl O ATA\ T) XT A 

Homo sapiens hypothetical protein FLJ13920 (FLJ13920), mRNA 


NM 024557 


TT * 1 ii ^i" _1 _^ T^T Til /'AO /T'T T 1 1 f\ 0"\ ^^_T> XT A 

Homo sapiens hypothetical protein FLJ 11 608 (rLJl 160o), mKNA 


NM 024554 


TT • i_ . -I 4* i A _ • tht T1 1 A 1 1 /T7T T1 1 /I 1 O \ _-_T) XT A 

Homo sapiens hypothetical protein FLJ 1 1413 (FLJ 1 1413), mKJNA 


NM 024548 


T T — ■ -1 * -i j. • i i„ J t?T TO On /I "7 /T7T TO 1 A/n\ ^__T> XT A 

Homo sapiens hypothetical protein rLJ23047 (FLJ23047), mKJNA 


NM 024545 


T T _s * i_ _ / 1 _ , * 1 j ' T7T T1 T7/*1 /~CT T 1 O O /C 1 \ __TT XT A 

Homo sapiens hypothetical protein rLJ12761 (rLJ 12761), mKJNA 


NM 024544 


TT 1 i1 _ j * t j T'T T 1 O O 'H C /07T T 1 O O O C"\ T> XT A 

Homo sapiens hypothehcal protein FLJ 12875 (FLJ12b75), inKNA 


NM 024541 


TT * 1 , -I . • i , TT T1 1 1 1 A /T?T T1 O 1 1 A \ ~~*.Ti XT A 

Homo sapiens hypothetical protein FLJ13114 (FLJ13114), mRNA 


NM 024539 


T T 1 i 1 - 1 j * TT TO n r - 1 /f /T?T TO 1C1 iT\ „ ^T) XT A 

Homo sapiens hypothehcal protein FLJ23516 (FLJ23516), mRNA 


NM 024537 


TT„ i j-i * * 1 _ 7 _ • t—>T Tl O 1 1 O /TT T1 O 1 1 0\ ™D\T A 

Homo sapiens hypothetical protein FLJ121 18 (rLJ 121 lb), mKJNA 


NM 024536 


TT^«w^ „ • i j_i 1 _ _ „ j_ „ •„ TT TOO^OO /TT TO O /T O O \ »v»D\T A 

Homo sapiens hypothetical protein rLJ2267b (rLJ22o/o), mKJNA 


NM 024535 


T T i ,i . • i _ j • f— 'T TOO no 1 /TT TOOiAO 1 \ - - Tl XT A 

Homo sapiens hypothehcal protein FLJ22021 (FLJ22021), mKJNA 


NM 024533 


TT 1 , i , ■ I j "T'T TOO 1 /"O /TT TOO 1 ZTOX TT XT A 

Homo sapiens hypothetical protein FLJ 22 167 (FLJ22167), mKJNA 


NM 024531 


T T — * 1 . -I j- -t j TT Tl 1 OC/ /TT T1 1 O C /T\ _,D\T A 

Homo sapiens hypothetical protein FLJ 1 1856 (rLJl 1856), mRNA 


-vT-pv If /AO A C O f\ 

NM 024530 


T T „ „ „ • 1 -i 1 TT /TT TO O O A/Z"\ «^-»T3XTA 

Homo sapiens hypothetical protein rLJ 23 3Uo (rLJ 23 3 06), mKJNA 


NM 024528 


TT^^ — ♦ -i - -i . • i ^4.'^. TT TO O ZTO /T?T TO O /TO /C\ ^__T>XT A 

Homo sapiens hypothetical protein FLJ22626 (FLJ22626), mKJNA 


INlvl U-i^f DZ / 


nomo sapiens nypotneTicai proxem r i^-j 1 1 /ho ^lj 1 1 /hj iru\i\x\ 


NM 024525 


Homo sapiens hypothetical protein FLJ22584 (FLJ22584), mRNA 


NM 024524 


Homo sapiens hypothetical protein FLJ20986 (FLJ20986), mRNA 


NM 024521 


Homo sapiens hypothetical protein FLJ21459 (FLJ21459), mRNA 


NM 024520 


Homo sapiens hypothetical protein FLJ22555 (FLJ22555), mRNA 



289 

BNSDOCID: <WO 03074654A2_I_> 



WO 03/074654 



PCT/US03/05028 



XTA X AO/IC1A 

JNM 024M9 


Homo sapiens hypothetical protein rLj i d /zd {t.uj 10 /^jj, ituvina 


Xtx k no /t rnn 

JNM 02450y 


Homo sapiens nypotneticai protein jmajUZodo ^ivkjv^zojoj, miviN/\ 


NM_024506 


Homo sapiens hypothetical protein MGC10771 (MGC10771), mRNA 


"X n\ k nooono 

NM_022893 


Homo sapiens H-cell C JUL/ lymphoma 1 1A i^zinc linger protein) {r>^j_,i ia), 

*-«t>XT A 

mKJNA 


XTA vf A1 CI 11 

NM 015113 


Homo sapiens KJLAAU399 protein (jsjaao399J, mKJNA 


XTX if A 1 rr /if 

NM 015545 


Homo sapiens jsjAlAUo^z protein (isaAA0o3Z), mKJNA 


NM_020299 


Homo sapiens aldo-keto reductase family 1 , member BIO (aldose reductase) 

f A VT> 1"D1 C\\ i-v-»T>XT A 

(ArLKlHIO), mKJNA 


NM 003308 


Homo sapiens testis specilic protein, Y-iuiKed ^loJr Y ), mKJNA 


XTA /f AI/ITOn 

NM 024339 


Homo sapiens nypotneticai protein jyiouzcod ^jvl(jUZo5!>j, mKJNA 


"V TX if A^/Cnyl 

NM 024334 


Homo sapiens nypotneticai protein MvjC3222 (MvjU3 222 j, mKJNA 


NM 024328 


Homo sapiens nypotneticai protein jvluczodz ^jvkj^zcoz), mKJNA 


xta k no a on 

NM 024327 


Homo sapiens nypotneticai protein MvjCZ5UcS (MulzdUo), mKJNA 


NM 024323 


Homo sapiens hypothetical protein MCjCI 12/1 (MLrCl 12/1), mKJNA 


A.TA /T AT/IIII 

NM 024322 


Homo sapiens hypothetical protein Moui lZoo ^xvivjd izooj, mKJNA 


"KTTV K nO/IIOn 

NM 024320 


Homo sapiens hypothetical protein Mutl 1242 (MLrCl 1242), iriKJNA 


NM 024319 


Homo sapiens hypothetical protein M(jC41 /4 ^MCjU41 /4), mKJNA 


vt» r r\f\ A 1 1 A 

NM 024314 


Homo sapiens hypothetical protein M(jL4294 (MCjC4294), mKJNA 


NM 024313 


Homo sapiens hypothehcal protein MOC3731 (MoC3731), mKJNA 


TvTX K AO /II 1 A 

NM 024310 


t t ^ ^. ^ • ^ — ^.4-U^x^ 1 « a 1a« Ti jrpp/iAAA /X A i 1 /I A AAA «mD\T A 

Homo sapiens hypothetical protein MOC4090 (M(jC409U), mKJNA 


NM 024303 


Homo sapiens hypothetical protein MCjL.4161 (MCjC41o1), mKJNA 


vr> jt no/iooo 

NM 024297 


Homo sapiens hypothetical protein MUC2941 (iviCjLxZy4i ), mKJNA 


X.TX K AO/IOm 

NM 024293 


Homo sapiens hypothehcal protein MvjU3035 ^MvjU3035), mKJNA 


"KTTV A AT3AA1 

NM 023003 


Homo sapiens transmembrane 6 superfamily member 1 (TM6SF1), mRNA 


XTX K A1 

NM 015254 


Homo sapiens kinesin family member 13B (KEF 1 3 B), mRNA 


NM 015127 


Homo sapiens Mia- 1 -related chloride channel l (JviAAU/oi), hikina 


Tv TTV /T AO Af\1 1 

NM 024033 


Homo sapiens hypothetical protein Mv_jloZ4Z ^jvlltUDZ4Z), itikjna 


XTTV if AO/11 lO 

NM 024122 


Homo sapiens hypothetical pro tern MOC4o25 (MCjtC4o2d), mKJNA 


XTX /f AO /I 1T 1 

NM 024121 


tt ____ ■ ___ _ |__ - v xT_~+; r*n\ «r/\+Qi'« T7T TO AO OA /T?T TO AOOQ\ twD\T A 

Homo sapiens hypothetical protein rUZ09/9 (ri_jzuy /y), mKJNA 


xnv if no /I 1 1 A 

NM 024119 


Homo sapiens hypothetical pro tern rU 1 13D4 (rl_J 1 13S4), mKJNA 


A.TA A AO /t 1 1 *7 

NM 0241 1 / 


Homo sapiens hypothetical protein JViLrCZ /4D ^ivnjrv^z /^*z> ), mKJNA 


■X TTV >C AO zinc 

NM 024115 


Homo sapiens hypothetical protein MLrC43U9 ^MijrU4JUV), mKJNA 


XTA A AO /i 1 1 1 

NM 024111 


Homo sapiens hypothehcal protein MOC40U4 ^jviLrv^^ju^), itikjna 


XTA/T AO /I 1 A A 

NM 024109 


Homo sapiens hypothetical protein ivicjL'Zoj4 {Nikjk^zoj**), mKJNA 


xta if ao a 1 no 

NM 024108 


tt««^ — . _ _j.U x- • x if /"*0 CCf\ /X /f /"^O ^ A\ -«-»T>XTA 

Homo sapiens hypothetical protein MvjCZodO (MUv^zcou), mKJNA 


XTA/f AO/11 AT 

NM 024107 


Homo sapiens hypothetical protein M(jrC3 1Z3 (^MvjrO^ izo ), itikjna 


xttv if no /i 1 n/r 

NM 024106 


TT.^a _ ' — ^/v+L-ilA-l x _ J„ X if Z™ 1 /~*0 /T 1 /A f /~^0 /^ 'x ^\ *>-»T)XTA 

Homo sapiens hypothetical protein M(jC2oo3 (MLtCZooo ), itikjna 


X.TX /T no /I 1 A/1 

NM 024104 


Homo sapiens hypothetical protein MCjC2/4/ (^MOCZ /4/), mKJNA 


XTA /f AO /II AO 

NM 024102 


Homo sapiens hypothetical protein MLrCZ/zz ^MLrv-zZ/zz), mKJNA 


XTA /T AO /I A AO 

NM 02409/ 


Homo sapiens hypothetical protein JMLjcyj!) (Ni^jK^yoj), itikjna 


XTX if AO/IAA/1 

NM 024094 


Homo sapiens hypothetical protein mcj^j!>Zo (MCjv^jozoj, mKJNA 


XTJV/T AO/1AO0. 

NM 024093 


Homo sapiens hypothetical protein JvlCjL.jjuy ^Jvio^DDuyj, itikjna 


XTTV/f HO /I AAA 

NJVL U/4090 


Homo sapiens hypothetical protein ivivjL/D^o/ ^i_,wi), mxviN/v 


xtx f AO/1AO/C 

NM OZ40oo 


Homo sapiens hypothetical protein MLrLo3Z9 tJVivjr^j jz^j, mKJNA 


XTTV/f AO/1AOC 

NM 024065 


tt a ^,a ■ T-,,-« rt .xi__x*__i „_^x_ :„ T7T TOO 1 /CO /T7T TOO 1 AQ^ T> XT A 

Homo sapiens hypothetical protein rl^JZZlo9 (ri-,JZZioyj, mKJNA 






NM 024076 


Homo sapiens hypothetical protein MGC2628 (MGC2628), mRNA 


NM 024074 


Homo sapiens hypothetical protein MGC31 69 (MGC3169), mRNA 


NM 024071 


Homo sapiens hypothetical protein MGC2550 (MGC2550), mRNA 


NM 024070 


Homo sapiens hypothetical protein MGC2463 (MGC2463), mRNA 


NM 024069 


Homo sapiens hypothetical protein MGC2749 (MGC2749), mRNA 
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NM 024068 


Homo sapiens hypothetical protein MGC2731 (MGC2/31), mRJNA 


NM 024065 


Homo sapiens hypothetical protein MGCiUoz (ivlOLoUoZ), mKJNA 


NM 024061 


Homo sapiens hypothetical protein IVKjLodzi vMvrCODZij, mKJNA 


NM 024058 


Homo sapiens hypothetical protein MuCd jy\) (MLrLo:>yu), mKJNA 


NM 024057 


Homo sapiens hypothetical protein MGC5585 (MGC5585), mKJNA 


NM 024053 


Homo sapiens hypothetical protein MGC861 (MGC861), mKJNA 


NM 024050 


Homo sapiens hypothetical protein MGC2594 (MGC2594), mKJNA 


NM 024049 


Homo sapiens hypothetical protein MGC5566 (MGC5566), mRNA 


NM 024048 


Homo sapiens hypothetical protein MGC3020 (MGC3020), mRNA 


NM 024046 


Homo sapiens hypothetical protein MGC8407 (MGC8407), mKJNA 


NM 024045 


Homo sapiens nucleolar protein GU2 (GU2), mRNA 


NM 024041 


Homo sapiens hypothetical protein MGC3180 (MGC3180), mKJNA 


NM 024039 


Homo sapiens hypothetical protein MGC2488 (MGC2488), mKJNA 


NM 024038 


Homo sapiens hypothetical protein MGC2803 (MGC2803), mRNA 


NM 024037 


Homo sapiens hypothetical protein MGC2603 (MGC2603), mRNA 


NM 024032 


Homo sapiens hypothetical protein MGC3130 (MGC3130), mRNA 


NM 024031 


Homo sapiens hypothetical protein MGC3121 (MGC3121), mRNA 


NM 024028 


Homo sapiens hypothetical protein MGC3265 (MGC3265), mRNA 


NM_024027 


Homo sapiens hypothetical protein MGC3279 similar to collectins (MGC3279), 
mRNA 


NM 024025 


Homo sapiens hypothetical protein MGC1136 (MGC1136), mRNA 


NM 024006 


Homo sapiens hypothetical protein BVIAGE3455200 (IMAGE3455200), mRNA 


NM 015653 


Homo sapiens DKFZP566F0546 protein (DKFZP566F0546), mRNA 


NM 015147 


Homo sapiens KIAA0582 protein (KIAA0582), mRNA 


NM 016481 


Homo sapiens hypothetical protein (HSPC219), mRNA 


NM 023940 


Homo sapiens hypothetical protein MGC2827 (MGC2827), mRNA 


NM 023938 


Homo sapiens hypothetical protein MGC2742 (MGC2742), mRNA 


NM 023931 


Homo sapiens hypothetical protein MGC2474 (MGC2474), mRNA 


NM_015517 


Homo sapiens MBD2 (methyl-CpG-binding protein)-interacting zinc finger 
protein (MIZF), mRNA 


NM 015540 


Homo sapiens DKFZP727M1 1 1 protein (DKFZP727M1 1 1), inRNA 


NM 015043 


Homo sapiens KIAA0676 protein (KIAA0676), mRNA 


NM 023934 


Homo sapiens hypothetical protein MGC2495 (MGC2495), mRNA 


NM_023928 


Homo sapiens hypothetical protein FLJ12389 similar to acetoacetyl-CoA 
synthetase (FLJ12389), mRNA 


NM 023926 


Homo sapiens hypothetical protein FLJ12895 (FLJ12895), mRNA 


NM 023924 


Homo sapiens hypothetical protein FLJ13441 (FLJ13441), mRNA 


NM 020239 


Homo sapiens small protein effector 1 of Cdc42 (SPEC1), mRNA 


NM_0 12069 


Homo sapiens ATPase, (Na+)/K+ transporting, beta 4 polypeptide (ATP1B4), 
mRNA 


NM 023112 


tt • 1 it a • t j T^T T f"v 1 X" /~r~«T TO 1 A 1 Z"\ ... ,, T*> XT A 

Homo sapiens hypothetical protein FLJ21916 (FLJ21916), mRNA 


NM 015324 


Homo sapiens KIAA0409 protein (KIAA0409), mRNA 


NM 023079 


Homo sapiens hypothetical protein rLJ 13855 (rlJl Jco5), mKJNA 


NM 023077 


Homo sapiens hypothetical protein FLJ 12439 (FLJ12439), mKJNA 


NM 023075 


Homo sapiens hypothetical protein FLJ1 1585 (FLJ1 1585), mRNA 


NM 023074 


Homo sapiens hypothetical protein FLJ12644 (FLJ12644), mRNA 


NM 023073 


Homo sapiens nypotneticai protein pjlj i dL$ 1 (rLJ isls i ), nuviNA 


NM 023071 


Homo sapiens hypothetical protein FLJ131 17 (FLJ131 17), mRNA 


NM 012319 


Homo sapiens LIV-1 protein, estrogen regulated (LIV-1), mRNA 


NM_023012 


Homo sapiens hypothetical protein FLJ1 1021 similar to splicing factor, 
arginine/serine-rich 4 (FLJ1 1021), mRNA 


NM 023008 


Homo sapiens hypothetical protein FLJ12949 (FLJ12949), mRNA 
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jNjyi 02300/ 


nomo sapiens hypothetical protein rL,J lZd i / (r J^J izD i /;, mKJNA 


iNJVL KjJLZylo 


Homo sapiens nypotneticai protein rJL.JZziu4 {rL,JZZi\jH), mKJNA 


NM 022914 


Homo sapiens hypothetical protein 24432 (24432), mRNA 


NM 022912 


Homo sapiens nypotneticai protein rLJ 13 1 10 (rLJ 13 1 10), mKJNA 


XTTV /f ATinAH 

NM 022907 


TT^^a -- * "L. _ ^ j-T~ ~ * J „ „ 1 — „ a . ' . T7T TO T ACO /T7T TT1ACT\ t»\T A 

Homo sapiens hypothetical protein rLJ 23 05 3 (rLJ 2305 3), irjJRNA 


NM 022905 


Homo sapiens hypothetical protein FLJ12572 (FLJ12572), mRNA 


NM 022901 


TT_ _ _ „ J 1 _ i "1_ _.a* 1 j * TTT TO 1 1 /~VO /"T?T n 1 <l T"k "XTA 

Homo sapiens hypothetical protein FLJ21302 (FLJ21302), mRNA 


NM_022898 


Homo sapiens B-cell CLL/lymphoma l IB (zinc finger protein) (BCLl IB), 
mKJNA 


XTTV /f An O / 1 

NM 022841 


Homo sapiens hypothetical protein FLJ12994 (FLJ12994), mRNA 


XTTV K AOTO AC\ 

NM 022840 


Homo sapiens hypothetical protein FLJ23017 (FLJ 230 1 7), mRNA 


XTA A ATTOO/I 

NM 022834 


Homo sapiens hypothetical protein rLJ222l5 (FLJ22215), mRNA 


XTTV K AITOIT 

NM 022832 


Homo sapiens hypothetical protein FLJ12552 (FLJ 12552), mRNA 


NM 022827 


Homo sapiens hypothetical protein FLJ21347 (FLJ21347), mRNA 


NM 022826 


Homo sapiens axotrophm (AXOT), mRNA 


NM 022823 


Homo sapiens hypothetical protein FLJ22362 (FLJ22362), mRNA 


NM 022781 


Homo sapiens hypothetical protein FLJ21343 (FLJ21343), mRNA 


NM 022780 


Homo sapiens hypothetical protein FLJ13910 (FLJ13910), mRNA 


NM_022778 


Homo sapiens hypothetical protein DKFZp434L01 17 (DKFZP434L01 17), 
mRNA 


XTTV k AT / mn 

NM 022777 


Y T~ __ * 1 i1 > • 1 j • 1~«T T1 A 1 1 '—f /"T~ *T T 1 /< 1 -| f-» "VTA 

Homo sapiens hypothetical protein FLJ141 17 (FLJ14117), mRNA 


NM 022771 


Homo sapiens hypothetical protein FLJ12085 (FLJ12085), mRNA 


NM 022770 


Homo sapiens hypothetical protein FLJ13912 (FLJ13912), mRNA 


XTTV >T ATTT/Tn 

NM 022769 


Homo sapiens hypothetical protein FLJ21868 (FLJ21868), mRNA 


XTTV AT AOnZ'T 

NM 022767 


Homo sapiens hypothetical protein FLJ12484 (FLJ12484), mRNA 


XTA Am 

NM 022766 


Homo sapiens hypothetical protein FLJ23239 (FLJ23239), mRNA 


NM 022763 


Homo sapiens hypothetical protein FLJ23399 (FLJ23399), mRNA 


XTA yf ATTT/^'T 

NM 022762 


Homo sapiens hypothetical protein FLJ22318 (FLJ22318), mRNA 


XTA /T AOTTCA 

NM 022759 


TT — — ^ * 1 A.T_ j * 1 j " _ T"«T T^> 1 O ^ /*T *T" T^ T O y ^\ TV "VTA 

Homo sapiens hypothetical protein FLJ 2 1865 (FLJ21865), mRNA 


NM 022/54 


Homo sapiens hypothetical protein FLJ 12876 (FLJ 12876), mRNA 


NM 022752 


T T ^_ ^ ! _ T a' 1 j. " T^T TOIAC A /T?T ^ f\ C A\T A 

Homo sapiens hypothetical protein FLJ22059 (FLJ 2205 9), mRNA 


XTAyf AO^Tf I 

NM 022/51 


Homo sapiens hypothetical protein rLJ21610 (1 H LJ21610), mRNA 


XTA. yf AO T7CA 

NM 022 /5U 


Homo sapiens hypothetical protein FLJ22693 (FLJ22693), mRNA 


XTA K f\'TT7/n 

NM 022747 


TT " _ _ 1 A.1 1 _ x. * Tp*T nOCf O /T~>T TOAf f ON t^I "VTA 

Homo sapiens hypothetical protein FLJ22558 (FLJ22558), mRNA 


NM 022744 


Homo sapiens hypothetical protein FLJ13868 (FLJ13868), mRNA 


ATA >T A^^T/II 

NM 022743 


TT 1 i1 . " T , tit -t /-« O /~V /T~«T T^ 1 An /\\ TV "VTA 

Homo sapiens hypothetical protein FLJ21080 (FLJ21080), mRNA 


XTA A" AOOIjI 1 

NM 022741 


Homo sapiens hypothetical protein FLJ1 1850 (FLJ1 1850), mRNA 


NM 022736 


Homo sapiens hypothetical protein FLJ14153 (FLJ14153), mRNA 


NM 022734 


Homo sapiens hypothetical protein FLJ20859 (FLJ20859), mRNA 


NM_02273 1 


Homo sapiens similar to rat nuclear ubiquitous casein kinase 2 (NUCKS), 

^T> XT A 

mRNA 


NM 022727 


Homo sapiens Hpall tiny fragments locus 9C (HTF9C), mRNA 


NM_012197 


Homo sapiens rabo GTPase activating protein (GAP and centrosome-associated) 
(GAPCENA), mRNA 


NM 015136 


T T * TF T A A f\ f\ A . » /* j 1 4 \ TV "VTA 

Homo sapiens KIAA0246 protein (stabl), mRNA 


NM 022659 


Homo sapiens likely ortholog of mouse early B-cell factor 2 (FLJ1 1500), mRNA 




Homo sapiens putative leukocyte platelet-activating factor receptor 
(HUMNPIIY20), mRNA 


NM_021024 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 17-like 1 
(HMG17L1), mRNA 


NM 019884 


Homo sapiens glycogen synthase kinase 3 alpha (GSK3A), mRNA 


NM 021034 


Homo sapiens interferon induced transmembrane protein 3 (1-8U) (IFITM3), 
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11 1AV1 N Jx. 


NA/f 09944S 


TTnmn Qnniens thiarniii TivronVio^nVinlvina^e 1 (TVTC 1 i mRNA 


NMJ322495 


Homo sapiens hypothetical protein FLJ12799 (FLJ12799), mRNA 


XTA/f 099404 


T-Tnmn canipnQ Ti\/nnfhf>rtra1 Tvrnfpin V\ T91Q^9 fFT T910S9^ mPMA 


XTA/f 099.4.09 
INlVI UZZ*+!7Z 


TJATTin csmii^nc "hvnrifhpiir'al r\rr\tf»ir» T?T T197RR fPT T1 97RR 1 nYPXTA 
XlUillU oapiCIlb IiypUllICllL«d.l prUlCJ.Il J7X-/J1Z/00 ^J7X-»J 1Z / OOJ } IlxXviN/\ 


XTA/f 0994RR 
IN IVl uz-Zt o O 


T-Tattia c^nipnc Pr^l-Q^i ru-ntpin fPf^l-Q^ mPXJA 
XxUUlU oapiCIlb IV/JVO prUiClIl ^X v_^«J /U ), IIIXvTN/tl. 


NM 022480 


Homo sapiens hypothetical protein FLJ12587 (FLJ12587), mRNA 


XTA/f 099474 
1N1V1__UZZ*+ / *f 


xiomo sapiens nypoxneucai protein xtjuj izo similar xo memDrane proxem, 

ua.iiiiiivj_y laLCu ^ivjltyvj rv jjw>~> i>u.L/iciiijui_y niciiiuci j j yjri^ij izuij J, iiixviNjrv 


NM 022455 


Homo sapiens androgen receptor-associated coregulator 267 (ARA267), mRNA 


XTA/f 0994^9 


xiomo sapiens nypoxneucai proiem ri^j 1 1010 ^i/i-fj i loioj, mxviN/v 


XTA/f OOOAA8 
IN 1V1_U Z Z*t*t O 


riomo sapiens nypotneucai proxem itjljz loi / similar 10 xsJioipz i^r 1 j_jz i oi 

mPXTA 


xr\/T ooo^i 

IN1V1 UZZ.} / 3 


riomo sapiens nypoLneucai proiem rLjzzj 1 j ^rJLvjzzj ij ), miviN/\ 


XTA/f 000170 
I\llVx__UZZJ /U 


xiomo sapiens nypoinencai proiem J7j_/jziu £ f il f similar 10 ixoigi ^rLyJZiu^^, 

mPXJA 


XTA/f OOO^R 
INlVI UZZjOO 


T-T/"\-m t~\ c q ni c ■**\t*q i q 1 /P T A 1 i tr^T? XT A 
XXU1I1U SapiClis pidja. 1 ^iJn.1 J, rilXvlN r\. 


XTAtf 0991A6 
IN1V1 UZZ jOO 




XTA/T 0991A1 
IN IVl UZZ j 0 1 


xiomo sapiens popeye proiem j ^rvjrj ), itix\In/\ 


NM 022360 


Homo sapiens human epididymis-specific 3 beta (HE3-BETA), mRNA 


XTA/f O99140 
INiVt UZZjhZ 


xiomo sapiens Kinesm iamny memoer y ^jtsjiry^, mxviN/\ 


XTA/f OO0170 
JNJVI UZZj /Z 


xiomo sapiens or proxem oeia suDunii-iiKe ^.vjuivj, miviN/\ 


XTA/f OOO 1 
INlVI UZZ106 


xiomo sapiens iiTiciosamine--) -Kinase ^riN^is.^, mjrxiN/\ 


XTA/T OO 0117 
INIVI UZZ 13/ 


Homo sapiens secreted modular calcium-binding protein 1 (SIVIOC 1 ), mRNA 


XTA/f OOO 1 1 fi 
1NIV1_UZZ 1 lo 


xiomo sapiens cutaneous i-cen i3rmpnoma tumor antigen se/u-z ^rwu-zj, 
mRNA 


XTA/f OOO 1 1 f\ 
INIVI UZZ 1 IO 


xiomo sapiens nogeim-iiKe 1 ^i/ivjrNjui j 5 miviN/\ 


XJA/f OOOIOI 
IN IVl UZZ Ivj 


xiomo sapiens nypoxneucai zinc linger proxem Jrj_j i*+ui i ^jtx-j im-ui i ), itixvin/\ 


XTA/T 099070 

1N1V1 UZZU l\) 


U/\mn conifnc "hi/r\rt+Ti*»iir»*a1 T-\-r/-\tF»in XhX T99O07 /TPT T990R7"\ tyiT?XTA 

XiOino bd.piciib nypuLnciiC'a.i pruicm jrx-»Jzzuo/ ^x^x_,jzzuo/ i, ixixviN^rv 


NM 022065 


Homo sapiens hypothetical protein FLJ21877 (FLJ21877), ixiRNA 


XTA/f 091Q70 
1N1V1__UZ Yy l\) 


xiomo sapiens iruiogen-acxivaiea protein Kinase Kinase i mieracnng proxem 1 

/"ATAP9T<riXP1 ^ mPXT A 
^IVX^Jr ZIV 1 Xx 1 J, niXxJLNjrV 


XTA/f 01QOR1 
INIVI U I 7u o I 


TJAmn cQnipn c XTT A AOA^O fre^nf* r\rAHnnt fTfl A AO/l^O^ ml?\T A 
XXUIIIU oapiCIlb J\^Lc\I\\JHJkJ gCXIC pXOU.UL'l ^JS^LrvrVUT-OU^, IT1XsJ.N/tl 


INIVI UZ Iz/ol 


xiomo sapiens pre-i/iNxv ceil associated proiem yiLJ iz/\j, miviN/v 


XTA/f 090191 
IN 1VI_UZU I Z I 


xiomo sapiens uiAr-giucose ceramiae giucosyitransierase-iiKe z ^uo^vji^z^, 

mPXJA 


NM 006683 


Homo sapiens human epidid3nmis-specific 3 alpha (HE3 -ALPHA), mRNA 


XTA/f 00/^077 


xiomo sapiens caicium omaing axopy-reiaxeu autoanngen i ^^ij/\ivrv i ), mivLN/\ 


XJA/f 091014 
1N1V1 UZ I 


TI rtry , A conipnc V»-\rt-t/-\fl-i^'h r> o 1 rtrAfAi'n T7T T1 1 771 CQT Til 771^ ml? XT A 

xiomo sapiens nypoxneucai proxem jtjlj i i / is ^jtjlj i i / / j], mx\jN/\ 


XTA/T 091011 
IN IVl UZ I 7J -5 


xiomo sapiens nypoxneucai protein jtjlj iz*4oo ^ri^j iz^f->o), miviN/v 


NM 021930 


Homo sapiens Rad50-interacting protein 1 (FLJ1 1785), mRNA 


XTA/f 091 090 

IN1V1__UZ 1 7Z7 


xiomo sapiens nypotneucai proiem jt-ljzioij similar to rax corneal wounu 

Vi^oli-n rr -rfAi+f^A -rYrr\i(*\r\ H7T TO 1 ^1 *X\ mP XT A 

ncanng reiateu proiein \r l^jjc loijj, mj\iN/\ 


XJA/f 007979 

lNlYX vu / Z / Z 


xiomo sapiens cnyrnoixypsin ^caiaecrmj ^i^iivv-/j, mxsj.N/\. 


MM 004917 


xiomo bcipicns iixyxoici noiiiiouc xcccpior mteracior id ^xxsjjt ixuvin/v 


XJA/f 001 K40 


xiomo sapiens succinatc-L/O/v. ngase, vjrxji -iox niing, aipiia buounix ^oULLui j, 
mRNA 


NM 021648 


Homo sapiens KIAA0721 protein (KIAA0721), mRNA 


NM 021831 


Homo sapiens hypothetical protein FLJ21839 (FLJ21839), mRNA 


NM 021827 


Homo sapiens hypothetical protein FLJ23514 (FLJ23514), mRNA 


NM 021195 


Homo sapiens claudin 6 (CLDN6), mRNA 


NM 018947 


Homo sapiens cytochrome c (HCS), mRNA 
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NM 021732 


Homo sapiens hypothetical protein PP5395 (PP5395), mRNA 


NM_021730 


Homo sapiens hypothetical protein PP1044 (PP1044), mRNA 


NM 021643 


Homo sapiens GS3955 protein (GS3955), mRNA 


NM 015180 ! 


Homo sapiens synaptic nuclei expressed gene 2 (SYNE-2), mRNA 


NM 021633 


Homo sapiens kelch-like protein C3IP1 (C3IP1), mRNA 


NM__021629 


Homo sapiens guanine nucleotide binding protein beta subunit 4 (GNB4), 
mRNA 


NM 021627 


Homo sapiens sentrin-specific protease (SENP2), mRNA 


NMJ)21626 


Homo sapiens likely homolog of rat and mouse retinoid-inducible serine 
carboxypeptidase (RISC), mRNA 


NM_021622 


Homo sapiens pleckstrin homology domain-containing, family A 
(phosphoinositide binding specific) member 1 (PLEKHA1), mRNA 


NM 012408 


Homo sapiens protein kinase C binding protein 1 (PRKCBP1), mRNA 


NM 021252 


Homo sapiens RAB18, member RAS oncogene family (RAB18), mRNA 


NM 020806 


Homo sapiens gephyrin (GPHN), mRNA 


NM 021258 


Homo sapiens interleukin 22 receptor (IL22R), mRNA 


NM_021235 


Homo sapiens epidermal growth factor receptor substrate EPS15R (EPS15R), 
mRNA 


NM 021204 


Homo sapiens E-l enzyme (MAS A), mRNA 


NM 021191 


Homo sapiens neurogenic differentiation 4 (NEUROD4), mRNA 


NM 021178 


Homo sapiens enhancer of invasion 10 (HEI10), mRNA 


NM_021127 


Homo sapiens phorbol-12-myristate-13-acetate-induced protein 1 (PMAIP1), 
mRNA 


NM_021114 


Homo sapiens serine protease inhibitor, Kazal type, 2 (acrosin-trypsin inhibitor) 
(SPINK2), mRNA 


NM 021103 


Homo sapiens thymosin, beta 10 (TMSB10), mRNA 


NM_006435 


Homo sapiens interferon induced transmembrane protein 2 (1-8D) (IFITM2), 
mRNA 


NM 021073 


Homo sapiens bone morphogenetic protein 5 (BMP5), mRNA 


NM 003142 


Homo sapiens Sjogren syndrome antigen B (autoantigen La) (SSB), mRNA 


NM_003S88 


Homo sapiens aldehyde dehydrogenase 1 family, member A2 (ALDH1 A2), 
mRNA 


NM 013234 


Homo sapiens muscle specific gene (M9), mRNA 


NM 021067 


Homo sapiens KIAA0186 gene product (KIAA0186), mRNA 


NM 021020 


Homo sapiens leucine zipper, putative tumor suppressor 1 (LZTS1), mRNA 


NM 021025 


Homo sapiens homeo box 1 1 -like 2 (HOX1 1L2), mRNA 


NM_021003 


Homo sapiens protein phosphatase 1 A (formerly 2C), magnesium-dependent, 
alpha isoform (PPM1A), mRNA 


NM 020674 


Homo sapiens cytochrome P450 monooxygenase (CYP-M), mRNA 


NM 019612 


Homo sapiens hypothetical protein R30953 1 (R30953 1), mRNA 


NM_020904 


Homo sapiens pleckstrin homology domain-containing, family A 
(phosphoinositide binding specific) member 4 (PLEKHA4), mRNA 


NM 020686 


Homo sapiens NPD009 protein (NPD009), mRNA 


NM 020684 


Homo sapiens NPD007 protein (NPD007), mRNA 


NM 020683 


Homo sapiens AD026 protein (AD026), mRNA 


NM 020679 


Homo sapiens AD023 protein (AD023), mRNA 


JNJM UZUO / / 


nomo sapiens rlbLAKu protein (HoCAJKCj), mKJN A 


NM 020675 


Homo sapiens AD024 protein (AD024), mRNA 


NM 020673 


Homo sapiens RAB22A, member RAS oncogene family (RAB22A), mRNA 


NM 020660 


Homo sapiens connexin-36 (CX36), mRNA 


NM 019108 


Homo sapiens hypothetical protein FLJ12886 (FLJ12886), mRNA 


NM 018838 


Homo sapiens 13kDa differentiation-associated protein (DAP 13), mRNA 
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"MM 01 84^4 

x^ixva v/ x u^rJt 


Homo saniens &oliath nrotein ( GP i niRNA 


NTVT 0204^7 

1N1VX u^UtJ / 


Worno saniens similar to asnartate beta hvdroxvlase fASPHi flLOC57168 > ) 
mRNA 


NM 020 5 24 

X >1VX V/<£»V/».' A»~T 


Homo sapiens hematopoietic PBX-interacting protein (HPIP), mRNA 


NM 018638 

X N IVx U 1 UUJU 


Homo sapiens ethanol amine kinase (EKI1), mRNA 


NM 016326 

1 V IVX V/ 1 V J<-<u 


Homo sapiens chemokine-like factor 1 (CKLF1), mRNA 


NM 016951 

J. X i. VJL v JL Uy J X 


Homo sapiens chemokine-like factor 1 (CKLF1), mRNA 


NM 020143 


Homo sapiens putatative 28 kDa protein (LOC56902), mRNA 


NM 020141 


Homo sapiens protein x 013 (AD-020), mRNA 


NM 020122 


Homo sapiens potassium channel modulatory factor (PCMF), mRNA 


NM" 01RR41 

INlvl \J 1 OOHj 


TTrvmr> Qnr»if=»nQ mitofilionHTial eflrrier familv "nrotein flVrCTFP i mRNA 

XXvylllVy DU[J1C110 HilLUUllUllUl 1CX1 vUillV/1 XfclXXXXXJ' LyXVSIAvXXX ^lVXVyX X J ^ liUNX'IXX. 


NM 01 8840 

XNxVA \J X QO*tv 


Watma Q5ir»ipTiQ nntative RahS -interacting? nrotein fRTP5 i mRNA 


NM 016303 


Homo sapiens pp21 homolog (LOC51 186), mRNA 


"MA/f m^oo 


T^Trimr* cQnipnc r ,- v/r , 1ir* AlV/TP-Tf^OTilsitpH TiViOQ'nVinrirotPiTi 91 VT*i f ARPP-^ 1 i TYiTv* TsJ A 

XTUII1U odJJlCllo Vy_yV/lXVv XTJ.VXJT ICgLilClLCU. pXiVJoJJXlvJjJX vJlCIXl, j-~ 1 xvJL_y ^ZXXNJL X — A /5 IXXLVX^l 7r». 


xNIVI_U 1 OZyy 


xx u i no sapiens lixveiy ortiiLFiog ui inoubc neat oiiooiv pioucxii, / \j xvx^a. *t 

^X - «V-/V_y^/ X 1 Omm. J. 11XXVJ->xV 


NM 01^?SQ 

xNlVX W 1 JZJ7 


Wr\mr\ cunipnc npnrntinl TM"r*tPiTi ^~NTP9 Si m T? 7\J A 

XXUlllvJ 5>a.piC/IiO lit/ HI \J11C11 lJl\J\.Sm,lXl \^XXJL ^■J ) y 1 1 1XVX > jT\. 


xNxVJL UU JvO*t 


TJrvmn cQnipnc cmnll indnoiVilf* pvtoVine QiiHfamilv A rr^v^-C^v 5 ;^ member 2^ 

XXVJ111VJ oCxLy 1C113 ollldXl IXXCXlXV/llyXw ^ jr l\JX\_lXlw oLXU/Xdlllll y Jrx. \— 'joj* xxiv-'ixxi^v^x 

("SrVA9^ mRNA 


NM 01 ^960 


Hnmn QanieriQ Ixan^rrintinnal recmlator nrotein rHC,NCi"P^ mRNA 


MM 0^04^^ 


Homo «:anien«; hvnothetical nrotein I OC57158 rLOC57158^ mRNA 


NM 090410 


Homo Qanien*; POT-I 52 nrotein fCGT-1 59^ mRNA 


NM 090401 

IN 1 VJL v/^V/*tV/ 1 


TTrvmn c cj-r\i f^nc niiplpnT nnrp pnmnlpY nrofpin ^^NTFP1 07^ mRISFA 

X XvJl ll\J o d j.y i CI 1 o 1 1 IX L/ i&CXi |JUX^ wV'lXipi^yV JJXVytVyXlX ^X^WX XV// y 3 XXXAvX^xrv 


T<FM 090400 


T-Tr»mr\ qqt^i f»ti c i^r irrntfin-poii'nleH repentoT Q9 ^CtPT? 09^ rriRNfA 

X7X.lJl.XlVJ OCipi CIlO VJ |Jx VJlV^lXl"'lyVJlXJJlVvVX 1 t/V^t/JJl\JX ^V_IX X\y J y 1XXX.VJL^XV 


NM 090^97 

XNxYJL \J-t*-\J^-7 / 


Unmn <?ani?n<; r^amlCT-1ik"e nrotein kinase (1X~)C157] 18^ mRNA 


NM 090^88 

1N1VJ. u — v J OO 


Homo ^aniens CATX-15 nrotein TCATX-15^ mRNA 

X Xvy 11 Ivy od^ylC-llo V ^y\. X ^ V X *J ^JiULwlll ^V>Aliv x *j J - niXVi^iiL 


NM 020386 


Homo ^aniens HRAS-like sunnressor fHRASLS^ mRNA 

X X Vy X 1 XVy OCX|^r XV^XXO XXXVlVkJ XXXVw guppj. VJi^vl Ik/J — /l_y Jm 


NM 020361 

1 IVX V/«fc»V/«»JVy X 


Homo saniens carhoxvnentidase B nrecursor TCPAH^ mRNA 


NM 020357 

X > IVX \J aC*\J \j »y 1 


Homo ^aniens PEST-containini? nuclear Drotein fnenn^ mRNA 


NM 020345 

X 11YX \J mm* Vy ~J ■ *y 


Homo sapiens I-kappa-B -interacting Ras-like protein 1 (KBRAS1), mRNA 


NM 020360 


Homo saniens nhosnholinid scramblase 3 fPLSCR3^ mRNA 


NM 020348 


Homo ^aniens evelin Ml (CNNlVIl^ mRNA 

XlV/lllV OUUIWIU V J villi 1TX1 IVl'lllill 11JXVX 11 a. 


NM 000888 


Homo ^aniens inteorin neta 6 (T rOB6^ mRNA 

xxvyxxxvy Juiyiviu ixiivgi liij vyv*vtx vy \ a a vjx/u /j iiixvj. 11 a 


NM 020181 


Homo saniens mvelin nroteolinid. nrotein-like nrotein HPLPL^ mRNA 

i,lV/lll\/ OUpiV/llU llij Villi Ul VtVV/LipiVl Ul WLWlll 1AAVV L/l Vtvlll 1 J_ Ul lj 1 1 *■ ' 


NM 090144 


Homo saniens nolvf A^ nolvmerase beta ( testis snecific i fPAPOLBV mRNA 

jl xvy x x ivy uupiwiio |-y vy x j \.j ^j\yi jriuvi uow l/viu yi>v j mo apvvinv ^ x u. '-'u-'yy) *- 


NM 020209 

i lJLVX \J mm* \J mm*\J mm* 


Homo saniens Nit nrotein 2 fNlT2^ mRNA 

X Xv/ll Xv O CI 1^ 1 vllkj A ill Url V/ 111 \ X X X X* / y UlLxl ^ J. X 


NM 020250 


Homo sapiens MOST2 protein (MOST2), mRNA 


"MM 0202^7 

X>XVXv \J jl*\J aC*— J / 


Homo saniens MOST-1 nrotein fMOST-l^ mRNA 

X XvJ 11 Ivy oapiVviio ivxvyiJ X X Lyl VyLV^XlX ^ivivyu x X J ; ilXlMiii. 


NM 020234 


Homo sapiens x 009 protein (MDS009), mRNA 


~NTM 09019R 


l-JVvm/"* cani^nc Til ir'l^QT nrr\tAir rlrM t V\l f* TYiiTkntf* 1 ^ 1V/T i~^ilV/T 1 » itiPTvT A 
IxUIIlvJ odpiCllo lllXV/lCol piOLCllx VltJUUlC 111111U.LC L \L\1ju/1.v1. 1 1 1 IxNJL > -TV 


NM 0901 M 


Xxvilllvy oo.JJxCJ.lo xaLv^vvxxx \J1 vJ Lwlll ^Xj^VIN j 9 llxXvlN^x. 




TTn-rv»n CQnipn c 1 A/cr\TiVir\cr^ Inci fi Hi r» or»i rl ar , \/1ir«TiC"fV»T'acf a -nf*1t5 ; l iT P A AT^-Hf^lta i 
XxUrilU octpiCilo x^oOpilVJopilclLlvllvv aLIU atyiUallolClaac ucuu y^X-'-l rl/vl -UvlLay, 

mPNA 

lllJvlNyV 


TsJM 090941 


1-T nmrt ^atiien^ cpma Homain trnriQiTiPTTilirflnp Homam rTlVx*) ancl cvtonlasmic 

X X VjlllvJ OfXUJlVwliO Owl 11CX VlVJlllCXll 1 j LXCLXXoXXlVvXXXlyl CI11W LXUllltXlll ^ X XYX J ? C41XVX VvJT LVyL^XCXOXXXXVv 

domain fsemaohorin^ 6B rSEMA6B^ mRNA 

VXvyi iicixxx m ^ovint4|y iiv/i xxi j vy x.y y u xyivxrivjiy /j nixvx a 


NM 020163 

J. > IVX \J mm* \J X.\J-S 


Homo saniens semanhorin sem2 fLOC56920^ mRNA 


NM 020199 


Homo sapiens HTGN29 protein (HTGN29), mRNA 


NM 020197 


Homo sapiens HSKM-B protein (HSKM-B), mRNA 


NM 020200 


Homo sapiens HHGP protein (HHGP), mRNA 


NM 020195 


Homo sapiens HCDI protein (HCDI), mRNA 


NM 020198 


Homo sapiens GK001 protein (GK001), mRNA 


NM 020117 


Homo sapiens hypothetical protein FLJ10595 (FLJ10595), mRNA 
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NM 020119 


Homo sapiens hypothetical protein FLB6421 (FLB6421), niRNA 


NM_020162 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 33 (DDX33), 
mRNA 


NM_020215 


Homo sapiens hypothetical protein DKFZp761F2014 (DKFZp761F2014), 
mRNA 


NM 020221 


Homo sapiens hypothetical protein DKFZp547I224 (DKFZp547I224), mRNA ! 


NM 020217 


Homo sapiens hypothetical protein DKFZp547I014 (DKFZp547I014), mRNA 


NM 020161 


Homo sapiens hypothetical protein DKFZp547H025 (DKFZp547H025), mRNA 


NM 020186 


Homo sapiens DC1 1 protein (DC1 1), mRNA 


NM_020205 


Homo sapiens cellular zinc finger anti-NF-kappaB Cezanne (CEZANNE), 
mRNA 


NM_019887 


Homo sapiens second mitochondria-derived activator of caspase (SMAC), 
mRNA 


NM_0 19892 


Homo sapiens phosphatidylinositol (4,5) bisphosphate 5 -phosphatase homolog; 
phosphatidylinositol polyphosphate 5-phosphatase type IV (PPI5PIV), mRNA 


NM_0 19885 


Homo sapiens cytochrome P450 retinoid metabolizing protein (P450RAI-2), 
mRNA 


NM_0 19845 


Homo sapiens candidate mediator of the p5 3 -dependent G2 arrest (REPRIMO), 
mRNA 


NM 019853 


Homo sapiens protein phosphatase 4 regulatory subunit 2 (PPP4R2), mRNA 


NM 013301 


Homo sapiens protein predicted by clone 23882 (HSU79303), mRNA 


NM 013300 


Homo sapiens protein predicted by clone 23733 (HSU79274), mRNA 


NM 013296 


Homo sapiens LGN protein (HSU54999), mRNA 


NM 013293 


Homo sapiens transformer-2 alpha (htra-2 alpha) (HSU53209), mRNA 


NM 013310 


Homo sapiens hypothetical protein (AF038169), mRNA 


NM 018975 


Homo sapiens TRF2 -interacting telomeric RAP1 protein (RAP1), mRNA 


NM 019082 


Homo sapiens putative nucleolar RNA helicase (NOH61), mRNA 


NM 019020 


Homo sapiens hypothetical protein (FLJ20748), mRNA 


NM 019058 


Homo sapiens HEF-1 responsive RTP801 (FLJ20500), mRNA 


NM 019056 


Homo sapiens neuronal protein 17.3 (P17.3), mRNA j 


NM 019042 


Homo sapiens hypothetical protein (FLJ20485), mRNA 


NM_019061 


Homo sapiens phosphatidylinositol-3 phosphate 3 -phosphatase adaptor subunit 
(3-PAP), mRNA 


NM 018986 


Homo sapiens hypothetical protein (FLJ20356), mRNA 


NMJH9034 


Homo sapiens ras homolog gene family, member F (in filopodia) (ARHF), 
mRNA 


NM 019062 


Homo sapiens hypothetical protein (FLJ20225), mRNA 


NM 019038 


Homo sapiens hypothetical protein (FLJ1 1045), mRNA 


NM 019044 


Homo sapiens hypothetical protein (FLJ 10996), mRNA 


NM_018180 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 32 (DDX32), 
mRNA 


NM_0 19028 


Homo sapiens hypothetical protein similar to ankyrin repeat-containing priotein 
AKR1 (FLJ1 0852), mRNA 


NM_019014 


Homo sapiens similar to DNA-directed RNA polymerase 1(135 kDa) (Rpol-2), 
mRNA 


NM 019023 


Homo sapiens hypothetical protein (FLJ 10640), mRNA 


xnv/f m s i fs> 

XNIVl UloXOZ 


Homo sapiens hypothetical protein rLJ 10633 (FLJ10633), mRNA 


NM 019067 


Homo sapiens hypothetical protein (FLJ 106 13), mRNA 


NM 019057 


Homo sapiens hypothetical protein (FLJ10404), mRNA 


NM 018846 


Homo sapiens SBBI26 protein (SBBI26), mRNA 


NM 016483 


Homo sapiens hypothetical protein (HSPC226), mRNA 


NM 018400 


Homo sapiens voltage-gated sodium channel beta-3 subunit (scn3b gene) 
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(HSA243396), mRNA 


NM 018700 


Homo sapiens tripartite motif-containing 36 (TRJM36), mRNA 


NM 018547 


Homo sapiens hypothetical protein PR02964 (PR02964\ mRNA 


NM 018546 


Homo sapiens hypothetical protein PR02958 (PR0295S), niRNA 


NM 018544 


Homo sapiens hypothetical protein PR02949 (PR02949), mRNA 


NM 018634 


Homo sapiens hypothetical protein PR02893 (PR02893), mRNA 


NM 018543 


Homo sapiens hypothetical protein PR02859 (PR02859), mRNA 


NM 018542 


Homo sapiens hypothetical protein PR02834 (PR02834), mRNA 


NM 018538 


Homo sapiens erythroblast membrane-associated protein (ERMAP), mRNA 


NM 018534 


Homo sapiens hypothetical protein PR02714 (PR02714), mRNA 


NM 018530 


Homo sapiens hypothetical protein PR02521 (PR02521), mRNA 


NM 018627 


Homo sapiens hypothetical protein PRO2405 (PRO2405), mRNA 


NM 018523 


Homo sapiens hypothetical protein PR02325 (PR02325), mRNA 


NM 018519 


Homo sapiens hypothetical protein PR02266 (PR02266), mRNA 


NM 018517 


Homo sapiens hypothetical protein PR02214 (PR02214), mRNA 


NM 018621 


Homo sapiens hypothetical protein PR02198 (PR02198), mRNA 


NM 018619 


Homo sapiens hypothetical protein PR02133 (PR02133), mRNA 


NM 018618 


Homo sapiens hypothetical protein PR02121 (PR02121), mRNA 


NM 018616 


Homo sapiens hypothetical protein PRO2037 (PRO2037), mRNA 


NM 018512 


Homo sapiens hypothetical protein PRO2015 (PRO2015), mRNA 


NM 018610 


Homo sapiens hypothetical protein PRO 1942 (PRO 1942), mRNA 


NM 018510 


Homo sapiens hypothetical protein PRO 1866 (PRO 1866), mRNA 


NM 018507 


Homo sapiens hypothetical protein PRO 1843 (PRO 1843), mRNA 


NM 018606 


Homo sapiens hypothetical protein PRO 1787 (PR017S7), mRNA 


NM 018589 ' 


Homo sapiens hypothetical protein PR01635 (PR01635), mRNA 


NM 018587 


Homo sapiens hypothetical protein PRO 161 7 (PRO 16 17), mRNA 


NM 018503 


Homo sapiens hypothetical protein PR01598 (PR01598), mRNA 


NM 018586 


Homo sapiens hypothetical protein PRO 15 84 (PRO 15 84), mRNA 


NM 018502 


Homo sapiens hypothetical protein PRO 15 80 (PRO 15 80), mRNA 


NM 018603 


Homo sapiens hypothetical protein PRO 1496 (PRO 1496), mRNA 


NM 018584 


Homo sapiens hypothetical protein PRO 1489 (PR01489), mRNA 


NM 018582 


Homo sapiens hypothetical protein PR01483 (PR01483), mRNA 


NM_0 18602 


Homo sapiens DnaJ (Hsp40) homolog, subfamily A, member 4 (DNAJA4), 
mRNA 


NM 018578 


Homo sapiens hypothetical protein PR01257 (PR01257), mRNA 


NM 018576 


Homo sapiens hypothetical protein PROl 163 (PRO 1 163), mRNA 


NM 018497 


Homo sapiens hypothetical protein PRO 1048 (PRO 1048), mRNA 


NM 018565 


Homo sapiens hypothetical protein PRO0899 (PRO0899), mRNA 


NM 018562 


Homo sapiens hypothetical protein PRO0386 (PRO0386), mRNA 


NM 018590 


Homo sapiens hypothetical protein PRO0082 (PRO0082), mRNA 


NM_0 18667 


Homo sapiens sphingomyelin phosphodiesterase 3, neutral membrane (neutral 
sphingomyelinase II) (SMPD3), mRNA 


NM_017544 


Homo sapiens transcription factor NRF (NRF), mRNA 


NM_0 18468 


Homo sapiens uncharacterized hematonoietic stem/nropenitr»r rell<; nrntHn 
MDS033 (MDS033), mRNA 


NM_0 18467 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS032 (MDS032), mRNA 


NM_0 18464 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS029 (MDS029), mRNA 


NM 018688 


Homo sapiens bridging integrator 3 (BIN3), mRNA 


NM 018686 


Homo sapiens CMP-N-acetylneuraminic acid synthase (CMAS), mRNA 


NM 018446 


Homo sapiens glycosyltransferase AD-017 (AD-017), mRNA 
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NM 018416 


Homo sapiens FOXJ2 forkhead factor (FHX), mRNA , 


NM 018407 


Homo sapiens putative integral membrane transporter (LC27), mRNA 


NM 018472 


Homo sapiens uncharactenzed hypothalamus protein H1U1 1 (HT01 1), mRNA 


NM 018471 


Homo sapiens uncharacterized hypothalamus protem HT010 (HT010), mRNA 


NM 018470 


Homo sapiens uncharactenzed hypothalamus protein HT009 (HT009), mRNA 


NM 018469 


Homo sapiens uncharactenzed hypothalamus protem HT008 (HT008), mRNA 


NM 017523 


Homo sapiens XLAP associated factor-1 (HSXIAPAF1), mRNA 


NM 017514 


Homo sapiens SEX gene (HSSEXGENE), mRNA 


NM 017512 


Homo sapiens rTS beta protein (HSRTSBETA), mRNA 


NM 016536 


Homo sapiens HSPC059 protein (HSPC059), mRNA 


NM 018553 


Homo sapiens ELG protein (HSA277841), mRNA 


NM 018403 


Homo sapiens transcription factor (SMIF gene) (HSA275986), mRNA 


NM 018404 


Homo sapiens centaurin, alpha 2 (CENTA2), mRNA 


NM 018401 


Homo sapiens gene for serine/threonine protein kinase (HSA250839), mRNA 


NM 017582 


Homo sapiens NICE-5 protem (HSA243666), mRNA 


NM_0 18684 


Homo sapiens hepatocellular carcinoma-associated antigen 127 (HCA127), 
mRNA 


NM_0 18477 


Homo sapiens uncharacterized hypothalamus protein HARP 1 1 (HARP 1 1), 
mRNA 


NM 018652 


Homo sapiens golgin-like protein (GLP), mRNA 


NM_0 17962 


Homo sapiens hypothetical protein FLJ20S25 (FLJ20825), mRNA 


NM 017961 


Homo sapiens hypothetical protein FLJ20813 (FLJ20813), mRNA 


NM 017960 


Homo sapiens hypothetical protein FLJ20808 (FLJ20808), mRNA 


NM 017959 


Homo sapiens hypothetical protein FLJ20802 (FLJ20802), mRNA 


NM 017958 


Homo sapiens hypothetical protein FLJ20783 (FLJ20783), mRNA 


NM 017957 


Homo sapiens epsin 3 (FLJ20778), mRNA 


NM 017956 


Homo sapiens hypothetical protein FLJ20772 (FLJ20772), mRNA 


NM 017950 


Homo sapiens hypothetical protein FLJ20753 (FLJ20753), mRNA 


NM 017949 


Homo sapiens hypothetical protein FLJ20739 (FLJ20739), mRNA 


NM 017946 


Homo sapiens hypothetical protein FLJ20731 (FLJ20731), mRNA 


NM 017953 


Homo sapiens hypothetical protein FLJ20729 (FLJ20729), mRNA 


NM 017943 


Homo sapiens hypothetical protein FLJ20725 (FLJ20725), mRNA 


NM 017941 


Homo sapiens hypothetical protein FLJ20721 (FLJ20721), mRNA 


NM 017938 


Homo sapiens hypothetical protein FLJ20716 (FLJ20716), mRNA 


NM 017937 


Homo sapiens hypothetical protein FLJ20712 (FLJ20712), mRNA 


NM 017932 


Homo sapiens hypothetical protein FLJ20700 (FLJ20700), mRNA 


NM 017929 


Homo sapiens hypothetical protem FLJ20695 (FLJ20695), mRNA 


NM 017928 


Homo sapiens hypothetical protein FLJ20694 (FLJ20694), mRNA 


NM 017925 


Homo sapiens hypothetical protein FLJ20686 (FLJ20686), mRNA 


NM 017920 


Homo sapiens hypothetical protein FLJ20654 (FLJ20654), mRNA 


NM 017919 


Homo sapiens hypothetical protein FLJ20651 (FLJ20651), mRNA 


NM 017918 


Homo sapiens hypothetical protein FLJ20647 (FLJ20647), mRNA 


NM 017917 


Homo sapiens hypothetical protein FLJ20644 (FLJ20644), mRNA 


NM 017916 


Homo sapiens hypothetical protein FLJ20643 (FLJ20643), mRNA 


NM 017915 


Homo sapiens hypothetical protein FLJ20641 (FLJ20641), mRNA 


NM 017912 


Homo sapiens hypothetical protein FLJ20637 (FLJ20637), mRNA 


NM 017909 


Homo sapiens hypothetical protein rl_J 20627 (rl^JzUoZ/j, mKJNA 


NM 017907 


Homo sapiens hypothetical protein FLJ20625 (FLJ20625), mRNA 


NM 017903 


Homo sapiens hypothetical protein FLJ20618 (FLJ2061S), mRNA 


NM 017901 


Homo sapiens two-pore channel 1, homolog (KIAA1 169), mRNA 


NM 017900 


Homo sapiens hypothetical protein FLJ20608 (FLJ20608), mRNA 


NM 017899 


Homo sapiens hypothetical protein FLJ20607 (TSC), mRNA 
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mm 017897 

IN IVx \J X 1 0 .7 / 


Homo saniens hvoothetical nrotein FLJ20604 (TLJ20604} mRNA 


NM 017894 


Homo saniens hvnothetical nrotein FLJ2059^ (TLJ20595^ mRNA 


NM 017893 


Homo saniens sema domain immunoglobulin domain (\&\ transmembrane 
domain (TM) and short cytoplasmic domain, (semaphorin) 4G (SEMA4G), 
mRNA 


NM 017891 


Homo sapiens hypothetical protein FLJ20584 (FLJ20584), mRNA 


NM 017885 


Homo sapiens hypothetical protein FLJ20568 (FLJ20568), mRNA 


NM 017881 

JL 1 IT 1 \J X / UU 1 


Homo saniens hvoothetical nrotein FLJ20559 (TLJ20559 > 1 mRNA 


NM 017876 


Homo saniens hvoothetical orotein FLJ20552 fFLJ20552 > > mRNA 


NM 017873 


Homo saniens hvnothetical orotein FLJ20548 <TLJ'?0548 > ) mRNA 


NM 017868 


Homo sapiens hypothetical protein FLJ20535 (FLJ20535), mRNA 


NM 017866 


Homo saoiens hvoothetical orotein FLJ20533 CFLJ 9 0533^ mRNA 


NM 017863 


Homo sapiens hypothetical protein FLJ20527 (FLJ20527), mRNA 


NM 017860 


Homo sapiens hypothetical protein FLJ20519 (FLJ20519), mRNA 


NM 017858 


Homo sapiens hypothetical protein FLJ20516 (FLJ20516), mRNA 


NM 017856 


Homo sapiens hypothetical protein FLJ20514 (FLJ20514), mRNA 


NM 017854 


Homo saniens hvnothetical orotein FLJ20512 (FLJ20512^ mRNA 


NM 017853 


Homo saoiens hvoothetical orotein FLJ205 1 1 fFLJ205 \V\ mRNA 


NM 017851 

J. tIXVX U 1 / U J X 


Homo saniens hvnothetical orotein FLJ' > 0509 CFLJ20509^ mRNA 


NM 017848 

X > 1Y1 V/ 1 / u~u 


Homo saoiens hvoothetical orotein FLJ?0506 (FLJ20506} mRNA 


NM 017843 


Homo saniens breast carcinoma amnlified seauence 4 rBCAS4 > ) mRNA 


NM 0178^6 

A > XVX \7 X ( Uw'U 


Homo saoiens hvnothetical orotein FLJ20473 ^^20473^ mRNA 

xiviuu Ljupi viio 11 ypuuiwiivui pi v/iviii x J-^^/ +—< \j t ^ j »x j — >«j vy i / — J ^ xixxa_l tixtx. 


NM 017834 


Homo saoiens hvnothetical orotein FLJ20464 TFLJ20464'! mRNA 

11UU1U OUpivlliJ 11 y puuiviivui pi V/ Lwlll X Xiw *<UTUT I X Xj*I ^-^V/ I V/ I lllXVl XX X 


NM 017831 


Homo saoiens hvnothetical orotein FLJ20456 TFLJ20456^ mRNA 

11U111U OCtpivllu 1 1 Y pv/tllw tlVUi pi vlvlll X XjJx.v~«/v \X A<V~iy Vf j lllXvl 1i 1 


NM 017828 


Homo saoiens hvnothetical nrotein FLJ20452 ^02045^^ mRNA 

iiuinu oupiviio liypv/uiw nv/ui pi viviii jl \j t ^ ix. m-j%* * ~? —i j ^ 1111.v1.1x v 


NM 017825 


Homo saoiens hvnothetical orotein FLJ20446 fFLJ20446 > l mRNA 

llulllv uClplVllk) 11 YpUUlwVlvUl pi VLVlll X X-JtJ +~\J ■ IV \ X }L*jO £m\t I • V/ / j llllVl 1 1 X 


NM 0178^4 

X TXTX V/ X / VV-^— I 


Homo saoiens hvnothetical orotein FLJ20445 fFLJ20445 > > mRNA 

xiv/iuu uupiviio iijr pvniwiium pi ^/iwiii x x/jx>u r / »x j — j*j ±— \j i r«v y ^ iiix\x ixx 


NM 017819 

X V X / KJ X 


Homo saoiens hvoothetical orotein FLJ20412 (TLJ20432^ mRNA 

xiwuiv oupiviiu Hrpviuviivui r xxx x -t — /*J yJ r«.>w y^x J — /*j w r — ' ^ / ^ iiixvi ix x 


NM 017817 


Homo saniens hvnothetical orotein FLJ204^9 ^020429") rnRNA 

XlVlllvr OupiVllO 11V pV/UlwllVUl pi VLvlll X J— /*F **\/~^*^ %X X^JidV'X// I ^ XXXXVX^IXX 


NM 017816 


Homo saoiens hvnothetical orotein FLJ20425 CFLJ20425^ mRNA 

ixwiiiw oapiviio ii ypuuiviivui pi uiviix x. xjjx.v~i*-/ y^x x — i^x^u r^>_/ yj iijulvx ix x 


NM 017814 


Homo saoiens hvoothetical orotein FLJ20422 fFLJ204221 mRNA 

1 XVlllV Olipivllu 11 Y U v lilv 11 vUl L/IV Will X. X — t%3 ±* \J r i * y X. X — /v^ \J.*£+J^ llilvJ, 1a X 


NM 017813 


Homo sapiens hypothetical protein FLJ20421 (FLJ20421), mRNA 


NM 017812 


Homo sapiens hypothetical protein FLJ20420 (FLJ20420), mRNA 


NM 017808 


Homo sapiens hypothetical protein FLJ20413 (FLJ20413), mRNA 


NM 017805 


Homo sapiens hypothetical protein FLJ20401 (FLJ20401), mRNA 


NM 017803 


Homo saoiens hvoothetical orotein FLJ20399 (TLJ20399 > > mRNA 

llVlllV/ UUL/lWllU J pUlllvllVUl L/l VtVllA X JLmS*J \S «_/ *f *S \ JL Jk^*J> +*\J *S *r J y 1111V1 Ix X 


NM 017801 


Homo saoiens hvoothetical orotein FLJ20396 (TLJ20396 > > mRNA 

11V/11.1V/ UUUlVllU lljr pWlllw tlVUl Ul VlVlll X. J — /*J \J S \J ^X. UJ ^V^y V/yj 11HVJ- li X 


NM 017799 


Homo saoiens hvoothetical orotein FLJ20392 CFLJ203921 mRNA 

"■"■■■vlllv OUpiVllu 11 Y L/V/lllV llvill l^/X \J 111 X- Ijv <w W w/ _y X^ IX, UJ Jm*\J S J *y 11HVL X 


NM 017793 


Homo saoiens hvoothetical orotein FLJ20374 <TLJ20374 > ) mRNA 


NM 017791 


Homo sapiens hypothetical protein FLJ20371 (FLJ20371), mRNA 


NM 017787 


Homo saoiens hvoothetical orotein FL J20 1 54 (TLJ20 1 54") mRNA 

x 1V111V ljUL/IVAIO 11 V L/\_/ LX lv tlVVil tvlll X. 1 *** \J X ^ * ^ X JLiv Xp^ V/ X w* T / ^ ilJJLVi Ix. X 


NM 017782 


Homo sapiens hypothetical protein FLJ20360 (FLJ20360), mRNA 


NM 017781 


Homo sapiens hypothetical protein FLJ20359 (FLJ20359), mRNA 


NM 017779 


Homo saoiens hvoothetical orotein FLJ20354 (TLJ20354 > ) mRNA 

**viaiv uupiviio x x Y k-' iv/ vivui x -* *-v/ xxx x r \ x. i i^/ x^ w r f ^ nnvi "i x 


NM 017777 


Homo sapiens hypothetical protein FLJ20345 (FLJ20345), mRNA 


NM 017776 


Homo saoiens hvoothetical orotein FLJ20344 fFLJ20344 > > mRNA 

x i-wiiiv oupiviiu iij pvuiviivui pivtwui a_/v a« \y _j i i y^x xvj^vJ i r ^ ^ iiiivxixi 


NM 017773 


Homo sapiens hypothetical protein FLJ20340 (FLJ20340), mRNA 


NM 017769 


Homo sapiens hypothetical protein FLJ20333 (FLJ20333), mRNA 


NM 017767 


Homo sapiens hypothetical protein FLJ20327 (FLJ20327), mRNA 


NM 017766 


Homo sapiens hypothetical protein FLJ20321 (FLJ20321), mRNA 


NM 017765 


Homo sapiens hypothetical protein FLJ20320 (FLJ20320), mRNA 


NM 017763 


Homo sapiens hypothetical protein FLJ20315 (FLJ20315), mRNA 
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NM 017761 


Homo sapiens hypothetical protein FLJ20312 (rLJzU312) 5 mRNA 


NM 017760 


Homo sapiens hypothetical protein FLJ203 1 1 (rLJzU3 11), mRNA 


NM 017755 S 


Homo sapiens hypothetical protein FLJ20303 (rLJzU3U3), mRNA 


NM 017752 


Homo sapiens hypothetical protein FLJ2029b (FJLJ20298), mRNA 


NM 017750 


Homo sapiens hypothetical protein FLJ20296 (FLJ20296), mRNA 


NM 017746 


Homo sapiens hypothetical protein FLJ20287 (FLJ20287), mRNA 


NM 017745 


Homo sapiens hypothetical protein FLJ20285 (FLJ20285), mRNA ! 


NM 017742 


Homo sapiens hypothetical protein FLJ20281 (FLJ20281), mRNA 


NM 017741 


Homo sapiens hypothetical protein FLJ20280 (FLJ20280), mRNA 


NM_017739 


Homo sapiens O-linked mannose betal^-N-acetylglucosaminyltransferase 
(FLJ20277), mRNA 


NM 017737 


Homo sapiens hypothetical protein FLJ20275 (FLJ20275), mRNA 


NM 017729 


Homo sapiens hypothetical protein FLJ20258 (FLJ20258), mRNA 


NM 017728 


Homo sapiens hypothetical protein FLJ20255 (FLJ20255), mRNA 


NM 017727 


Homo sapiens hypothetical protein FLJ20254 (FLJ20254), mRNA 


NM_0 17724 


Homo sapiens leucine nch repeat (m FLII) interacting protem 2 (LRRFIP2), 
mRNA 


NM 017721 


Homo sapiens hypothetical protein FLJ20241 (FLJ20241), mRNA 


NM 017713 


Homo sapiens hypothetical protein FLJ20211 (FLJ20211), mRNA 


NM 017712 


Homo sapiens hypothetical protein FLJ20208 (FLJ20208), mRNA 


NM 017710 


Homo sapiens hypothetical protein FLJ20203 (FLJ20203), mRNA 


NM 017708 


Homo sapiens hypothetical protein FLJ20200 (FLJ20200), mRNA 


NM 017707 


Homo sapiens hypothetical protein FLJ20199 (FLJ20199), mRNA 


NM 017706 


Homo sapiens hypothetical protein FLJ20195 (FLJ20195), mRNA 


NM 017705 


Homo sapiens hypothetical protein FLJ20190 (FLJ20190), mRNA 


NM 017703 


Homo sapiens hypothetical protein FLJ20188 (FLJ20188), mRNA 


NM 017702 


Homo sapiens hypothetical protein FLJ20186 (FLJ20186), mRNA 


NM 017700 


Homo sapiens hypothetical protein FLJ20184 (FLJ201S4), mRNA 


NM 017696 


Homo sapiens hypothetical protein FLJ20170 (FLJ20170), mRNA 


NM 017694 


Homo sapiens hypothetical protein FLJ20160 (FLJ20160), mRNA 


NM 017693 


Homo sapiens hypothetical protein FLJ20159 (FLJ20159), mRNA 


NM 017691 


xx * t j i . • i . x^x x/% r\ ■* f y /' ■ »x x/^ ai r x^ ~v t a 

Homo sapiens hypothetical protem FLJ20156 (FLJ20156), mRNA 


NM 017689 


Homo sapiens hypothetical protein FLJ20151 (FLJ20151), mRNA 


NM 017688 


Homo sapiens hypothetical protein FLJ20150 (FLJ20150), mRNA 


NM 017685 


Homo sapiens hypothetical protein FLJ20139 (FLJ20139), mRNA 


NM 017684 


Homo sapiens hypothetical protein FLJ20136 (FLJ20136), mRNA 


NM 017682 


Homo sapiens hypothetical protein FLJ20132 (FLJ20132), mRNA 


NM 017681 


Homo sapiens hypothetical protein FLJ20130 (FLJ20130), mRNA 


NM 017679 


Homo sapiens hypothetical protein FLJ20128 (FLJ20128), mRNA 


NM 017674 


XX "1 j1 a * 1 . T"»T T/\ r\ -1 ^ /TIT X»^ /\ "1 ^\ ^ \ "VTA 

Homo sapiens hypothetical protein FLJ20123 (FLJ20123), mRNA 


NM 017664 


Homo sapiens hypothetical protein FLJ20093 (FLJ20093), mRNA 


NM 017661 


XT X j-t i . * x~>T x^ AAO/" /*x~ 'X T^ f\f\ O /T\ T*1"KT A 

Homo sapiens hypothetical protein FLJ20086 (FLJ20086), mRNA 


NM 017660 


Homo sapiens hypothetical protein FLJ20085 (FLJ20085), mRNA [ 


NM 017658 


Homo sapiens hypothetical protein FLJ20081 (FLJ20081), mRNA i 


NM 017656 


Homo sapiens hypothetical protem FLJ20079 (FLJ20079), mRNA 


NM 017655 


Homo sapiens hypothetical protein FLJ20075 (FLJ20075), mRNA 


NM 017654 


Homo sapiens hypothetical protein FLJ20073 (FLJ2UU73), mRNA 


NM 017653 


Homo sapiens hypothetical protein FLJ20071 (FLJ20071), mRNA 


NM 017651 


Homo sapiens hypothetical protem FLJ20069 (FLJ20069), mRNA 


NM_017650 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 9 A 
(PPPlR9A),mRNA 


NM 017649 


Homo sapiens cyclin M2 (CNNM2), mRNA 
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NM 017644 


Homo sapiens hypothetical protein FLJ20059 (FLJ20059), mRNA 


NM 017643 


Homo sapiens hypothetical protein FLJ20055 (FLJ20055), mRNA 


NM 017639 


Homo sapiens hypothetical protein FLJ20047 (FLJ20047), mRNA 


NM 017638 


Homo sapiens hypothetical protein FLJ20045 (FLJ20045), mRNA 


NM 017633 


Homo sapiens hypothetical protein FLJ20037 (FLJ20037), mRNA 


NM 017631 

111"! \J X. 1 VJJ 1 


Homo saniens hvnothetical nrotein FLJ20035 (TLJ20035 # mRNA 


NM 017630 

A^IXVX \J JL / UJU 


Homo saniens hvnothetical nrotein FLJ20034 (TLJ20034 1 mRNA 


NM 017627 


Homo saniens hvnothetical nrotein FLJ20030 (TLJ20030 1 mRNA 


NM 0176^6 


Homo saniens DnaJ THsn40i homolot? sufofamilv B member 12 fDNAJB12i 
mRNA 


NM 017621 


Homo sapiens hypothetical protein FLJ20013 (FLJ20013), mRNA 


NM 017618 


Homo sapiens hypothetical protein FLJ20006 (FLJ20006), mRNA 


NM 017617 


Homo sapiens hypothetical protein FLJ20005 (FLJ20005), mRNA 


NM 017615 

J. 1 X ▼ X V X / V/ X 


Homo sapiens hypothetical protein FLJ20003 (FLJ20003), mRNA 


NM 01S394 

1 > XVX v 1 U Jy ~ 


Homo saniens hvnothetical nrotein FLJ1 1342 fFLJl 1342 1 mRNA 


NM 018393 


Homo saniens hvnothetical nrotein FLJl 1336 fFLJl 1336i mRNA 

llviliV OUL/lVlik? XX Y V-r HAW L1VU1 L,/X \J VV 111 X X-S«F X X ^ «— ' 1 X Uv X X — / V/ I j XX XX VX "XX 


NM 018391 


Homo sapiens hypothetical protein FLJl 1328 (FLJl 1328), mRNA 


NM 018389 

xNxYX UIOJU/ 


Homo saniens GDP-fucose transnorter 1 fFLTl 13?0i mRNA 

X JLV111U Oa^lvllJ VJX/X lUvUOv LI dllOJ-Jwl LV^l X \^X J — 'J X 1 *J *Z*\J J y UllVL lix 


NM 018388 


Wftmn <iarvien<s nvnothptinfil nrotein PT T1 1316 fFT Tl 1 31 6 1 mRNA 


NM 018386 


Homo saniens hvnothetical nrotein FLJl 1305 (FLJl 1305 i mRNA 


NM 018383 

X ^1 1YX W X OJOJ 


Homo saniens hvnothetical nrotein FLJl 1294 fFLJl 1294^ mRNA 


ISnVf 018380 

x > 1 VX V/ X U JUu 


Homo saniens DF AD/H f Asn-Glu-Ala-Asn/His i box nolvnentide 28 fDDX28^ 
mRNA 


NM 018379 


Homo saniens hvnothetical nrotein FLJl 1280 CFLJ11^80i mRNA 

llVlllv OUUlvllO 11J UUlllVllVtll pi VlVlll JL X^J X XX^UVr IX X^»f X X^Wyj llli-Vl li X 


NM 018376 


Homo sapiens hypothetical protein FLJl 1275 (FLJl 1275), mRNA 


NM 018375 


Homo saniens hvnothetical nrotein FLJl 1274 (TLJl 1274f mRNA 

X lv/lll\J OCilJ 1 VI lw 11 Y UvLllVllvlil LV1 Vivlll X X_>*s X X ^— r / r \ X X^/v X X # i / 11LLV1 ~ -i X 


NM 018374 


Homo saniens hvnothetical nrotein FLJl 1273 fFLJl 1273^ mRNA 


NM 01837^ 


Homo sapiens hypothetical protein FLJl 1269 (FLJl 1269), mRNA 


NM 018370 


Homo saniens hvnothetical nrotein FLJl 1259 (TLJl 1259 # mRNA 

X J.V/111V-/ uupivllu 11 J pvtllv UvUl Lfl V/twlll X. -1 — /*J X 1 S y^X J — i%J X X «f 11UVL 1^ X 


NM 018366 


Homo sapiens hypothetical protein FLJl 1230 (FLJl 1230), mRNA 


NM 018365 


Homo sapiens hypothetical protein FLJl 1222 (FLJl 1222), mRNA 


NM 018360 


Homo sapiens hypothetical protein FLJl 1209 (FLJl 1209), mRNA 


NM 018359 


Homo sapiens hypothetical protein FLJl 1200 (FLJl 1200), mRNA 


NM 018357 


Homo saniens hvnothetical nrotein FLJl 1 196 fFLJl 1 196^ mRNA 

XlV/lllV UV4-L/1 Vllu 11 Y UvlllvtlVUI L/l Vlwlll X JUv X X X *S \J IX 1 X X -L -X V-/ / ^ AAAIVI ^x X 


NM 018356 


Homo saniens hvnothetical nrotein FLJl 1 193 (TLJl 1 193^ mRNA 

X IVlllv/ uClp X w Uu 11 y L_/ V_7 tllv llVUl L/X V/ IVill X ■ /*/ X X X *S *J I X J — *%J A. X X ~* J ^ 1 IxXVx ^ 1 X 


NM 018355 


Homo saniens hvnothetical nrotein FLJl 1191 fFLJl 1191) mRNA 

llVlUv OUpivllO 11 V pVFUlvUvHl pi Vlvlll X J—tJ X X X^ X IX 1 1 1/ 1 f, 11UVL 11 X 


NM 018351 

X 1 XT X V X V x 


Homo saniens hvnothetical nrotein FLJl 1 1 83 (TLJl 1 183") mRNA 

IXVlIlx/ OUL/XVliiJ 11 V UuLllvLlVUl ul Vlvlll X J — t»J X X X \J \ X X_J*F X X 1 U J / ^ 11-U-VJ- 1* X 


NM 018350 


Homo saniens hvnothetical nrotein FLJl 1181 fFLJl 1 181 1 mRNA 

llvllIV UUL/lVllU _/ L/VlllVUvUl Lyi VbvUl X X^/ftJ XXX W X \ X M m ,j4J XXX w X / «j AiUxJl * X X 


NM 018349 


Homo sapiens hypothetical protein FLJl 1 175 (FLJl 1 175), mRNA 


NM 018348 


Homo saniens hvnothetical nrotein FLJl 1171 fFLJl 1 171 1. mRNA 

iiviiiv/ ouL/iviitj ii y pvtiiviivui pi Vlvlll X- * X X X f X 1-1 1 X X / X / y IXXX^X ~ X X. 


NM 018346 


Homo sapiens hypothetical protein FLJl 1 164 (FLJl 1 164), mRNA 


NM 018344 


Homo sapiens hypothetical protein FLJl 1 160 (FLJl 1 160), mRNA 


NM 018343 


Homo sapiens hypothetical protein FLJl 1 159 (FLJl 1 159), mRNA 


NM 018342 


Homo sapiens hypothetical protein FLJl 1 155 (FLJl 1 155), mRNA 


NM 018338 


Homo saniens hvnothetical nrotein FLJl 1 142 (TLJl 1 142) mRNA 

XlV/lllV UiiUivlU 11 J V VlllV 11 VU1 Ul vlvlll X X—/\J X X X im \ X Xv«/ X X X i 1 2 XXXX^X^X X 


NM 018335 


Homo saniens hvnothetical nrotein FLJl 1 132 fFLJl 1 132^ mRNA 

llV/lllv OUpivllO 11J L/VlllvllVUl Ul vlvlll JL 1 /mJ X X X —J \ X^J*J X X X ~J J-* J ^ 11U.V1 IX X 


NM 018329 


Homo sapiens hypothetical protein FLJl 1117 (FLJl 1117), mRNA 


NM 018328 


Homo sapiens hypothetical protein FLJl 1113 (FLJl 1113), mRNA 


NM 018326 


Homo sapiens hypothetical protein FLJl 1110 (FLJl 1 1 10), mRNA 


NM 018324 


Homo sapiens hypothetical protein FLJl 1 106 (FLJl 1 106), mRNA 


NM 018323 


Homo sapiens hypothetical protein FLJl 1 105 (FLJl 1 105), mRNA 


NM 018321 


Homo sapiens hypothetical protein FLJl 1 100 (FLJl 1 100), mRNA 
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rvTTV yf A1 Oil A 

1NJV1 OlcOiO 


jiomo sapiens nypoineucai proxem r.uj i iu /o \r -L»j i iv /o), xtu\jn/\ 


InM 018314 


Homo sapiens hypothetical protein r jlj i luoo {rL,j i lUoo ), mKJNA 


XTA A A1 OTAQ 


Homo sapiens hypothetical protein ru 1 iU4o (Jtjlj i iU4o), mKJNA 


1NM 018308 


Homo sapiens hypothetical protein rLJ l 1042 (rLJ 1 1042), mKJNA 


NM 01830/ 


Homo sapiens hypothetical protein rLJ 1 1040 (rLJl 1040), mKJNA 


XTX vf A1 OIA^ 

NM 018306 


Homo sapiens hypothetical protem JbJLJl 1036 (rLJl 1036), mKJNA 


XTTt JT A1 OIA/I 

NM 018304 


Homo sapiens hypothetical protein rJLJl 1029 (rL,Jl 1029), mKJNA 


XTTV If 

NM 018302 


Homo sapiens hypothetical protein rLJl 1017 (JbLJl 1017), mKNA 


XTA K A1 P1AA 

NM 018299 


Homo sapiens hypothetical protem rLJl 101 1 (rLJl 101 1), mKJNA 


vnv k a 1 acin 
NM 018297 


Homo sapiens peptideiN-glycanase similar to yeast rJNCjl (rLJl 1005), mKJNA 


XTA If A1 O^rt^ - 

NM 018296 


TT - . * i il 1.1 1 , j ^ " T?T T 1 1 AA>I /T"?T T "1 1 f\f\ A \ T% XTA 

Homo sapiens hypothetical protem rLJl 1004 (FLJ1 1004), mRNA 


xnt k nto^nA 

NM 018294 


Homo sapiens hypothetical protem rLJ 10998 (rLJl 0998), mRNA 


NM 018292 


Homo sapiens hypothetical protein rLJ 10989 (rLJ 10989), mRNA 


NM 018289 


Homo sapiens hypothetical protein rLJl 0979 (FLJ10979), mRJNA 


NM_0 18288 


TT * 1 il i ' _ 1 » • T^T T 1 r\f\^l C /TT^T T1 T»"KT A 

Homo sapiens hypothetical protein FLJ10975 (FLJ10975), mRNA 


NM 018279 


TT "1 x1_ x* 1 x T*T T1 AAT /" /T~>T T1 ✓"N t*\t a 

Homo sapiens hypothetical protem FLJ10936 (FLJ10936), mRNA 


NM 018275 


T T" • "l x1_ ^ xJ _ _ 1 x _ ' T*T T 1 f\C\'~S C /T7X T 1 /\ ^ C\ T» XT A 

Homo sapiens hypothetical protein FLJ10925 (FLJ10925), mRNA 


NM 018271 


TT 1_ il . ; 1 j T?T T1 /Aril /T^T T1 AA1 r*\ T*XT A 

Homo sapiens hypothetical protein FLJ10916 (FLJ10916), mRNA 


"KTX Jf A 1 Ci /~ A 

NM 018264 


TT 1_ il . • 1 x T1 r\f\f\l~\ /T7T T1 Af\AA\ T»XT A 

Homo sapiens hypothetical protem FLJ10900 (FLJ10900), mRNA 


XTK If A 1 O ^ z'' 1 

NM 018261 


TT _ ' O O 1 ' 1 / O T? / ^ O \ T> \ T A 

Homo sapiens Sec3-hke (SEC3), mKNA 


NM 018260 


T T . . _ , ' _ „ _ 1^. ^ x1^ x- 1 _^ _ x 1 TT^T T1 AOA 1 / i T 1 /\ O ^ *l \ Tl X T A 

Homo sapiens hypothetical protem rLJ 10891 (rLJ 10891), mRNA 


XTTV If /~\'\ Olf A 

NM 018259 


TT — - . * 1 x1_ _ x * ^ ^ 1 j * T?T T 1 f \ O f\/"\ /T7T T 1 /\ Of\f\\ TT XTA 

Homo sapiens hypothetical protein FLJ 10890 (FLJ10890), mRNA 


XTX >T A1 0 t ^ /\ 

NM 018250 


TT * 1 xl j.' ^ 1 _ . _ ' T?T Tl AOT1 /T7T Tl AOT1 \ _»T»\T A 

Homo sapiens hypothetical protein FLJ10871 (FLJ10871), mRNA 


NM 018248 


Homo sapiens hypothetical protein FLJ 10858 (FLJ10858), mRJNA 


NM 018247 


TT * -1 xT_ x ' 1 x * T'T Tl AOCiT /TT'T T1 AOf /^\ TT XT A 

Homo sapiens hypothetical protem FLJ10856 (FLJ10856), mRNA 


"X Tti If f\ 1 OO A ^ 

NM 018246 


TT— 1 xT_ j * 1 x * T"»T T 1 /\nri /T^T Tl /\ O ^ **> \ T» Tv T A 

Homo sapiens hypothetical protein FLJ10853 (rLJl 0853), mRNA 


XTTV Jf A1 M /II 

NM 018243 


T T * _ 1 x1_ xJ _ 1 j • T7T T1 AO il A APT T1 AO>IA\ TTXTA 

Homo sapiens hypothetical protem FLJ 1 0849 (FLJ 1 0849), mRNA 


XTTV Jf A 1 O O 

NM 018238 


TT* " 1_ x1_ _x^ _ 1 x_* T?T T 1 f \ O A f "\ /TT?T T "1 f \ O A *~\ \ TTX T A 

Homo sapiens hypothetical protein FLJ10842 (FLJ10842), mRNA 


xtat ai ooc 
NM 018235 


TT - ^ ^ * 1 , xl_ x^ 1 ^ j * ^ TT'T T 1 f\ O f\ /*T?T Tl AOO /"V\ T> XTA 

Homo sapiens hypothetical protem FLJ 10830 (rLJ 10830), mRJNA 


ATA X AI OT3/1 

NM 018234 


T T _ " — _ T_ _ ^ x1 xJ _ _ 1 x — . J~ TTT T 1 /\ O /~ l 'T T 1 f\0^\(W ».T) XT A 

Homo sapiens hypothetical protein rLJ 10829 (rLJ 10829), mKJNA 


XTA K A 1 O T2 1 

NM 018231 


TT - — ~ ^ * ^ - _ ^ i ^ xl_ x^ _ _ 1 x^ . i /T T 1 A01 ^ /T"?T T*l /A O 1 £T \ TT XT A 

Homo sapiens hypotliehcal protem rLJ 108 15 (rLJ 108 15), mRJNA 


NM 018229 


T T „ „ „ „ " „ 1 „ xl_ ~xJ 1 „ 4 ' T7T Tl AOI *5 /T7T T1 AO 1 O \ T*\ "v T a 

Homo sapiens hypothehcal protein rLJ 108 13 (FLJ 108 13), mRNA 


XTA /f AI OOIO 

NM 018228 


TT,-. . , , _ ___ ' , . , _ T_ _ , . . _ xT_ _xJ 1 -i ; T?T T1 AOI 1 /~T7T T1 A01 1 \ .-. , T> XT A 

Homo sapiens hypothetical protein rLJ 1081 1 (FLJ 1 0811), mRJNA 


XTTV Jf f\ 1 OT"7 

NM 01b227 


TT - » ■ 1 xl_ _ x ' _ _ 1 x — 1 — . T?T T 1 i*\ O/^ O /' 1 *T Tl f \ O f\ 0\ _ Tt XT A 

Homo sapiens hypothetical protein rLJIOSOS (FLJ10808), mRNA 


NM 018224 


Homo sapiens hypothetical protein FLJ10803 (FLJ10803), mRNA 


NM 018222 


Homo sapiens parvm, alpha (PARVA), mRNA 


NM 018221 


Homo sapiens chromosome 2 open reading frame 6 (C2orf6), mRNA 


XTTV Jf AI 001 ^ 

NM 018216 


T T — * 1 «_T x' 1 x * T~ <T Tl AIOA /t->t T 1 /~\ ^ O O \ TTXT A 

Homo sapiens hypothetical protein FLJ10782 (FLJ10782), mRNA 


NM 018215 


Homo sapiens hypothetical protein FLJ10781 (FLJ10781), mRNA 


\T\ Jf AI Oil A 

NM_0 18214 


Homo sapiens LAP (leucine-nch repeats and PDZ) and no PDZ protein (LANO), 
mKJNA 


XTA/f AI CO 1 A 

JNM OloZlU 


Homo sapiens hypothetical protein rLJ10769 (rLJ 10769), mKJNA 


XTA if A1 OOAO 

NM 01820o 


TT j-. -r. -. " 1 xl x- "1 « x ^ \ — . T?T Tl 1 /T?T T 1 /"\ ^7 /T 1 \ — T^ XT A 

Homo sapiens hypothetical protein rLJ 10761 (rLJ 10761), mKNA 


XTTV l\ A1COA1 

NM 018203 


TLT>-«-m«« ^ ~ ' 1 xl^ xl 1 ^ x — , - — T"?T Tl f\^7 A O /"T? T T 1 f\^t A 0\ TT X T A 

Homo sapiens hypothetical protein rLJl 0748 (FLJ 10748), mKNA 


XTAvf A1 OOA1 

NM 018201 


T T — * _, . ^ , , 1 , . j, - ! _ xj _ _ 1 „_ _ x„ T7T T 1 AT yl O /'T7T T1 A*7/l *3\ ___T) XT A 

Homo sapiens hypothetical protein FLJ10743 (rLJ 10743), mKNA 


TtflVT niRlQO 
iNivi yjioiyy 


nomo sapiens nypotneucai protem r jlj iu/ jo ^.r jlj iu / Joy, itlkjn/\ 


NM 018198 


Homo sapiens hypothetical protein FLJ10737 (FLJ10737), mRNA 


NM 018196 


Homo sapiens epsilon-trimethyllysine hydroxylase (FLJ 10727), mRNA 


NM 018195 


Homo sapiens hypothetical protein FLJ10726 (FLJ10726), mRNA 


NM 018190 


Homo sapiens hypothetical protein FLJ10715 (FLJ10715), mRNA 


NM 018189 


Homo sapiens hypothetical protein FLJ10713 (FLJ10713), mRNA 
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NA/T 01 R1 fil 

1N1V1 VIOIOJ 


WfiTnn «flr>it»n<; hvnnthptiral nrntein FT T10701 fFLJl 0701V mRNA 


MM 01 81 R9 
iNiVl UlOl oz 


U nmn cpT^ieriQ nA/nnthetirfll nrntein FT T10700 CFLJ10700i mRNA 

JClUlIlv octpiCllo ll_y pULIlClIV/Cll piUlClll J/J-/J1V/VV yA i—*** i- v/ / \s\j jy nuviiii 


>jiu 01 R1 R1 

IN IVX UlOlOl 


Uftmn csmienq hvnnthetieal nrntein FT T10697 IPLJ10697") niRNA 

1 1V111V oapiCli^ il_y pu LI IV LI Veil JJ1 VlVllA X J—iJ IV/y// *—>%t i J 3 i*u.vi.^i.r&. 


MM" 01 SI 76 

INiVl vlOl / V 


TTnmn <?anienQ hvnnfhetirfll nrntein FT T1 0675 fFLTl0675i mRNA 

IxVlilV oapivlio iiy V VCllVll Vai piVLVAll I LiJIUu/ J yJL i—i J x v/vv / — 'yj 1 a J-L v-L ir v 


NIvT 0 1 R 1 74 


TTattia C5*r>if»nc r*Vnwm r» cr\m p 10 rvnpn TPaHin c framp S iC^lQoriSl mT^ 7\J A 
11VI11AJ odpicilo will VlllUoVlllC< 1.7 uptii 1 wauiiig naiiiw ^viyviu^j hu-vjl. >n. 


MM 01817^ 


TTnmn qaniens; TivnntViptiral nrntein FT T1066S fFT T10665i mRNA 


NM 01K172 


TTnmn «;anien«? hvnntherieal nrntein FT T10661 fFT T10661^ mRNA 


NM" 01R170 

INIYI U k O l / U 


TTnmn caTvipnc V»\mnt1*iptir*Al nrntein FT T106S.6 TFT T106S6^ mRNA 

XxVlllV oCtpiCllo ll_y pvlilCLlOdl VI V Ldli 1 J— >J IVU^U yl A-fJ 1 VV*^V^ 5 1 1 lAVJ. X A 


Nlvf 01 SI 68 


TTnmn Qnrvien*; hvnntrietienl nrntein FT T1 OriSO fFT T106S0^ mRNA 

1JLV111V aafJlwllO ll_y VV lilt/ Li VCll UlVlVlll 1 1>J lUUJu y^l J_iJlW«/V^ 5 lllXVlN^i. 


MN/f 01 SI 67 

INlYl UIOIO/ 


TTnmn Qn-nienQ Vivnn+Vietirftl nrntein FT T1064S fFT T1 0648^ mRNA 

XXUlIlv odpiCIlo HypULllCllL/tfll plvlClll J7JL»J1VU*tO ^rLJlv/U'rOJ, lllXVLNiv 


TSTM 01 R1 66 
INlYl U 1 o 1 DO 


T-Trtmri canipnc Vi\^r\rvtVipti n^l -nrntpin FT T1 0647 fFT T1 0647^ mRNA 
nuiiiv bapiciio nypviiiciivcti pruiciii ri/Jiuu4/ ^rijjiuuH/ iiixvln^tl 


XT1V/T 01 R1 6^ 
iNlVI U 1 O 1 Oj 


TJrk-mr\ ccinipn c Tvirrt/vfl-i^ti/^cil nrnfpin PT T1 0^^4 fFT T1 06^4^ nVRMA 

IjLOitio bdpient> nypoirieiivcii piuicin x^jl»jiuv-?h- ^rLJiuuj^, iiuvln/v 


MA/T Ol 81 ^7 


liorno Sapiens nypotneiicai proxein r juj i uozu \r jl-j i uozu ) y niiviN/\ 


Mlvf 01 521 ^6 
1N1VI ulol jD 


T-Tr»mrk con^nc Wvmr*fhf=»tir»?*l nrntpin FT T1 0^1 0 fFT T1 061 OA mRNA 

jnuiiiu bapicrio iiypuLiiciivd.1 piuicin rLJ iv/oiy \a i vv 137/5 iiuvin/a. 


TsJA/f Ol R1 ^ 

INlYl Ulol D D 


U ATnr , cor»i*»r»c TiA/T-ir»t"hptir»Ql nrr\fpin PT T1 Ofil 8 fFT T1 061 S^ mPMA 

noiTio bapiens nyputneLivdi prvLciii j/jujiudio ^rjLj luoio^i, iiixviNi^v 


M\/f 01 81 *\A 


JlaOitio Sapiens nypotnencai proiem rx^j iuouh ^i'l- ( j ivovh), itiivin/v 


mm" 01 si ^o 

INlYl viol «? V 


TTnmrk conipnc V»\n^rktVipHp«l nrntAin FT T1 0^07 fFT T1 0S07^ mRNA 

noinu sapient* nypuineiivai pruiciii rijj ii/jy/ ^rjLJ ivj7 / j 9 iiiivln/\ 


Mlvf 0181 4Q 

1N1VA viol Hz? 


Wr\mo c^nipnc Ti\rr»ntVi^fi r*ci1 T^rr*tpin T?T T10SR7 fFT T1 0SR7^ mRMA 

ixUiiiv sapiens nypumciivai piULCin p juj iujo / ^jri_^j iujo / iiuvinxa. 


MA/T 01 81 48 
INIVI Ulol *fO 


Wr\-mn conipnc Vi\/r^r\tVip»tir»a1 -rwwhaiT-k T7T T10^R^ fFT T1 OS mT?MA 

nuinu sapiens nypoinciivai proicm ri^j lvjjod \r l^j l\jjod j 9 iiixvln^v 


Tsja/T ft 1 C 1 A6 
IN lVl Ulol *+0 


nomo sapiens nypoineLiCai proxem ri^j iujoi ^rbj lvjoi ), iiusssr\ 


TsJlV/r 01 814^ 


jrionio sapiens nypotnencai protein jtjlj iuj /y \vjuj lvjd /y)> iiux1n/\ 


MM" 01814^ 
1N1V1 Ulol HD 


T-Tr*mrk CQnipn c ViAmr\tl-^tir»Ck1 r%rrit^in T7T T1 0^79 fPT T1 0S79^ mT?MA 

riomo sapiens nypoineucai proiem r juj iuj /z ^jtjuj iuj /^j, iih\j.n/\ 


MA/T 0 1 8 1 40 
lNlYI UlolHU 


jnLomo sapiens nypotneucai proiein ru iujoj ^j?j_/J iujuj ^, inxviN/\ 


MA/T 0 1 8 1 1 Q 


nomo sapiens nypotnencai proxem rx_/j iujOj ^r/i^j lvdoj), uixvLNrv 


TsJTV/T Ol 81 ^8 
InIVa Ulol jO 


xiomo sapiens nypotnencai protein ri^jiujou iujouj, itiivin/\ 


MM" 0181 ^9 
INIVI UloljZ 


xiomo sapiens nypotnencai protein rx^j lkjohd ^r , i_#j ivdhd j, ixusj.n/\ 


■MM 0181 ^O 

INlYl Ulol 


nonio sapiens nypomeiicai proiem rL»j iujj7 yri^j i.\jjDyj 9 iiu\j.n/x 


NA/T 01 81 9Q 

INlYl V 1 O 1 


TTnmn wnipnc VivrvntTiptiefll nrntein FT TIOS^S ^FT TIOS'^S'i mRNA 
nuinu oapi ci lis nypomeiivai pruLcin rjLJiujjj ^rL-jiujjj^, iiixsj.n/a. 


mvt 01 si 9S 

IN IVX VlOl Z>0 


TTnmn QanienQ hvnntnetiml nrntein FT T10S^4 fFT T10S^4^ mRNA 
nuinu oapiciio iiy pvtiiciivai pivicin ri-ij lujjt ^i jjj ivjjtjj uiivi^irv 


NM 01 SI 96 


TTnmn canipnQ nvnntn<=»tir , «1 nrntfin FT T10^9S TFT T10S9Si mRNA 
JiUiiiu oapieiio iiypuLiiciivai piuicni ilj iujz.j ^rL/jivj^jjj iiixvin^ 


NM 01 SI 9S 

1N1V1 VlOlZrJ 


TTnmn canipnc nA/r*ntn<»tir'a1 nrntein FT Tl 0^91 fFT T10S91^ mRNA 
nuniu sapieiio nypumciivai pruLcui ri^-j iuj^i ^ruiuJiiij, iiixviN«rv 


MM 018191 

INlYl UIOIZI 


Wnmn CQrtiPrtc lrvTT^rkt'h^tir'ol r\rnt^»-i-rk PT T10^19 fET T10^19^ mPMA 

xiumu sapiens nypoineiicai proicm pj_/J iuj iz. ^r^j_»j iuj i^^s hum^*^ 


MM 01 81 18 
1\1V1 UlOl 1 o 


xiomo sapiens nypoLncucai protein rjLfJiujuo ^rLJiujuo^, iiuvin/y 


MM 01811^ 

1N1Y1 Ulol 1 D 


Wnmn canipnc Vi\nAntVu=tir>'j1 t-*T-ntf»iri T7T Tl 040S fFT T1 04QS"\ mPMA 

nuniu sapiens nypumeiivai proLcm r lunyo ^ru iuH70j, iiixvin^v 


MM" 0181 1 ^ 

1N1YL U 1 O 1 1j 


xTviiiu sapiens lipuvaiin-inieravimg mcmuianc rcvcpiui ^i_/iivu\. iiitsj.n r\. 


MM 018111 

1N1Y1 V 1 O 1 1 1 


UnniA canipnc n\/nntnptir»cil nmfptn PT Tl 0AQ0 fPT T1 0400^ mPMA 

xxoiiio sapiens iiypuLiicLicai proicm riu jiuh^u ^rLJiunjuj, iiixvin jtv 


NM 018110 


Homo sapiens hypothetical protein FLJ10488 (FLJ104S8), mRNA 


MM 0181 OO 

IN 1V1 Ulol U 


Wnmn conipnc ViAmnthptipQl nrnfpin TTT Tl 048/\ /T7 T T1 04RfVl mPMA 

nomo sapieiio nypoincuuai proicm rbJiuHou ^rijj ivtou^, hixvin/\ 


MM 018108 

INIVI UlOlUO 


PTr*m^i canipnc nA/nn+Vkpfir»ol nrnfpin TTT lIClAR'X /"PT Tl 04R^ mPMA 

nomo sapiens nypoineucai protein ri-j iu*+oj ^fjuj iuh-oj?^, mrsj.N/\ 


MM 01810S 

INlYl UIOIUJ 


TTnmn canipnc Vi\mntnptiVnl nrnfpin FT T1 0477 fFT T1 0477^ mRMA 

numu sapiciib iiy puinciivai proicm pj_»jiu*+/ / ^irx-'j iv*+/ / ^ 5 hjlinj.n/\ 


MM 01 81 04 

INlYl Ulol U4 


T-Irwmn canipnc Vv\rnn+npfi/^a1 nrntpin T7T T 1 C\AH A /"PT T1 0474^ mPMA 

nomo sapiens nypoxnencai proiem r 1 juj ium-/^ ^flj lUH/tj, iiuvin/v 


MM 01 80Q^ 
1n1V1_U 1 oUi/O 


nomo sapiens nypoinencai proiem similar to Deta-uransuucm iamny ^r/juj iu^jo^, 

mPM A 


MM 01 SOQ^ 

J.N1V1 V 1 OvyJ 


TTnmn epmiene Vivnnt"hp»tir«a1 -nrntein FT T104^0 TFT T1 04S0^i mRMA 
numu oapieiio nypuiiiciivai piuicni rijj iuhju yr i\j'-r^\j j 9 iiu\j.nzi. 


NM 01S0SQ 

X ^ 1 VI U10U07 


TTnmn Q^nienc nvr»nt"hf»tirnl nrntein FT T1041 S TFT T1 041 mRMA 

XI Vll IV oapi&llo lljr pVlllCllvai piVLClll rJ_»J lutl J L/JluTU'jj HlXvlNzT. 


NM 018088 


Homo sapiens hypothetical protein FLJ1 0408 (FLJ1 0408), mRNA 


NM 018084 


Homo sapiens hypothetical protein FLJ10392 (FLJ10392), mRNA 


NM 018083 


Homo sapiens zinc finger protein 358 (ZNF358), mRNA 


NM 018082 


Homo sapiens hypothetical protein FLJ10388 (FLJ10388), mRNA 


NM 018081 


Homo sapiens hypothetical protein FLJ10385 (FLJ10385), mRNA 


NM 018080 


Homo sapiens hypothetical protein FLJ10381 (FLJ10381), mRNA 
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NM 018077 


Homo sapiens hypothetical protein r JLJ 1U3 / / (T.LJ iuj / /), mKJNA 


NM 018071 


-rx « .-i j.' i _ j • T?T T1 A1C7 /"CTT T1 AOC7\ vwt)\TA 

Homo sapiens hypothetical protein FLJ10357 (rUlUiS /), mKJNA 


NM_018068 


Homo sapiens likely ortholog of mouse piwi like homolog 1 (Drosophila)-like 
(FLJ 10351), mKJNA 


NM 018067 


Homo sapiens hypothetical protein ru iuj ju {tjlj iujjuj, mi\j>i/\ 


NM 018066 


Homo sapiens hypothetical protein rLJ 1034^ (*.LJ lU34y), mKJNA 


NM 018065 


Homo sapiens hypothetical protein rLJ lU34o (rU iU34o), ttlkina 


NM 018061 


Homo sapiens hypothetical protein r LJ 1 U3 3U (r JLJ l u J 3U J , mKJNA ^ 


NM 018056 


Homo sapiens hypothetical protein bLS 103 Id (JP-LJ 1U3 Id), itikina 


NM 018055 


Homo sapiens hypothetical protein FLJ1U314 (rLJ 1 U3 14), mKJNA 


NM 018048 


Homo sapiens hypothetical protein FJLJ 10292 (rJLJlUzyz), mKJNA 


NM 018045 


tt i_ ^ 4-J ^ ^ 1 ^„ A 4-^^*» T?T T1 A17/C /T?T Tl AT7/^\ i-»-i"D"MA 

Homo sapiens hypothetical protein r LJ 1 0276 {b U 1 Oz /o), mKJNA ^ 


NM 018042 


tt 1_ >i i j, • T7T T1AO/TA /T?T T1 A1/CA\ *v»l>\T A 

Homo sapiens hypothetical protein FLJ 10260 (FLJ 10260), mKJNA 


NM 018037 


Homo sapiens hypothetical protein l^LJ 10244 (£1J 1U244), mKJNA 


NM 018036 


xt l_ - • i i _ • X7T Tl /HCT T1 A1>10\ mDXTA 

Homo sapiens hypothetical protein FLJ 10242 (rLJ 10242), mKJNA 


NM 018029 


Homo sapiens hypothetical protein FLJ10213 (FLJ 102 13), mRNA 


NM 018027 


Homo sapiens hypothetical protein FLJ 102 10 (FLJ 102 10), mRNA 


NM 018024 


Homo sapiens hypothetical protein FLJ10204 (FLJ10204), mRNA 


NM 018022 


Homo sapiens hypothetical protein FLJ10199 (FLJ10199), mRjNA 


NM 018017 


Homo sapiens hypothetical protein FLJ10188 (FLJ10188), mRJNA 


NM_018014 


Homo sapiens B-cell CLL/lymphoma 1 1 A (zmc finger protein) (BCL1 1 A), 
mRNA 


NM 018013 


TT l ,\ a' 1 _ ■ t-»t T1A1CA /~T7T T1 A1 »vk"DlvT A 

Homo sapiens hypothetical protein FLJ10159 (FLJlOlD^), mKJNA 


NM 018012 


-r t • i , i i _ _ . _ • t~ , T T1A1C7 /TTT T1A1C7\ ^»T) XT A 

Homo sapiens hypothetical protein FLJ10157 (FLJ10157), mKJNA 


NM 018005 


tt t- ^ ,i a- 1 _^4-^ J_ T7T ri A1 1A /"CT T1 An 0"\ ^_T> "KT A 

Homo sapiens hypothetical protein rLJ10139 (rLJlOliy), mKJNA 


NM 017998 


TT i . 1 . • i a t— 'T Tl A1 1 A /'T7T T 1 A 1 1 A\ — ^T> "N.T A 

Homo sapiens hypothetical protein FLJ101 10 (FLJ 10 110), mKJNA 


NM 017996 


tt 1 .i -i _x * T?T T1A1 At /T?T T1A1 A"3\ _»T> "K.T A 

Homo sapiens hypothetical protein FLJ 10 103 (FLJ 10 103), mKJNA 


NM 017986 


TT ' _ _ 1 ii . . a. ~ ' T?T T1 AA/TA /TjT Tl AA/^A"\ mD "\.T A 

Homo sapiens hypothetical protein rLJ 10060 (FLJ 10060), mKJNA 


NM 017985 


tt 1 j.1 j. * 1 i _ • T7T T1AACO /T7T T1 AACO\ ■**-»"DTvTA 

Homo sapiens hypothetical protein FLJIOODb (FLJIOOdo), rnKJNA 


NM 017984 


tt „ i 1 ^.^4-^1^ T7T T1 AAC7 /T7T T 1 AA^I *-»VD "M A 

Homo sapiens hypothetical protein rLJ 100D / (r LJ 100D / ), mKJNA 


NM 017983 


Homo sapiens hypothetical protein FLJ10055 (FLJ1O055), mRNA 


NM 017982 


Homo sapiens hypothetical protein FLJ10052 (FLJ 10052), mKJNA 


NM 017980 


Homo sapiens hypothetical protein FLJ10044 (FLJ10044), mRNA 


NM 017977 


Homo sapiens hypothetical protein FLJ10040 (FLJ10040), mRNA 


NM 017974 


Homo sapiens hypothetical protein FLJ10035 (FLJ10035), mRNA 


NM_018410 


Homo sapiens hypothetical protein DKFZp762E1312 (DKFZp762E1312), 
mRNA 


NM_0 18423 


Homo sapiens hypothetical protein DKFZp761P1010 (DKFZp761P1010), 
mRNA 


NM_0 17597 


Homo sapiens hypothetical protein DKFZp761K1824 (DKFZp761K1824), 
mRNA 


NM_0 18422 


Homo sapiens hypothetical protein DKFZp761K1423 (DKFZp761K1423), 
mRNA 


NM_01S421 


Homo sapiens hypothetical protein DKFZp761D1823 (DKFZp761D1823), 
mRNA 


NM 017599 


Homo sapiens transmembrane protein vezatm (VEZATIN), mRNA 


JNJV1_U 1 / jy4 


riomo sapiens nypotneticai protein ujs^rz^p / o i v^u / 1 z i ^ j l/jsjt z^p / o 1 / 1^1^, 
mRNA 


NM_0 17535 


Homo sapiens hypothetical protein DKFZp566H0824 (DKFZp566H0824), 
mRNA 


NM 018705 


Homo sapiens hypothetical protein DKFZp547G183 (DKFZp547G183), mRNA 


NM 017604 


Homo sapiens KIAA1023 protein (KIAA1023), mRNA 
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riomo sapiens nypoineiicai protein j^js^z^pH^'+jriZr^i j ^j^jsjr^p £ tJ t txi.zzri dj 9 

mPNA 


nm 017^08 


T-Tomo cQnieriQ >wr*ofhptirfll nrntpin Tll<rF7r»434P0993 fi"yPCF7r>434Cii993 i 

llXXVl^l./*- 


NM 017577 

1N1VX \I 1 / mJ 1 1 


Homo saniens hvnothetical nrotein DKFZn434C0328 flDKFZn434C032S i 
xnRNA 


NM 014612 


Homo saniens C9orfl0 Drotein fC9orflO, mRNA 


NM 018460 


Homo sapiens uncharacterized bone marrow protein BM046 (BM046), mRNA 


NM 01R459 


TTomo cpnipnQ iinpTi?rrfiptpTi'7pH Vinnp m^rrnw TYrofpm TVIVT045 {"R1VT045 i mRNA 

XX\J111U odpit/llo LllH^lldL (Xvlwl IZA^Vl LHJllV^ IllallUVV pi JJlVlv'Tw' ^XJlvx\/-T.->yj iixia-luxx 


vnv/f 01R451 

1N1VA U 1 Ot J 1 


Hr\mn o?it\iptic ppTitrncnTYiiil PA 1 _j*ccopi i^fpH T\Tr\f P'ln ff^PAPi T"nP T\T A 
XXUIllVj odpiCIlb wCllll vJoWiildi X H. 1 OooUUlaLt/U piUlwlH ^v_^X rvl 11XXVXN.TY 


NM 01K4S0 

iNlvx \J 1 0*+ u\J 


Mnmn cani p*n q i inf»Vi5iTar*tpri'7pH Vtnrip marrnw nvofpiTi T^A/TO? Q ^R\zT0?0 1 TnPTsJ A 

XlUl 11W odpiCUo LU.1L/Ildl avlvl U/ Ullt/ llldllvfW piUlClll 1.-/ IVX \J jL^Z/ \y x\J ^ ^ lliLxj.^^*. 


nm oi£67A 

XNIVX U 1 OD / *+ 


X1.UII10 bdpiCllo ptlUiLlVC a.L'lU.-oCllolllg lvJli W/lldlllld ^rikJlV^*? IIIXVIN^V 


NMJH7435 


Homo sapiens solute carrier family 21 (organic anion transporter), member 14 

P91 AU^i mPNA 


NM 016K4R 


TTnmr\ c5iT»i^nc n ^1 irr\r\ c\ 1 .QV»r» ( Q\-$C^^K\ TnT?7\TA 

X XvJlllU ba(JlCllo llCUlUllal OllV-f ^LJllOJ J 9 lllX\-X>^a. 


NM 017432 


Homo sapiens prostate tumor over expressed gene 1 (PTOV1), mRNA 


iNxVI UIOjOj 


xiomo sapiens p no spnooi esterase 1 1/\ yxLJiz i l-rv^, mxvrN/v 


iNiVx_U I dZhZ 


xiomo sapiens similar to mouse ^jilj or u. maianogasier Lranscnpuon iautor xud 

f ATyOQ^RO^ m"RNA 
^nJrU^jOoUj, ITLxvlN/\ 


TsJA/f 01£9£7 


tiAmn cQTvi<=»nc TOXTTiT T /"TriTsTT^T n mPNA 

riomo sapiens iuinjju ^ i wrNi-y u mj\j.N/\ 


XTA/f 01 ^£*\Q 
IN iV±__U 1 3 <5 J y 


xiomo sapiens general iranscnpnon iacxor li^rv, i yz> / )saj anu i yrsA-j buuuiin^^ 

rr^TF9A1^ mPNA 


NM 016971 


XX.UII1U oapiCllct O 1 XvJULN prULClIl ^OlivllN 1, IIlXVlNyA 


NM 0165R4 


T-Trvmn c«ar\if»"nc ini'f a T*1f*iil^*in 9^ alr>Via cuV^iinif t> 1 0 iTT 9^A^ tnP*NJA 

XXU111U ottpiwllo 111LC/1 1C/U.1V1X1 , aXpild- olXL/UXllt JJ17 ^ VA^i^, ^> xv. J ? 1 1 IXVJ. > ZV 


NM 016399 

X^IVX \_/ JL \J~J ±*I7 


Wnmn <3jmien<; PTT1 ^RTTI^ mPNA 

X XvJl 11C SxXpiCllo XX. i yxvu X Jy 1 1 ilvl > jv 


NM 016337 

1>IXVX U1UJJ / 


Homo c^rvien^ "RNR6 rR7\IR6^ mRNA 

11U111U OCipi t'llo XNJL^i X-> yXNJL^IXJv/^5 1 1 JJLNJ. > / ». 


NM 016146 


Homo saniens PTD009 wotein CPTD009 » mRNA 


NM 016145 


Homo saniens PTD008 nrotein rPTD008^ mRNA 


NM 016144 

1 N1VX u 1 v 1 1 1 


Homo saniens PTD002 nrotein TPTD002 1 mRNA 


NM 016147 

1N1VX U 1 VJ 1H / 


TTomo ^aniptis Tirotpiti 'nlioQ'nHatasp mPtlivlpstPTfiSP-1 fPlM F-1 I mRNA 

XXWlllV/ Od|Jl&llo piUlvlll |_/ll\JOJJllCH.Clow lllO Hljr lvu K.\^L llOv X yX IVIIj A / > XJ.VJ. > 


NM 016445 


Homo sanipns nlprlrstrin 9 Tmousp^ hnmnlnp ^PT P'TC2) mRNA 


NM 016170 


Homo sapiens NCX protein (NCX), mRNA 


NM 0161^9 


xxuiiiu bapiciib myelin gene CApicboion xaL'tui ^xvxxiir-^^, iiiivin/a. 


NM 0165R6 

1N1VX \J 1 UJ OO 


Womo QpnipriQ MT^TP r»rnfpin ^MTRTP^ mPN A 

XXUII1L) odpiCIlo IVXXJXX piULCUl ^IVXXJ XX J y IllXVIN f\. 


NM 016547 


TTomo SfinipriQ rnlpinrn Viinrfino' r>rotpin r**flH45 nrppnvsoT ^(^ao45 i mRNA 

J.1UI11U OUpivlIO \sCLl\s lUHl. L/lllUlllg piUlV^Xll V^>ClL/*T-. 1 pi V^V^ HI OW1 y\^sCLKST*J J) IXUVlirv 


NM 016530 


Homo sapiens RAB-8b protein (LOC51762), mRNA 


NM 01644? 


T-TnTVir\ Q^r\ipTic +T.rr*<» 1 tiimAr nprrAcic ■for»trvr T*p/^Pi"*tr\T cVtprlHincr ntrii'nOT>PT>tiH5iQP 
XX\J111*J odpiClld type 1 LLllTlUl IlCC-lUolo IdOUJI ICUCpiiJl ollCULllIlg, dllllll\xpcpLiU.dov> 

rpoiilator TART^-1 i mPNA 
i ^guiatui ^/iiv x o l 7 ? 1 1 ixvi n a 


NM 01643R 

1>I IVX \/ 1 \J*T»J o 


Homo sanipn«: PT 1 1940 nrofpin CC1 ^T1 1 940) mRNA 

XXU111U odpiCllo V/LOI 1 L^H\J piLFLClll ^lvOl 1 1 Z,*-rV J , IllXNJLN^V 


NM 016340 


Homo sapiens rap guanine nucleotide exchange factor (RA-GEF-2), mRNA 




riomo aapiens x-/naj ^nspn-u^ nomoiog, buuiaiixiiy xd, iiicinucr 1 1 ^i^in/\jx>i i j 9 
mRNA 

IIlXVXN^V 


NM 0169Q9 


xi-Oiinj odpiena ncdi snooiv proteiii id y ix\_r\jr 1 iiixnj.n^v 


NM 01694R 

1N1YX \J X Ui,'rO 


TTomo sanipnQ A l<rin?icp rPT? 1<T A » anplior orotpin 1 1 ( ATCAP1 1 1 mRNA 
xxvjiiiw oa|Jicii5 .iX lviiidot- ^x ixxvrv j diioiivji pi vj l^ii i x x ^jxjlv^tax. i x j 3 i a ix vi > x\. 


NM 016907 


TTomo SfiTiipnQ nlpaT/^crp anrl "nolvpHpTrvlation STiPPifiP. "FfiP>tor ^ 7^VT) QiiTiiiTiit 
xxvjiiiv oapiuiio i/itaVagC' dim pvjiy dvj.ciiy ldLiwii opw^nxv iciviui j 5 / jvx_/ oixl/lxiih 

fCPSF3) mRNA 


NM 016163 


Homo sapiens vesicle transport-related protein (RA410), mRNA 


NM 016106 


Homo sapiens vesicle transport-related protein (RA410), mRNA 


NM 016081 


Homo sapiens palladin (KIAA0992), mRNA 


NM 015934 


Homo sapiens nucleolar protein NOP5/NOP58 (NOP5/NOP58), mRNA 


NM 015925 


Homo sapiens liver-specific bHLH-Zip transcription factor (LISCH7), mRNA 


NM 015878 


Homo sapiens ornithine decarboxylase antizyme inhibitor (OAZIN), mRNA 
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NM 016984 


nomu sapiens ivjaa-IUU / protein (JsJAAIUU / )> mKJNA 




nomo sapiens mesencnymai stem ceil protein vNJqUIjKjJN), mKJNA 


NM 0166^1 

J. >XYX \J X UvJ X 


nomo sapiens ciirornosoiTie zi open reacting irame oo (i^zlortoo), mRNA 


NM 016576 


nuinu sapiens vjivLrivz ior guanosine monopnospnate reuuetase isolog 


NM 016501 


AiAxixiu aapit/iia iiypuuiCLiuai piuiein jTJLfJ lVJDy / ^jT-L-J 1 VJDy / J, IlxJKJNA 


NM 016500 


xauiiiu oapidio iiypuuiciiuai protein ^jL^wv^d izouj, rnxvlN/\ 


NM 016487 


Homo sapiens HSPC230 gene (HSPC230), mRNA 


NM OlfidSO 

JL^IYJL V 1 UtOU 


nomo sapiens xxHjdjt -interacting protein z ^AirZJ, 111KJN A 


NM 016433 


Homo sapiens glycolipid transfer protein (GLTP), mRNA 


\fM 01 /^£Q 
iniyi u i oj oy 


rtomo sapiens ciaudin 1 o (CjLDJN 1 o), rnKN A 


MM OIA^^O 


xiomo sapiens nucleolar protein AJN.lv 1 (ANKl), mRNA 


iNlvl__U 1 OZh-O 


Homo sapiens retinal short-chain dehydrogenase/reductase retSDR3 
rr 0^^117^ mi? xr a 

V^jl^WV^ J 11/1^, TrLt\J.N/\ 


MM 016186 


nomo sapiens serine {or cysteine} proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 10 (SERPINA10), mRNA 


MM 016180 


nomo sapiens /vixvi-i protein (ivlAlxJ, niKiN A 


MM 016176 


Homo sapiens calcium binding protein Cab45 precursor (Cab45), mRNA 


MM 016174 


Homo sapiens cerebral cell adhesion molecule (LOC51 148), mRNA 


NM 016131 


Homo sapiens RAB10, member RAS oncogene family (RAB10), mRNA 


INxVl Ul OUJ 1 


Homo sapiens elongation of very long chain fatty acids (FENl/Elo2, SUR4/Elo3, 
yeastj-iiKe i (jbl^JVJLl), mKJNA 


MM Ol ^Q^^ 


nomo sapiens Czloril9-like protem (LOC51072), mRNA 


MM OI^Q^l 

IN 1VA \J XJ Z7J 1 


Urtmrv po^iaMP -fln/IOC /T APCI Att^ _.t»\t a 

nomo sapiens iis4o!5 (LULj IUoo), mKJNA 


MM 01S870 


xiomo sapiens siaiyltransierase bC (alpna2,3(jralbetal,4GlcNAcalpha 2,8- 
fciaiyiiransierase^ ^oJLfV 1 ov^ji , rrLtvlN/V 


NM 016368 

X ~XVA vi vJV/O 


xiomo sapiens myo-mositoi i-pnospnate syntnase Ai (10 YJNAl), mKJNA 


NM 016488 


rnjinu sapiens nypotneticai protein ^riox^^zozj, mKJNA 


NM 016478 


xiuiiiu sapiens nypotneticai protem ^xiojrL^zioj, mKJNA 


MM 016463 


xtuiiiu sapiens nypotneticai protein ^no-ri^iiOJ, mKJNA 


NM 016410 

JL t XT X Kf X \J^T X v 


nuiiiu sapiens nypotneucai protein jM.ojtL^1 / / ^jtloJrL,! / / J, mKJNA 


NM 016406 


jnumu sapiens nypotneucai protem ^nor^l j j mixJNA 


NM 016401 


nuniu sapiens nypotneticai protem ^xioJrL^UoJ, mKJNA 


NM 016400 


Homo sapiens Huntingtin interacting protein K (HYPK), mRNA 


NM 0163Q6 


nomo sapiens nypotnencai protein (xi&rL,lZy), mKJNA 


NM 016391 


Homo sapiens hypothetical protein (HSPC1 1 1), mRNA 


X>iXYX vl Jyjj 


nomo sapiens nypotneticai protem (nJSrCOlo), mRNA 


MM 01 ^O^O 


Homo sapiens hypothetical protein (HSPC014), mRNA 


"MM 016179 


Homo sapiens putative glialblastoma cell differentiation-related (GDBR1), 

ml? MA 


NM_016194 


Homo sapiens guanine nucleotide binding protem (G protein), beta 5 (GNB5), 

mP iSlA 
IIljt\J.N/\. 


NM 0161Q6 

X>XVX V I VJ 1 J?\J 


nomo sapiens isJAAuooz gene product (KJAA0682), mRNA 


NM 016553 


nomo sapiens nucieoponn ozkd ^xNUKozJ, mKJNA 


NM 0161Q5 

X ^ X T JL \J X \t X 


nomo sapiens ivi-pnase pnospnoprotein 1 (IVxKnUoFril), iiiRNA 


NM 016550 


nomo sapiens nei^a cyciin-aepenaent Kinase z interacting protein (CINP) 
mRNA 


NM_0 16623 


Homo sapiens hypothetical protein (BM-009), mRNA n 


NM 016237 


Homo sapiens anaphase promoting complex subunit 5 (ANx\PC5), mRNA 


NM_016108 


Homo sapiens androgen induced protein (AIG-1), mRNA 


NM 014886 


Homo sapiens hypothetical protein (YR-29), mRNA 


NM__014035 


Homo sapiens SBBI31 protein (SBBI31), mRNA 
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NM 014S6K 

1 > J.VJL \J ItOUO 


TTomo saniens fine fincrer nrntein 10 fRNPlOi mRNA 

AAV7111V7 OCipU'llO llll^ llllg,\^l piVslwllL 1 v ^lVlil L\JJ, 11 AAVA N Ti. 


NM 014092 


Hnmn saniens PROI 575 nrntein fPROI 575 i mRNA 

AAV7111L7 odpit/Alo X A\.V_7 1 *J f piWLt/111 \^X IvVJ 1 J / «7 1 1 1AVA N x\. 


NM 014138 

1XAVA V/lTlJO 


Homo saniens PRO065 9 nrotein fPRO0659i mRNA 

XXU111U ott^J Iwilo X 1v\/vviJ7 ^flVJlvUI \^A 1VW W VJ _/ _7 J y ILIXVXNTjl 


NM 014135 

A^lAVA \J 1 i X ~J 


Homo saniens PRO0641 nrotein fPRO064n mRNA 


NM 014134 


Homo saniens PRO0628 nrotein (PRO0698^ mRNA 


NM 014133 

i>«ava uitijj 


Homo <?anien<; PRO061 8 nrotein fPRO061 8^ NA 

AAV>rillV/ Od L71 V-'llO X ivV7UU A L> L71 V7tC«lll ^A 1\WVU10/, 1 1 ALVA N 


NM 014076 

ANAVA \7 J.~T\J 1 \J 


Homo saniens PRO061 1 nrotein (PRO061 1^ mRNA 

JLJ.UU1U oupiUHO X XV\— 'V/VJ A A L7AwLwAlJl ^X 1\V VU 1 1 ) 3 1 1 ALVA N A 


NM 014074 

l^lAYA \7ATV//*"T 


Homo saniens PR O0S99 nrotein fPRO0S99i mRNA 


NM 014199 

1> AVA V/ 1 *T A Z. 7 


Homo Qfir*i en s PPO047 8 nrntein rPRO047R^ mPNA 


NM 014196 


Homo <;anien«? PPO036S nrntein ^PROO^fi^ mPNA 

A AV7A11VJ oclJJIV/lla A IvVJV/JUJ JJlV7Ldll ^A XVWV/JUJ J, IIAAVINaA. 


NM 014194 

AN AVA V/ A *r A Z.'-r 


Homo saniens PPO09SS nrotein fPRO09S^ mRNA 

A AV7111V7 odfJlC/lia Al\V7vii.JJ LJiULWilA ^JT AVV7UZ.J J y*, llAAVA>J7rV 


NM 014121 

ANAYA V/lti^i 


Homo saniens PRO0933 nrotein fPPfj093 3 ^ mPNA 

lAvlllU OClL71^11k> 1 1\V7ua«J J yJL VJ Lis 111 ^A IVV/V/LJJ ^ y 1 1 AA\J. > l\. 


NM 014120 

IN IV A UI^lLu 


Homo saniens PR O0^ 14 nrntein rPRO0914^ mRNA 

AAV7A1AV7 oCl|71VlAo A AVV«/V/^#1'T \J t&ll 1 yA AVV-/V/^< i.'-rjy 1 11AVA > TTi. 


NM 0141 18 

1 N 1 VA W 1 J I AO 


Homo saniens PRO01 59 nrotein fPROOl 59 1 mRNA 

AAV7AA1U OapiVllO A l\.V-/vl J7 pi W L^s 111 11 1\ V-/ V7 A »7 Zr 1 j 1 1 1AVJ. N 7». 


NM 0141 17 

1NAVA V7 A*T A 1 / 


Homo saniens PR O01 49 nrotein i'PRO0149^ mRNA 

AAV71A1W oa|Jl^/llo A AVV_y V X.^ y |71 V7 t^xlll ^AlVv/vl^y) 11 ALVA > 2 \ 


NM 0141 16 

i N 1 VA V L *"T L 1U 


Homo saniens PRO01 39 nrntein fPRO01 ^9^ mRNA 

AAV7111V7 oapiWllO A XVV-7V7 A ~J L71 \J LC111 \^A AVV_7\7 X J^J j lllAVl NTl. 


NM 015364 

IN AVA V7 X »7.7V7*T 


T-Tnmn campnc A/ITj— 9 rtrntpin nvyi 1 i— 9^ mR^NTA 

A AV711HJ OCLJJLwlLO lVlA7~i, L7l\JlCill ^AVAA-7 ^- Jy IIIAVIN ri 


NM 0140^0 


AaL/IIHJ odpiClio JL/AvO piULClil ^L/lvO J f IIIJvaNxA. 


NM 014Q11 

iNAVA \J i^yj 1 


Hnmn canienQ T<f TA A 1 1 1 5 nrnfpin HiTTA A 1 1 1 M mPMA 


IN 1V1 Ul*f7Ul 


aaoitio sapiens avi/\/\i iuu proiem yivi/-v/\ i iuu niAvLN/Y 


NM 014Q0R 

ANiVA \J LHjrXJO 


Unmn conipnc TxTTA A 1 OQA -r*i-r\f#*i-n /VTA A 1 ml? "NT A 


NM 014Q0£ 


TTnmn enntpne VTA A 1 079 nrnfpin /VTA A 1 ^79^ mPTsJ A 

nonio sapiens xva/vtviu/^ pro rein ^isjl/v/vi u/zj, rnjvi>/\ 


TvTA/T 0140^9 

ANAVA U1H27J^ 


aaoiiiu bapicnc* ncurongm i ^aNa_^vjin i j, itaa\jln/\ 


NM 014R94 

IN AVA u ItOyt 


Pnmn QanienQ VT A A 1 056 nrnfpin rVTAA105/ii mRNA 
AAV7A11U bdpiCIlo AVA7r\^rv l v/^O piULCiii ^JCSJLrVrv lv JD^, IIaavIn^A. 


NM 014956 

ANJ.VA. V/l*+j7JO 


Hnmn QanienQ VTA A 1 059 nrntein fVTA A 1 059 i mRNA 


NM 01499R 

ANIVA \J A *Tj7-_^ O 


Homo saniens KTA A 1 046 nrntein fKTA A 1 046 1 mRNA 

11U111U odpltllo IVATLri. 1 KJ'-TKJ pi \J L^lll ^AVJLrxTi. A UtU J 7 1 1 AAVJ. N ^1. 


NM 014909 

1NAYA vl*t7l/7 


Homo sanienQ 1<TTA A 1 036 nrntein fV T A A 1 0^6 i mRNA 

AAV7A11V7 Odpitllo AXJLTVT\. I \JJ \J yJl \J Lt-111 ^XV A^YT/A. 1\JD\J J 7 11 LAVA N 


NM 014939 

INAVA V7 1.*t7 J J7 


Homo ^anienQ KTA A 1 01 9 nrntein fVTA A 1 01 9 > l mRNA 
aaLJaIav octpiClla rvlrLn. lu 1Z. pivjlClIl ^xNJLr\_r\.l \J LZ. /, IlLAViN/A. 


NM 014R95 

ANAVA \J±'~TQy*J 


Hnmn Qcmienc: VTA A 1 009 nrntein HC1A A 1 00Q i mRNA 

A AV7111L7 otapiCilb AV.X7rV7A 1 Uv7 piULClll ^AVxrVrV 1 \J\jy)) IIAAVXNjTV 


NM 014960 

INiYA \J X"T^\J\J 


Homo saniens "K"TA A 1 001 nrntein rK"TAA1001^ mRNA 

AAV7LILU oapiwllo iVlXAil. 1 vVl pLULC'lll ^ANJ_rVT>. 1 \J\J 1 J 9 IaLAVJLN A 


NM 014950 

1N1VA \J L"~T^7 ~>\J 


Homo *5anien<; TCTA A 0997 nrntein /VTA A0997^ mRNA 

AAV711IU £>CtpiCI12> JVA^\-TY V77I7 / piLJlClll ^AVA^TuTVv'y-7 / J, IlAAVlNi^V 


NM 014934 

ANAVA Vlt7J*T 


Hnmn QanienQ , 7ine-'fino , er nrntein T^V 1 P 1 /Pl^TPI^ mR"NTA 

llVHJlU ocipiCXlo ZulllKs "AlllgCl piUltlll l^/SaLL 1 \U/ <ll L ) 3 IIILVINTTl 


NM 014023 

inaya v j 


Homo saniens KTA A09R9 nrotein TKTAA09R9^ mRNA 

AAV7111V7 oapifclia AV 1 rx^XAJ J KJl* pi V7 Lt/111 yAVAJl_r\.V7 J7 O^./ Jy 1 1 AA VI > 7T\. 


NM 014900 

A NAY A V/X^^V/V/ 


Homo saniens KTA A0977 nrotein fKTA A0977i mRNA 

AAV7Allk7 OfApitllO l\AT\x\.v7 / / pi KJ Lt^ll X ^AVATx^vV/Jx / / y», llAAVAN jTV 


NM 014999 


Homo saniens KTA A0971 nrotein H<CT A A 0971 1 mRNA 

AAV7111V7 oiapiv^llo XV AxTl^XV7 Z7 I A pi \J Lv/111 ^AVJLrVTv\7 / A ) y 1 1 AAVA > A. 


NM 014935 


Homo sapiens phosphoinositol 3 -phosphate-binding protein-2 (PEPP3), mRNA 


NM 014037 

INAVA \7A*T.7_7 / 


-tAUllIO odpiCIlo OdO UUIIlctlll-OOIlLallAing lllOblLOl pnObpiAd.ld.oC JL \&rx\^>£*)y IaaavLN/tl 


NM 014902 

ANIVA \7A*T.7\7^ 


Homn Qanienc KTA A 0964 nrntein /VTA A 09^4 1 mRNA 

AAvFLilU adpiCIlo l>±Lt\f\\jy\J i T piOLClll ^aVa^tl/A-U^D^t^j IIlAvlN/A. 


NM 014RQR 

INIVA UIHO^O 


Rnmn canipn c VTA AOQ/il •n-r^t^i-m /VTA A OQ/i 1 ^ mT?XTA 

aauiiio sapiens iva/\/\ij!701 protein ^avi/v/vu^oi ), itlkjn/v 


NM 014949 

1N1VA \J L'~tZs'-t 


nuinu bdpicna dnityrin repeal t-ioriidiii o ^/ViNisjtvJL'O itiav1N/\ 


NM 014Q5Q 


nomo sapiens minor up-reguiatea v^/\JKXJ-conTaining antagonist 01 caspase nine 
CTTTPANi mRNA 

\ A »_/\_xX\J.N Jy 111AV1 V/T. 


NM 014959 

ANAVA V A ~ ^/ «~' ^ 


Homo saniens KTA A0945 nrotein i'KTA A0945i mRNA 

XAV711HJ odpi^Alo IvliYTlv J7*T*J piV7Ldll \^AVA_£AXTL\7Z7 t T >7 11 AXVA N TrV 


NM 014904 

ANAVA \7 A V/~ 


Homo saniens KTA A0941 nrntein rRahl 1 _FTP9^ mRNA 

AA\JA11V7 oo-piCllo AVX7rVrA.V7.I7 4 -T 1 pi ULt-111 ^IVaU 1 1 A LA ^ J y LlAAVIN 


NM 014903 


Homo saniens KTA A 09^ 8 nrotein fKTAA09^^ mRNA 


NM 014897 


Homo sapiens KIAA0924 protein (KIAA0924), mRNA 


NM 014883 


Homo sapiens KIAA0914 gene product (K1IAA0914), mRNA 


NM 014949 


Homo sapiens KIAA0907 protein (KIAA0907), mRNA 


NM 014896 


Homo sapiens KIAA0894 protein (KIAA0894), mRNA 


NM 014969 


Homo sapiens KIAA0893 protein (KIAA0893), mRNA 


NM_0 14966 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 30 (DDX30), 
mRNA 
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NM 015377 


Homo sapiens KIAA0889 protein (KIAA0889), mKNA 


NM_014936 


TT_ ' _ i 1 .» • 1 1 1 j 71 1 ■» • , as » 

Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 4 (putative 
tunction) (ENPP4), mRNA 


XTTV A f\ 1 A C\Af\ 

JNM 014940 


TT . _ ■ T/" T A A /\ O T> j /T/ X A A /"V O *TP \ T"k "VTA 

Homo sapiens KIAA0872 protein (KIAA0872), mRNA 


JNM 014943 


Homo sapiens KIAA0854 protein (KIAA0S54), mRNA 


NM 014926 


Homo sapiens KIAA0848 protein (KIAA084S), mRNA 


XTTV A f\T AC\A C 

JNM 014945 


Homo sapiens KIAA0843 protein (KIAA0843), mRNA 


NM 014924 


Homo sapiens KIAA0831 protein (KIAA0S31), mRNA 


JNiVL 014/03 


Homo sapiens KIAA0800 gene product (KIAA0800), rnRNA 


NM 014650 


Homo sapiens KIAA0798 gene product (KIAA0798), mRNA 


xttv >r rv 1 A /! £ f\ 

JNM 014660 


Homo sapiens KIAA0783 gene product (KIAA0783), mRNA 


xttv k rv i nn/: 
JNM 014/26 


Homo sapiens KIAA0775 gene product (KIAA0775), mRNA 


JNM 014690 


Homo sapiens KIAA0773 gene product (KIAA0773), mRNA 


JNM O14o05 


Homo sapiens K1AA0766 gene product (KIAA0766), mRNA 


XTTV A f\t /lO^ft 

JNM 014669 


Homo sapiens KIAA0763 gene product fKIAA0763\ mRNA 


NM 014804 


Homo sapiens KIAA0753 gene product (KIAA0753), mRNA 


NM 014632 


Homo sapiens KIAA0750 gene product (KIAA0750), mRNA 


NM 014796 


Homo sapiens KIAA0748 gene product (KIAA0748), mRNA 


NM 014719 


Homo sapiens KIAA0738 gene product (KIAA0738), mRNA 


*rV TTk yf yv -t a ^ r"i 

NM 014828 


Homo sapiens KIAA0737 gene product (KIAA0737), mRNA 


*V T"fc AT /\ 1 /I O ii /*V 

NM_0 14849 


Homo sapiens likely ortholog of mouse synaptic vesicle glycoprotein 2a (SV2), 
mRNA 


XTTV /T A1 ylO/IO 

NM 014848 


Homo sapiens synaptic vesicle protein 2B homolog (SV2B), mRNA 


NM 014718 


Homo sapiens KIAA0726 gene product (KIAA0726), mRNA 


XTTV AT /"VI AtHC^\ 

NM 014652 


Homo sapiens importin 13 (IMP 13), mRNA 


NM 014867 


Homo sapiens KIAA071 1 gene product (KIAA071 1), mRNA 


XTTV AT f\ 1 v(Of 1 

NM 014852 


Homo sapiens KIAA0682 geneproduct (KIAA0682), mRNA 


XTTV if A1 /I /f /T1 

NM 014663 


Homo sapiens KL\A0677 gene product (KIAA0677), mRNA 


XTTV yT A 1 /< /T /I O 

NM 014648 


Homo sapiens KIAA0675 gene product (KIAA0675), mRNA 


JNM 014//9 


XT— ^ A ' ~WT" X A A i\ aK y/** i"\ "1 j J^TT ^ TP A A Af\ rf*X X -v-v T a 

Homo sapiens KIAA0669 gene product (KIAA0669), mRNA 


xtiv /r ai /ioi 1 
JNM 014811 


Homo sapiens KIAA0649 gene product CKIAA0649), mRNA 


xjAyr a i /i o i n 
JNM 0 14o 1 / 


Homo sapiens KIAA0644 gene product (KIAA0644), mRNA 


XTTV AT A 1 C (\ A 

NM 015046 


Homo sapiens KIAA0625 protein (KIAA0625), mRNA 


NM 014694 


Homo sapiens KIAA0605 gene product (KIAA0605), mRNA 


"KT?V/f A 1 AGIO 

NM 014632 


XT — _ ^ ^ ^- ■ ^_ t X/^ X A A i\ A**~ y/*V 1? . XTT A A **\ v/*" yTV ^ X 1*^ "VTA 

Homo sapiens KIAA0603 gene product (KIAA0603), mRNA 


XTIV AT f\1 A'H AC\ 

NM 014749 


Homo sapiens KIAA05 86 gene product (XIAA0586), mRNA 


XTTVyf A1 A tCtCO 

NM 014668 


Homo sapiens KIAA0575 gene product (KIAA0575), mRNA 


XTTV A A1 /I 7Af\ 

NM 014709 


Homo sapiens KIAA0570 ^gene product (KIAA0570), mRNA 


NM 014/04 


Homo sapiens KIAA0562 gene product (KIAA0562), mRNA 


XTTVyf A1 A1C\(\ 

NM 014/90 


XT — — — . — ^ " X A A r\ IT Ti a ay kW tt a a r\ e* \ tt^ "v -r a 

Homo sapiens KIAA0555 gene product (KJAA0555), xnRNA 


XTTV A A1 ytTI 1 

NM 014/31 


Homo sapiens KIAA0552 gene product (KIAA0552), mRNA 


NM 014/93 


T T ^ .._ - _ _ , — - — * — . — Ty^ X A A /"V yf* >f ^Tf T| A aT** TT A A /% yf* «\ Tf^ «v f a 

Homo sapiens KIAA0547 gene product (KIAA0547), mRNA 


XTTVyf Al / pic 

NM 014625 


Homo sapiens chromosome 21 open reading frame 108 (C21orfl08\ mRNA 


XTTV A AT A Q Af\ 

NM 014540 


Homo sapiens KIAA0537 gene product (KIAA0537), mRNA 


XTTV yT A *f vl/TOO 

NM 014682 


Homo sapiens KIAA0535 gene product (KIAA0535), mRNA 


XTTV yf A 1 A O C 1 
NM 014851 


Homo sapiens KIAA0469 gene product (KIAA0469), mRNA 


NM 014638 


xtuixivj &ttjjicii& jsj_/>\_^vuh-ju gene proouct ^Jvi-rV/\U'f ^uj, itiivin/\ 


NM 015556 


Homo sapiens KIAA0440 protein (KIAA0440), mRNA 


NM 014801 


Homo sapiens KIAA0435 gene product (KIAA0435), mRNA 


NM 014772 


Homo sapiens KIAA0427 gene product (KIAA0427), mRNA 


NM 014631 


Homo sapiens KIAA0418 gene product (KIAA0418), mRNA 


NM 014702 


Homo sapiens KIAA0408 gene product (KIAA0408), mRNA 
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NM 014672 


Homo sapiens KIAA039 1 gene product (KIAA0391), mRNA j 


XTTV/T 0 1 47 1 7 


T47vmr* canine 1<TTA A0300 ctotip> mvvTiipt fPCTA AO^QO^ mPTsTA ' 
numo bapienb ivirvrvuj-^u gene piou.uL/i ^jtNJLrt-rvuj^v/^, iiixnj.n.^v. 


xnv/f oi4£R£ 

IN1VJL U14uou 


Wnmr* cam* otic VI A AO^S^ crOTif* nrnHurt (\CT A AO^S^ mPXJ A 

numo Sapiens jsjj\j\\Jjud gene prouuci yr^Lx\r\\jjjD j, iillvin^-v 


XTA/T A 14879 
INiVl U14o/Z 


TJ AmA conipnc T5TTA Afll^i ftAnp rvrnrliiOT /T<TTA A Ol ^4^ m*RlSJA 

riomo sapiens iivI/v/yujd^ gene proauci \^jsat\j\\jjjdh) 7 itijvjl>/\. 


XTA/T oiaq'jo 
INIVL U14o3U 


riomo sapiens jsjl/v/\U3jz gene proaucc ^jsj-A-rvv/joz^, itlkjln/v 


JNM_U 14030 


Jtiomo sapiens xcai guanine nucieonae exenange iacior jK.aivj.ro i/v 

rn AT A\ rnPMA 


XTA/T 0 1 /t ^ 
IN1V1 U 1403 D 


noino sapiens jSaj\j\\jjd\j gene prouuui \js.xx\t\\JDO\jj, iiusA y is\ 


xnv/r 01490^ 


nuiiiu sapiens JSJ/\/\yj j j gene piuLiui/i ^ is Lc\xwJ^Djj i iiuSA.\f\. 


XTA/T 014R44 


u ATYl « cnmOT-ic A0^9Q crf»n<=» nrnHnrt H^TA A0^90^ ml?7sJA 
numu bapiciio j^Xu\-l\\j 0 gene piuuuui \j^xjr\t\\JDZ.y)y ii\jsa\ r\. 


XJA/T 014£91 


U nrnn oonipriQ K"TA AO^ 1 7 opnp nrnHiirt (\C\ A A0^ 1 7^ m'RTSlA 


XTA/T 014600 


Unmn cam^nc KT A. A 09 06 ctotip nrnHiirt n<TT A A 09 Ofi^ m"R>JA 


1N1V1 v/l*-r/ 1 +^ 


TTnmo cnriimQ 1CTA A09SS apnp nroHnrt (Kl A A09SS^ mPlSJA 


XTA/f 0147^4 


Unmn conipriQ TTTA A0947 crpnf» rirnHnrt HCT A A0947"*! nVRTM A 


xnv/r 0147^0 


u AT11A canipnc TTT A A 09 1 R ctotk* m*r^r1npt n<rT A A09 1 mRNA 
numo bapicno jsaj\j\\j^ 1 0 gene prouuvi ^jr7kJ-rvr\v/^io^, iiiisj-n^v 


NM_014735 


Homo sapiens KIAA0215 gene product (KIAA0215), mRNA 


JNJVl U1403U 


riomo sapiens kjl^auz i i gene proauci ^jsjl/v/vuz i i j, mKJNA 


XTA/f A1 AH A A 

INIYI U14/44 


TTovno oortiflnf 17T A A AO 1 A rrano -rx-r-rtrli /"liTT A A AO 1 Ci\ tnDM A 

nomo sapiens jmlaauz i u gene proauci vi^J-A_/\uz i uj, mt<JN/\ 


TvTA A A 1 A TO < 


nomo sapiens K1AAU 1 by gene product •(iviAAU l oy), rriKJNA. 


NM 014753 


Homo sapiens KIAA0187 gene product (KIAA0187), mRNA 


XTAvf A 1 AHCi 1 


Homo sapiens likely ortholog of maternal embryonic leucine zipper kinase 

rfc"TAA017<^ ml? XT A 


JNJVl U14/40 


nomo sapiens J5^ia/vu i o i gene proauci ^jsja/vu i o i ) y mivJN/v 


JNJVL U 14033 


nomo sapiens IvIAAUIDj gene product ^JsX/vaa>i jj ), mKJNA 


XTA/f A1 A A AO 

JNJVi_U14UUz 


nomo sapiens iisJ\.-rejatea Kinase epsuon, inauciuie iKappan Kinase ^ijsjsj^, 

ml? XT A 

mi\JN/\ 


XTTV/f 014Q47 


Unmrt cortiano TiTTA A A 1 AA\ rronp r^fi-x/^i ir»i- /TiTT A A A 1 AA\ -ml? XT A 

nomo sapiens i\.Lr\/\.u i h h gene proauci ^rvj^v/YVJiH**-^, ttlisj.n/\ 


XTA/T 01477*} 


TJ Arnrl oonipnc T^TA A A 1 /1 1 rw=»-r»*» r\t-/>rliir»t fV T A A0141^ ml?XTA 

nomo sapiens jsjj\j\\j i^f i gene proauci ^j>wJl/\/\ui^i ttlkin/v 


XTA/T A 1 4£4Q 

INiVl U1H047 


TJArnA cam'ptic TTT A AOl^R rrf*n/=> nrn^iW /TAT A AOI -mPXTA 

nomo sapiens jsjlt\i\\j i d o gene prouuci yjs^Lc\j\.\j ldoj 9 jtussst\ 


XJA/T 014709 


nuiilU oapiCIlo lVIn/\U ix.J gCIlC pHJLLU.UL ^JVJ-r\-rVVJ 1 J /, IlirviN^V 


XJA/T 014000 
iNivi \j v^yyy 


T4r»TYir» cnmOTic 'K'TA AOI 1 R nrnt^in (\C TA A01 1 K\ mPXTA 1 


"NTM 014740 


U Arnn Qnnip n p TCJA A01 1 1 o-prip nroHiir't CKTA A01 1 1 i mRNA 


"Knvr 014^7^ 


U ATri rt conipnc 'K'T A A01 0^ opnp TvrnHiirt HCT A A0 1 0^ mPXJA 


XFM 0147^6 


TTrkmr\ caniOTic Tv TA AOI Ol a^n^ nrnHnrt A A01 01 ^ mPXJA 


NM 014669 


Homo sapiens KIAA0095 gene product (KIAA0095), mRNA 


XJA/T 014670 
INIV1 VlHO/y 


TjATnA c-o«iAn c> ITT A A OAQ9 owi*» nm/1np+ /"tTT A A nOQ9^ mPXTA 

nomo sapiens jsjj\j\\j\jyz gene proauci ^js.jl/\/\uui/z)3 tttjkj.n/\ 


XJAA 0 1 4760 


TTntY-in conja*, c. VTA A AAQ7 rr^-n^ Y*\rf\Anr>+ (JT1 A A0087^ mPXTA 

nomo sapiens jsjatVUUo / gene proauci \ < ]sjj\j\\j\jo / ), miviN/v 


XTA/T 014S77 
INIVL U i^fo / / 


TJrkrv^rv oonionp Vk*=»1 i r»o oc» 1^ T A A C\f\^A fTfT A A A A^/1 > \ -rviPXTA 

nomo sapiens neucase isj>v/\uud4 ^isj_A^\uu34», ttlkin/y 


XTAA 014716 
IN IVI \J I *+ / 1 0 


nomo sapiens centaunn, oeia i i r> i ), mr\j>i/\ 


XTA/T 01^61 
1N1V1 U 1 D DO 1 


nomo sapiens iv3n aomain ^oinas smgie-siranaea nucieic aciasj coniaimng 


"NTM 014RR0 


TTrfcYn^ com otic TiTTA A0099 ctoti** nrnHurt ^TTT A A 0099^ mPXFA 

nomo sapiens iSJLrv/\ui/zz gene proauoi ^jsj^ty/vuuzzj, nix\j.N/\ 


7\TM 01487S 


T4Vvmn canipn c 1TTA A0090 crpne rirnHurt ^TTTA A0090 i mPXT A 
nomo oapicno ivj-rt-rvowz-u gciic pi uuuoi yjsjLt\f\\j\jz.\j i, xiuvln^-v 


T\TM 01466S 


TTri-mr* camOT-ic 'K'T A A 00 1 4 rrf»r»f» t^irrirlTir»t rtTTA A0014^ mPTsJA 


KFA/T 0 1 467 1 

INIVI U 1M-D / 1 


nomo sapiens UDiquiim-proiein isopepuae ngase \Je<->) \jsai\isx)\)i\))^ itii\jn/\ 


MM 0146^7 


Urvmrv enntpne XT T A A OOOQ rr/»n^ rw^rliiOT /TiTTA A AAACA mPXTA 

nomo sapiens JtsJL/Vf\uuuy gene proauci ^js^i/v/vuuuy ), itiinina 


NM 015384 


TTnTYin ^anien«; TDN^ nrotein (TDN^ mRNA 


NM 0141S8 


Homo sapiens HSPC182 protein (HSPC182), mRNA 


NM 014187 


Homo sapiens HSPC171 protein (HSPC171), mRNA 


NM 014182 


Homo sapiens HSPC160 protein (HSPC160), mRNA 


NM 014178 


Homo sapiens HSPC156 protein (HSPC156), mRNA 


NM 014177 


Homo sapiens HSPC154 protein (HSPC154), mRNA 
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NM_014176 


Homo sapiens HSPC150 protein similar to ubiqui tin-conjugating enzyme 
(HSPC150), mRNA 


NM 014173 


Homo sapiens HSPC142 protein (HSPC142), mRNA ! 


NM 014172 


Homo sapiens HSPC141 protein (HSPC141), mRNA 


NM 014171 


Homo sapiens postsynaptic protein CREPT (CREPT), mRNA 


NM 014169 


Homo sapiens HSPC134 protein (HSPC134), mRNA 


NMJH4168 


Homo sapiens HSPC133 protein (HSPC133), mRNA 


NM 014167 


Homo sapiens HSPC128 protein (HSPC128), mRNA 


NM 014165 


Homo sapiens HSPC125 protein (HSPC125), mRNA 


NM 014163 


Homo sapiens HSPC073 protein (HSPC073), mRNA 


NM 014162 


Homo sapiens HSPC072 protein (HSPC072), mRNA 


NM 014159 


Homo sapiens Huntingtin interacting protein B (HYPB), mRNA 


NM 014158 


Homo sapiens HSPC067 protein (HSPC067), mRNA 


NM 014157 


Homo sapiens HSPC065 protein (HSPC065), mRNA 


NM 014152 


Homo sapiens HSPC054 protein (HSPC054), mRNA 


NM 014151 


Homo sapiens HSPC053 protein (HSPC053), mRNA 


NM 014148 


Homo sapiens HSPC048 protein (HSPC048), mRNA 


NM 014147 


Homo sapiens HSPC047 protein (HSPC047), mRNA 


NM 014041 


Homo sapiens signal peptidase 12kDa (SPC12), mRNA 


NM 014047 


Homo sapiens HSPC023 protein (HSPC023), mRNA 


NM 014028 


Homo sapiens HSPC019 protein (HSPC019), mRNA 


NM 014026 


Homo sapiens HSPC015 protein (HSPC015), mRNA 


NM 015362 


Homo sapiens HSPC002 protein (HSPC002), mRNA 


NM 015603 


Homo sapiens DKFZP586M1019 protein (DKFZP586M1019), mRNA 


NM 015537 


Homo sapiens DKFZP586J1624 protein (DKFZP586J1624), mRNA 


NM 015584 


Homo sapiens DKFZP586F1524 protein (DKFZP586F1524), mRNA 


NM 015677 


Homo sapiens hypothetical protein (DKFZP586F1318), mRNA 


NM 015416 


Homo sapiens DKFZP586A011 protein (DKFZP5 86A0 1 1), mRNA 


NM 015513 


Homo sapiens DKFZP566D213 protein (DKFZP566D213), mRNA 


NM 015509 


Homo sapiens DKFZP566B183 protein (DKFZP566B183), mRNA 


NM 014042 


Homo sapiens DKFZP564M082 protein (DKFZP564M082), mRNA 


NM 015455 


Homo sapiens KIAA1 194 protein (KIAA1 194), mRNA 


NM 015601 


Homo sapiens DKFZP564G092 protein (DKFZP564G092), mRNA 


NM 014044 


Homo sapiens DKFZP564G0222 protein (DKFZP564G0222), mRNA 


NM 015658 


Homo sapiens DKFZP564C186 protein (DKFZP564C186), mRNA 


NM 015654 


Homo sapiens DKFZP564C103 protein (DKFZP564C103), mRNA 


NM 015535 


Homo sapiens DKFZP564A2416 protein (DKFZP564A2416), mRNA 


NM 014034 


Homo sapiens DKFZP547E2110 protein (DKFZP547E2 1 10), mRNA 


NM 015607 


Homo sapiens DKFZP547E1010 protein (DKFZP547E1010), mRNA 


NM 015594 


Homo sapiens DKFZP434O047 protein (DKFZP434O047), mRNA 


NM 015492 


Homo sapiens DKFZP434H132 protein (DKFZP434H132), mRNA 


NM 015515 


Homo sapiens type I intermediate filament cytokeratin (HAIK1), mRNA 


NM 014064 


Homo sapiens AD-003 protein (AD-003), mRNA 


NM 014517 


Homo sapiens upstream binding protein 1 (LBP-la) (UBP1), mRNA 


NM J) 14294 


Homo sapiens translocating chain-associating membrane protein (TRAM), 
mRNA 


NM 014305 


Homo sapiens dTDP-D-glucose 4,6-dehydratase (TDPGD), mRNA 


NM 014300 


Homo sapiens signal peptidase complex (18kD) (SPC18), mRNA 


NM 014419 


Homo sapiens soggy-1 gene (DKKL1 -pending), mRNA 


NM_014445 


Homo sapiens stress-associated endoplasmic reticulum protein 1; ribosome 
associated membrane protein 4 (SERP1), mRNA 


NM 014329 


Homo sapiens autoantigen (RCD-8), mRNA 
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NM_0 14504 


Homo sapiens putative Rab5 GDP/GTP exchange factor homologue (RABEX5), 
mJKJNA 


\r» /r t\ i /iron 

NM 014589 


tt _. ■ _ „ _ __ i t i * a O ....... TTC mx A «viD\T A 

Homo sapiens pnosphohpase A2, group lib (FLAzvjZii), mKJNA 


NM 014471 


Homo sapiens senne protease inhibitor, Kazal type 4 (brJJNK.4), mKJNA 


NM 014S91 


TT - • _ T"1T^\ T~? A _ _ _ " ^ x _ -J ^ * -i /TTTX A TT 1 \ . . . TT XT A 

Homo sapiens PDGFA associated pro tern 1 (PDAP1 ), mKJNA 


"V TX AT /~l 1 H 1 Afl 

NM_0 14308 


Homo sapiens phosphoinositide-3 -kinase, regulatory subunit, polypeptide plOl 
(P101-PI3K),mRNA 


NM 014359 


TT _ j_ * _ * //~\T%T~'/~~*\ _TT "V T A 

Homo sapiens opticm (OPTC), mRNA 


NM 014515 


TT _ ____ * _, / 1 /~"'TT /I "lVT/^T* -I.i..r-L .-■ ■-■ r..t! r-. mm n ■-. . . , . ■ 1 n ■.■ /nilnimlf O /" / , XT/"~\'T , '*T ^ ___TJ XT A 

Homo sapiens CCK4-NO! transcription complex, subunit 1 (CNU12), mKNA 


NM 014360 


Homo sapiens NK-2 (Drosophila) homolog 8 (NKX2.8), mRNA 


NM 014371 


Homo sapiens neighbor of A-kmase anchonng protein 95 (NAKAP95), mRNA 


NM_0 14342 


Homo sapiens mitochondrial carrier homolog 2 (MTCH2), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 015716 


T T * -« vr • 1 /X 1 1 IT' 1 x J 1 " ~ /~\ A*TX XTS* \ T*» X T A 

Homo sapiens Misshapen/NIK-related kinase (MINK), mRNA 


NM_0 14358 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, supertamily member 9 (CLbCSr9), mKJNA 


NM 014552 


TT » . * _ T TP* Tfc -t. _ * . T'T TT TT 1 T \ TT X T A 

Homo sapiens LBP protein 32 (LBP-32), mKJNA 


NM_0 14247 


Homo sapiens PDZ domain containing guanine nucleotide exchange 
iactor(Cjbr ) 1 (PDZ-Cjbrl), mKJNA 


NM 014267 


Homo sapiens small acidic protein (JJVLAUl}l4.>toZ), mKJNA 


NM 014597 


Homo sapiens acidic ©2 kDa protein mKNA (HSU 15552), mKJNA 


NM_0 14254 


Homo sapiens transmembrane protein 5 (TMEM5), mRNA 


NM 014362 


TT * <-> 1 j i , -| y-^y A 1 J 1 /T TTTT /"~*T T\ TT X T A 

Homo sapiens 3 -hydroxy lsobutyryl-Coenzyme A hydrolase (HIBCH), mRNA 


NM 014365 


Homo sapiens protein kinase HI 1 (HI 1), mRNA 


NM 014584 


Homo sapiens EROl-hke (S. cerevisiae) (EROIL), mRNA 


NM 014367 


Homo sapiens hypothetical protein, estradiol-mduced (E2IG5), mRNA 


NM_014366 


Homo sapiens putative nucleotide binding protein, estradiol-induced (E2IG3), 
mRNA 


NM_014380 


Homo sapiens nerve growth factor receptor (TNFRSF16) associated protein 1 
(NGFRAP1), mRNA 


NM 014890 


Homo sapiens dowmegulated in ovarian cancer 1 (DOC1), mRNA 


NM_0 14595 


Homo sapiens 5' nucleotidase, deoxy (pyrimidine), cytosolic type C (NT5C), 
mRNA 


NM014316 


TT 1 i , J 1 i i -1 -1 , /-A A 1 _T"~\\ //~iT»TTfiTT T A \ 

Homo sapiens calcium-regulated heat-stable protein (24kD) (CRHSP-24), 

TT XT A 

mRNvy 


"X 7X It f\ 1 /l / i A 

NM 014430 


Homo sapiens cell death-inducing DFFA-like eirector b (CIDEB), mKJNA 


NM_0 14400 


Homo sapiens GPI-anchored metastasis-associated protein homolog (C4.4A), 

™ O XT A 

mKJNA 


JNJVL 1)1441)6 


Homo sapiens similar to yeast r>.bl3 (p. cerevisiae^) (rJjbio), rnKJNA 


NM 014374 


Homo sapiens replication initiation region protein (60kD) (RJP60), mRNA 


NM 013943 


Homo sapiens chloride intracellular channel 4 (CLIC4), mRNA 


tv ttv >r a 1 t /in 

NM 013433 


Homo sapiens karyopnenn beta 2b, transportin (TKJN2), mKJNA 


"XTTV Jf A1 i ynr 

NM 013435 


Homo sapiens retinal homeobox protein (RX), mRNA 


XTX at r\ 1 O TT 

NM 013377 


Homo sapiens hypothetical protein (DKFZp434B0417) ? mKNA 


NM_0 12297 


Homo sapiens Ras-GTPase activating protein SH3 domain-binding protein 2 

/TATA A f\ £ HC\\ -«D\T A 

(KIAA066U), mJKJNA 


JNivl UlJZoo 


JnLomo sapiens cnromosome jpzi. i gene sequence ^nuiviau^uD ), mrsiNA 


NM_ 012472 


Homo sapiens testis specific leucine rich repeat protein (TSLRP), mRNA 


NM 012119 


Homo sapiens cell cycle related kinase (CCRK), mRNA 


NM 013266 


Homo sapiens alpha-catenin-like protein (VR22), mRNA 


NM 013346 


Homo sapiens sorting nexin 12 (SNX12), mRNA 


NM 013322 


Homo sapiens sorting nexin 10 (SNX10), mRNA 
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NM_0 13400 


Homo sapiens replication initiation region protein (60kD) (RIP60), mRNA 


NM 013355 


Homo sapiens protein kinase PKNbeta (pknbeta), mRNA 


NM_0 13240 


Homo sapiens putative N6-DNA-methyltransferase (N6AMT1), mRNA 


NM 013364 


Homo sapiens paraneoplastic cancer-testis-brain antigen (MA5), mRNA 


NM_0 13275 


Homo sapiens nasopharyngeal carcinoma susceptibility protein (LZ16), mRNA 


NMJH3312 i 


Homo sapiens hook2 protein (HOOK2), mRNA 


NM 013332 


Homo sapiens hypoxia-inducible protein 2 (HIG2), mRNA 


NM 013308 


Homo sapiens platelet activating receptor homolog (H963), mRNA 


NM 013394 


Homo sapiens acid fibroblast growth factor-like protein (GLIO703), mRNA 


NM 013329 


Homo sapiens chromosome 21 open reading frame 66 (C21orf66), mRNA 


NM 013333 


Homo sapiens EH domain-binding mitotic phosphoprotein (EPSIN), mRNA 


NM 013395 


Homo sapiens proteinx0008 (ADO 13), mRNA 


NM 012463 


Homo sapiens TJ6 protein (TJ6), mRNA 


NM 012461 


Homo sapiens TERF1 (TRFl)-interacting nuclear factor 2 (TINF2) 5 mRNA 


NM 012245 


Homo sapiens SKI-interacting protein (SNW1), mRNA 


NM 012437 


Homo sapiens SNARE associated protein snapin (SNAPAP), mRNA 


NM 012433 


Homo sapiens splicing factor 3b, subunit 1, 155kD (SF3B1), mRNA 


NM_012431 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semaphorin) 3E (SEMA3E), mRNA 


NM 012234 


Homo sapiens R1NG1 and YY1 binding protein (RYBP), mRNA 


NM_0 12420 


Homo sapiens retinoic acid- and interferon-inducible protein (58kD) (RI58), 
mRNA 


NM 012417 


Homo sapiens retinal degeneration B beta (RDGBB), mRNA 


NM 012229 


Homo sapiens 5 '-nucleotidase (purine), cytosolic type B (NT5B), mRNA 


NM_012390 


Homo sapiens protein homologous to salivary proline-rich protein P-B (PBI), 
mRNA 


NM 012346 


Homo sapiens nucleoporin 62kD (NUP62), mRNA 


NM_012339 


Homo sapiens transmembrane 4 superfamily member (tetraspan NET-7) (NET- 
7), mRNA 


NM_012338 


Homo sapiens transmembrane 4 superfamily member (tetraspan NET-2) (NET- 
2), mRNA 


NM 012332 


Homo sapiens Mitochondrial Acyl-CoA Thioesterase (MT-ACT48), mRNA 


NM 012327 


Homo sapiens phosphatidylinositol glycan, class N (PIGN), mRNA 


NM 012321 


Homo sapiens U6 snRNA-associated Sm-like protein (LSM4), mRNA 


NM_0 12294 


Homo sapiens guanine nucleotide exchange factor for Rap 1; M-Ras-regulated 
GEF (KIAA0277), mRNA 


NM 012289 


Homo sapiens Kelch-like ECH-associated protein 1 (KIAA0132), mRNA 


NM_012285 


Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), 
member 4 (KCNH4), mRNA 


NM 012267 


Homo sapiens hsp70-interacting protein (HSPBP1), mRNA 


NM_0 12266 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 5 (DNAJB5), 
mRNA 


NM 012260 


Homo sapiens 2-hydroxyphytanoyl-CoA lyase (HPCL2), mRNA 


NM_0 12204 


Homo sapiens general transcription factor mC, polypeptide 4 (90kD) (GTF3C4), 
mRNA 


NM_0 12086 


Homo sapiens general transcription factor mC, polypeptide 3 (102kD) 
(GTF3C3), mRNA 


NM_012155 


Homo sapiens microtubule-associated protein like echinoderm EMAP (EMAP- 
2), mRNA 


NM 012123 


Homo sapiens CGI-02 protein (CGI-02), mRNA 


NM 012097 


Homo sapiens ADP-ribosylation factor-like 5 (ARL5), mRNA 


NM 005028 


Homo sapiens phosphatidylinositol-4-phosphate 5 -kinase, type n, alpha 
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fPTPSTCAl mRNA 


iNivx \j\j\jo\jy 


Wnmn <ianipn<? nentflnrin fllrVha 1 ff^T^NJTAI^ mRNA 


NM 007362 


Homo sapiens nuclear cap binding protein subunit 2, 20kD (NCBP2), mRNA 


INIVI UU /JJO 




NM_007344 


Homo sapiens transcription termination factor, RNA polymerase I (TTF1), 

mRXTA 

IlLCvlN^V 


1N1V1 UU/j07 


nomo Sapiens vj-proiein coupicu. receptor ^ivc/Z^, iijlivln/\. 


NM_005176 


Homo sapiens ATP synthase, H+ transporting, mitochondrial FO complex, 

cnKivni + t> fcuVkiinit Ql icrkfrwrm 9 ( A TP^O'^ ty-iP~W A 

suDuniL c ^suDuniL y) y isoiorm z ^/yiitdvjzj, hixvtn/^ 


NM_007347 


Homo sapiens adaptor-related protein complex 4, epsilon 1 subunit (AP4E1), 


jnivl uuzo/j 


nomo sapiens piexm l> i ^ri^ yyinjd i ), mrsj.N/\ 


NM_007034 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 4 (DNAJB4), 




iiomo sapiens iN/VL^n ucnyurogenabc ^uoi^uinonc^ i ueui suoconipiCA, *+ ^i jkj-/, 

D lJj ^1 > JL/ UTDH ^ 3 IllXVlN /A. 


NM 007180 


Homo sapiens trehalase (brush-border membrane glycoprotein) (TREH), mRNA 


1N1V1_WU / I ID 


riomo sapiens tumor necrosis iacior, aipna-muucea proiem o ^liNr/Ajjro^, 


XTA/f On79 1 7 
INIVI UV /Z 1 / 


nomo sapiens pi ugrdiiiincci ecu ucaiii iu \r lsk^lj lkj iiusjin^x 


XTlV/f 0079^0 
INIVI UU / ZU7 


nomo sapiens t>yiiLaxin uinuiiig proLcni j ^oiADr dj, iiixsj.nj^v 


NM_007107 


Homo sapiens signal sequence receptor, gamma (translocon-associated protein 

oummn'l /'Q^l?^^ nVRTsJA 1 
galllllla. ) ^OOXVj ) 9 IIlXvlNi^V 


1N1V1 UU /ZoZ 


nomo sapiens ring linger pioicm i j ^rsj.>jr i-jj^ iiiivin/-y 


INIVI UU / ZO ~> 


nomo sd.picns supprcboor 01 o. L/ercvi&id.c guiz, ^naui i ^, inxsj.N/\ 


"MTV/T 00799^ 

rsivi uu / zzj 


nomo sapiens puumvc vj proiem coupicu icocpior ^vjrjv^ inrviN/A. 


NM_007192 


Homo sapiens chromatin-specific transcription elongation factor, 140 kDa 

Qiifinnit (V APTP14.<VV ml^NA 
aLiuuniL ^rn.L/ir itvj, iiiiviN/A. 


NM 007263 


Homo sapiens coatomer protein complex, subunit epsilon (COPE), mRNA 


INIVI UU/UU3 


nomo sapiens otwii-i proiem ^ov^jc- i mjvtN/Y 


lNivi uu/uiy 


nomo sapiens UDiquiiin-conjugaxing enzyme Jtszv^, ^uniiz^j, mxviN/v 


IN1V1_UU /UOn 


nomo sapiens serine/ inreonme Kinase wnn dqi- ana piecKstrin nomoiogy 
domains (TRAD), mRNA 


1N1V1_UU /UOZ 


nomo sapiens nuciear pnospnoproxem similar to o. cerevisiae r wx 1 \r wr i ) 9 
mRNA 

1 1 JUL VI > 


"MM" 007080 




T\JTV/f 007079 

INIVI UU/V/Z 


noillO odpiCIlb nDl\V -in Jj 1 J\-aboULIallUg Z, ^nXXJL//V<6^, llJLXvlNjnL 


N1VT 007077 


Hnmn <vfiT^iP'nQ flH^ntr^T-TplafpH TvmtFMn rnnrnl py 4 Qiomfi 1 QiiVninit rAP4^»1^ 

liUlllU oajJltllo aUaL/LUl -I ClalC'U jJl^JLClll U <J 1 i iyj 1CA *-r, oxgiila 1 oU-ULlllll ^AXtul J ^ 

mRNA 


1N1V1 UUU / Ji 


noillO oaJJICild bpcilll bpCOlllv allLlgCil JL, ^OufA-jj IIUVLN^A. 


NM 006748 


Homo sapiens Src-like-adaptor (SLA), mRNA 


INIVI UUOoD 1 


nomo sapiens glioma patnogenesis-reiaieo protein \xvi vnj, inxsJN/Y 


IN 1V1 UU DO 1 D 


nomo sapiens coateu. vesicie memorane proiem ^jvina zh^, mxviN/\ 


NM_006741 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 1 A 


XTM" 00^R9^ 
1N1V1_UUOoZ.j 


nomo sapiens protein Kinase ^c/\ivix -aepenueni, cdtdiytic^ mniDiior aipna 
(PKIA), mRNA 


NM 006825 


Homo sapiens cytoskeleton-associated protein 4 (CKAP4), mRNA 


NM_006833 


Homo sapiens COP9 subunit 6 (MOV34 homolog, 34 kD) (MOV34-34KD), 
mRNA 


NM 006838 


Homo sapiens methionyl aminopeptidase 2 (METAP2), mRNA 


NM 006634 


Homo sapiens vesicle-associated membrane protein 5 (myobrevin) (VAMPS), 
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niRNA 


NM 006676 


Homo sapiens ubiquitin specific protease 20 (USP20), niRNA 


NM 006662 


Homo sapiens Snf2-related CBP activator protein (SRCAP), mRNA 


NM_006692 


Homo sapiens DNA-bmding protein amplifying expression of surfactant protein 
B (SPBPBP), mRNA 


NM 006590 


Homo sapiens SnRNP assembly defective 1 homolog (SAD1), mRNA 


NM 006695 


Homo sapiens RaP2 interacting protein 8 (RPIP8), mRNA 


NM 006663 


Homo sapiens RelA-associated inhibitor (RAI), mRNA 


NM 006570 


Homo sapiens Ras-related GTP-binding protein (RAGA), mRNA 


NM 002721 


Homo sapiens protein phosphatase 6, catalytic subunit (PPP6C), mRNA 


NM_006627 


Homo sapiens POP4 (processing of precursor , S. cerevisiae) homolog (POP4), 
mRNA 


NM 006580 


Homo sapiens claudin 16 (CLDN16), mRNA 


NM_006648 


Homo sapiens serologically defined colon cancer antigen 43 (SDCCAG43), 
mRNA 


NM_006681 


Homo sapiens neuromedin U (NMU), mRNA 


NM 006554 


Homo sapiens metaxin 2 (MTX2), mRNA 


NM_006609 


Homo sapiens mitogen-activated protein kinase kinase kinase 2 (M AP3K2), 
mRNA 


NM 004274 


Homo sapiens A kinase (PRKA) anchor protein 6 (AKAP6), mRNA 


NM_006633 


Homo sapiens IQ motif containing GTPase activating protein 2 (IQGAP2), 
mRNA 


NM 006548 


Homo sapiens IGF-II mRNA-binding protein 2 (IMP-2), mRNA 


NM 006644 


Homo sapiens heat shock 105kD (HSP105B), mRNA 


NM 006543 


Homo sapiens Mahlavu hepatocellular carcinoma (HHCM), mRNA 


NM 006540 


Homo sapiens nuclear receptor coactivator 2 (NCOA2), mRNA 


NM_006578 


Homo sapiens guanine nucleotide binding protein (G protein), beta 5 (GNB5), 
mRNA 


NM 006550 


Homo sapiens fibrinogen silencer binding protein (FSBP), mRNA 


NM_006678 


Homo sapiens CMRF35 leukocyte immunoglobulin-like receptor (CMRF35), 
mRNA 


NM 006569 


Homo sapiens cell growth regulatory with EF-hand domain (CGR1 1), mRNA 


NM_006584 


Homo sapiens chaperonin containing TCP1 , subunit 6B (zeta 2) (CCT6B), 
mRNA 


NM 006538 


Homo sapiens BCL2-like 11 (apoptosis facilitator) (BCL2L1 1), mRNA 


NM 006628 


Homo sapiens cyclic AMP phosphoprotein, 19 kD (ARPP-19), mRNA 


NM_006370 


Homo sapiens vesicle-associated soluble NSF attachment protein receptor (v- 
SNARE; homolog of S. cerevisiae VTI1) (VTI2), mRNA 


NM_006354 


Homo sapiens transcriptional adaptor 3 (AD A3, yeast homolog)-like (PCAF 
histone acetylase complex) (TADA3L), mRNA 


NM 006456 


Homo sapiens sialyltransferase (STHM), mRNA 


NM_006409 


Homo sapiens actin related protein 2/3 complex, subunit 1A (41 kD) (ARPC1A), 
mRNA 


NM_006279 


Homo sapiens sialyltransferase 6 (N-acetyllacosaminide alpha 2,3- 
sialyltransferase) (SIAT6), mRNA 


NM 006142 


Homo sapiens stratifin (SFN), mRNA 


JN1V1_UUd4 J 3 


Homo sapiens nucleolar autoantigen (55kD) similar to rat synaptonemal complex 
protein (SC65), mRNA 


NM 006414 


Homo sapiens ribonuclease P (38kD) (RPP38), mRNA 


NM 006413 


Homo sapiens ribonuclease P (30kD) (RPP30), mRNA 


NM 006423 


Homo sapiens Rab acceptor 1 (prenylated) (RABAC1), mRNA ! 


NM 006239 


Homo sapiens protein phosphatase, EF hand calcium-binding domain 2 (PPEF2), 
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mRNA 


NM_006230 


Homo sapiens polymerase (DNA directed), delta 2, regulatory subunit (50kD) 
fPOLD2, mRNA 


NM_006156 


Homo sapiens neural precursor cell expressed, developmentally down-regulated 
8 HNIEDD8 , mRNA 

\J l I'lJUJL'i/U f, XXXXXX^X X 


NM 006369 

X > XYX V/vUJU^ 


Homo saniens TvnJFl nrotein fiVniFl i mRNA 

X xvyn ivy jupiwiio xtxv_/x x ^ivx wx x y, iiuvx lix 


NM 006441 

1 > XYX \J \J\J 1 1 X 


Homo ^aniens 5 1 0-mefhenv1tetrabvdrofo1ate svntlieta^e f S- 

x xvyii ivy ijuuiwiu «^ , x \y iiiwuivii y iivu txxx y vxx viviuiv o y uuiviuuv V 

formvltetralivdrofolate cvclo-lie:ase i fMTHFS i mRNA 


NM 006309 

X^lXVA \J\J\J~J\J *S 


Homo saniens leucine rich reoeat Tin FLTTi interactint? nrotein ? (L1^JRPTP2^ 
mRNA 


NM 006330 

l^lxYX V/v/ -J v/ 


TTomo <;aT)ien < ? Iv^onhosnholinase T fT/YRT.Al i mRNA 


NM 006344 


Homo sapiens macrophage lectin 2 (calcium dependent) (HML2), mRNA 


KM 0061 95 

INxVX Vy v/ vy _J 7 J 


1-Tomo ^anien^ nhimiitin aetivatinc* pn7vmp T^l -lilce nrotein ffrSA7^ mRNA 

X X \J 1 1 l\J OCl[Jlwllo UU1UU11111 XI V/ L 1 VCXL111 VxllXjjr XXXW J—/ X HIvv jLyxvyLtXil ^VJlJil/ J ■. HJXvi ixx 


NM 00637? 


1-Tomo ^anien<5 ^ninrlle nole botiv nrotein fCrCTP^i mRl^JA 

x. lull iu odpiv-'Jiio o|yiiivxi^ j.y vy iv Ly vyvx_y jjx vy l^iii ^vj v>i -y y, 1 i xxvj. > xx 


NM 006141 


TTnmo <*anien<; dvnein cvt onla^mio liont intermediate nolvnentide 1 fT)NCT T2 i 

xivyxiivj ocxLyxvviio uyiiwuij v y ivyLyxcioiixxv^, xi c^n l hi x i ivv vx i cx l w Ly v_f i y Ly\v/Ly li vxw \ jlsx ^ \si—/J * • 

mRNA 


NM 006416 

iijltjl \y Vf vy r x vy 


Homo saniens solute carrier familv 35 fCMP-sialic acid transnorteri member 1 
(SLC35A1), mRNA 


NM 006349 

I > XVX \J \J\J ~ ^/ 


Homo <5anien<s outative cvclin Ol interactine' nrotein rC^CrlTi mRNA 

x x vyi ixvy otipiviio L/utuii v w v yvxixi vj x iijllvi uuliii^ piviviu ^v/\j xx/, liixvi ii x 


NM 006429 


Homo sapiens chaperonin containing TCP1, subunit 7 (eta) (CCT7), mRNA 


NM 006430 


Homo QanieTiQ ehaTieroniti nontainino' Tf^PI QiiliiiTiit 4 Tdelta^ (C^C^T&i mRNA 


NM 006431 

lNxYX UvUtJ I 


JTLVJiilU ocxpltilo v^Ilcxpv^I vJlllll L/UillClllxlll^ 1 vl 1, OUUU1UI ^ ^Ut id y y V^V^ x. ^* ^ , 1 1 XX Vi > yx 


NM 00^810 


T-Trimo Qflnifn? "OTotea^nme frvrOQOTne maeroTiairi^ "765s Qiibimii" non-AnTRa^e 4 

^81^104^ mRNA 


NM 00600? 


l-Tomo sfltiipti? iibiouitiTi carhoxvl -terminal e^tera*se T.^ AiHiouitin thi o! esterase i 

iiuniu ocx Ly i v>iio uuiu uix txx* Vp/txi Lyvyyvj' x lv_-i ixiiiicxi voLviaov x^j yLXL/iv^vxixxii tiiivyi^ij uv^x <x.i3 v^y 

(UCHL3), mRNA 


NM 006068 

X v AYX v/ v/ V/ \-J <J 


Homo ^amen<s toll-HTce recentor 6 TTT R6i mRNA 

x xvy i x j.vy oupiwiio xv/xx xxxvw i wvl/ivi vy i ixviw/j iixlvx 12 x 


NM 006100 


Homo saniens alnha2 3-sialvltransferase TSXSGALVIi mRNA 

JL X V_/ 1 1 lw JUU IviXO XXX Lf XXCXX^r ^ OX XX X Jr X LX XXX XOXW'X UUv 1 iwJ JL VJi IX/ Y X 1 j X X XJLX_J_ i J. X 


NM 006061 


Homo sapiens specific granule protein (28 kDa) (SGP28), mRNA 


NM 00606^ 


Rnmn satiien^ Qarromerio muscle "nrotein (f\ AT? t^OSirhJi nYRT^JA 

11U111U ocxJJlv^llo ocxl ^vyillwl l^/ lllUovlvv yJL \J Lt/lll ^LyrvivvvVyijlli y» 3 1 1 lx VJL N xx 


NM_006076 


Homo sapiens Rev/Rex activation domain binding protein-related (RxAB-R), 
mRNA 

1 1 xxvx > yrv 


NM 006034 


Homo sapiens p53-induced protein (PIG1 1), mRNA 


NM 0060^9 


Homo sanienc pnHnf*vtir rpppntor fmaerrvnViacrp mannoQe rerentm* ffimilvi 

XLVJlllvJ ouUlC'llo CllLlvyv^y Llw ICOCpLUl ^lildvyl vJjJlld^vv llldllll Uo w IWL/V^L/LvJl xCllllxxj^y* 

(KIAA0709), mRNA 


NM 006018 


t-ToTTir* Qani f*ti c Til ltsiti'v/F' r*1x< a mr\lri'nf* Tf*Cf*r\tr\v r^'T'T^— V^iti H iti <y "n"rr\tf*in /T-TiV/f74i 

11U111U otxLylC'llo LJUlUtlLlvt' vxllClllvJlVlllC 1 C Ly LvJl , Ull Ly lllvxlll^ |Ji Vy LVv 111 ^i. xXVX / •/} 

mRNA 


NM 006101 

1 XVX UuU 1 V/ 1 


Homo ^aniens Viitrhlv exnresspfl in eanrer rirh in leiieine hentad reneats rHT^C^ i 

X XWlllvy O UU 1 v»-X10 llX^lllV tAUiWOOUU ll 1 VdlluV^l ^ 1 Ivll ll I lUUblllV^ XlWLytCXVX 1 \v L'V-'CX UO yX X X-J \ — J •) 

itlEINA 


NM 006098 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 
2-like 1 (GNB2L1), mRNA 


NM 005895 


Homo sapiens golgi autoantigen, golgin subfamily a, 3 (GOLGA3), mRNA 


NM 006023 


Homo sapiens D123 gene product (D123), mRNA 


NM 006090 


Homo sapiens choline/ethanolaminephosphotransferase (CEPT1), mRNA 


NM 005822 


Homo sapiens Down syndrome critical region gene 1-like 1 (DSCR1L1), mRNA 


NM 005827 


Homo sapiens UDP-galactose transporter related (UGTREL1), mRNA 


NM 005725 


Homo sapiens tetraspan 2 (TSPAN-2), mRNA 


NM 005879 


Homo sapiens TRAF interacting protein (TRIP), mRNA 


NM 005816 


Homo sapiens T cell activation, increased late expression (TACTILE), mRNA 


NM_005S43 


Homo sapiens signal transducing adaptor molecule (SH3 domain and IT AM 
motif) 2 (STAM2), mRNA 


NM 005636 


Homo sapiens synovial sarcoma, X breakpoint 4 (SSX4), mRNA 
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NMJ)05775 


Homo sapiens vmexm beta (SH3 -containing adaptor molecule- 1) (SCAM-1), 
mRNA 


NM 005785 


Homo sapiens hypothetical SBBI03 protein (SBB103), mRNA 


NM 005862 


Homo sapiens stromal antigen 1 (STAG1), mRNA 


NM 005619 


Homo sapiens reticulon 2 (RTN2), mRNA 


NM 005615 


Homo sapiens nbonuclease, RNase A family, ko (RNASE6), mRNA 


NM 005771 


Homo sapiens retinol dehydrogenase homolog (RDHL), mRNA 


NM 005833 


Homo sapiens Rab9 effector p40 (RAB9P40), mRNA 


NM 005687 


Homo sapiens phenylalanyl-tRNA synthetase beta-subunit (PheHB), mRNA 


NM_005605 


Homo sapiens protein phosphatase 3 (formerly 2B), catalytic subunit, gamma 
isoform (calcineurin A gamma) (PPP3CC), mRNA 


NM 005796 


Homo sapiens nuclear transport factor 2 (placental protein 15) (PP15), mRNA 


NM 005742 


Homo sapiens protein disulfide isomerase-related protein (P5), mRNA 


NM 005824 


Homo sapiens 37 kDa leucine-rich repeat (LRR) protein (P37NB), mRNA 


NM_005861 


Homo sapiens ST1P1 homology andU-Box containing protein 1 (STUB1), 
mRNA 


NM 005601 


Homo sapiens natural killer cell group 7 sequence (NKG7), mRNA 


NM 005831 


Homo sapiens nuclear domain 10 protein (NDP52), mRNA 


NM 005511 


Homo sapiens melan-A (ML ANA), mRNA 


NM 005575 


Homo sapiens leucyl/cystinyl aminopeptidase (LNPEP), mRNA 


NM_005794 


Homo sapiens short-chain alcohol dehydrogenase family member (HEP27), 
mRNA 


NM_005769 


Homo sapiens carbohydrate (N-acetylglucosamine 6-0) sulfotransferase 4 
(CHST4), mRNA 


NM 005828 


Homo sapiens WD-repeat protein (HANI 1), mRNA 


NM_005804 


Homo sapiens nuclear RNA helicase, DECD variant of DEAD box family 
(DDXL), mRNA 


NM_005505 


Homo sapiens CD36 antigen (collagen type I receptor, thrombospondin 
receptor)-like 1 (CD36L1), mRNA 


NM 005760 


Homo sapiens CCAAT-box-binding transcription factor (CBF2), mRNA 


NM 005795 


Homo sapiens calcitonin receptor-like (CALCRL), mRNA 


NM_005720 


Homo sapiens actin related protein 2/3 complex, subunit IB (41 kD) (ARPC1B), 
mRNA 


NM_005876 


Homo sapiens nuclear protein, marker for differentiated aortic smooth muscle 
and down-regulated with vascular injury (APEG1), mRNA 


NM 001540 


Homo sapiens heat shock 27kD protein 1 (HSPB1), mRNA 


NM_005481 


Homo sapiens thyroid hormone receptor-associated protein, 95-kD subunit 
(TRAP95), mRNA 


NM 005449 


Homo sapiens regulator of Fas-induced apoptosis (TOSO), mRNA 


NM 005480 


Homo sapiens trophinin associated protein (tastin) (TROAP), mRNA 


NM_005419 


Homo sapiens signal transducer and activator of transcription 2, 1 13kD 5 
(STAT2), mRNA ! 


NM 005500 


Homo sapiens SUMO-1 activating enzyme subunit 1 (SAE1), mRNA 


NM 005400 


Homo sapiens protein kinase C, epsilon (PRKCE), mRNA 


NM 005391 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 3 (PDK3), mRNA 


NMJ305494 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 6 (DNAJB6), 
mRNA 


NM_005466 


Homo sapiens RNA polymerase II transcriptional regulation mediator (Med6, S. 
cerevisiae, homolog of) (MED6), mRNA 


NM 005310 


Homo sapiens growth factor receptor-bound protein 7 (GRB7), mRNA 


NM 005497 


Homo sapiens gap junction protein, alpha 7, 45kD (connexin 45) (GJA7), mRNA 


NM 005175 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
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subunit c (subunit 9), isoform 1 (ATP5G1), mRNA 


NM_003418 


Homo sapiens zinc fincer Drotein 9 fa cellular retroviral nucleic acid binHincr 
protein) (ZNF9), mRNA 


NM_005151 


Homo sapiens ubiquitin specific protease 14 ftRNA-euanine transelvcosvlase^ 
(USP14),mRNA 


NM_005119 


Homo sapiens thvroid hormone recentor-associated nrotein ISO VF)« QiiHimit 
(TRAP 150), mRNA 


NM_005071 


Homo sapiens solute carrier family 1 (high affinity aspartate/glutamate 
transporter), member 6 (SLC1A6), mRNA 


NM_005047 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 5 
(PSMD5), mRNA 


NM 005134 


Homo sapiens protein phosphatase 4, regulatory subunit 1 (PPP4R1), mRNA 


NM_O05O33 


Homo sapiens nolvmvositis/scleroderma autoanticren 1 f75Vm fPA/T^PT "H 
mRNA 


NM_005025 


Homo saoiens serine for cv^teine*^ nrotpinasp inVnVntnr rlnHp T A-j^iirrkc^T-rvi-n^ 
member 1 (SERPINI1), mRNA 


NM_005023 


Homo saniens nrot^in p"pranv1c*pranv1trnriQff : »r£i<:i : » hmp T K^tci cnKimif /T^f^rTTI d\ 

Aiuiiiv/ oa^iv/iio jjivsiy^ui gwi aiijr igci dll^l LI alia 1CI doC Lypc 1, UCLa bUDUXlll vJTVJl 1x3 ), 

mRNA 


NM_005020 


Homo sapiens nhosnhodiesterase 1C ealmodnlin-denpndent f70kTYl rPDFIC^ 
mRNA 


NM_005017 


Homo sapiens phosohate cvtidvlvltransferase 1 choline alnha isoform 
(PCYT1A), mRNA 


NM 005131 


Homo sapiens nuclear matrix protein p84 (P84), mRNA 


NM 005101 


Homo sapiens interferon-stimulated protein, 15 kDa (ISG15), mRNA 


NM 005122 


Homo sapiens nuclear receptor subfamily 1, group I, member 3 (NR1I3), mRNA 


NM 004666 


Homo sapiens vanin 1 (VNN1), mRNA 


NM 004247 


Homo sapiens U5 snRNP-specific protein, 1 16 kD (U5-1 16KD), mRNA ! 


NM 004704 


Homo sapiens U3 snoRNP-associated 55-kDa protein (U3-55K), mRNA 


NM 004786 


Homo sapiens thioredoxin-like, 32kD (TXNL), mRNA 


NM 004257 


Homo sapiens TGF beta receptor associated protein -1 (TRAP-1), mRNA 


NM 004620 


Homo sapiens TNF recentor-associated factor 6 fTR AF6^ mR7\TA 


NM 004604 


Homo sapiens syntaxin 4A (placental) (STX4A), mRNA 


NM_004785 


Homo sapiens solute carrier familv 9 f sodium/hvdroere-n evrliancrp^ lQnform ^ 
regulatory factor 2 (SLC9A3R2), mRNA 


NM_004252 


Homo saniens solute carrier familv 9 ^ ^nHinm/hviimapn pvrVismo-fM^ icnfWrm ^ 

regulatory factor 1 (SLC9A3R1), mRNA 


NM 004694 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 6 fSLC16A6 > i mRNA 


NM_004696 


HomO SameilS SOlute Carripr familv 1 f\ ^ mrtnnfJirKnY vlir* ar\A tranonr»T+prc\ 
oujyiviij oviuiv waiiivi laiiiiijr jl u ^iinjinJOdl UUAy ilw d-ClU. LI dlloUOI LCro/, 

member 4 (SLC16A4), mRNA 


NM_004263 


Homo saniens sema domain immunotyloHnlin Hnmflin ^To^ trancmpmKrQnp I 
domain (TM) and short cvtoolasmic domain f semaphoring 4F TSIFMA4F^ 
mRNA 


NM 004868 


Homo sapiens glycoprotein, synaptic 2 (GPSN2), mRNA 


NM_004844 


Homo sapiens SH3 -domain binding protein 5 CBTK-associated^ CSH3BP5^ 
mRNA 


NM 004703 


Homo sapiens rabaptin-5 (RAB5EP), mRNA 


NM 004249 


Homo sapiens RAB28, member RAS oncogene family (RAB28), mRNA 


NM 004218 


Homo sapiens RAB1 IB, member RAS oncogene family (RAB1 IB), mRNA 


NM 004676 


Homo sapiens PTPN13-like, Y-linked (PRY), mRNA 


NM 004726 


Homo sapiens RALBP1 associated Eps domain containing 2 (REPS2), mRNA 


NM 004881 


Homo sapiens quinone oxidoreductase homolog (PIG3), mRNA 
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NM 004671 


Homo sapiens Protein inhibitor of activated STAT X (PIASX-BETA), mRNA 


NM 004565 


Homo sapiens peroxisomal biogenesis factor 14 (PEX14), mRNA 


NM_004845 


Homo sapiens phosphate cytidylyltransferase 1, choline, beta isoform 
(PCYT1B), mRNA 


NM_004563 


Homo sapiens phosphoenolpyruvate carboxykinase 2 (mitochondrial) (PCK2), 
mRNA 


NM 004800 


Homo sapiens transmembrane 9 superfamily member 2 (TM9SF2), mRNA 


NM_004556 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
inhibitor, epsilon (NFKBIE), mRNA 


NM 004647 


Homo sapiens Neuro-d4 (rat) homolog (NEUD4), mRNA 


NM_004546 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 2 (SkD, 
AGGG) (NDUFB2), mRNA 


NM_004545 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 1 (7kD, 
MNLL) (NDUFB1), mRNA 


NM_004542 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 3 (9kD, 
B9) (NDUFA3), mRNA 


NM_004544 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 10 
(42kD) (NDUFA10), mRNA 


NM_004784 


Homo sapiens N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 3 
(NDST3), mRNA 


NM 004901 


Homo sapiens lysosomal apyrase-hke 1 (LYSAJL1), mRNA 


NM 004798 


Homo sapiens kmesm family member 3B (KIF3B), mRNA 


NM 004515 


_ _ . • . t i ' i i ■ -i - 1? ±_ r\ A c\ _"T"\ /TT T70\ -«D\T A 

Homo sapiens mterleukm enhancer binding factor 2, 45kD (ILF2), mRJN A 


NM 004838 


Homo sapiens Homer, neuronal immediate early gene, 3 (HOMER-3), mRNA 


NM 004854 


Homo sapiens HNK-1 sulfotransferase (HNK-1ST), mRNA 


NM 004488 


Homo sapiens glycoprotein V (platelet) (GP5), mRNA 


NM 004485 


Homo sapiens guanine nucleotide binding protein 4 (GNG4), mRNA 


NM 004122 


Homo sapiens growth hormone secretagogue receptor (GHSR), mRNA 


NM_004479 


Homo sapiens fiicosyltransferase 7 (alpha (1,3) fucosyltransferase) (FUT7), 
mRNA 


NM 004438 


Homo sapiens EphA4 (EPHA4), mRNA 


NM_004094 


Homo sapiens eukaryotic translation initiation factor 2, subumt 1 (alpha, 35kD ) 
(EIF2S1), mRNA 


NM_004681 


Homo sapiens eukaryotic translation initiation factor 1 A, Y chromosome 
(EIF1AY), mRNA 


NM_004226 


Homo sapiens serine/threonine kinase 17b (apoptosis-inducing) (STK17B), 
mRNA 


NM 004792 


Homo sapiens peptidyl-prolyl isomerase G (cyclophilin G) (PPIG), mRNA 


NM_004831 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 7 
(70kD) (CRSP7), mRNA 


NM_004269 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 8 
(34kD) (CRSP8), mRNA 


NM_004270 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 9 
(33kD) (CRSP9), mRNA 


NM 004232 


Homo sapiens STAT induced STAT inhibitor-4 (CIS4), mRNA 


NM 004882 


Homo sapiens CBF1 interacting corepressor (CIR), mRNA 


NM_004198 


Homo sapiens cholinergic receptor, nicotinic, aipna polypeptide o ^-tlkinao;, 
mRNA 


NM 004825 


Homo sapiens chromodomain protein, Y chromosome, 2 (CDY2), mRNA 


NM_004351 


Homo sapiens Cas-Br-M (murine) ectropic retroviral transforming sequence b 
(CBLB), mRNA 


NM 004054 


Homo sapiens complement component 3a receptor l (C3AR1), mRNA 
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NM_004899 


Homo sapiens brain and reproductive organ-expressed (.UNrKor ia moauiaiorj 
mRNA 


NM_004889 


Homo sapiens AlJr synthase, ii+ transporting, mitocnonanai ru complex, 
subunit f, isoform 2 (ATP5J2), mRNA 


NM 004890 


Homo sapiens sperm associated antigen / (ar Aaj / ), mKJNA 


NM 004908 


Homo sapiens pre-T/NK cell associated protein (6H9 A), mRNA 


NM_003406 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, zeta polypeptide (YWJdAZ,), mKlNA 


NM_003574 


Homo sapiens VAMP (vesicle-associated membrane protein)-associated protein 

A T\\ /X T A T"» A \ __T"> \T A 

A (33kD) (VAPA), mKJNA 


NM_001073 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide Bl 1 (UGT2B1 1), 
mRNA 


NM 003300 


Homo sapiens INr receptor-associated iactor 3 ^ikatj), niKiNA 


NM_003297 


Homo sapiens nuclear receptor subfamily 2, group C, member 1 (NR2C1), 
mRNA 


NM 003212 


Homo sapiens teratocarcinoma-derived growth factor 1 (TDGF1), mRNA 


NM 003763 


Homo sapiens syntaxm 16 (blXlo), mKJNA 


NM 003955 


tt ot A TP 1 1 3 onp A HP J "U J "L J 4-^^. O /COT O \ -k»-*T>"KT A 

Homo sapiens STAT induced SI Al inhibitor J (Sbl-3), mKlNA 


NM_003693 


Homo sapiens acetyl LDL receptor; SREC=scavenger receptor expressed by 
endothelial cells (SREC), mRNA 


NM 003563 


Homo sapiens speckle-type rUZ protein (brUr), mKJNA 


NM 003578 


Homo sapiens sterol O-acyltransferase 2 (SOAT2), mRNA 


NM 003099 


TT • . ' 1 /CTVTV1 \ T» >T A 

Homo sapiens sorting nexm l (SNX1 ), mRNA 


NM 003095 


Homo sapiens small nuclear ribonucleoprotein polypeptide F (SNRPF), mRNA 


NM_003091 


Homo sapiens small nuclear ribonucleoprotein polypeptides B and Bl (SNRPB), 
mRNA 


NM_003086 


Homo sapiens small nuclear RNA activating complex, polypeptide 4, 190kD 
(SNAPC4), mRNA 


NM_003084 


Homo sapiens small nuclear RNA activating complex, polypeptide 3, 50kD 

//tv y 1 T^/~«0\ T1XT A 

(SNAPC3), mRNA 


NM 003825 


Homo sapiens synaptosomal-associated protein, 23kD (SNAP23), mRNA 


NM_003983 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 6 (SLC7A6), mKJNA 


NM 003916 


Homo sapiens adaptor-related protein complex 1, sigma 2 subunit (AP1S2), 
mRNA 


NM_003896 


Homo sapiens sialyltransierase 9 (CMr-NeuAc:lactosylceramide aipna-z,3- 
sialvltransferase; GM3 synthase) (SIAT9), mRNA 


NM 003769 


Homo sapiens splicing iactor, argimne/serme-ncn 9 (brK^V), mKJNA 


NM 003016 


Homo sapiens splicing factor, argmme/serine-nch I (5rK^z) 5 mKJNA 


NM_003161 


Homo sapiens ribosomal protein S6 kinase, 70kD, polypeptide 1 (RPS6KB1), 
mRNA 


NM_003708 


Homo sapiens microsomal NAD+-dependent retinol dehydrogenase 4 (^KvjiJii- 
4), mRNA 


NM 002933 


Homo sapiens ribonuclease, KJNase A iamily, 1 (pancreaticj ^KJN/v^jtii;, mKJN/v 


NM_002919 


Homo sapiens regulatory factor X, 3 (influences HLA class II expression) 
(RFX3), mRNA 


JNiVi UUZotO 


iiomo sapiens i\^rVi3Z ? memoer Jtv/vo oncogene iamiiy ^xs-rvo^;, iiuu^n. 


NM 002849 


Homo sapiens protein tyrosine phosphatase, receptor type, R (PTPRR), mRNA 


NM 002822 


Homo sapiens protein tyrosine kinase 9 (PTK9), mRNA 


NM_002812 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 8 
(PSMD8), mRNA 


NM 002808 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 2 
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(PSMD2), mRNA 


NMJ302816 


Homo sapiens proteasome (prosome, macropain) 26S summit, non-ATPase, 12 
(PSMD12), mRNA 


NM_002814 


Homo sapiens proteasome (prosome, macropain) 26S subumt, non-ATPase, 10 
(PSMDlO).mRNA 


NM_002789 


Homo sapiens proteasome (prosome, macropain) subumt, alpha type, 4 
(PSMA4), mRNA 1 


NM_002787 


Homo sapiens proteasome (prosome, macropain) subumt, alpha type, 2 
(PSMA2), mRNA 


NM_000951 


Homo sapiens proline-rich Gla (G-carboxyglutamic acid) polypeptide 2 
(PRRG2), mRNA 


NM_000950 


Homo sapiens proline-rich Gla (G-carboxyglutamic acid) polypeptide 1 
(PRRG1), mRNA 


NM 002750 


TT * ' j_ j " .J * 1 * o /"X jT A T»T>" 0\ n\TA 

Homo sapiens mitogen-activated protein kinase 8 (MAPK8), mRNA 


NM 003981 


Homo sapiens protein regulator of cytokinesis 1 (PRC1), mRNA 


NM_002717 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subumt B (PR 
52), alpha isoform (PPP2R2A), mRNA 


NM_002707 


Homo sapiens protein phosphatase 1G (formerly 2C), magnesium-dependent, 

• C /TV»"»"A Jt 1 T^ "V T A 

gamma isoform (PPM 1 G), mRNA 


NM_003620 


Homo sapiens protein phosphatase ID magnesium-dependent, delta isoform 
(PPM ID), mRNA \ 


NM 003625 


Homo sapiens protein tyrosine phosphatase, receptor type, f polypeptide 
(PTPRF), interacting protein (hpnn), alpha 2 (PPFIA2), mRNA 


NM 002698 


Homo sapiens POU domain, class 2, transcription factor 2 (POU2F2), mRNA 


NM UuzobV 


Homo sapiens pinin, desmosome associated protein (PNN), mRNA 


NM 003662 


Homo sapiens Pirin (PIR), mRNA 


NM 002647 


Homo sapiens phosphoinositide-3 -kinase, class 3 (PIK3C3), mRNA 


NM 000286 


Homo sapiens peroxisomal biogenesis factor 12 (PEX12), mRNA 


NM UUzool 


Homo sapiens phosphate cytidylyl transferase 2, ethanolamine (PCYT2), mRNA 


NM 002567 


Homo sapiens prostatic binding protein (PBP), mRNA 


NM 003899 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 7 (ARHGEF7), 
mRNA 


NM 002563 


Homo sapiens punnergic receptor P2Y, G-protem coupled, 1 (P2RY1), mRNA 


NM 000913 


Homo sapiens opiate receptor-like 1 (OPRL1), mRNA 


NM_002493 


TT • T A T*V T T f f f « • • X -1 1 j *» f ^ y « r^l T**V 

Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 6 (17kD, 
B17) (NDUFB6), mRNA 


NM_002492 


TT * ^ T A T-X.TT "111 ✓ • • V « i i /- « T^V 

Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 5 (lokD, 
SGDH) (NDUFB5), mRNA 


NM_002489 


TT * ^ T A T~V T T I'll f 1 * * N*t11 1 *t >l T^V 

Homo sapiens NADH dehydrogenase (ubiquinone) l alpha subcomplex, 4 (9kD, 
MLRQ) (NDUFA4), mRNA 


X TTV X AA1 /;o A 

NM_003684 


Homo sapiens MAP kmase-interactmg senne/threonme kinase 1 (MKNK1), 

T\ XT A 

mRNA 


NM_U0J /b4 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 7 (SERP1NB7), mRNA 


NM 002333 


Homo sapiens low density lipoprotein receptor-related protein 3 (LRP3), mRNA 


NM 002265 


Homo sapiens lymphoid nuclear protein related to AF4 (LAF4), mRNA 




nomo sapiens miegrin, oeta d v.iivjidj^, mj\i\/\ 


NM 003971 


Homo sapiens sperm associated antigen 9 (SPAG9), mRNA 


NM 002157 


Homo sapiens heat shock lOkD protein 1 (chaperonin 10) (HSPE1), mRNA 


NM_001521 


Homo sapiens general transcription factor IIIC, polypeptide 2 (beta subunit, 
1 lOkD) (GTF3C2), mRNA 


NM 001516 


Homo sapiens general transcription factor EH, polypeptide 3 (34kD subunit) 
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(GTF2H3), mRNA 


iNivi \j\jjy l \J 


TTnmo «:anien<s maternal Crl 0 transcrint ( G10 1 mRNA 


NM 001969 


Homo sapiens eukaryotic translation initiation factor 5 (EIF5), mRNA 


1NaVJL_UU.j / J 1 


TTomo <;anien<; eiilcarvotie translation initiation factor 3 subunit 9 (eta, 1 16kD) 
(EIF3S9), mRNA 


aNaVA__ULO / JD 


TTomo «? aniens enkarvotic translation initiation factor 3 subunit 4 ( delta. 44kD) 

XiUlllVJ OOLJAWAAO WUiVdl V UlJlv LA CU10XCAU17A1 AAAA 11 OL LAVA 1 XUVIV/1 — ' 5 ouuuilll. 1 ^\*wim*j i * 'u^/ 

CEIF3S4i mRNA 

^A^AA —J ■ y 5 HlAXAllA 


"KTM 003756 


Homo sapiens eukaryotic translation initiation factor 3, subunit 3 (gamma, 40kD) 
rEAF3S3^ mRNA 


NM 001414 


Homo sapiens eukaryotic translation initiation factor 2B, subunit 1 (alpha, 26kD) 
(EIF2B1), mRNA 


NM 001412 


Homo sapiens eukaryotic translation initiation factor 1A (EIF1 A), mRNA 


NM 003566 


Homo sapiens early endosome antigen 1, 162kD (EEA1), mRNA 


NM 001957 

A i AYA W A J J 1 


Homo sapiens endothelin receptor type A (EDNRA), mRNA 


NM 001936 

A ^1 1V1 \J\J A ^ -J \J 


Homo sapiens dipeptidylpeptidase VI (DPP6), mRNA 


NM 003648 


Homo sapiens diacylglycerol kinase, delta (130kD) (DGKD), mRNA 


NM 001921 


Homo sapiens dCMP deaminase (DCTD), mRNA 


NM OfH590 

1 N AVA \J\J^J~J V\J 


Homo sapiens cullin 3 (CUL3), mRNA 


NM 003592 


Homo sapiens cullin 1 (CUL1), mRNA 




TTrvmr* Qnr>ipn<3 HnQir transrrintion factor 3 fBTF3^ mRNA 


NM 001191 


Homo sapiens BCL2-like 1 (BCL2L1), mRNA 


"MAvf nm acq 
JNiVL__UU looV 


Urvmrt co-r-»ip>-mo ATP cimtllQCP TT4- trcm CT^r^TtiTl CT TTll tOfVlOTl H"H 3 1 FO COmnlcX 

jriomo sapiens Air oynind.bc, n • udiibpijiiij.ig,, minj^iiv^maiicn j. v L/vjinpiv^yv, 
suDunit c ^bUDumi yj iov^iuiiii j ^aiijuj j, haa\j.n^v 


aN±V1_UU 1 Ooo 


Wrvrn^ conipn c ATP c"\mtViac^ TJ-4- ti*n n Qnnrti ti & mitochondrial E0 comnlex 

XH_HIHJ OdUlCIlO All O Villi Ad &C, XI ' LI CLkl&LJKJX v-Allg, AAAAl»vw»AlVFAAvAA ICLl X \J ^UJliJ/lVA, 

subunit b, isoform 1 (ATP5F1), mRNA 




TTomo car»ipn<; aHantor-related nrotein comnlex 3 beta 1 subunit fAP3Bl\ 
mRNA 


NM 058168 


Homo sapiens gene differentially expressed in prostate (GDEP), mRNA 


NM 058222 

AN AVAL vf O ~ 


Homo saniens tectorin beta CTECTBV mRNA 


NM 058192 


Homo sapiens ribosomal large subunit pseudouridine synthase C like (RLUCL), 
mRNA 


NM 058190 


Homo sapiens chromosome 21 open reading frame 70 (C21orf70), mRNA 


NM 058189 


Homo sapiens chromosome 21 open reading frame 69 (C21orf69), mRNA 


NM 058186 


Homo sapiens chromosome 21 open reading frame 1 1 (C21orfll), mRNA 


NM 058184 


Homo sapiens chromosome 21 open reading frame 42 (C21orf42), mRNA 


NM 058182 

I X 1VA uJU 


Homo sapiens chromosome 21 open reading frame 5 1 (C21orf51), mRNA 


NM 058180 


Homo sapiens chromosome 21 open reading frame 58 (C21orf58), mRNA 


NM 058173 


Homo sapiens small breast epithelial mucin (LOCI 18430), mRNA 


NM 058172 


Homo sapiens capillary morphogenesis protein 2 (CMG2), mRNA 


NM 017884 


Homo sapiens P1N2 -interacting protein 1 (PINX1), mRNA 


NM 054021 

A 1 AT A \J*s^T\J+* A 


Homo sapiens G protein-coupled receptor 101 (GPR101), mRNA 


NM 053280 

A ^ A VJL vJ JZ.UU 


Homo sapiens h-Shippo 1 (LOCI 13746), mRNA 


NM 003449 


Homo sapiens tripartite motif-containing 26 (TR1M26), mRNA 


NM 057Q3Q 


Homo ^aniens Fc recentor-like nrotein 3 fFCRH3V mRNA 


"MM 059Q1R 

IMaVJL UJL7J O 


Homo ^aniens Fc recentor-like nrotein 1 fFCRHl^ mRNA 


NM 05787? 


TTomo ^aniens interlenkin 17F riL^F^ mRNA 

XJLvJAAAv OtAJJAWAAO llllvl l^LAXVAXA A / A y AJ_> A / A J j AAAAVA ^ *- *. 


NM 024011 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 1, mRNA 


NM_033621 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 10, 
mRNA 


NM 033537 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 9, mRNA 


NM 033536 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 8, mRNA 


NM 033534 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 7, mRNA 
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NM 033532 


Homo sapiens cell division cycle 2-hke 2 (CDC2L2), transcnpt vanant 6, mRNA 


NM 033531 


Homo sapiens cell division cycle 2-hke 2 (CDC2L2), transcnpt vanant 5, mRNA 


NM 033529 


Homo sapiens cell division cycle 2-hke 2 (CDC2L2), transcnpt vanant 4, mRNA 


NM 033528 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 3, mRNA 


NM 033527 


Homo sapiens cell division cycle 2 -like 2 (CDC2L2), transcnpt vanant 2, mRNA 


NM 006629 


Homo sapiens zinc finger protein 271 (ZNF271), mRNA 


NM 015294 


Homo sapiens tripartite motif-containing 37 (TRIM37), mRNA 


NM 033132 


Homo sapiens zinc family member 5 protein (ZIC5), mRNA ! 


NM 033108 


Homo sapiens heat shock transcription factor 2-like (LOC86614), mRNA 


NM 033106 


Homo sapiens galanm-like peptide precursor (LOC85569), mRNA 


NM 033105 


Homo sapiens beta cysteine string protein (LOC85479), mRNA 


NM 033104 


Homo sapiens stomn 2 (LOC85439), mRNA 


NM 033102 


Homo sapiens prostem protein (LOC85414), mRNA 


NM_003823 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcript variant M68E, mRNA 


NM 006470 


Homo sapiens tripartite motif-contaimng 16 (TRIM 16), mRNA 


NM 032606 


Homo sapiens calcyphosine (LOC84698), mRNA 


NM 032595 


Homo sapiens neurabin II (LOC84687), mRNA 


NM_ 032584 


Homo sapiens zinc finger protein 347 (ZNF347), mRNA 


NM_032576 


Homo sapiens lipopolysaccaride-specific response 5 -like protein (LOC84663), 
mRNA 


NM_032518 


Homo sapiens collagen-like Alzheimer amyloid plaque component precursor 
(LOC84570), mRNA 


NM 032509 


Homo sapiens RNA binding protein (LOC84549), mRNA 


NM 032484 


Homo sapiens hypothetical protein (LOC84514), mRNA 


NM 032389 


Homo sapiens zinc finger protein 289, ID1 regulated (ZNF289), mRNA 


NM 031918 


Homo sapiens Kruppel-like factor 16 (KLF16), mRNA 


NM 031463 


Homo sapiens steroid dehydrogenase-like (LOC83693), mRNA 


NM 031461 


Homo sapiens CocoaCrisp (LOC83690), mRNA 


NM_031417 


Homo sapiens MAP/microtubule affinity-regulating kinase like 1 (MARKL1), 
mRNA 


NM 030791 


Homo sapiens sphingosine-1 -phosphatase (LOC81537), mRNA 


NM_024670 


Homo sapiens suppressor of variegation 3-9 (Drosophila) homolog 2; 
hypothetical protein FLJ234 14 (SUV39H2), mRNA 


NM_003414 


Homo sapiens zinc finger protein 267 (ZNF267), transcript variant 498723, 
mRNA 


NM_023945 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 5 
(MS4A5), mRNA 


NM_023014 


Homo sapiens hypothetical protein similar to preferentially expressed antigen of 
melanoma (LOC65122), mRNA 


NM_023013 


Homo sapiens h}^pothetical protein similar to preferentially expressed antigen of 
melanoma (LOC65121), mRNA 


NM 022357 


Homo sapiens putative metallopeptidase (family Ml 9) (LOC64180), mRNA 


NM 022355 


Homo sapiens putative dipeptidase (LOC64174), mRNA 


NM 022353 


Homo sapiens putative sialoglycoprotease type 2 (LOC64172), mRNA 


NM 022345 


Homo sapiens uterine-derived 14 kDa protein (LOC64150), mRNA 


NM 022343 


Homo sapiens 17kD ietal brain protein (LOC64148), mRNA 


NM_022340 


Homo sapiens FYVE-finger-containing Rab5 effector protein rabenosyn-5 
(LOC64 145), mRNA 


NM_021932 


Homo sapiens hypothetical protein from EUROIMAGE 1987170 (LOC60626), 
mRNA 


NM 021931 


Homo sapiens DEAD/H (Asp-Glu- Ala- Asp/His) box polypeptide 35 (DDX35), 



322 

BNSOOCID: <WO 03074654A2J_> 



WO 03/074654 



PCT/US03/05028 





mRNA 


NM 021612 

1N1YX V/a- 1 \JJ^ 


TTomo ^aniens zinc-fin f?er nrotein /,KRK 1 fZHBRKl^ mRNA 


NM 021630 


Homo sapiens PDZ-LIM protein mystique (LOC59346), mRNA 


NM 01QSQ1 


1-Tomo Qanipn^ yinp finopr nrofpin 96 fTCCY^C 90^ (*/ Nl H96^ nYR~NTA 


"NTM 01R67S 

INxVl \J I ou / J 


TJnmn <;anipn^ 7inr finopr nrofpin ^09 r7NP"^09^ mRNA 
liumu ociljxs»/X1o ^jiiiv^ xnigt-i piui&iix ^^-iX^ix — > vy^y 5 ixxxvx ^ i\. 




Unmn <ianipn<; Twnofhpfipal nrofpin from plonpc: 9^S4Q anrl 9^769 (T OCSRS04^ 

XX.LFllX\J oCipiV^llo xiy UUUlCUval pHJlC/111 XI VJl 11 IvlUlll/O J—TZs dllll ^».J / VJZ. ^Xv\-/V-/JOJv^yj 

mRNA 

nixvx n jv 


MM" 091 91 1 


T-Trvmr\ CQr»ipr>c frflncnAcnn _Hp k T*i'v/f : »rJ T^iicff»rl francnnQa cf»— lilrf* nrnfpin M Iji 1 SR4X6i 

JxUlilvJ aaJJxdXo 11 dllopLloUll-U-CI 1 VCLl JDUblCl 1 UdUbpUoaoC UKC pUJUJlll ^X-fV_y^-/ 0*TOVXy ? 

mRNA 

X I XX VI > Xi. 


NM 021186 


Homo sapiens zona pellucida glycoprotein 4 (ZP4), mRNA 


"NTM 090QTH 


T-Trvmr* canipn q iininiii"fm-.Qnppifip nroppQQino* Twntf^n cp C\ Or^S766^^ mT^TSTA 


>jtv/T 090666 




TsJM 090491 


T-Tfvmn Qanipn»? livnntliptipal nrofpin CI OPS714^^ mRNA 


MM 090140 


Hnmn danien*; mitativp 47 VDa nrofpin H 00565599^ mRNA 


NM 01610S 


T-Trtmo Qanipn<i ^vnnvial ^arrnma Iran «;1o nation pptip on rhmninsonie 1 R-lilce 2 

X Ivil IvJ adylvllo O \ HKJ V idi DCllOvfXIXCl IX CUXOlVSl/CUXv'-LX gV-'llV-' V^XX VX1X wlllUDUlllW X O HXvv A* 

CSS18L2'i mRNA 


NM 016417 

INlVX \J 1 U^r 1 / 


Homo saniens clone FLB4739 fLOC5121S^ mRNA 


NM 090467 


TJnmn «iani pn<; VivnntVipfipal nrofpin from rlonp 64^ (1 OP^799R^ mRNA 

X XVJ111U OdJJJLCiliJ Liy\JVJ 11 Veil JJIWtt/XlX XI Will 1/11/111/ U"tJ ^XvWJ /L^O^j XXlXNJ.>^i. 


NM 020389 


Homo sapiens putative capacitative calcium channel (trp7), mRNA 


NM 090^8^ 


U nmn oor»iprtQ VP1V4P9 nrofpin fl 0(^^71 00^ mRNA 


NA/T 090^R1 


XxUrilU adpiCRb OtlllUlUalC lUIllUx aUppxCi>bUI piUlClIl ^x^wv^J / IV// J, llUViN / »- 


NM 090^79 


WnmA oaniPfic nrcranip ratinn tron cnr\rfpr iT fll*^71 OOl mP N A 
JCXUIllU oapiCIlo UIgaillL' UdLlUIl LI allopUI LCI ^-L-W v^-> / lyuj, IllXViN/A. 


NM 0901 


Urvrnn ocinipnc pyacattip PAtnnAnptit T? tt-\/1 (-\ ( P P P/1 ki ty-jT? A 
XTXVJIIIL/ ba.piCllo CAUoUlllC vLUlipwllCllL XVI p^-rw ^XVXVX tUy, 1 1 XXSJ. ri 


NM 090147 

xNxVx_UZ.U LH / 


U nTYin canipnc hwiotnptipal nrofpin from V\ TR OHV/T A OP S1 19^S OP^6Q06^ 
mRNA 


NM 0901 S4 


Wnmn QanipnQ pnromoQomp 1 1 hvnnt npfipal nrofpin ORF"^ (J 0(~ , S6RS1^ mRNA 

XXUlllvJ OXXX VJlllvXoVJlllt- X 1 ll_y p*-/ Ull^LlOCll pXwLWIXX V_^XVX ^X-yV_/V>«-' X ) ? 1 A IX VJ. > XV 


NM 019613 


Homo sapiens hypothetical protein 628 (LOC56270), mRNA 


NM O10OSO 


U A mn cortipnc 6 9 kH nrnfpin H" OPS4S4^ mRNA 


NM 0100^7 

xNxvl V 1 ^UJ) / 


WATTIrt CQni f*TT\ C P»Y/"fcCrtTYlA P AfnnATI PTlt 1? TT"l4 1 IhT T90SQ1 1 mkMA 
XX.LHIHJ ou-piv'llo CAdo^JIIIC OUIIipUlldlL JLvipH'l y± ±-/J ±*\J ~' Zs X 1 1 1XVX ^ 


NM 01 8S7Q 


Watyia Qonipnc mif^r*Tir\Tiri"pia1 cr\lnf<* r* dt~n p^t iT (ii*^ 1 ^ 1 9 i ttik N A 

XlUlIlvJ DapiClla XXll IVJC-A1VX11VJ.X lal o vJ 1 Li L C IwdlllC'i ^JLV-/\-/J U l-t./j XXXXX-LNjTV 


NM 01 K48S 


1-Tomo <?anipn<5 O nrofpin -ponnl pH rpppnfor r^ST 9 OCSSR68 > i rrfRTsIA 

X X V.J 1 i 1 VJ OCipiWllo VJ pi \J Ltlil IXpiVVJ- 1 t^^t JJ IKJl K^,^f ^XjV/V/JJOUO/, 111X.VJ.NXTL 


NM 01R479 

xNlVx V/ 1 OH / Zs 


Rnmn ^anipnc nnpnarapfpri^pf^ Vivnnf VialamiiQ nrofpin l-Tr^'T') A SIP fT Or^SSR69^ 
x xvjiiivj a<*pic-iio LtiiVxiiaLdviW'iiZf^u iij' pvj ui idiciii in o pxuiwxxi ii^x/rv.uiv yjL^\^^^^j juu*- j 5 

mRNA 


NM 018447 


Homo saDiens 30 kDa nrotein fLOC5583D mRNA 


NM 018443 

X >XVX Vy X OH 1 — ' 


Homo «?aniens 7inc fin per nrotein ^09 f7NP302^ mRNA 


NM 018430 


Homo sapiens hypothetical protein (LOC55815), mRNA 


NM 01840? 


TTomo cjflnipn^ infprlpiilon 96 fTT 96^ mT^NA 

X X WlllVJ oajilvHO XXXL^X 1WIXXV111 4*\J \»JLj£*\J § j XXXAVX^xv 


NM 017692 


Homo sapiens aprataxin (APTX), mRNA 


MM 01 R1 71 
lNlVI U 1 O 1 / I 


noiiio odpierib nypo uicuu ai proicixi riwj 1UOJ7 v^" ■*-*«» iv/OJ^^ 5 iiixsj.n^v 


NM 017^0 


XInmn canipnc TiA/T^r^fVif»tip"Ql -r\T-rvfp»in T OP^ S *\ Of~ 1 ^^^6^^ mPMA 

riuiiiu odpiens nypomciit/d.i pruiein lvj^j jjuj ^jjv^jjjujj, iiixviNr\. 


NA/f 0 1 3 ^ S S 


xioino bdpicns piecKSixin nomuiugy, oco/ aiiu uoiicu/cuii uuiiiaiiib *+ \tr o^jl'H- ^ ? 
mRNA 


1N1V1 U 1 OOD I 


nuuiu bdpiens nepidueiiuiax caiL-iiiuiiia iiuvci gcne-o piOLcui ^uv^jijj7j, 
mRNA 


NM 016QSS 

XNIVx. J 


T-Tomo wm'pnc cnlnnlp livpr anficypn/livpr nanprpac anfiopn C\ OOS10Q1^ ml^N^A 

AJLVJXXIVJ oCipit/Ilo oVJlLiUlC 11VC1 ClXlLlgwlX/ XX V t«X IJClll^X tdo illlLlgV^ll ^iiUvJlu71J) 1 1 XXVJ ^ iv 


NM 016429 


T-Tomo cmiptic r^^PTr i 4-liVp ^inp fintrer nrotein f7FP9fi^ m*RNA 

x xvjxxivj odpicilo ji xv_/' - r~i. iivt> Ziiiiv^- xxxxi^^x pxwi^ixi x -lu ^ 3 xxjjlvx>)xa. 


NM 016520 


Homo sapiens hepatocellular carcinoma-associated antigen 59 (LOC51759), 
mRNA 


NM 016275 


Homo sapiens selenoprotein T (LOC51714), mRNA 


NM 016242 


Homo sapiens endomucin-2 (LOC51705), mRNA 


NM 016233 


Homo sapiens peptidylarginine deiminase type in (LOC51702), mRNA 


NM 016209 


Homo sapiens unknown (LOC51693), mRNA 
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NM 016140 


Homo sapiens brain specific protein (LOC51673), mKJNA 


NM 016107 


Homo sapiens zinc finger RNA binding protein (ZFR), mRNA 


NM 016098 


Homo sapiens HSPC040 protein (LOC51660), mRNA 


NM 016095 


Homo sapiens HSPC037 protein (LOC51659), mRNA 


NM_0 16086 


Homo sapiens map kinase phosphatase-like protein MK.-STYX (LOC5165 /), 
mRNA 


NM 016061 


Homo sapiens CGI-127 protein (LOC51646), mRNA 


NM 016039 


Homo sapiens CGI-99 protein (LOC51637), mRNA 


NM 016029 


Homo sapiens CGI-S6 protein (LOC51635), mRNA 


NM 016024 


Homo sapiens CGI-79 protein (LOC51634), mRNA 


NM 016019 


Homo sapiens CGI-74 protein (LOC51631), mRNA 


NM 015964 


Homo sapiens brain specific protein (LOC51673), mRNA 


NM 015939 


Homo sapiens CGI-09 protein (LOC51605), mRNA 


NM 016647 


Homo sapiens mesenchymal stem cell protein DSCD75 (LOC51337), mKJNA 


NM 016646 


Homo sapiens mesenchymal stem cell protem DSCD28 (LOC51336), mRNA 


NM 016632 


Homo sapiens ARF protein (LOC51326), mRNA 


NM 016629 


Homo sapiens hypothetical protein (LOC51323), mKJNA 


NM 016627 


Homo sapiens hypothetical protein (LOC51321), mRNA 


NM 016626 


Homo sapiens hypothetical protein (LOC51320), mRNA 


NM 016618 


Homo sapiens hypothetical protein (LOC51315), mRNA 


NM 016616 


Homo sapiens NM23-H8 (LOC51314), mRNA 


NM 016613 


Homo sapiens AD021 protein (LOC51313), mRNA 


NM 016612 


• i t 1 1 a ' ST S~\ /""I £? 1 1 1 \ T"> \T A 

Homo sapiens mitochondrial solute carrier (LOC51312), mKJNA 


NM 016594 


Homo sapiens FK506 binding protein precursor (LOC5 1303), mRNA 


NM 016562 


Homo sapiens toll-like receptor 7 (TLR7), mRNA 


NM 016546 


Homo sapiens complement Clr-hke proteinase precursor, (LOC51279), mRNA 


NM 016534 


Homo sapiens apoptosis-related protein PNAS-1 (LOC51275), mRNA 


NM 016521 


Homo sapiens E2F-like protein (LOC51270), mRNA 


NM 016511 


Homo sapiens C-type lectin-hke receptor- 1 (LOC51267), mRNA 


NM 016509 


Homo sapiens C-type lectin-hke receptor-2 (LOC51266), mRNA 


NM 016496 


Homo sapiens hypothetical protem (LOC51257), mRNA 


NM 016494 


Homo sapiens hypothetical protein (LOC51255), mRNA 


NM 016484 


Homo sapiens hypothetical protem (LOC51248), mRNA 


NM 016471 


Homo sapiens hypothetical protein (LOC51242), mRNA 


NM 016467 


Homo sapiens hypothetical protein (LOC51240), mRNA 


NM 016454 


Homo sapiens hypothetical protein (LOC51234), mRNA 


NM_0 16429 


Homo sapiens COPZ2 for nonclathrin coat protein zeta-COP (LOC51226), 
mRNA 


NM 016383 


Homo sapiens HOM-TES-85 tumor antigen (LOC51213), mRNA 


NM 016380 


Homo sapiens diferentiation-related protem difl3 (LOC51212), mKJNA 


NM 016364 


Homo sapiens protein phosphatase (LOC51207), mRNA 


NM 016339 


Homo sapiens Link guanine nucleotide exchange factor II (LOC5 1 195), mKJNA 


NM 016338 


Homo sapiens Ran binding protein 1 1 (LOC5 1 194), mRNA 


NM 016331 


Homo sapiens zinc finger protein ANC 2H01 (LOCS1 193), mRNA 


NM 016311 


Homo sapiens ATPase inhibitor precursor (LOC51 189), mRNA 


NM_0 16256 


Homo sapiens N-acetylglucosamine-l-phosphodiester alpha-N- 
acetylglucosaminidase (LOC5 1 1 72), mRNA 


NM_0 16223 


Homo sapiens protein kinase C and casein kinase substrate in neurons 3 
(PACSIN3), mRNA 


NM 016202 


Homo sapiens LDL induced EC protein (LOC5 1 1 57), mRNA 


NM 016175 


Homo sapiens truncated calcium binding protein (LOC5 1 149), mRNA 


NM 016162 


Homo sapiens candidate tumor suppressor p33 ING1 homolog (LOC5 1 147), 
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mRNA 


NM 016158 

X ^ XV X \J X \J X *J SJ 


Homo sapiens erythrocyte transmembrane protein (LOC5 1 145), mRNA 


NM 016142 


Homo sapiens steroid dehydrogenase homolog (LOC51 144), mRNA 


NM 016141 

J. ^1 XVX \J lu 1^1 


Homo sapiens dynein light chain-A (LOC51143), mRNA 


NM 016125 


Homo saDiens PTD016 protein CLOC5 1 136) mRNA 


NM 016H1 

X > XVX W lUl^l 


Homo saniens NY-REN-45 antieen (XOC51 133 V mRNA 


NM 016102 


Homo ^aniens trinartite motif-containine 17 (TRlxV117i mRNA 


XNxVx UIUUjO 


TTomo <2finien<i PfrT-97 nrotein (1 OP51 1 1 9i mRNA 

i JAJl 1 1VJ lSCaJJIC-Ho V_-VJ X -7 / piULvlll yX-zV-J V_>>-/ X X Xjrj} XIXLVXNXJl 


"MTV/I 01603S 

XNXVX U1UUJJ 


Homo ^aniens CGT-92 nrotein ^LOC5 1 1 1 7 1 mRNA 

X XvJll J.'J OtXJJ It/Ho V^vJl S ±-i jJl WlwUl \^X_/V_/\ — t*J XXX/ UlXvl lAL 


NM 016026 

X^XYX \J x \J\J£*\J 


Homo ^aniens CGI-82 nrotein flLOC51109i mRNA 


MM 016010 

XNXYX \J I \J\J X \J 


Homo «?ar>ien<; CGT-62 nrotein CLOC51 101 1 mRNA 


NM 016001 

X N iYX \J 1 VJvV 1 


Homo saniens CGI-4S nrotein rLOC51096i mRNA 


NM 015996 

XNXYX \J I ~) S -s\J 


Homo saniens CGI-40 nrotein rLOC51092i mRNA 


NM_015978 


Homo sapiens putative protein-tyrosine kinase (LOC510S6), itiRNA 


TSTN/T 01SQ6? 


TTomo cnnipnt: PGT-^S nrotein (1 OPS 1 077 i m^RNA 


"NTM" OISQoii 

INxVl l/l J 70u 


u nmn QQnienQ PGT-^7 nrotein OPS 1 076 1 mRNA 


xNIVX U 1 J7J / 


u nrn A cflTiienQ PGT-90 nrotein fT OPS 1 074 1 m"R"NTA 


INxyx \J lDyDH' 


WriTno cnnierkc PGT.96 r»rotein i"T OPS 1 071 i ml? "MA 


IN xVl_U 1j 1 / 


UnrnA com pn c olnti^tliinTie ^-h*ar»cff*rflCP cnV»imit 1 ^ Viomolofr /T OPS 1 064 i 
mRNA 

llXXX-l^ 


1SJM 01S913 

XX XVX UU/lJ 


TTomo Q?mienQ TrvnotVietie^l nrotein C\ OPS 1 060 1 mRNA 


1\TM 01S91^ 

XNxVx UU^J.^- 


TTomo c?ir»ienQ livnotnetieal nrotein fT OPSIOSOi mRT^IA 
XXvJlllv od-jJltixo liy ^\Jixi\sLx\sCix jji utvwiii \^LjV^»\_/v' i vJyyj ixxxvx -n*. 


TsTM 01 S91 1 

XNXYX. ui J71 1 


TTomo QnniptiQ IrvnotTietiejil nrotein {J OPSIOSRi mRT^A 


"MM 01S907 

xNxvx U1J7U/ 


TTnmn ciartipnc leneine nminonenti^iJicie OPSIOS61 mRN^A 


MM 01SRR3 

XNxVx 


TTomo QflnienQ rl one 1 Q00 nnlmown nrotein fT OPS104Qi mRNA 


"MM 01SR7? 

XN XVX V/ L «J O / Z. 


TTomo Q^nienQ Immnel-relflterl 7ine "fin txer nrotein Vir.TCrox fT OPS104^i mRNA 


"MM 01SR71 

1NXVX \J IJO / 1 


Womn Cisnienc *7ine finoer nrotein TT OPS104*?! mR^TA 


"MM Ol 6079 

XN1VX V/ 1 Uu / Z- 


TTomo Qnnienc: PPrT-141 nrotein H OPS10?6i mRNA 

XXUliiLi oapiCllo \_-VJ X Itl JyiUlviii ^X-fV-ZV-x^' X \J£*\Jj } i 1 iX VX ^ zV 


"MM 0 1 606R 

XNXVX U1UUUO 


TTomo aniens; POT-1 ^S nrotein (J OPS 1 024 ■ mRNA 

XXUlliU oclJJiCiio vUi 1JJ [Jx \J LV-zlli ^J—/v_/\_.-^ 1 V^-/*-r y 5 illX\_L> jfv 


NM 016053 


Homo sapiens CGI-1 16 protein (LOC51019), mRNA 


"MM 0 1 6046 

XNxVx U 1 UuHO 


TTr\mr^ c^ni <=»r*» c ViAmnl r\cr r»"f \/f*5*Qt eYncmrnnI rrvrp r^TOtein PSIT 4 i PST 4i mRNA 
XXUil L\J o el y) 1 v.- 1 i o livjiiiUiU^ \JX jccio L t-^vvJovji iicti lui u yji kj Lt/iii k_/X-<^ ^vvuXj*t^j iiixvj. in 


NM 016042 


Homo sapiens exosome component Rrp40 (RRP40), mRNA 


"MM ft 1 S 0 AA 
xN xvl \J I J yHH 


TTomo cnnipnc POT-14 -nrotein /T OPS100Si mRlSTA 
xxUIIlU odpiCXlo V_/VJx - 1 £ t piVjLCUl ^Xj\Jv>J x\J\Ju)y IlXXVXN/n. 


MM Ol 6060 
xNxvx \J 1 OUDU 


TTomo c^nipnc POT-19S nrotein ^T OPS 100^1 mRTsJA 


MM 0164S? 


TTomo ccji"%ip»tic Ti<=»r\citor»i=»11i'i1'3T PQr^innmQ-Q CQor'i^fp'H iintitTPTi SO iT (^PS17SQi 
XXlJIlIU OClUidio IlCUaHJL'CllU.Ja.i UCU Lsillvlilia Ci&C>VJ^l£lLdX o-llll^v^il ^ ^X_/V^v^«/ X 1 JJj^ 

mRNA 


MM 014681 


TTomo QanienQ DFAD/TT rA<5n-rr1n- A1«-A<;n/HiO box nolvnentide 34 <DDX34i 

XXv/iiivJ OdUlCl iO i/L/ri_L// XX ^AoJJ VJ i LX~^\.ici~xA.O L^/ XXiO ^ UUA pV/lJ'pL>pLJ.ULy ■ ^i-'X'-' w^/j 

mRNA 

iiiXVX > ±x 


NM 014415 


TTomo ^aniens 7inc finder nrotein fZNF-IJ69274 1 mRNA 

JL XV-/ i i WJ OuplV/llJ jZjXXXtiS XXI igvi L/ii/LWiii (J. > X \~J \J ~* 1 » J 5 1 J. U.X-J. ill 


NM 014579 


Homo sapiens zinc transporter (ZIP2), mRNA 


NM 014147 

XNXVX V/ 1*T»»*T / 


TTomo Qanienc: 7ine fin <*er nrotein r7 r T' l S1'78i mRNA 

X X \J i i 1V_J QaUlvllo Z^iii w Xlll^VvI. LJi \J Lx^iii y^L-tx. — ' iLU/j i i iX\_L > ii. 


NM 007146 

X N XVX \J\J 1 i*tu 


TTomo QjmienQ *7ine fincrer nrotein 161 ( 7Tsl h 1 6 1 i mR"NFA 

X XV..' 1 1 1 VJ oajJiVVilo /Li 11 lu liiigV-zi pi VJ Lv- 11 i 1 U i ^Z^i>X X V X l 5 i ilXVJ. > xV 


NM 006626 


Homo sapiens zinc finger protein with interaction domain (ZED), mRNA 


MM 006336 

XN1VX uuUJJU 


TTomo Qanienc 7VO Viomoloo ( r 7 r WC^\ mRTSJ A 


NM_006138 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 3 
^nemaiopoicLic ceii-speciiic ) ^ivio*t/\ j rnxviN/v 


NM 005741 

X N XVX \J\J~J 1 t X 


TTomo cjmienc 7inn fin jrer nrotein "763 f7N"F263i mRNA 


NM_000227 


Homo sapiens laminin, alpha 3 (nicein (150kD), kalinin (165kD) 5 BM600 
(150kD), epilegrin) (LAMA3), mRNA 


NM_000423 


Homo sapiens keratin 2 A (epidermal ichthyosis bullosa of Siemens) (KRT2A), 
mRNA 


NM 000659 


Homo sapiens autoimmune regulator (automimmune polyendocrinopathy 
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nott/li^iaci c AptA^ormol HxfCTtvxTxVi^A ( A TT? ^ TT*£»T1 CAriT^t \/£4T"i QT1T Tl -mT^^JA 
CanQlClldolo CClOUCl llld.1 QyoiXOpiiy^ \r\SXSJZt)^ LlcUloOlipL Vallalll J, lilX\-L>.rV. 


JN1VL UUUODo 


TJT^vm/x Mnipnc qi i \t\~\ mrvii tf* en 1 1 ci Tr^v ^ QntnTmnimiinf 4 A Al \7F*n H APTTn AASiTrix/ 
IlUlIHJ od.lJlCi.lo dLlLUlllllllLillv ICtUldLVJl ^Ci U IU1 1 11 1 lllllLlllv^ ^JKJiy tllUUtl LilKjyfCXlliy 

candidiasis ectodermal dystrophy) (AIRE), transcript variant AIRE-2, mRNA 


XTA A AAA'JO'} 

NM__UUU3o3 


riomo sapiens autoimmune regulator ^auiornirninunc puiyenuocrinopaury 
candidiasis ectodermal dystrophy) (AIRE), transcript variant AIRE-1, mRNA 


NM UU34M 


riomo sapiens zinc linger protein i / / ^ZvrN.r i / / ) 9 rnxsj.N/v 


NM_003419 


Homo sapiens zinc finger protein 345 (ZNF345), mRNA 


NM_003407 


Homo sapiens zinc finger protein 36, C3H type, homolog (mouse) (ZFP36), 

___T> XT A 


NM_001519 


Homo sapiens BRF1 homolog, subunit of RNA polymerase HI transcription 
mitiation iacior 11 ir> ^o.cerevisiae; v r>rs_r i j, mrsj.N/\ 


XTNif AAA 1 C*7 

NM_000157 


Homo sapiens giucosiaase, oeia, acia ^lnciuaes giucosyiceramiaasej ^uiiAj, 
mKJNA 


xnv>r a^*71'7C> 
NM \JD 1 1 /O ! 


TJo^ia conionc -Fr-i-nrr /"T HP 1 1*7'\Q^ nVPXTA 

riomo sapiens mng ^jli^i^ i i /jonj, iiii\j.n/\ 


NM_057177 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) chromosome region, 
candiQate iy ^/vi^oz^xviyj, rrir\_LN/\ 


XTIV A AC 01 TP 

JNM Ojo 1 /o 


riomo sapiens neuronal pencraxm receptor ^inj; i-ajvj, transcnpt vandni z., iiixvi>j/^. 


NM 014293 


Homo sapiens neuronal pentraxin receptor (NPTXR), transcript variant 1, mRNA 


NM 012223 


riomo sapiens myosin its (MiUIdj, m±sJN/\ 


XTTVA A1 Cm 

NM_0152/ / 


riomo sapiens neural precursor cen expressea, aeveiopmeniauy uown-reguiaLeu 

A KItjs /XrpT^r^ylT ^ m"P"NJA 
4-UKe yf>lc,lJlJHL,), ITLKiN/\ 


NM 015074 


Homo sapiens kinesin family member IB (KIF1B), mRNA 


NM_032591 


riomo sapiens solute earner iamny !7 ^souium/nyarogen exenanger^, lsoiorm / 
(SLC9A7), mRNA 


NM 01420s 


Homo sapiens dentin sialophosphoprotein (DSPP), mRNA 


NM 014693 


Homo sapiens endothelin converting enzyme 2 (ECE2), mRNA 


NM 005461 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog B 
(avian) (MAFB), mRNA 


NM_030761 


Homo sapiens wingless-type MMTV integration site family, member 4 (WNT4), 
mRNA 


NM_032642 


Homo sapiens wingless-type MMTV integration site family, member 5B 
(WNT5B), transcript variant 1, mRNA 


NM_030775 


Homo sapiens wingless-type MMTV integration site family, member 5B 
(WNT5B), transcript variant 2, mRNA 


TWTTV JT AAT)A1 

NM_003392 


Homo sapiens wingless-type MMTV integration site family, member 5 A 
(WNT5A), mRNA 


XTTV /T A^*71 C> 

NM_0571o6 


Homo sapiens wingless-type MMTV integration site family, member 1 6 
(WNT16), transcript variant 1, mRNA 


"x TA K A 1 /TAO "7 

NM OloOo / 


Homo sapiens wingless-type MMTV integration site family, member 1 6 
^ win i loj, transcript variant z, iruvLN/\ 


JNM_U 1 Z 1 U 1 


riomo sapiens tripartite motii-contammg zi/ ^ i jsjjviz!/^, uanbc-ripL v<irid,ni 1, 
tyYR IMA 


NM_058193 


Homo sapiens tripartite motif-containing 29 (TRIM29), transcript variant 2, 


NM 000983 


Homo sapiens ribosomal protein L22 (RPL22), mRNA 


XTK K A C O **> A Q 

NM 05bz4o 


riomo sapiens ursase i_i-iiKe acia ursase \LJL^r\±j ), transcript variant z, miviN/v 


ATM" 0*7 191^ 


T-Tom a cflnipnc T^Mcac^ TT-liVf* 5»pirl r*)T^a^p f*DT AT*)^ tT^n sprint vaTiant 1 Tn"R"NTA. 


NM_058175 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2a', 
mRNA 


NM_058174 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2a, 
mRNA 


NM 001849 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2, 
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mRNA 


NM 003312 


Homo sapiens thiosulfate sulfurtransferase (rhodanese) (TST), mRNA 


NM 020731 


Homo sapiens dioxin receptor repressor (AHRR), mRNA 


NM 053049 


Homo sapiens stresscopin (SPC), mRNA 


NM 052834 


Homo sapiens WD repeat domain 7 (WDR7), transcript variant 2, mRNA 


NM 015285 


Homo sapiens WD repeat domain 7 (WDR7), transcript variant 1, mRNA 


NM 000507 


Homo sapiens fructose- 1,6-bisphosphatase 1 (FBP1), mRNA 


NM 002581 


Homo sapiens pregnancy-associated plasma protein A (PAPPA), mRNA 


NM 000968 


Homo sapiens ribosomal protein L4 (RPL4), mRNA 


NM_005061 


Homo sapiens ribosomal protein L3-like (RPL3L), mRNA 


NM 030811 


Homo sapiens mitochondrial ribosomal protein S26 (MRPS26), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_022497 


Homo sapiens mitochondrial ribosomal protein S25 (MRPS25), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_053023 


Homo sapiens zinc finger protein homologous to Zfp91 in mouse (ZFP91), 
mRNA 


NM 052826 


Homo sapiens WD repeat domain 6 (WDR6), transcript variant 2, mRNA 


NM 052825 


Homo sapiens WD repeat domain 6 (WDR6), transcript variant 3, mRNA 


NM 052821 


Homo sapiens WD repeat domain 5 (WDR5), transcript variant 2, mRNA 

t. JL i t-L — • 


NM 017588 


Homo sapiens WD repeat domain 5 (WDR5), transcript variant 1, mRNA 


NM 052990 


Homo sapiens WD repeat domain 10 (WDR10), transcript variant 4, mRNA 


NM 052989 


Homo sapiens WD repeat domain 10 (WDR10), transcript variant 2, mRNA 


NM 052985 


Homo sapiens WD repeat domain 10 (WDR10), transcript variant 1, mRNA 


NM 018262 


Homo sapiens WD repeat domain 10 (WDR10), transcript variant 3, mRNA 


NM 031902 


Homo sapiens mitochondrial ribosomal protein S5 (MRPS5), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 015969 


Homo sapiens mitochondrial ribosomal protein SI 7 (MRPS17), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 016065 


Homo sapiens mitochondrial ribosomal protein S16 (MRPS16), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 031280 


Homo sapiens mitochondrial ribosomal protein SI 5 (MRPS15), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 022839 


Homo sapiens mitochondrial ribosomal protein SI 1 (MRPS1 1), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 016034 


Homo sapiens mitochondrial ribosomal protein S2 (MRPS2), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_0 16070 


Homo sapiens mitochondrial ribosomal protein S23 (MRPS23), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_020191 


Homo sapiens mitochondrial ribosomal protein S22 (MRPS22), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_018135 


Homo sapiens mitochondrial ribosomal protein S18A (MRPS18A), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 021996 


Homo sapiens Forssman glycolipid synthetase (FS), mRNA 


NM_052815 


Homo sapiens immediate early response 3 (IER3), transcript variant long, 
mRNA ' . 


NM_003897 


Homo sapiens immediate early response 3 (EER3), transcript variant short, 
mRNA 


NM 053013 


Homo sapiens enolase 3, (beta, muscle) (EN03), transcript variant 2, mRNA 


NM 001976 


Homo sapiens enolase 3, (beta, muscle) (EN03), transcript variant 1, mRNA 


NM_048368 


Homo sapiens CTD (carboxy-terminal domain, RNA polymerase n, polypeptide 
A) phosphatase, subunit 1 (CTDP1), transcript variant FCPlb, mRNA 


NM 004715 


Homo sapiens CTD (carboxy-terminal domain, RNA polymerase n, polypeptide 
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A^ nhA^nhataQp <;iihimit 1 fPTTTPli transcrmt variant FCP la mRNA 

Jr\.) pi It-Jo pi la. Loot*, oUL/Llllll 1 J. ±SX x ^J, ui anovi "ui iiuil a ACl 5 1 ^ z i. 


NM 015719 


Homo sapiens collagen, type V, alpha 3 (COLS A3), mRNA 


xNlVl 


ijUJIIlvJ SapiCIlo l^UllagCIl, type V , dipila x. \ k ^/V-JJ_/~J.rV£# ( /, xilixx^t-rt. 


NM 000093 


Homo sapiens collagen, type V, alpha 1 (COL5A1), mRNA 


NM UUlzDo 


nomo sapiens ceil uivision cycie z / ^v-jui^z / mivrN/\ 


iNJVl UU4O01 


nomo sapiens ljjlzj ^cen envision cycie z_>, yeast, noinuiug; \\^xj\^^d ) 9 iiu\±^r\ 


JNJVL_U3 I i> l\) 


UrtTMrv enmort c r»irr»1-i-r\ T"l_fArr\<=» V^in/^in fT_YYrwfv=»l"n 1 ( (~^( "TsTTlT-^P 1 ^ trnn?PTTnt VaTianl" 9 

nomo Sapiens cyt/im l^-iypc uinuiiig-piLHciii i yy^y^ysLjjjx xj 9 uaiiai/iipi vaiiaxn z., 
mRNA 


XTA K A 1 O 1 A O 

NM_Ulzl4z 


riomo sapiens cyciin iJ-type Dinaing-proiem 1 ^v_/\^inuxjx i ), uraubL/npi variaiit i, 
mRNA 


NM 0195^2 


riomo sapiens ring linger proiem zu ^rvtNrzuj, inrviN/v 


NM 0033S6 


Homo sapiens zonadhesin (ZAN), mRNA 


NM_00195y 


riomo sapiens euKaryoiic iransiation elongation iacxor i oeta z ^Enr loz^, 
transcript variant 1, mRNA 


"VTA K AO 1 1 11 

NM_U2 1121 


Jrlomo sapiens euicaryotic rransiauon eiongauon iacxor i oeia z ^nur ioz^, 
iTanscripi vanani z, mrviN/v 


JNM UUO//O 


nomo sapiens ring nnger proiem y ^xvLNr yj 9 Lidnbonpi vaii<iiiL i, iiiaviN-rv 


JNM LOzoZo 


XT on l (j sapiens nng linger proicin y \jss\ry uaiiouiipi vaiiaiiL z,, iiixvi^-rv 


JNM_UU /UZo 


nomo sapiens toparute moiii-coniaining d i ^irviiviji^ 5 uraiibi/rrpi vandiu 1, 


xTr" 1 n Ann i q 


nomo sapiens cnoriuiiiL/ gunau-oiropin ucia icgivjii ^v^vjxjvm^; uii L»iiiuiiiv->c>uiiiv; 


"MTV yf n^OQ^O 

JNM lOZVOZ 


nomo sapiens Qisrupieu. m rcnai oarcinuiiia i ^i^iivv^i ^, iiiivLNjrv 


Tv TA /f AAAOCO 

jnm uuuyby 


nomo sapiens noosomai protein ^i\jri_ouj 5 mivi>i/\ 


XTTV/f AAAQ*7Q 

jnm uuuy/o 


nomo sapiens noosomai protein lzj ^ivrj-zZj^, iiixsj>irv 


"vnv/r AAAQQ^ 


nomo sapiens noosomai protein 1^1/ ^ivr jl« 1 / ^, irixvLN/\ 


XTA/f AIOA^^ 
JNlVi U 1 y\JD J 


nomo sapiens proLoc/auiicmi 10 yiry^-urL ioj, iiixvi^^v 


XNXvi ui /ovy 


Wr^mn canipnc nnrOpsiT* P"KTA PYnnrt -To r* tr%r 0 ri s 3~)CV*'?\ traTi ^PTrnf variant 1 mPTsJ A 


XTK/T A^AO/ll 
1N1VI UjU^Hj 


noniu sapiciio aiiiiinjiiicos pivjiciii ^^vlvu.>j^, iijxvln jtv 


"MA/f 0.990^ 
1N1V1 


HnmA canif»T»c nnrlpnr RM A PYTinrt fncitxr 0 rNrVTR^^ trfln^nrir>t variant 2 mRNA 


JN1V1 Ul*+/OZ 


nomo sapiens ZH^ticnyciruL'iiuicsLciiJi icu.iiL'Lasc ^jLvjnLv^xv--.'-T j y hll\a.\ r\. 


NTA/f A9^Q99 
iNJVl UZJ!7ZZ 


T-TrvrY^f\ cQAipn c tcictp **ppPAtAr fimp *7 tTnp*TnV^<*T 1/1 (TA \/R | /l i mP T\l A 

rxoiiiL/ sapiens laotc icl/Cjjiaji, type z«, iiicixiud i ^ \^ x rij^xvi^t ^, nxxvi > / v 


NM 023921 


Homo sapiens taste receptor, type 2, member 10 (TAS2R10), mRNA 


TvTlV/r AO'S GO A 

jnm Uzjyzu 


nomo sapiens taste receptor, type z, memoer ij ^i/vozrvi j), iiTtviN/v 


NM 023919 


Homo sapiens taste receptor, type 2, member 7 (TAS2R7), mRNA 


NM K)Z3yio 


nomo sapiens taste receptor, type z, memoer o ^i/Yozixoj, ixirviN/v 


XTTV/f A01Q17 

NM uzjyi/ 


nomo sapiens taste receptor, type z, memoer y ^1 aozxvj^j, mrviN/\ 


XTA/f AOOIAA 
JNlVx_UZZ 1 UU 


nomo sapiens mitocnonanai noosomai protein oin ^iVAivroi^t/, nucicar gene 
encotiing iiiiluuiivjiiu.i lai pruicin, iixxvin^v 


INxVl__UZZ 1 OV 


nomo sapiens /Yir-oincung cassette, suo-iaiTiiiy vjr ^ vv m icj, mcniuci *t 


NM 018031 


Homo sapiens WD repeat domain 6 (WDR6), transcript variant 1, mRNA 


NM 012333 


Homo sapiens c-myc binding protein (MYCBP), mRNA 


NM UI4joO 


Homo sapiens hormonally upregulated Neu-associated kinase (l : xXJNK), mRNA 


NM U14Z^o 


riomo sapiens caipam / (CArTM / ) 9 rniviN/v 


NM 006615 


Homo sapiens calpain 9 (nCL-4) (CAPN9), inRNA 


JNJVl_UUDoU/ 


Homo sapiens proteoglycan 4, (megakaryocyte stimulating factor, articular 

Qimprfipial *7Anf* "nrAtpin pamntArlaptvlv ar+nrAnathv coxa vara nencarditis 

syndrome) (PRG4), mRNA 


NM 004467 


Homo sapiens fibrinogen-like 1 (FGL1), mRNA 


NM_003391 


Homo sapiens wingless-type MMTV integration site family member 2 (WNT2), 
mRNA 


NM 002995 


Homo sapiens small inducible cytokine subfamily C, member 1 (lymphotactin) 
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(SCYC1), mRNA 


NM 002477 


Homo sapiens myosin, light polypeptide 5, regulatory (MYL5), mRNA 


NM_058253 


Homo sapiens ribosomal protein S6 kinase, 52kD, polypeptide 1 (RPS6KC1), 
mRNA 


NM 000623 


Homo sapiens bradykinin receptor B2 (BDKRB2), mRNA 


NM_000424 


Homo sapiens keratin 5 (epidermolysis bullosa simplex, Dowling- 
Meara/KobnerAVeber-Cockayne types) (KRT5), mRNA 


NM 002272 


Homo sapiens keratin 4 (KRT4), mRNA 


NM 057088 


Homo sapiens keratin 3 (KRT3), mRNA 


NM_006121 


Homo sapiens keratin 1 (epidermolytic hyperkeratosis) (KRT1), mRNA 


NM 057182 


Homo sapiens cyclin El (CCNE1), transcript variant 2, mRNA 


NM 001238 


Homo sapiens cyclin El (CCNE1), transcript variant 1, mRNA 


NM 054029 


Homo sapiens chromosome 8 open reading frame 14 (C8orfl4), mRNA 


NM 054017 


Homo sapiens chromosome 8 open reading frame 12 (C8orfl2), mRNA 


NM_052936 


Homo sapiens AUT-like 2, cysteine endopeptidase (S. cerevisiae) (AUTL2), 
mRNA 


NM 004926 


Homo sapiens zinc finger protein 36, C3H type-like 1 (ZFP36L1), mRNA 


NM 006887 


Homo sapiens zinc finger protein 36, C3H type-like 2 (ZFP36L2), mRNA 


NM 015355 


Homo sapiens joined to JAZF1 (JJAZ1), mRNA 


NM 005642 


Homo sapiens TAF7 RNA polymerase n, TATA box binding protein (TBP)- 
associated factor, 55 kD (TAJF7), mRNA 


NM 032685 


Homo sapiens hypothetical protein MGC13005 (MGC13005), mRNA 


NM_032656 


Homo sapiens DEAD/H (Asp-Glu- Ala- Asp/His) box polypeptide 37 (DDX37), 
mRNA 


NM 031919 


Homo sapiens cystatin and DUF19 domain containing 1 (CSDUFD1), mRNA 


NM 031475 


Homo sapiens espin (ESPN), mRNA 

£_ 1_ i 


NM 024101 


Homo sapiens melanophilin (MLPH), mRNA 


NM 002597 


Homo sapiens phosducin (PDC), transcript variant Phd, mRNA 


NM_021201 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 7 
(MS4A7), mRNA 


NM 020634 


Homo sapiens growth differentiation factor 3 (GDF3), mRNA 


NM 020185 


Homo sapiens mitogen-activated protein kinase phosphatase x (MKPX), mRNA 


NM 002897 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS1), transcript variant scr2, mRNA 


NM 016839 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS1), transcript variant MSSP-2, mRNA 


NM_016838 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS1), transcript variant MSSP-1, mRNA 


NM_016837 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS1), transcript variant MSSP-3, mRNA 


NM_016836 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS1), transcript variant YC1, mRNA 


NM 016941 


Homo sapiens delta-like 3 (Drosophila) (DLL3), mRNA 


NM 016335 


Homo sapiens proline dehydrogenase (oxidase) 1 (PRODH), mRNA 


NM 014122 


Homo sapiens PRO0245 protein (PRO0245), mRNA 


NM 015344 


Homo sapiens leptin receptor overlapping transcript-like 1 (LEPROTL1), mRNA 


NM 014450 


Homo sapiens SHP2 interacting transmembrane adaptor (SIT), mRNA 


NM 007159 


Homo sapiens sarcolemma associated protein (SLMAP), mRNA 


NM 005974 


Homo sapiens proline dehydrogenase (oxidase) 1 (PRODH), mRNA 


NMJD04974 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 2 (KCNA2), mRNA 


NM 003195 


Homo sapiens transcription elongation factor A (SET), 2 (TCEA2), mRNA 
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NM 001010 


Homo sapiens nbosomal protein bo (Krbo), mKJN/v 


NM 000981 


Homo sapiens nbosomal protein .Liy (KrLiyj, itlkina 


NM 003378 1 


Homo sapiens VGF nerve growth ractor inducible (vur j, tiikjn/v 


NM 001612 


Homo sapiens acrosomal vesicle protem 1 t/w^ivv ij, uanboripi v<uhuh i, lluxi,,rv 


NM_020115 


Homo sapiens acrosomal vesicle protein 1 ^/yl^jxv l), ird.ns>L/iipi vcmaut 1 i, 
mRNA 


NM 020114 


tt i M «.A4-ai«> 1 /A/^*T?\/1^ franonrint "Variant" Q TTlT£T\J A 

Homo sapiens acrosomal vesicle protein 1 {A<^k.v ij, transcript variant ^, iiuvin^ 


NM 020113 


Homo sapiens acrosomal vesicle protein 1 (AOKV l), transcnpt variant ©, miviN/\ 


NM 020112 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcnpt vanant 7, mRNA 


NM 020111 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcnpt vanant 6, mRNA 


NM_020110 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 10, 
mRNA 


NM 020109 


Homo saoiens acrosomal vesicle protein 1 (ACRV1), transcnpt vanant 5, mRNA 


lsIM 070 1 08 Homo saoiens acrosomal vesicle protein 1 (ACRV1), transcript variant 4, mRNA 


NM 020107 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcnpt vanant 3, mRNA 


NM 020069 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcnpt vanant 2, mRNA 


NM 022909 


Homo sapiens centromere protein H (CENPH), mRNA 


NM_021734 


Homo sapiens solute carrier family 25 (mitochondrial deoxynucleotide carrier), 
member 19 (SLC25A19), mRNA 


NM_021259 


Homo sapiens transmembrane protein 8 (five membrane-spanning domains) 
(TMEM8), mRNA 


NM 020139 


Homo sapiens oxidoreductase UCPA (LOC56898), mRNA 


NM_015975 


Homo sapiens TAF9-like RNA polymerase II, TATA box binding protem 
(TBP)-associated factor, 31 kD (TAF9L), mRNA 


NM_013271 


Homo sapiens proprotein convertase subtilisin/kexin type 1 inhibitor (PCSK1N), 
mRNA 


NM 000904 


Homo sapiens NAD(P)H dehydrogenase, quinone 2 (NQ02), mRNA 


NM 000903 


Homo sapiens NADfP^H dehvdrogenase, quinone 1 (NQOl), mRNA 


NM 002959 


Homo sapiens sortilin 1 (SORT1), mRNA 


NM_057170 


Homo sapiens G protein-coupled receptor kinase-interactor 2 (GIT2), transcript 
variant 2, mRNA 


NM_057169 


Homo sapiens G protein-coupled receptor kinase-interactor 2 (GIT2), transcript 
variant 1 , mRNA 


NM 057161 


Homo sapiens testis intracellular mediator protein (PEAS), mRNA 


NM 057167 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcnpt variant 5, mRNA 


NM 057166 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcnpt variant 4, mRNA 


NM 057165 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript vanant 3, mRNA 


NM 057164 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript variant 2, mRNA 


NM_0 14776 


Homo sapiens G protein-coupled receptor kinase-interactor 2 (GIT2), transcript 
variant 3, mRNA 


NM 004369 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcnpt vanant 1, mRNA 


NM_001183 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 
subunit 1 (ATP6S1), mRNA 


NM 000675 


Homo sapiens adenosine A2a receptor (ADORA2A), mRNA 


NM 033027 


Homo sapiens AXIN1 up-regulated (AXUD1), mRNA 


NM 002539 


Homo sapiens ornithine decarboxylase 1 (ODC1), mRNA 


NM_058004 


Homo sapiens phosphatidylinositol 4-kinase, catalytic, alpha polypeptide 
(PIK4CA), transcript variant 2, mRNA 


NM 000992 


Homo sapiens ribosomal protein L29 (RPL29), mRNA 


NM 000984 


Homo sapiens ribosomal protein L23a (RPL23 A), mRNA 


NM 001289 


Homo sapiens chloride intracellular channel 2 (CLIC2), mRNA 


NM 01864S 


Homo sapiens nucleolar protein family A, member 3 (H/AC A small nucleolar 
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RNPs) (NOLA3), mRNA 


MM 021947 


Homo sapiens serine racemase (SRR), mRNA 


NM 016579 


Homo sapiens 8D6 antigen (SD6A), mRNA 


NM 006849 

X N J.VX WvO~/ 


Homo sapiens protein disulfide isomerase, pancreatic (PDIP), mRNA 


MM 00^650 


Homo sapiens phosphatidylinositol 4-kinase, catalytic, alpha polypeptide 
(PIK4CA), transcript variant 1, mRNA 


NM 000988 


Homo sapiens ribosomal protein L27 (RPL27), mRNA 


KTM nonoR7 


Homo saniens ribosomal nrotein L26 (RPL26), mRNA 


MM 0009R6 


Homo sapiens ribosomal protein L24 (RPL24), mRNA 


XT\yf 0^1064 


Homo sapiens keratin associated protein 17.1 (KAP17.1), mRNA 


MM 000420 

IN J.VJL V/W-T_»V/ 


Homo saniens Kell blood group (KIEL), mRNA 


MM 0S2R41 


Homo sapiens serine/threonine kinase 22C (spermiogenesis associated) 
(STK22C), mRNA 


MM 017647 

IN 1VA v 1 / VJ*t / 


Homo sapiens FtsJ homolog 3 (E. coli) (FTSJ3), mRNA 


NM 001845 


Homo sapiens collagen, type IV, alpha 1 (COL4A1), mRNA 


JN1VL UlODUo 


UAmn coTvipn<; rvrlin-rienendent kinase-like 3 (CDKL3), mRNA 


NM 001261 


Homo sapiens cyclin-dependent kinase 9 (CDC2-related kinase) (CDK9), mRNA 


TvTTV A r\o Till 

JNM_U33 13 1 


u ATri r, oQnipnc \x/incrl^co-tvnf» MTVTTA/ integration site familv. member 3 A 
(WNT3A), mRNA 


NM_U3u / 03 


tr n « in cQnipnc win crlpQc-tvnp MMTV integration site familv, member 3 (WNT3), 

rnRMA 

HlXVlN-tA. 


NM_003396 


Homo sapiens wingless-type MMTV integration site family, member 15 
fWNT1 ^ mRNA 


\r\/r nnziA9£ 


u nrnn car»ienc winoless-tvne MMTV integration site family, member 1 1 
(WNT1 1), mRNA 


iNlVI U.} /I/O 


TTnmn Qarnens harttin rRSND^ mRNA 


XTA/T 019070 


Homo Qaniens diacvlelvcerol O-acvl transferase homolog 1 (mouse) (DGAT1), 
mRNA 


MM 00S4Q0 


Homo saniens SH2 domain-containine 3 A (SH2D3A), mRNA 


NM_032563 


Homo sapiens epidermal differentiation complex protein like protein (LEP16), 
mRNA 


TsTM 014914 


Homo saniens centaurin. Gramma 2 (CENTG2), mRNA 


NM 014161 


Homo sapiens mitochondrial ribosomal protein LI 8 (MRPL18), mRNA 


NM 004895 


Homo sapiens cold autoinflammatory syndrome 1 (CIAS1), mRNA 


XTA/T OOOOR^ 
IN XVI UUUUoO 


u nnin canipriQ rfnwid-linfmiseinosis neuronal 3 iuvenile (Batten, Spielmeyer- 
Vogt disease) (CLN3), mRNA 




TIrvmr\ c?*nif>nc: narnlnviral TAP reneat-COntaininfi: 8 (BIRC8), mRNA 


NM_054013 


Homo sapiens marmosyl (alpha- 1 ,3-)-glycoprotein beta-1 ,4-N- 
5*^^H/lcrlnrr»caminv1traTi<;fpra«;p i~oen7 r vme B TMGAT4B), transcript variant 2, 

mPM A 

IIl—SJ.Nr'V ^ . — 


MM 000449 


Homo saniens regulatory factor X. 5 (influences HLA class II expression) 
(1RFX5^ mRNA 


NM_054025 


Homo sapiens beta-1, 3-glucuronyltransferase 1 (glucuronosyltransferase P) 
(B3GAT1) transcript variant 2, mRNA 


NM 002628 


Homo sapiens profilin 2 (PFN2), transcript variant 2, mRNA 


"MTVT 053024 


Homo saniens nrofilin 2 fPFN^ transcrint variant 1, mRNA 


NM 003930 


Homo sapiens src family associated phosphoprotein 2 (SCAP2), mRNA 


NM_014018 


Homo sapiens mitochondrial ribosomal protein S28 (MRPS28), nuclear gene 
encoding mitochondrial protein, mRNA 


NM__015971 


Homo sapiens mitochondrial ribosomal protein S7 (MRPS7), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 032476 


Homo sapiens mitochondrial ribosomal protein S6 (MRPS6), nuclear gene 
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encoding mitochondnal protein, mRNA 


NM_018141 


Homo sapiens mitochondnal nbosomal protein MU (MKrblO), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_0 14046 


Homo sapiens mitochondnal nbosomal protein Sl&B (MRPSlaB), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 006513 


Homo sapiens seryl-tRNA synthetase (SARS), mRNA 


NM 021153 


Homo sapiens cadherin 19, type 2 (CDH19), mRNA 


NM_033664 


Homo sapiens cadherin 1 1, type 2, OB-cadherin (osteoblast) (CDH11), transcript 
variant 2, mRNA 


NM_001797 


Homo sapiens cadherin 1 1, type 2, OB-cadherin (osteoblast) (CDH1 1), transcript 
variant 1 5 mRNA 


NM_033381 


Homo sapiens collagen, type IV, alpha 5 (Alport syndrome) (COL4A5), 
transcript variant 3, mRNA 


NM_033380 


Homo sapiens collagen, type IV, alpha 5 (Alport syndrome) (COL4A5), 
transcript variant 2, mRNA 


NM_000495 


Homo sapiens collagen, type IV, alpha 5 (Alport syndrome) (COL4A5), 
transcript variant 1 , mRNA 


NM 000092 


Homo sapiens collagen, type IV, alpha 4 (COL4A4), mRNA 


NM 033184 


Homo sapiens keratin associated protein 2.4 (KAP2.4), mRNA 


NM_032014 


Homo sapiens mitochondrial ribosomal protein S24 (MRPS24), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 001006 


Homo sapiens ribosomal protein S3A (RPS3 A), mRNA 


NM_0 12411 


Homo sapiens protein tyrosine phosphatase, non-receptor type 22 (lymphoid) 
(PTPN22), transcript variant 2, mRNA 


NM_0 15967 


Homo sapiens protein tyrosine phosphatase, non-receptor type 22 (lymphoid) 
(PTPN22), transcript variant 1, mRNA 


NM 006310 


Homo sapiens aminopeptidase puromycin sensitive (NPEPPS), mRNA 


NM_033335 


Homo sapiens nuclear receptor subfamily 6, group A, member 1 (NR6A1), 
transcript variant 3, mRNA 


NM_033334 


Homo sapiens nuclear receptor subfamily 6, group A, member 1 (NR6A1), 
transcript variant 1, mRNA 


NM_001489 


Homo sapiens nuclear receptor subfamily 6, group A, member 1 (NR6A1), 
transcnpt variant 2, mRNA 


NM_001606 


Homo sapiens ATP-bmdmg cassette, sub-family A (ABC1), member 2 
(ABCA2), mRNA 


NM 002284 


tt • i . ♦ 1 " 1 /- / • 1 ' \ /Tr tj HPT n~> t£\ ■ , ,T> XT A 

Homo sapiens keratin, hair, basic, 6 (monilethrix) (KRTHB6), mRNA 


NM 002283 


tt * i . • i*i c /Try r»T , TTT> c\ nxr a 

Homo sapiens keratin, hair, basic, 5 (KRTHB5), mRNA 


NM 002282 


tt • 1 . - i ♦ 1 rt /T/-n , TTTTi')\ T-» "XT a 

Homo sapiens keratin, hair, basic, 3 (KR THB3), mRNA 


NM 033033 


Homo sapiens keratin, hair, basic, 2 (KRTHB2), mRNA 


NM 002281 


Homo sapiens keratm, hair, basic, 1 (KRTHB1), mRNA 


NM 033045 


tt i j* i • v _ * _ a t xr ~r> nnT TT*> A \ — -D\T A 

Homo sapiens keratin, hair, basic, 4 (KRTHB4), niKJNA 


NM 001011 


Homo sapiens ribosomal protein S7 (RPS7), mRNA 


NM 000980 


Homo sapiens nbosomal protein LI 8a (RPL18A), mRNA 


NM 000979 


Homo sapiens ribosomal protein LI 8 (RrLlo), mKJNA 


NM 000977 


Homo sapiens ribosomal protein LI 3 (RPL13), transcript variant 1, mRNA 


NM 033251 


Homo sapiens ribosomal protem L13 (RPL13), transcnpt vanant 2, mRNA 


njvi uuuy/o 


xiomo sapiens rioosomai proiem i^iz. ^ivr jl/iz.^, hixsj-n^v 


NM 000975 


Homo sapiens ribosomal protein LI 1 (RPL1 1), mRNA 


NM 000894 


Homo sapiens luteinizing hormone beta polypeptide (LHB), mRNA 


NM_005082 


Homo sapiens zinc finger protein 147 (estrogen-responsive finger protein) 
(ZNF147), mRNA 


NM 003549 


Homo sapiens hyaluronoglucosaminidase 3 (HYAL3), mRNA 
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NM 033181 


Homo sapiens cannabirioid receptor 1 (brain) (CNR1), transcript variant 3, 
mRNA 


NG 000018 


Homo sapiens genomic type I (acidic) hair keratin gene cluster (KRTHA.1@) on 
chromosome 17 


NMJ)33151 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 11 
(ABCC11), mRNA 


NM 006998 


Homo sapiens secretagogin (SECRET), mRNA 


NM 006201 


Homo sapiens PCTAIRE protein kinase 1 (PCTK1), transcript variant 1, mRNA 


NM 033019 


Homo sapiens PCTAIRE protein kinase 1 (PCTK1), transcript variant 3, mRNA 


NM 033018 


Homo sapiens PCTAIRE protein kinase 1 (PCTK1), transcript variant 2, mRNA 


NGJ)00012 


Homo sapiens genomic protocadherin gamma cluster (PCDHG@) on 
chromosome 5 


NM 001023 


Homo sapiens ribosomal protein S20 (RPS20), mRNA 


NM 004451 


Homo sapiens estrogen-related receptor alpha (ESRRA), mRNA 


NM 005755 


Homo sapiens Epstein-Barr virus induced gene 3 (EBB), mRNA 


NM 001015 


Homo sapiens ribosomal protein SI 1 (RPS1 1), mRNA 


NM 006923 


Homo sapiens stromal cell-derived factor 2 (SDF2), mRNA 


NM 000394 


Homo sapiens crystallin, alpha A (CRYAA), mRNA 


NM 003761 


Homo sapiens vesicle-associated membrane protein 8 (endobrevin) (V AMP8), 
mRNA 


NM 031958 


Homo sapiens keratin associated protein 3.1 (KRTAP3.1), mRNA 


NM 031957 


Homo sapiens keratin associated protein 1.5 (KRTAP1.5), mRNA 


NM 004776 

J.N1YJL \J\J*t / / \J 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransf erase, polypeptide 
5 (B4GALT5), mRNA 


"MM 0^0S87 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
2 (B4GALT2), transcript variant 1, mRNA 


NM_003780 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
2 (B4GAJLT2), transcript variant 2, mRNA 


NM_004391 


Homo sapiens cytochrome P450, subfamily VHEB (sterol 12-alpha-hydroxylase), 
polypeptide 1 (CYP8B1), mRNA 


NM 000785 


Homo sapiens cytochrome P450, subfamily XXVDB (25-hydroxyvitamin D-l- 
alpha-hydroxylase), polypeptide 1 (CYP27B1), mitochondrial protein encoded 
by nuclear gene, mRNA 


NMJB1419 


Homo sapiens molecule possessing ankyrin repeats induced by 
lipopolysaccharide (MAIL), homolog of mouse (MAIL), mRNA 


NM 000961 


Homo sapiens prostaglandin 12 (prostacyclin) synthase (PTGIS), mRNA 


NM 003293 


Homo sapiens tryptase, alpha (TPS1), mRNA 


NM 016630 


Homo sapiens acid cluster protein 33 (ACP33), mRNA 


NM 014458 


Homo sapiens Kelch motif containing protein (AB026190), mRNA 


NM 007207 


Homo sapiens dual specificity phosphatase 10 (DUSP10), mRNA 


NM_030660 


Homo sapiens Machado- Joseph disease (spinocerebellar ataxia 3, 
olivopontocerebellar ataxia 3, autosomal dominant, ataxin 3) (MJD), transcript 
variant 2, mRNA ! 


NM 022055 


Homo sapiens potassium channel, subfamily K, member 12 (KCNK12), mRNA 


NM 021175 


Homo sapiens hepcidin antimicrobial peptide (HAMP), mRNA 


NM 018666 


Homo sapiens sarcoma antigen (SAGE), mRNA 


NM_016532 


Homo sapiens SKIP for skeletal muscle and kidney enriched inositol 
^phosphatase (LOC51763), mRNA 


NM 015987 


Homo sapiens heme binding protein 1 (HEBP1), mRNA 


NM 014079 


Homo sapiens Kruppel-like factor 15 (KLF15), mRNA 


NMJ) 14759 


Homo sapiens phytanoyl-CoA hydroxylase interacting protein (PHYHIP), 
mRNA 
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NM 002590 


JtiOHlO Sapiens prOlOCaQXienn 0 ^x^l^xloj, udnt»t-<ripi vaii<iiii i, iiusaNrv | 


NM 004826 


Homo sapiens endothelin converting enzyme-like 1 (ECEL1), mRNA 


NM 004420 


Homo sapiens dual specmcity pnospnatase o (jjuoro;, iiu\jn/\ 


XTTk Jf AA1 A1 O 

NM 001012 


Homo sapiens rioosomai protein oo (jKJroo;, itiivln/a. 


NM 002595 


Homo sapiens JrCl AiKri, protein Kinase z (jtv^ijvzj, mrsj>j/\ 


"XTX A t~\f\ 1 O AC 

NM 001395 


Homo sapiens dual specmcity pnospnatase y (uuor?j, iiixun/\ 


NM_003887 


xiomo sapiens development ana aiiierennaiion enndutang i<haui ^ yu^jcr^j^ 

misJNA 


NM 001446 


Homo sapiens fatty acid binding protein 7, brain (FABP7), mRNA 


NM 001259 


Homo sapiens cyclin-dependent kinase 6 (CDK6), mRNA 


NM 001760 


Homo sapiens cyclin D3 (CCND3), mRNA ^ 


NM 001759 


Homo sapiens cyclm U2 (CCNJJz), mKJNA 


NM 001237 


Homo sapiens cyclin A2 (CCNA2), mRNA 


NM_05715S 


Homo sapiens dual specificity phosphatase 4 (DUSP4) transcnpt variant Z, 
mRNA 


NM_001394 


Homo sapiens dual specificity phosphatase 4 (DUSP4), transcnpt variant 1, 
mRNA 


NM_052988 


Homo sapiens cyclm-dependent kinase (CDC2-liKej 1U (CJJK1UJ, transcript 
variant 3, mRNA 


NM__052987 


Homo sapiens cyclin-dependent kinase (CL)C2-liKe) 1U (UL>Js.iu; 3 transcript 
variant 2, mRNA 


NM 057160 


Homo sapiens artemin (AR1JN), transcnpt vanant 3, mKJN/v 


NM 057091 


Homo sapiens artemin (AR1 JN), transcnpt vanant z, itikina. 


NM 057090 


Homo sapiens artemin (ARTN), transcript variant 4, mRNA 


NM 003976 


Homo sapiens artemin (ARTN), transcript variant 1, mRNA 


NM 000050 


Homo sapiens argininosuccinate synthetase (ASS), transcript variant 1 , mRNA 


NM 054012 


Homo sapiens argininosuccinate synthetase (ASS), transcript variant 2, mRNA 


NM 053286 


Homo sapiens aquaponn 6, kidney speciiic (AC^ro), transcnpt variant z, mKJN/\ 


NM 001652 


Homo sapiens aquaporin 6, kidney specific (AQP6), transcript variant 1, mRNA 


NM_053032 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 8, 
mRNA 


NM_053031 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcnpt vanant / , 
mRNA 


NM_053030 


Homo sapiens myosin, light polypeptide kinase (MYJLK), transcnpt vanant d, 
mRNA 


NM_053029 


Homo sapiens myosm, light polypeptide kinase (MYLK), transcnpt vanant 4, 
mRNA 


NMJ)53028 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcnpt vanant 3B, 
mRNA 


NM_053027 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcnpt vanant 3A, 
mRNA 


NM_053026 


Homo sapiens myosm, light polypeptide kmase (MYLK), transcnpt vanant 2, 
mRNA 


NM_053025 


Homo sapiens myosin, light polypeptide kmase (MYLK), transcnpt vanant 1, 
mRNA 


NMJ) 16497 


Homo sapiens mitochondrial ribosomal protein 64 (MRP64), nuclear gene 
ciiuocimg nil LOt/XiuiiLiriai piuiciii, iiix\_l^^v 


NM_024026 


Homo sapiens mitochondrial ribosomal protein 63 (MRP63), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_021821 


Homo sapiens mitochondrial ribosomal protein S3 5 (MRPS35), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 005965 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 6, 
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mRNA 


NM_0 16640 


Homo sapiens mitochondrial ribosomal protein S30 (MRPS30), mRNA 


NM 05^035 


Homo saniens mitochondrial ribosomal nrotein S3 3 fMRPS33^ transcrint variant 
2, nuclear gene encoding mitochondrial protein, mRNA 


NM 016071 


Homo sapiens mitochondrial ribosomal protein S3 3 (MRPS33), transcript variant 
1, nuclear gene encoding mitochondrial protein, mRNA 


NM 031901 


Homo sapiens mitochondrial ribosomal protein S21 (MRPS21), transcript variant 
1, nuclear gene encoding mitochondrial protein, mRNA 


NM 018997 


Homo sapiens mitochondrial ribosomal protein S21 (MRPS21), transcript variant 
2, nuclear gene encoding mitochondrial protein, mRNA 


NM 033363 


Homo sapiens mitochondrial ribosomal protein S12 (MRPS12), transcript variant 
3, nuclear gene encoding mitochondrial protein, mRNA 


NM_033362 


Homo sapiens mitochondrial ribosomal protein SI 2 (MRP S 12), transcript variant 
2, nuclear gene encoding mitochondrial protein, mRNA 


NM 021144 


Homo sapiens PC4 and SFRS1 interacting protein 1 (PSIP1), mRNA 


NM 052953 


Homo sapiens hypothetical protein LRP15 (LRP15), mRNA 


NM 033207 


Homo sapiens transmembrane protein HTMP 1 0 (HTMP 1 0), mRNA 


NM 030649 


Homo sapiens centaurin, beta 5 (CENTB5), mRNA 


NM 023936 


Homo saoiens mitochondrial ribosomal nrotein S34 (MRPS^4^ nuclear eene 
encoding mitochondrial protein, mRNA 


NM 0^1107 


Homo saniens mitochondrial ribosomal nrotein SI 2 nVTRPSl'^ transcrint variant 
1, nuclear gene encoding mitochondrial protein, mRNA 


NM 014322 


Homo sapiens opsin 3 (encephalopsin, panopsin) (OPN3), mRNA 


NM 001260 


Homo sapiens cyclin-dependent kinase 8 (CDK8), mRNA 


NM_003674 


Homo sapiens cyclin-dependent kinase (CE)C2-like) 10 (CE)K10), transcript 
variant 1 , mRNA 


NM 057094 


Homo sapiens crystallin, beta A2 (CRYBA2), transcript variant 3, mRNA 


NM 057093 


Homo sapiens crystallin, beta A2 (CRYBA2), transcript variant 2, mRNA 


NM 052984 


Homo sapiens cyclin-dependent kinase 4 (CDK4), transcript variant 2, mRNA 


NM 000075 


Homo sapiens cyclin-dependent kinase 4 (CDK4), transcript variant 1, mRNA 


NM 052827 


Homo sapiens cyclin-dependent kinase 2 (CDK2), transcript variant 2, mRNA 


NM 001798 


Homo sapiens cyclin-dependent kinase 2 (CDK2) ? transcript variant 1 , mRNA 


NM 006522 


Homo sarviens winprles^-rvnp IVflVfTV integration «?ifp familv member f% rWNTn^l 
mRNA 


NM 005430 


Homo saniens winffle ss-tvne MA/TTV integration site familv member 1 rWNTl^ 
mRNA 


NM 003394 


Homo saniens winffless-tvne MMTV integration site familv member 10B 
(WNT10B), mRNA 


NMJ325216 


Homo sapiens wingless-type MMTV integration site family, member 1 OA 
(WNT10A), mRNA 


NM__005370 


Homo sapiens mel transforming oncogene (derived from cell line NK14)- RAB8 
homolog (MEL), mRNA 


NM 033100 


Homo sapiens MT-protocadherin (KIAA1775), mRNA 


NM 005086 


Homo sapiens sarcospan (Kras oncogene-associated gene) (SSPN), mRNA 


NM 003737 


Homo sapiens protocadherin 16 (PCDH16), mRNA 


NM 018153 


Homo sapiens tumor endothelial marker 8 (TEM8Y transcrint variant 3 mRNA 


NM 053034 


Homo sapiens tumor endothelial marker 8 (TEM8), transcript variant 2, mRNA 


NMJ305929 


Homo sapiens antigen p97 (melanoma associated) identified by monoclonal 
antibodies 133.2 and 96.5 (MFI2), transcript variant 1, mRNA 


NM_033316 


Homo sapiens antigen p97 (melanoma associated) identified by monoclonal 
antibodies 133.2 and 96.5 (MFI2), transcript variant 2, mRNA 


NM 001002 


Homo sapiens ribosomal protein, large, P0 (RPLP0), transcript variant 1, mRNA 



335 



BNSDOCID: <WO 03074654A2_I_> 



WO 03/074654 



PCT/US03/05028 



NM_053275 


Homo sapiens nbosomal protein, large, rU (Kr.LrU), transcript variant z, iiuuna 


NM 054034 


Homo sapiens fibronectin 1 (FN1), transcript variant 2, mRNA 


NM 002026 


YT * j " -I /17\T1 \ 1 i n ,„ nr ,. 1 l < -|i kamamI 1 yv.D\T A 

Homo sapiens fibronectin 1 (FN1), transcript variant 1, mKL\A 


NM 004460 


Homo sapiens fibroblast activation protein, alpha (FAF), mRNA 


NM_000783 


Homo sapiens cytochrome P450, subfamily XXVIA, polypeptide 1 (CYP26A1), 
transcript variant 1 , mRNA 


NM_057157 


Homo sapiens cytochrome P450, subfamily XXVIA, polypeptide 1 (CYP26A1), 
transcript variant 2, mRNA 


NM 032211 


Homo sapiens lysyl oxidase-like 4 (LOXL4), mRNA 


NM_003395 


Homo sapiens wingless-type MMTV integration site family, member 14 
(WNT14), mRNA 


NM_033101 


Homo sapiens lectin, galactoside-bmding, soluble, 12 (galectm 12) (LOALM2), 
mRNA 


NM_032611 


Homo sapiens protein tyrosine phosphatase type IV A, member 3 (PTP4A3), 
transcript variant 1, mRNA 


NM_007079 


Homo sapiens protein tyrosine phosphatase type IV A, member 3 (PTP4A3), 
transcript variant 2, mRNA 


NM 032208 


Homo sapiens tumor endothelial marker 8 (TEM8), transcript variant 1, mKJNA 


NM_014644 


Homo sapiens phosphodiesterase 4D interacting protein (myomegalin) 
(PDE4DIP), mRNA 


NM_006551 


Homo sapiens lipophilin B (uteroglobin family member), prostatein-like 
(LPHB), mRNA 


NM 012280 


Homo sapiens FtsJ homolog 1 (E. coli) (FTSJ1), mRNA 


NM 005209 


Homo sapiens crvstallin, beta A2 (CRYBA2), transcript variant 1, mRNA 


NM 007346 


Homo sapiens opioid growth factor receptor (OGFR), mRNA 


NM 006552 


Homo sapiens lipophilin A (uteroglobin family member) (LPHA), mRNA 


NM 015965 


Homo sapiens cell death-regulatory protein GRIM 19 (GRIM19), mRNA 


NM_014275 


Homo sapiens mannosyl (alpha-l,3-)-glycoprotein beta-l,4-N- 
acetylglucosaminyltransferase, isoenzyme B (MGAT4B), transcript variant 1, 
mRNA 


NM_001872 


Homo sapiens carboxypeptidase B2 (plasma, carboxypeptidase U) (CPB2), 
transcript variant 1, mRNA 


NM_016413 


Homo sapiens carboxypeptidase B2 (plasma, carboxypeptidase U) (CPB2), 
transcript variant 2, mRNA 


NM_004632 


Homo sapiens death associated protein 3 (DAP3), transcript variant 2, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_033657 


Homo sapiens death associated protein 3 (DAP3), transcript variant 1, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_001266 


Homo sapiens carboxylesterase 1 (monocyte/macrophage serine esterase 1) 
(CES1), mRNA 


NM_004287 


Homo sapiens golgi SNAP receptor complex member 2 (GUSK2), transcript 
variant A, mRNA 


NM_054022 


Homo sapiens golgi SNAP receptor complex member 2 (GOSR2), transcript 
variant B, mRNA 


NM 002906 


Homo sapiens radixm (RDX), mRNA 


NM 001004 


Homo sapiens nbosomal protein, large F2 (RFJLF2), mKJNA 




Jtromo sapiens noosomai proiem, large, r 1 ^rsjr jl»it i j, iiuxiN-rw 


NM_0 18644 


Homo sapiens beta- 1,3-glucuronyltransferase 1 (glucuronosyltransferase P) 
(B3GAT1), transcript variant 1, mRNA 


NM 022145 


Homo sapiens leucine zipper protein FKSG14 (FKSG14), mRNA 


NM 013363 


Homo sapiens procollagen C-endopeptidase enhancer 2 (PCOLCE2), mRNA 


NM 033119 


Homo sapiens naked cuticle homolog 1 (Drosophila) (NKD1), mRNA 
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NM 0704^0 

IN 1V1__IJZ. U *+ J Z7 


t-Tomn <?flnif*n? palriiim/ralrnodiiliri-HpnPTident nrotein kinase TO fC^AMTClGi 

X X V-Jl 1 iU OuUlvllO vdlkil Lull/ vtUlllUUUllll UwUWUUwll I yiUlvlll i v lllU 1VJ ^v/iU.TJO.v ^ } 

mRNA 


NM 0^91^8 

1N1V1 UjaUO 


Homo saniensNOT 1R2nmtein fNTOl 1R21 mRNA 


NM_022470 


Homo sapiens p53 target zinc finger protein (WIG1), mRNA 


NM OIROzLl 

INlYl U 1 OuHH 


Unmn Qanipn<; NOT 1R nrofpin fNOT 1R^ mRNA 
xxvjiiiu oapivno iNvyijiix piuiviu ^in v./x-zixv^/, i i ix va > 


NM 016262 


Homo sapiens epsilon-tubulin (LOC51 175), mRNA 


xNlvx_U l**Zj):/ 


xTomo Sapiens etiKaryout/ translation initiation lavvtoi zjd, buuuini z i^ucia, jyjsj-jj 
fFTF9R9i mRNA 


NM_002308 


Homo sapiens lectin, galactoside-binding, soluble, 9 (galectin 9) (LGALS9), 
transcript variant snort, iia1\j.n/\ 


xtm nnQ < \R'7 
IN ivx_uu y jo/ 


noinu sapiens icutin, gaiatAosiuc-uinuiiig, auiuuic, y igaicistm yj yL^\jjcxi^ijy j 9 

tlalioClipt Valiant lung, illJVLN^V 


"MA/f 001 1 87 
1N1VX \J\J 1 io / 


TTrvmo co-r%i F*n q R mplanoTvia arttio'PTi fRAfrF i TnT^N^A 1 


NM 099169 

1N1V1 UZ,/, 1U — 


TTnmn cnnipnQ r , ?iQ'nfiQF' rppmitmpnt Hnrnflin ffimilv TnPTTiV>pr 1 5 ('(^'ARFjI 5^ 

XX \J 1 1 1VJ oaUlt/lio ^aoUaSt it/Li 14.111 It LXwiliaiXl xaillXlj', lll^iHU^l 1 -J ^v/\l\J-/ l -/^j 

mRNA 


xnvr oi47^^ 

lNiVx UI't/Jjj 


Tfrvmn cp'nif^n q rtiH nQnmp-fl ocnpi a tf»H PYA/ h-HnmaiTi nrofpin ^T^N 1 )OPTNi ml^NfA 
XlUlllVJ oapitllo ^iivx^J<3\Jlltc~aootJC'jatvLi x x v j_> uumaiii lji vj lv^iii yi_»iNx-/v_/A xx^i /, iallvj. ^.r^. 


NM_0 13393 


Homo sapiens FtsJ homolog 2 (E. coli) (FTSJ2), mRNA 


1N1V1 UUO*+*+U 


noniu Sapiens tnioreu.OAin rcuut'iabc ucta ^xiv^, iiixviN^v 


1N1V1 UlOoOJ 


riomo sapiens neuroepnneiiai cen rransioi ming gene i ^imxii i j, mivLN/\ 




riomo sapiens major mstOCompaiiDiiity complex, ciass 11, aipna ^rii^/\- 

T>nAi mT?M A 
xJKJrV)^ rillviN/\ 


>JM 091QOS 
lNlVl^UZ. 1 7U0 


riomo Sapiens suppression oi tuiiitnigciuoiiy / i / j, uaiiaL/iipt vaiiant u, 
mRNA 


"MM 018419 
In lvl U 1 X z. 


xxomo Sapiens supprcsoiun 01 luiTiurigciiiL/ity / ^01 / )+ uaiiat/iipt vaiiant a, nuviNz-v 


NM 0^4090 


TTr^rnn cai-ii^nc nntativp ion rhpmnpl r»rnfpir» PAT < sPF1?9 (C AT < sPFT^9 > l mT£NA 
xxoinu s>apicnb putative lun ciiaiuici piotciu ^/vi ortiivx ^aiojt juj\x;, 1 1 ixvi n r\ 


NM OS^9R1 

INlvl UJJiO 1 


Urvmn cc*r^if»nci r\c\ r'TicVinnH V»r\mr\1r*cr 9 ^ri-rocnT^Vii 1 c\\ fY^ A f^T— T7 1 mPN^A 

xxoiiiij oapiciio ciauiioiiuuu iiumuiijg, ^x^njoupiiiia^ ^x-/rA.v^xx-i.^, 1 1 ixvi > 


NM 031439 


Homo sapiens SOX7 transcription factor (SOX7), mRNA 


lNlVx__UOU /7O 


riomo sapiens nypotnencai protein iji^^/vp jo^isajoZtZ. ^jLyivrz^x joHjvuozzy, 

lllxVJ.N.rv 


MM 09S 1 1 7 

1N1V1 \/Z,J) 11/ 


Unmn cariiRnc >ivnr\t1*iptin?»1 rvrntpin FT T1 1 R71 ^FT T1 1 R71 1 mRNA 
xxuiiiu sapiciio uyputuctiuai piotcui jtXjJ 110/1 ^1 x-, j 110/ 1^, iiit\xnt-v 


NM OldSQ^ 
In lvl 


TJ nmn csinipnc 1<TTA A00S1 nrotpin H^TA A00S1 1 mPN A 
xxuniu t>apiciib i\iAAv/j i pivJtciii yr\*j^\^r\\jyj 1 ) y iiirsj.N-rv 


NM_000113 


Homo sapiens dystonia 1, torsion (autosomal dominant; torsin A) (DYT1), 
mRNA 

1 1 1XV1 > 


1N1V1 \J*s^\J*J *J 


Hnmn Q^r»ipn<; f^-tprminal mnHnlatnr "nrotpin ^C 1 T , lVrP^ mRNA 

i JLUlliU daUlvilo V ^ t V- 1 1 1 1 1 1 1 d 1 lilVJVJ KlLCLirKJl UlULVlll \^V-^ i 1VJ_1 J j 111 I VJ. > 1\ 


NM 091912 


T-Tr»mn Qa"nipn^ l-TPF-Kin diner tranQPTintinn fflntnr 7Vianpflei i mRNA 


NM 007917 

A>11VX \J\J 1 ~J 1 


l-Ttimo Qampn^ SP140 nnrl par Hndv nrntpin TSJP14-0i mRNA 


NM 00616R 

1N1V1 \J\J\JD\JO 


Hr»TriA canipnc p AA/TP rpcnnn qi vp plptnpnt nitidirtcr irrntpiTi ^ rintTian i ^r^RFR^ i 
xxwiinj oapiciio VvTxxvxxr it/opuiioi vt titiiiciit uiiivxiiig, piv^t^iii j ^luiiiciiiy \\^x\-a-jxj-* 

mRNA 


NM 00^759 


TTomo <sanipfi9 ar>1-intpraptf>r 19 ^STT'^-coTitainTnP' Tjroteini fATP-1^ mRNA 

XXV11HJ OuUlUlO CLLJl. HllvlUvlvU A ^» 1 U11J vvlllUlllllltl L/l Vlvlll ^ IX 111 -L J 5 11U.VL 11 K. 


NM 059066 


Homo «5anipn<; pTiromo^omp 1 oopti TPadincr "frame 74 f(~Morf > 24i mRNA 

XXW111VJ QApiVllO L/11X WlllVJoVJlllt' 1 V/pwll 1 V/uUlllci, 11 CUllb w~ ^Vvl vlli/~^ 1 A UL VJ. 1 X\. 


NM 013247 


Homo sapiens protease, serine, 25 (PRSS25), mRNA 


NM 001017 

1NIV1 UUjvl / 


xxuxixu oapiciio opiitviii^ lav/tui, ai guiiiiw 2>c-iiiit'~i 1011 ^orivoj / 5 1 1 ix vi > jt\- 


NM 0069RQ 

1NIV1 UUOZ,0~ 


FFomn C5»nif»nc talin 1 /'TT N1 i mRNA 

XXU111U bapiCllb tallll 1 ^ 1 JL/1N 1 J 9 lllx\_LN/A. 


NM 000070 


WrtiriA oQni F*r\ c Ti1^ocr\mQl nro+^iTi T f\ ^RPT (~\\ mRTsIA 
xxLxiiiv oapiciio iiuuoVJiiiai piv^tviiJ. \—>\j ^xvx x^kj j } iixlvin^x 


NM 001Q71 

1N1V1 \J\J j y i D 


T-Tr»mr\ ocinipnc *ri V*rvcr\nnc»1 TYiwf"f»in T 1 Zl /^RPT 14.1 ml? A 

xxuiuij oapiciio iiUL>oUiiiai piutciu x/in ^ivrivi'Tj, i i nvi n rx 


NM 001161 

IN 1V1 \J\J 1 JU1 


T-Tomo carnf^nc HinvdmnrntjitR Hplivdrocpna^P rFjTTOFjT-P^ nnplpaT trprip PTiPoditiP* 

X XvJlllvJ odU 1 Clio U.111 yUl v*VJl LIlulC UCll Y Ul UgL-UaoV/ ^X-/X XV-/X-/X XJ , HUvlwai ^^llw t/llvUUlllg 

mitochondrial protein, mRNA 


NM 021248 


Homo sapiens cadherin-like 22 (CDH22), mRNA 


NM 033224 


Homo sapiens purine-rich element binding protein B (PURB), mRNA 


NM 005859 


Homo sapiens purine-rich element binding protein A (PURA), mRNA 


NM 005022 


Homo sapiens profilin 1 (PFN1), mRNA 


NM 017481 


Homo sapiens ubiquilin 3 (UBQLN3), mRNA 
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NM 013444 ] 
NM 053067 1 


Homo sapiens ubiquilin 2 (UBQLN2), mRNA 

rj„__ -„.; 0 „ c iiViiniiilin 1 fTTROT N11 transcriDt variant 2, mRNA 

~iomo sapiens udiciuiiiiji i ^^uv^jljx^ j.^, uoiuwipv ' _ — — 


NM 013438 
NM 032115 
NM_053284 

NM 053278 


Homo sapiens ubiquilin 1 (UBQLNn, transcript variant 1 , mRNA 

Homo sapiens potassium channel, subfamily K, member 16 (KCNK16), mRNA 

Homo sapiens WAP, FS, Ig, KU, and NTR-contammg protein (WFIKKN), 

mRNA 

Homo sapiens G protein-coupled receptor 102 (GPR102), mRNA 


NM 053276 
NM 032649 

JNJVl UDJUiJi 

NM 003268 


Homo sapiens vitrin (VTT), mRNA 

tt-—--,, ponipnc rrintatnat^ rarhnvvnentidase-like nrotein 2 (CPGL2), mRNA 

xionlO sapiens giuiallld.ic v^aiuuAjrpc;pu*ja.ow 1AIVV -' pwivm \*-"~ ^ — 1 — 

"HVvmn ^nrvipTi^ hvnothetioal nrotein fT.O^l 14137), mRNA 
Homo sapiens toll-like receptor 5 (TLR5), mRNA 


NM 053005 
NM 052889 
NM 024740 


Homo sapiens HCCA2 protein (HCCA2), mRNA 
Homo sapiens CARD only protein (COP), mRNA 
Homo sapiens disrupted in bipolar disorder 1 (DDBD1), mRNA 


NM 015721 


Homo sapiens gem (nuclear organelle) associated protein 4 (GEMIN4), mRNA 


NM 003730 

^ y-y ^ J"V "1 


tt a «,a nnrviAnc T~iKr*nnr , l< : >?»Qf* f\ nrprnr^or fRNASE6PLh mRNA. 

rlomo sapiens riDunuL/icaoc \j pic^uioui ^iu^/^^va ■*-'./? ^ . 

TT _ ^ Tr» PimprfomiKf -rp»r*^r*trvr 1 |Sj 1 (J TsJTR^ TTlRNA 


NM 030916 
NM__022358 

-y-« «■ /-\ /»* r\ r~ f-t s~ 


Homo sapiens ig supenamiiy recepiur jjv v.-i-'i^-Lrv/s AAAA> ^ L ^^ v — 

Homo sapiens potassium cnannei, suuiciiiuiy jv, uituiuvi * - v ai 

(IvCNK. 1 J ) , niKJN A — 

TTrv«, A nn«;a«n wu o rl n r» i -n rPTir^^ tran Qrrfnt vari ant PliLOP 1 . mRNA 


NM 022576 
NM 018269 


flOmO Sapiens pnOSQUCin yxUK^ J, traliaL/iipi vaimiu x AiJ - yWA x 5 — ■ 

xiomo sapiens oLtjl proiem ^oitj^j, nira>m. 


NM 015915 


Homo sapiens spastic paraplegia 3A (autosomal dominant) (SPG3A), mRNA 


NM 053036 


Homo sapiens protein-coupieu rct/cpuji / *-r v^- 1 xx - / ^ / ? uuvxi,t . — 


NM 053016 


Homo sapiens paralemmm z ^r/\i J ivizj, miviN/\ 


NM 053057 


rlomo sapiens nypouieucai proiem ^^v^ 1 ituo;, ixu-vx^^ _ _ 


NM 052838 


Homo sapiens septin 1 (SEPT1V mRNA 


NM_032034 


tt • rtrtwiai- -Tr»-r-»-«i"i-t7 a ortHium l^i fnTVionatp Iran s"Dorter**lilce» 

Homo sapiens solute carrier iamny ^, soaium Ditaiuunaig tj.a.iiop^n^A iiiw ? 

member 1 1 (bL,C4Al I ), mKJN/v 


NM 031899 


Homo sapiens golgi pnospnoproxem 3 ^vj^j-rrnj j, uuviNrv 


NM 018448 


rlomo sapiens 1 rsr-mxeracxing proicui y ^ l^vn.^ uuvi>-ri 


NM_0 16952 


u Amrt o«T>i««c r-^n oHtip-cinn T^irvl^niilp-related/down-resiilated bv oncogenes 
tlomo sapiens ceil aonesion nivjic^uic-i-ciat^v-L/ kx\j wh i^gumi-vu & 

(t^l_A_JJN ), TTlXVi>/V — 


NM 053050 


Homo sapiens mitochondrial ribosomal protein L53 (MRPL53), mRNA 


NM 053045 


Tj^™~ CQn ; pric VivnntVi^tirnl nrotein MGC14327 (MGC 14327), mRNA 


NM 017680 


Homo sapiens asporin (LRR class 1) (ASPN), mRNA 


NM 003914 


Homo sapiens eyenn j\i \\,k-,l\/\l ), uuvin^v . 


NM 032387 


Homo sapiens protein kinase, lysine deficient 4 (PRKWNK4), mRNA 


NM_0 19093 


Homo sapiens UUJr giycosyltransierase 1 iamny, puiypcptiu.^ r^~> v uvj ^^-^/j 
mRNA 


NM_021027 


Homo sapiens UJJr giycosyltransierase i iamiiy, puiypcptnat> ^uvj x a^^^, 
mRNA 


NMJ) 19076 


tt ^ • „ 0 tthp rrii^r\oT/itrQncfVrnc^ 1 familv nolvoeDtide A8 (UGX1 A8), 

Homo sapiens uur giycosynxansierasc i i<iiiuiy, ^uiv^wpu^v * ».w ^ ^ /j 

T~> "K.T A 

mRNA 


NM_000463 


tt„_,_ oot .: ono TTTYP rrl\/r>nc\/1trnncfV»raQP 1 familv OOlVDet)tide Al (TJGTLIAI), 
fj[OmO Sapiens UUr giycOSyiiranblClaaC 1 idlimy, t jyjx J' tr f 1 ** v * w ^ V. w /' 

mRNA 


NM 016608 


Homo sapiens /vlxia. i protein y/\x J r,j\.L), uixvln^v _ 


NM 016607 


Homo sapiens ALEX3 protein (ALEX3), mRNA 


NM 014860 


Homo sapiens SPTF-associated factor 65 gamma (STAF65(gamma)), mRNA 


NM 014782 


Homo sapiens armadillo repeat protein ALEX2 (ALEX2), mRNA 


NM_001072 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide A6 (UGT1 A6), 
mRNA 


NM 000405 


Homo sapiens GM2 ganglioside activator protein (GM2A), mRNA 
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NM 001975 


Homo sapiens enolase 2, (gamma, neuronal) (EN02), mRNA 


NM 001428 


Homo sapiens enolase l s (alpha) (ENOl), mRNA 


NM 052836 


Homo sapiens cadherin related 23 (CDH23), transcript variant 2, mRNA 


NM 022124 


Homo sapiens cadherin related 23 (CDH23), transcript variant 1, mRNA 


NM 004063 


Homo sapiens cadherin 17, LI cadherin (liver-intestine) (CDH17), mRNA 


NM 004062 


Homo sapiens cadherin 16, KSP-cadherin (CDH16), mRNA 




Homo sapiens cadherin 15, M-cadherin (myotubule) (CDH15), mRNA 


NM 001257 


Homo sapiens cadherin 13, H-cadherin (heart) (CDH13), mRNA 


XTN/T H^9R 1 Q 
iNiVl UjZo17 


Unmn Qjmien<; rfl<?r>a«?e recruitment domain orotein 14 (CARD 14), transcript 
variant 9 mRNA 


NM_024110 


Homo sapiens caspase recruitment domain protein 14 (CARD14), transcript 

variant 1 mRNA 


NM 032415 


Homo sapiens caspase recruitment domain family, member 1 1 (CARD 1 1), 
mRNA 


NM 014466 


Homo sapiens tektin 2 (testicular) (TEKT2), mRNA 


IN 1V1 \J J O \J \J u 


Homn <?aniens serine/threonine kinase 22B (spermiogenesis associated) 
(STK22B), mRNA 


IN1V1__U 1 ZUOj 


UAtnn canienQ frenuentlv rearranged in advanced T-cell lymphomas 2 (FRAT2), 

mPTMA 


NM_006922 


Homo sapiens sodium channel, voltage-gated, type HT, alpha polypeptide 
rSHN3A^ mRNA 


xnv/r nos^d7 

1N1V1 UUJjH/ 


Hnmn ^aniens heat shock 70kD protein 5 (glucose-regulated protein, 78kD) 
(HSPA5) mRNA 


NM 003777 

1N1VA VvJ III 


Homo sapiens dynein, axonemal, heavy polypeptide 1 1 (DNAH1 1), mRNA 


NM 013^82 

IN ±YJL V 1 J — O ^- 


Homo sapiens ubiquitin-like, containing PHD and RING finger domains, 1 
(TIHRF1) mRNA 


NM 020886 

1N1VX V/x*vOU V 


Homo sapiens ubiquitin specific protease 28 (USP28), mRNA 


NM 020843 

1NJ.VJL ULUO*TJ 


Homo saniens zinc finger protein 291 (ZNF291), mRNA 


NM 024529 

J.NJ.YA \J£*^~>4*Zr 


Homo sapiens chromosome 1 open reading frame 28 (ClorfZS), mRNA 


NM 053003 


Homo sapiens SIGLEC-like 1 (SIGLECL1), mRNA 


NM 033329 


Homo sapiens SIGLEC-like 1 (SIGLECL1), mRNA 


NM 015101 


Homo sapiens chromosome 1 open reading frame 17 (Clorfl7), mRNA 


NM 032551 


Homo sapiens G protein-coupled receptor 54 (GPR54), mRNA 


NM 031898 


Homo sapiens tektin 3 (TEKT3), mRNA 


NM 025191 


Homo sapiens chromosome 1 open reading frame 22 (Clorf22), mRNA 


NM 0227^5 

1NXYA Kt 1 


Homo sapiens chromosome 9 open reading frame 12 (C9orfl2), mRNA 


NM 021104 


Homo sapiens ribosomal protein L41 (RPL41), mRNA 


"MM 017847 

J.NJLVA \J L f 0*"T / 


Homo sapiens chromosome 1 open reading frame 27 (Clorf27), mRNA 


NM 017673 

XN1VJL VI 1 \J 1 ~) 


Homo sapiens chromosome 1 open reading frame 26 (Clorf26), mRNA 


NM 016000 

lNXYA \J l.\J\J\J\J 


Homo saoiens mitochondrial CCA-adding tRNA-nucleotidyltransferase 

XXV/lllw OCiL/lVllO 111H.V/V11V11V**. — - - ^w— * * , w— _ ^ 

fMtCCA^ mRNA 


NM 015989 


Homo sapiens cysteine sulfinic acid decarboxylase-related protein 2 (CSAD), 
mRNA 


NM 014654 


Homo sapiens syndecan 3 (N-syndecan) (SDC3), mRNA 


NM 014837 


Homo sapiens chromosome 1 open reading frame 16 (Clorfl6), mRNA 


NM 007179 


Homo sapiens insulin-like 6 (LNSL6), mRNA 


NM 005478 


Homo sapiens insulin-like 5 (LNSL5), mRNA 


NM 053000 


Homo sapiens TIGA1 (TIGA1), mRNA 


NM 052940 


Homo sapiens hypothetical protein MGC8974 (MGC8974), mRNA 


NM 052830 


Homo sapiens gamma-glutamyltransferase-like 3 (GGTL3), mRNA 


NM 053002 


Homo sapiens no opposite paired repeat protein (NOPAR), mRNA 


NM 052998 


Homo sapiens ornithine decarboxylase-like protein (ODC-p), mRNA 
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NM_052996 ! Homo sapiens PR domain containing 7 (PRDM7), mRNA 


NM 052995 Homo sapiens Usher syndrome 3 A (USH3A), mRNA 


"Wftyf 0071 1 O 
1N1V1 \J\J / llv 


nuiiiu sd.pi ens iciomerase-associaieci protein i ^ijgjl i ) 9 itikina 


NM 033656 


Homo sapiens WD repeat domain 9 (WDR9), transcript variant 2, mRNA 


iNlVI uioyo-3 


jtiomo sapiens wu repeat aomam y {Yv L)Ky ), transcript variant l, mKJNA 


NM 017818 


Homo sapiens WD repeat domain 8 (WDR8), mRNA 


JNM [)33oo2 


Homo sapiens WD repeat domain 4 (WDR4), transcript variant 3, mRNA 


JNJVl UijOOi 


Homo sapiens WD repeat domain 4 (WDR4), transcript variant 2, mRNA 


NM 018669 


Homo sapiens WD repeat domain 4 (WDR4), transcript variant 1, mRNA 


"\TA A A 1 TOOl 

JNM Ol/oci 


Homo sapiens WD repeat domain 13 (WDR13), mRNA 


NM_052837 


Homo sapiens secretory carrier membrane protein 3 (SCAMP3), transcript 
variant 2, mRNA 


NM_00569b 


Homo sapiens secretory carrier membrane protein 3 (SCAMP3), transcript 
variant 1 , mRNA 


JNM 005697 


Homo sapiens secretory carrier membrane protein 2 (SCAMP2), mRNA 


JNM_UU4ooo 


Homo sapiens secretory carrier membrane protein 1 (SCAMPI), transcript 
variant 1, mRNA 


JNJVI_UjZozz 


Homo sapiens secretory carrier membrane protein 1 (SCAMPI), transcript 
variant z, rriKJN A 


1N1V1 UOZol 1 


Homo sapiens ret finger protein 2 (RFP2), transcript variant 2, mRNA 


IN1V1 UIO /yo 


Homo sapiens ret finger protein 2 (RFP2), transcript variant 1 , mRNA 


INlVl_UDZO 1 / 


Homo sapiens midline 2 (MID2), transcript variant 2, mRNA 


"XTA/T Ol 1 £ 


Homo sapiens midline 2 (MID2), transcript variant 1, mRNA 


JNJVl UUU/yo 


Homo sapiens dopamine receptor D5 (DRD5), mRNA 


JNIVL UUU/y^f 


Homo sapiens dopamine receptor Dl (DRD1), mRNA 


NM 000796 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant a, mRNA 


JNlvl 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant e, mRNA 


INlVI UjjOOU 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant d, mRNA 


NM 033659 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant c, mRNA 


JNJVl UjjOj o 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant b, mRNA 


NM 004934 


Homo sapiens cadherin 18, type 2 (CDH18), mRNA 


JNM UU4Uol 


Homo sapiens cadherm 12, type 2 (N-cadnerin 2) (CDH12), mRNA 


"K TN K AO A/TOO 

JNM_U3U622 


Homo sapiens cytochrome P450, subfamily IIS, polypeptide 1 (CYP2S1), 
mKJNA 


JNM UjZoii 


Homo sapiens dJ55C23.o gene (dJ55C23.6), mRNA 


NM_052816 


Homo sapiens tripartite motif-containing 3 1 (TRDVI31), transcript variant 2, 
mKJNA 


JNM__UDZolZ 


Homo sapiens tripartite motif-containing 15 (TRIM 15), transcript variant 2, 
niivlNA 


1N1VI UDZi/JJ 


nomo sapiens transglutaminase { i oJvl / j, mKJNA 


INlVI 1 


Homo sapiens putative nuclear protein (NAAR1), mRNA 


iNiVJL UDZoD 1 


xiomo sapiens similar to KnoLrAr (^CjiojU), mKJNA 


IN 1 V1_U DDAJJy 


Homo sapiens tripartite motif-containing 15 (TRIM 15), transcript variant 1, 

mPTsJA 

mx\j.N/\ 


NM 018103 


Homo saT)ien«s Ipnrinp-ripli rpneat-rnntainin o S RPf^S^ ml? "NT A 


NM 014879 


Homo sapiens G protein-coupled receptor 105 (GPR105), mRNA 


NM 000797 


Homo sapiens dopamine receptor D4 (DRD4), mRNA 


NM 006596 


Homo sapiens polymerase (DNA directed), theta (POLQ), mRNA 


NM 052972 


Homo sapiens leucine-rich alpha-2-glycoprotein (LRG), mRNA 


NM 052967 


Homo sapiens mas-related G protein-coupled MRG (MRG), mRNA 


NM 052963 


Homo sapiens mitochondrial topoisomerase I (TOP1MT), mRNA 


NM 052962 


Homo sapiens class II cytokine receptor (DL22RA2), mRNA 
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NM 052961 


Homo sapiens solute carrier family 26, member 8 (SLC26A8), mRNA 


NM 052958 


Homo sapiens vestibule- 1 protein (VEST1), mRNA 


NM 052954 


Homo sapiens cysteine and tyrosine-rich protein 1 (CYYR1), mRNA 


NM 052949 


Homo sapiens RAS guanyl releasing protein 4 (RASGRP4), mRNA 


NM 052934 


Homo sapiens solute carrier family 26, member 9 (SLC26A9), mRNA 


NM 052933 


Homo saniens testis snecific 13 CTSGAIS")., mRNA 


NM_052932 


Homo sapiens pro-oncosis receptor inducing membrane injury gene (PORIMIN), 
mRNA 


NM 0^2891 


Homo sapiens peptidoglycan recognition protein-I-alpha precursor 
(PGL YRPIalpha) , mRNA 


NM 052888 


Homo sapiens KIAA0563-related gene (LOCI 14659), mRNA 


NM 052887 


Homo sapiens Toll-interleukin 1 receptor (TIR) domain-containing adapter 
protein (TIRAP), mRNA 


NM 052886 


Homo sapiens mal, T-cell differentiation protein 2 (MAL2), mRNA 


NM 052882 


Homo sapiens zinc finger, imprinted 3 (ZIM3), mRNA 


NM 052880 


Homo sapiens hypothetical protein MGC17330 (MGC17330), mRNA 


NM 052875 


Homo sapiens hypothetical protein MGC10485 (MGC10485), mRNA 


NM 052874 


Homo sapiens syntaxinlB2 (STX1B2), mRNA 


NM 052863 


Homo sapiens putative cytokine high in normal- 1 (HEN-1), mRNA 


NM 052862 


Homo sapiens hypothetical protein MGC21854 (MGC21854), mRNA 


NM 052861 


Homo sapiens hypothetical protein MGC21675 (MGC21675), mRNA 


NM 052853 


Homo sapiens hypothetical protein MGC20727 (MGC20727), mRNA 


NM 052848 


Homo saniens hvnothetical nrotein MGC20255 fMGC20255\ mRNA 


NM 052845 


Homo sapiens hypothetical protein MGC20496 (MGC20496), mRNA 


NM 0^2842 


Homo saniens RCT 2-like 12 foroline rich* (BCL9L12") mRNA 


NM 052818 


Homo sapiens hypothetical gene CG018 (CG018), mRNA 




T-Tnmn Qflni^nQ Trnp'rotiiKiile-flQSOpintefi nrotein 1 liont chain 3 aloha 

XJLVJ1IHJ iiaUlCllo 1111 V^A VJLLALJlAlt^ adoUvlal&U VJx\J twill A ll£^llt wllcAAAl ~J (Xl^Jllcx 

(MAP1LC3A), mRNA 


>JM 099899 

IN 1VJL \J£,Z* OZ,Zs 


Unmn car\iF»riQ QnhitR rm~rif*r familv 1 3 f soHinm-Henendent Hicarhoxvlate 

A7A.LJ1 liU otl L/l t/llo ovJ 1 Li LC. V^/dl 1 1CI La I L 11 i y x ^) \ja\J\XL\Xilk lAwL/vsilliV'iil \xx\j<xx kj\jj\.j icxi\s 

transporter i member 3 (SLC13A3') mRNA 

U ClilO|JUX Lvl ) , AlAwAAAUwl J \ kJ M—j L ~J 1 XS J ^ xxxxy^X^xx. 


NM 018835 


Homo saniens olfactorv recentor familv 1. subfamilv K. member 1 fORlKl\ 
mRNA 


NM_006750 


Homo sapiens syntrophin, beta 2 (dystrophin-associated protein Al, 59kD, basic 
component 2) (SNTB2), mRNA 


NM 033641 


Homo sapiens collagen, type IV, alpha 6 (COL4A6), transcript variant B, mRNA 


NM 001847 


Homo saniens collagen tvne IV alnha 6 ( COL4A6V transcript variant A. mRNA 


NM 004359 


Homo sapiens cell division cycle 34 (CDC34), mRNA 


NM 0334Q3 


Homo saniens cell division cvcle 2-like 1 fPITSLRE nroteins^ rcDC2Ln 
transcript variant 9, mRNA 


NM 033492 


Homo saniens cell division cvcle 2-like 1 CPITSLRE nroteins) (CDC2L1), 
transcript variant 8, mRNA 


NM 033491 


Homo saniens cell division cvcle 2-like 1 fPITSLRE Droteins") (CDC2L1V 
transcript variant 7, mRNA 


NM 033490 


Homo saniens eell division rvrle 9-1 ike 1 fPTTST nroteins^ (CDC2Y\\i 

transcript variant 6, mRNA 


NM 0334.R9 


Homo cnnipiiQ eell rh*vic:irm evrle 9 -like 1 fPTT^T T?F nroteins^ fCDC , 2Ll^ 

AlUlllxJ odJJlCllo VC^il ^-11 V lolVJll \sj vlC ^» 11 JVC 1 ^A A 1 OJ—»AVA— ' lyA v lvii i"/ \ i V^x-'\ — x J ^ 

transcript variant 5, mRNA 


NMJ333488 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 4, mRNA 


NM_033487 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 3, mRNA 


NM 033486 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
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transcript variant 2, mRNA 


NM_001787 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 1, mRNA 


NMJ)05983 


Homo sapiens S-phase kmase-associated protem 2 (p45) (SKP2), transcnpt 
variant 1, mRNA 


NMJ332637 


Homo sapiens S-phase kmase-associated protein 2 (p45) (SKP2), transcript 
vanant 2, mRNA 


NM 021968 


TT * TT A 1 j X* *1 1 T"i /"T T jtT'T* l \ T*» *V T A 

Homo sapiens H4 histone family, member E (H4FE), mRNA 


NM 002748 


Homo sapiens mitogen-activated protein kinase 6 (MAPK6), mRNA 


NM 003527 


Homo sapiens H2B histone family, member N (H2BFN), mRNA 


NM 001000 


Homo sapiens ribosomal protein L39 (RPL39), mRNA 


NM 000999 


Homo sapiens ribosomal protein L38 (RPL38), mRNA 


NM 000998 


T X " 1 -1 » ' T ^ ./'TX TXT ^ A X T"> ^ X A 

Homo sapiens ribosomal protein L37a (RPL37A), mRNA 


NM 000997 


T X * " 1 1 , * ~y~ yX *m /T\ T^T ^ ^JX t\ "VTA 

Homo sapiens nbosomal protein L37 (RPL37), mRNA 


NM 022054 


Homo sapiens potassium channel, subfamily K, member 13 (KCNK13), mRNA 


NM_021161 


Homo sapiens potassium channel, subfamily K, member 10 (TREK-2) 

/ T" T" /^l'V TT r 1 /X X XX Tk. T A 

(KCNK10), mRNA 


NM_003944 


Homo sapiens selenium binding protein 1 (SELENBP1), mRNA 


"V T» Jt f~\ <\ r\\ y A t~\ 

NM 033649 


Homo sapiens fibroblast growth factor 18 (FGF1S), transcnpt vanant 2, mRNA 


\t* r r\ t~\ A 1 1 A 

NM 004114 


Homo sapiens fibroblast growth factor 13 (FGF13), transcnpt vanant 1A, mRNA 


NM 033642 


Homo sapiens fibroblast growth factor 13 (FGF13), transcnpt vanant IB, mRNA 


NM 016279 


Homo sapiens cadhenn 9, type 2 (Tl-cadherm) (CDH9), mRNA 


NM 001796 


Homo sapiens cadherin 8, type 2 (CDH8), mRNA 


NM 031891 


Homo sapiens cadherin 20, type 2 (CDH20), mRNA 


NM 006727 


Homo sapiens cadherin 10, type 2 (T2-cadherin) (CDH10), mRNA 


NM 033671 


Homo sapiens cyclin B3 (CCNB3), transcript variant 2, mRNA 


NM 033670 


Homo sapiens cyclin B3 (CCNB3), transcript variant 1, mRNA 


NM_033379 


Homo sapiens cell division cycle 2, Gl to S and G2 to M (CDC2), transcript 
variant 2, mRNA 


NM_0017S6 


Homo sapiens cell division cycle 2, Gl to S and G2 to M (CDC2), transcript 

j 1 T\\T A 

vanant 1, mRNA 


NM 004361 


Homo sapiens cadhenn 7, type 2 (CDH7), transcnpt variant b, mRNA 


NM 033646 


Homo sapiens cadherin 7, type 2 (CDH7), transcnpt vanant a, mRNA 


NM 017734 


TT 1 "111* /IN AT"* T* "fc. T A 

Homo sapiens palmdelphm (PALMD), mRNA 


NM 052832 


TT " 1 J ' C* 'W **\. f 1 ft~*T *~*tr+ jf A T* "V T A 

Homo sapiens solute earner family 26, member 7 (SLC26A7), mRNA 


NM 018718 


Homo sapiens testis specific, 14 (TSGA14), mRNA 


NM 015935 


Homo sapiens CGI-01 protein (CGI-01), mRNA 


NM 033120 


Homo sapiens naked cuticle homolog 2 (Drosophila) (NKD2), mRNA 


-v xii JT AO^rtt 1 

NM 033031 


Homo sapiens cyclm B3 (CCNB3), transcript vanant 3, mRNA 


NM 012068 


Homo sapiens activating transcription factor 5 (ATF5), mRNA 


■v Jt t\ i r\ y t t 

NM 019617 


Homo sapiens CA11 (LOC56287), mRNA 


NM_018398 


Homo sapiens calcium channel, voltage-dependent, alpha 2/delta 3 subunit 
(CACNA2D3), mRNA 


NM 018319 


Homo sapiens tyrosyl-DNA phodphodiesterase (TDP1), mRNA 


NMJ3 14404 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 5 
(CACNG5), mRNA 


JNJV1__U 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 4 
(CACNG4), mRNA 


NM 012114 


Homo sapiens caspase 14, apoptosis-related cysteine protease (CASP14), mRNA 


NM 006985 


Homo sapiens nuclear pore complex interacting protein (NPIP), mRNA 


NM 006816 


Homo sapiens chromosome 5 open reading frame 8 (C5orf8), mRNA 


NM 006539 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 3 
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(CACNG3), mRNA 


NM_004347 


Homo sapiens caspase 5, apoptosis-related cysteine protease (CASP5), mRNA 


NM 003862 


Homo sapiens fibroblast growth factor 18 (FGF18), transcript variant 1, mRNA 


NM 020770 


Homo sapiens cingulin (KIAA1319), mRNA 


NM 030778 


Homo sapiens hypothetical protein PR01331 (PR01331), mRNA 


NM 004927 


Homo sapiens mitochondrial ribosomal protein L49 (MRPL49), mRNA 


NM 031962 


Homo sapiens keratin associated protein 9.3 (KRTAP9.3), mRNA 


NM 031961 


Homo saoiens lceratin associated nrotein 9 (TCRTAP9 T\ mRNA 


NM_033456 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant P. mRNA 


NM 031854 


Homo sapiens keratin associated protein 4.12 (KRTAP4.12), mRNA 


1 >1VX uJJtJJ 


TTrvmo Qaniens notassinm fhannel QnVifamilv JC mpm^pr 7 /TT{ r ~ r Nn<r'7^ tr5»ncr , -riTYt 
variant 1"*) tnRNA 


NM 033348 


Homo saoiens notassium channel siihfamilv TC member 7 rPCf^NTCV^ frarnjrrint 
variant B mRNA 


NM 033347 


Homo saoiens ootassium channel subfamilv K member 7 nCCTNTC7^ transerint 

X. JLVyillVJ JU^Flwilvj j/v/tuuuiuiii VllUllllvlj UU-UXtllllll j .1 ^ HiwllXl/vl / y^li. V/X llv- / J j U. Clliuvl IL/v 

variant A, mRNA 


NM 033191 


Homo sapiens keratin associated protein 9.4 (KAP9.4), mRNA 


NM 033061 


Homo sapiens keratin associated protein 4.7 (KAP4.7), mRNA 


NM 03318S 


Homo sapiens keratin associated protein 4.5 (KAP4.5), mRNA 


NM 033062 


Homo sapiens keratin associated protein 4.2 (KAP4.2), mRNA 


NM 033059 


Homo sapiens keratin associated protein 4.14 (KAP4.14), mRNA 


NM 033060 


Homo sapiens keratin associated protein 4.10 (KAP4.10), mRNA 


NM 033643 


Homo saoiens ribosomal nrotein T,36 fRPT/^n"^ transerint variant 1 mRNA 


NM 015414 


Homo saoiens rihosomal nrotein T "36 rRPT transerint variant 7 mRNA 


NM 007?09 


Homo saoiens ribosomal nrotein T^S rRPT mRNA 


NM 000996 


Homo saoiens ribosomal nrotein L35a fRPL35A^ mRNA 

JlIVIIIV/ UitpiVllu 1 lUVUVlllUl LFI LFtVlll lJ«/ «^i>i ^1V1 JL*i*J X \-J^ liilVl 111. 


NM 033637 


Homo saoiens beta-transducin reneat containing fBTRC^ transcrint variant 1 

llvlllv utlLVlVllu 111 tl UllkJVlLlviil 1 vpVUl vvrlllbillllilg y^J— * JL JL X-V-^ UL Ulluvl X XJ I- V dl 1 U 11 L X ^ 

mRNA 


NM 033345 


Homo sapiens regulator of G-protein signalling 8 (RGS8), mRNA 


NM 033543 


Homo sapiens hypothetical protein R29 124 1 (R29124 1), mRNA 


NM 033186 


Homo sapiens keratin associated protein 4.13 (KAP4.13), mRNA 


NM 033050 


Homo sapiens G protein-coupled receptor 91 (GPR91), mRNA 


NM 032728 


Homo sapiens hypothetical protein MGC12921 (MGC12921), mRNA 


NM 032910 


Homo sapiens hypothetical protein MGC14136 (MGC14136), mRNA 


NM 032857 


Homo sapiens mitochondrial ribosomal protein L56 (MRPL56), mRNA 


NM 032640 


Homo sapiens hypothetical protein MGC10526 (MGC10526), mRNA 


NM_032560 


Homo sapiens MSTP033 protein (MSTP033), mRNA 


NM 032524 


Homo sapiens keratin associated protein 4.4 (KRTAP4.4), mRNA 


NM 032351 


Homo sapiens mitochondrial ribosomal protein L45 (MRPL45), mRlSfA 


NM 031963 


Homo sapiens keratin associated protein 9.8 (KRTAP9.8), mRNA 


NM 031432 


Homo sapiens uridine-cytidine kinase 1 (UCK1), mRNA 


NM 031289 


Homo saoiens hvoothetical nrotein MGC3 146 fMGC3 146^ mRNA 


NM 031269 


Homo sapiens PRO 13 86 protein (PRO 1386), mRNA 


NM 030975 


Homo sapiens keratin associated protein 9.9 (KRTAP9.9), mRNA 


NM 030817 


Homo saoiens hvoothetical nrotein DKFZo434F03 1 8 (DKFZP434F03 1 8^ 
mRNA 


NM 017970 


Homo sapiens hypothetical protein FLJ10008 (FLJ10008), mRNA 


NM 024510 


Homo sapiens hypothetical protein MGC4368 (MGC4368), mRNA 


NM 024325 


Homo sapiens hypothetical protein MGC 107 15 (MGC10715), mRNA 


NM 023914 


Homo sapiens G protein-coupled receptor 86 (GPR86), mRNA 


NM 022915 


Homo sapiens mitochondrial ribosomal protein L44 (MRPL44), mRNA 
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NM_022469 


Homo sapiens hypothetical protein FLJ21 195 similar to protein related to DAC 
and cerberus (FLJ21 195), mRNA 


NM 022344 1 


TT * , • 1 • -VT" T~» 1 /x TT-m JTT T T*l 1 \ TTXT A 

Homo sapiens protein kinase Njmu-Rl (NJMU-R1), mRNA 


NM 002924 


Homo sapiens regulator of G-protein signalling 7 (RGS7), mRNA 


NM_020402 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 10 (CHRNA10), 
mRNA 


NM 015420 


Homo sapiens DKFZP5 6400463 protein (DKrZr5o4CJU4o3), mKJNA 


NM 016355 


Homo sapiens hqp0256 protein (LOC51202), mRNA 


NM 020370 


Homo sapiens G protein-coupled receptor b4 (GrR84), mKJNA 


NM 019016 


TT 1 i.1 j" 1 i • /T*?T TIA^ /TIN T"> T A 

Homo sapiens hypothetical protein (FLJ20261), mRNA 


NM 017872 


TT 1 . i ■ - 1 . • T^T TO f\ C A f /TRT TO/\XT/1^"\ T>\T A 

Homo sapiens hypothetical protein FLJ20546 (FLJ20546), mRNA 


NM 018373 


TT * 1 ii . • 1 j T^T T "1 1 «Ti /-|— >T T1 1 '1'7 1 \ TlXT A 

Homo sapiens hypothetical protein FLJ1 1271 (FLJ 1 1271), mRNA 


NM 018277 


t T • 1 ,1 . • t > T^T T "t /\ f\ ^ ^ /"'l xf T •% r\ f\ **\ /*% \ T» "VTA 

Homo sapiens hypothetical protein FLJ10932 (FLJ10932), mRNA 


NM 018242 


tt • 1 . i , ■ i , T"»T T -% AO A *7 /T^T T1 AO vl*"7\ T% *K T A 

Homo sapiens hypothetical protein FLJ10847 (FLJ10847), mRNA 


NM 016055 


"WW * • , 1 f'l'l 1 . • T A a S~K jTT> T"»T A Ct\ T» "KT A 

Homo sapiens mitochondrial nbosomal protein L48 (MRPL48), mRNA 


NM 016468 


Homo sapiens hypothetical protein (LOC51241), mRNA 


NM 014099 


Homo sapiens PRO 1768 protein (PRO 1768), mRNA 


NM 014964 


Homo sapiens KIAA1065 protein (KIAA1065), mRNA 


NM 014859 


Homo sapiens KIAA0672 gene product (KIAA0672), mRNA 


NM 014174 


Homo sapiens HSPC144 protein (HSPC144), mRNA 


NM 014156 


Homo sapiens DKFZP564O0463 protein (DKFZP564O0463), mRNA 


NM 015544 


Homo sapiens DKFZP564K1964 protein (DKFZP564K1964), mRNA 


NM 015681 


Homo sapiens B9 protein (B9), mRNA 


NM_012301 


Homo sapiens atrophin-1 interacting protein 1; activin receptor interacting 
protein 1 (KIAA0705), mRNA 


NM 006856 


Homo sapiens activating transcription factor 7 (ATF7), mRNA 


NM_005714 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant C, mRNA 


NM_005756 


Homo sapiens G protein-coupled receptor 64 (GPR64), mRNA 


NM 005267 


Homo sapiens gap junction protein, alpha 8, 50kD (connexin 50) (GJA8), mRNA 


NM 003457 


Homo sapiens zinc finger protein 207 (ZNF207), mRNA 


NM__003184 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase n, B, 150kD (TAF2B), mRNA 


NMJ)03079 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily e, member 1 (SMARCE1), mRNA 


NMJ)02815 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 1 1 
(PSMDll),mRNA 


NM 002577 


Homo sapiens p21 (CDKNlA)-activated kinase 2 (PAK2), mRNA 


NM 003867 


Homo sapiens fibroblast growth factor 17 (FGF17), mRNA 


NMJ)03885 


Homo sapiens cyclin-dependent kinase 5, regulatory subunit 1 (p35) (CDK5R1), 
mRNA 


NM_003939 


Homo sapiens beta-transducin repeat containing (BTRC), transcript variant 2, 
mRNA 


NM 001208 


Homo sapiens basic transcription factor 3, like 1 (BTF3L1), mRNA 


NM_033500 


Homo sapiens hexokinase 1 (HK1), transcript variant 5, nuclear gene encoding 
mitochondrial protein, mRNA 


NMJ333498 


Homo sapiens hexokinase 1 (HK1), transcript variant 4, nuclear gene encoding 
mitochondrial protein, mRNA 


NM__033497 


Homo sapiens hexokinase 1 (HK1), transcript variant 3, nuclear gene encoding 
mitochondrial protein, mRNA 


NMJ)33496 


Homo sapiens hexokinase 1 (HK1), transcript variant 2, nuclear gene encoding 
mitochondrial protein, mRNA 
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NM 033640 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 6, 
mRNA 


NM 033636 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 5, 
mRNA 


NM 033635 

1 llVl v*-'-' V/»p/»/ 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 4, 
mRNA 


NM 033634 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 3, 
mRNA 


NM 033633 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 2, 
mRNA 


NM_022050 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 1, 
mRNA 


NM 033467 


Homo sapiens membrane metallo-endopeptidase-like 2 (MMEL2), mRNA 


NM 032409 


Homo sapiens PTEN induced putative kinase 1 (PINK1), mRNA 


NM 013267 


Homo sapiens breast cell glutaminase (GA), mRNA 


NM 004729 


Homo sapiens Ac-like transposable element (ALTE), mRNA 


NM 004192 


Homo sapiens acetylserotonin O-methyltransferase-like (ASMTL), mRNA 


NM 00211^ 


Homo saniens hexokinase 3 (white celD fHK3V nuclear eene encoding 
mitochondrial protein, mRNA 


NM 000188 


Homo sapiens hexokinase 1 (HK1), transcript variant 1, nuclear gene encoding 
mitochondrial protein, mRNA 


NM 004728 


Homo sapiens DEAD/H (Asp-Glu- Ala- Asp/His) box polypeptide 21 (DDX21), 
mRNA 


NM 022148 


Homo sapiens cytokine receptor-like factor 2 (CRLF2), mRNA 


NM 022337 


Homo sapiens RAB38, member RAS oncogene family (RAB38), mRNA 


NM 016428 


Homo sapiens NESH protein (NESH), mRNA 


NM 016227 


Homo sapiens chromosome 1 open reading frame 9 (Clorf9), mRNA 


NM 014283 


Homo sapiens chromosome 1 open reading frame 9 (Clorf9), mRNA 


NM 018475 


Homo sapiens TP A regulated locus (TPARL), mRNA 


NM 020461 


Homo sapiens gamma-tubulin complex component (GCP6), mRNA 

£_ 2 4- £- i 


NM 030934 


Homo sapiens chromosome 1 open reading frame 25 (Clorf25), mRNA 


NM 030933 


Homo sapiens chromosome 1 open reading frame 14 (Clorfl4), mRNA 


NM 030769 


Homo sapiens chromosome 1 open reading frame 13 (Clorfl3), mRNA 


NM 016604 


Homo sapiens chromosome 5 open reading frame 7 (C5orf7), mRNA 


NM 016605 


Homo sapiens chromosome 5 open reading frame 6 (C5orf6), mRNA 


NM 016603 


Homo sapiens chromosome 5 open reading frame 5 (C5orf5), mRNA 


NM 014144 


Homo sapiens chromosome 1 1 open reading frame 21 (CI lorf21), mRNA 


NM 033508 


Homo sapiens glucokinase (hexokinase 4, maturity onset diabetes of the young 
2) (GCK), transcript variant 3, nuclear gene encoding mitochondrial protein, 
mRNA 


NM 033507 


Homo saniens oliicokinase (hexokinase 4 maturitv onset diabetes of the vounc 
2^ ( GCTC) tran serin t variant 2 nuclear eene encoding mitochondrial Drotein. 
mRNA 


NM 000162 


Homo sapiens glucokinase (hexokinase 4, maturity onset diabetes of the young 
2) (GCK), transcript variant 1 , nuclear gene encoding mitochondrial protein, 
mRNA 


NM 025241 


Homo sapiens UBX domain-containing 1 (UBXD1), mRNA 


NM 002098 


Homo sapiens guanylate cyclase activator IB (retina) (GUCA1B), mRNA 


NM 003137 


Homo sapiens SFRS protein kinase 1 (SRPK1), mRNA 


NM_003064 


Homo sapiens secretory leukocyte protease inhibitor (antileukoproteinase) 
(SLPI), mRNA 


NM 033484 


Homo sapiens F-box only protein 4 (FBX04), transcript variant 2, mRNA 
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NM 012176 


Homo sapiens F-box only protein 4 (FBX04), transcript variant 1, mRNA 


NM 000400 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 2 (xeroderma pigmentosum D) (ERCC2), mRNA 


NM 014266 


Homo sapiens DNAX-activation protein 10 (DAPIO), mRNA 


NM 002821 


Homo sapiens PTK7 protein tyrosine kinase 7 (PTK7), mRNA 


NM_033502 


Homo sapiens transcriptional regulating protein 132 (TReP-132), transcript 
variant 1, mRNA 


NM_033501 


Homo sapiens transcriptional regulating protein 132 (TReP-132), transcript 
variant 2, mRNA 


NM018415 


Homo sapiens transcriptional regulating protein 132 (TReP-132), transcript 
variant 3, mRNA 


NM 000994 


Homo sapiens ribosomal protein L32 (RPL32), mRNA 


NMJ)33437 


Homo sapiens phosphodiesterase 5 A, cGMP-specific (PDE5 A), transcript variant 
3, mRNA 


NM_033431 


Homo sapiens phosphodiesterase 5 A, cGMP-specific (PDE5A), transcript variant 
4, mRNA 


NMJB3430 


Homo sapiens phosphodiesterase 5 A, cGMP-specific (PDE5 A), transcript variant 
2, mRNA 


NM 001083 


Homo sapiens phosphodiesterase 5 A, cGMP-specific (PDE5A), transcript variant 
1, mRNA 


NM 000189 


Homo sapiens hexokmase 2 (HK2) 5 mRNA 


NM 033185 


Homo sapiens keratin associated protein 3.3 (KAP3.3), mRNA 


NM 031959 


Homo sapiens keratm associated protein 3.2 (KRTAP3.2), mRNA 


NM 033481 


Homo sapiens F-box only protein 9 (FBX09), transcnpt variant 3, mRNA 


NM 033480 


Homo sapiens F-box only protein 9 (FBX09), transcript variant 2, mRNA 


NM 012347 


Homo sapiens F-box only protein 9 (FBX09), transcript variant 1, mRNA 


NM 033506 


Homo sapiens F-box only protein 24 (FBX024), transcript variant 1 , mRNA 


NM 012172 


Homo sapiens F-box only protein 24 (FBX024), transcript variant 2, mRNA 


NM 012179 


Homo sapiens F-box only protein 7 (FBX07), mRNA 


NM 018438 


Homo sapiens F-box only protein 6 (FBX06), mRNA 


NM 012177 


Homo sapiens F-box only protein 5 (FBXOS), mRNA 


NM 032145 


Homo sapiens F-box protein 30 (FBXO30), mRNA 


NM_003S13 


Homo sapiens a disintegrin and metalloproteinase domain 21 (ADAM21), 
mRNA 


NM_003814 


Homo sapiens a disintegrin and metalloproteinase domain 20 (ADAM20), 
mRNA 


NM 015698 


Homo sapiens T54 protein (T54), mRNA 


NM 033222 


Homo sapiens PC4 and SFRS1 interacting protein 2 (PSEP2), mRNA 


NM 002887 


T T * 1 J "VTA .1 , /T\ A T-» T» "VTA 

Homo sapiens argmyl-tRNA synthetase (RARS), mRNA 


NM 033084 


Homo sapiens Fanconi anemia, complementation group D2 (FANCD2), mRNA 


NM 014005 


Homo sapiens protocadherin alpha 9 (PCDHA9), transcript variant 2, mRNA 


NM 018902 


Homo sapiens protocadherin alpha 1 1 (PCDHA1 1), transcript variant 1, mRNA 


NM_031882 


Homo sapiens protocadherin alpha subfamily C ? 1 (PCDHAC1), transcript 
variant 2, mRNA 


NM__018898 


Homo sapiens protocadherin alpha subfamily C, 1 (PCDHAC1), transcript 
variant 1 , mRNA 


TsJA/T Cil 

1N1V1_U3 1 oo J 


Homo sapiens protocadherin alpha subiamily C, 2 (JrCDJHACz), transcnpt 
variant 2, mRNA 


NM_018899 


Homo sapiens protocadherin alpha subfamily C, 2 (PCDHAC2), transcript 
variant 1, mRNA 


NM 019119 


Homo sapiens protocadherin beta 9 (PCDHB9), mRNA 


NM 018916 


Homo sapiens protocadherin gamma subfamily A, 3 (PCDHGA3), transcript 
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variant 1 mRNA 


NM 032704 


Homo sapiens tubulin alpha 6 (TUB A6), mRNA 


MM 032407 


Homo saniens nrotocadherin aamma subfamilv C 5 rPCIDHCrCS i transcrint 
variant 2, mRNA 


NM 018929 


Homo saniens nrotocadherin pamma subfamilv C 5 H^CDHGCS i transcrint 
variant 1 , mRNA 


NM 032406 


Homo saniens nrotocadherin tzamrna subfamilv C 4 (PCE)HGC4^ transcrint 

AXVJ1A1V IJUUlVllU L LWVU,V^II IW1 111 gUllllllU UUU1U11U1J V — s ^ V \ A. vX-'X Jk Vj T 11 UllJVllUt 

variant 2, mRNA 


NM 018928 

X X VX V/ X U ✓ J** \J 


Homo saniens nrotocadherin ffamma subfamilv C 4 fPCTDHGC!4i transcrint 
variant 1 , mRNA 


NM 032101 

X^lXYX UJ^1V/1 


Homo saniens nrotocadherin era mm a subfamilv H 7 fPODHGRV^ tran se.rint 

X 1U SdUlWllO \~ LW*-»CIV_111V»/1 111 ^CL 1 1 1.1 1 1 CI OUU1CU1111 V X-J j / IX V_/X/11\J JJ / lj LI ClllOV^I 1UL 

variant 2, mRNA 


NM 018927 


T-Tomo saniens nrotocadherin era mm a subfamilv H 7 rP(^l^WfirR7^ transerint 

XXVJillXJ oClJ-Jl^llO yJL \J LWV/dvXllV^l Ill 1 1 11 1 1CI OUl/iaillll y i—f ? / ^X V-'X/llVJU / ^ ? Li ClIlO^/l ipt 

variant 1 , mRNA 


NM 032099 


Hnmn saniens nrotocadherin f?amma subfamilv R S nPC^T)HGRS^ tr an sprint 

X 1VJ11 l\J ocj-^ji v/iio pi u IV/ vauiiwi 11 1 gcxi.iixi.ici o uuiai 111 1 y u , _/ ^x V-'X/IIVJUJ J) Li ciiiov^i iul 

variant 2, mRNA 


NM 01892^ 


Homo saniens nrotonadherin cramma subfamilv H S fPf^TYF-rCrRS^ transo/rint 

XXW111VJ LjapiL'llo \JX V/LvvaUllW 111 t^dllULllCl OlXUXClllllljr X-J . ^ IX Vl/llVJU J Ij 11 Ullovl 1 U L 

variant 1, mRNA 


NM 03?100 


TTnmn sanipn? ■nrotnpadhprin era mm a suhfamilv f% rPr^T^jT-TrTR^^ transcrmt 

iiumu Dftpiwiio ^jl w uvj wctviiik^i iii gaiixiiici ouu icj.ii iii^y jj ? \j ^x v/JL/iivjuv y ? u aiiowiL'i 

variant 2, mRNA 


"NTM 018996 

xNIVl V x 


T-Frvmr* QfinipnQ "nt*o tac a HV\f*rin era mm a sulrPfimilv fP^TYHT~rRfV^ tran sprint 

J. lVjlllVj Od^JlV^llO JJl \JLUUClVJlJLt/l ill gallllllcl &IXU XCLlLlLiy JJ ? VJ yL V_^X-/XXV»JX->\J^ J LI allot l 1 IJJ L 

variant 1, mRNA 


MTvT 039007 


XxL/lllVj ocljJIClIo |Jl<JLLyVx(XVilldxll gdllLUlCl oU-L/ldllixlj' J-> ? _> ^1 voxyllVJDj 1, 11 

variant 2 5 mRNA 


TsTIvl 01 8994 


TTnmn Qanipn<; nmtopadliprin cramma snnfamilv R ^ ^^P^PJl-KT^T^^^ franQfrint 
xauiiiu oajpidio [Jiu LV^ocitiiiC'i 11 1 ^d-iixiiici otiiyiciiiiiijr jl> 5 yi v^j_yxiVJij J u ciiiov-'iijJL 

variant 1, mRNA 


NM 032096 


Homo saniens nrotopadherin pamma subfamilv R 9 rPr^r^HrrR^^ transcrint 

X Ivlllv Od-LJl^llO Ul vlVvtlUllwl 111 K,Ci.llIlllCl i3Llk_riCl.lllll V 1 J . 11 V^JL'llVJJL'Z- lj LL CLllOwl ipi 

variant 2, mRNA 


NM 018923 

X T XVX \J X \J -J ~> 


Homo saniens nrotocadherin ffamma subfamilv H 2 ( r POOHO'R2^ transcrint 

iiviiiv oviuiviio piuivwuwiivi in E^diiiinci o ui/iuimi y \-J ^ ix \_/i/ii\ju^ u cuiuvi lpi 

variant 1, mRNA 


NM 032095 


Homo saniens nrotocadherin {?amma subfamilv H 1 rPODHOB 1 ^ transcrint 

11U111U QUL/ivlliJ XT lUVUUllvl All gUllUllU IJUUlUlllll Y -I— * ^ 1 y^X VJL'JLIVJJL' 1 yj UUllOvlipi 

variant 2, mRNA 


NM 018922 

x>ixvx v i. o ^z-x- 


Homo saniens nrotneadherin cramma subfamilv H 1 rPf^r^HCTR 1 ^ rransrrint 

X 1 \J 111 W OdUlL-Ha UlUlUwCIUllvlllX ^ CI 11 IX lid OLXLf 1CL11111 V 1— '5 1 IX V / 1 r X X V_l 1_J 1 l } 11 Cllld wl 1 LF L 

variant 1 , mRNA 


NM 032089 


Womo saniens nrotoeadherin era mma subfamilv A Q ( Pr^r^TTrT A 0^ transerint 

X X \J 1 1 IXJ JLlL/lwllo L/l V/LUwuVXllvl 111 ^ClllllllCl O LXL/lCllllll Jr iij 11 V/X/llVJ/\y lj LI ClllOs^l ILvL 

variant 2, rnRNA 


NM 018921 


Homo saniens nrotocadherin pa mm a subfamilv A 0 rPfTn-rCTAQ^ transcrint 

iiuiiiv odpiwio pi wivj^auiivi 111 g^cii. nniia o uuiciiiiii^y 5 S \x v^iyiivjiiy li ciliowi iul 

variant 1, mRNA 


NM 032088 


Homo saniens nrotocadherin eamma subfamilv A 8 f PCDHGAS^ transcrint 
variant 1 , rnRNA 


NM 014004 


Homo saniens nrotocadherin samma subfamilv A 8 TPCDHGAS^ transcrint 

llVlllu L>tlJ^_/lWllvJ L/1UWUUW11V1 111 gUllllllU OUU1UU111 Y J. i- ^ *J IX VJL/llVJl 1U lj UdlliJVl ILf I 

variant 2, mRNA 


NM 032853 

X~XtX \J*J+*\J-J*J 


Homo saniens hvnothetical nrotein FLJ14868 fFT T14868i mRNA 

llVJilJU OC4.J-/1 Wllo llj L/w LllWllvClI pi Wl^flll X ^X 1 iJ l*TOUO HXXVJ.^liV. 


NM 032589 


Homo sapiens Down syndrome critical region gene 8 (DSCR8), mRNA 


NM 03^087 


T-fomo saniens nrotoeadherin cramma snhfamilv A V rPr^T^T-TC~rA7^ rmnserinl* 

XXW111VJ OdL/lVllO LJ1 KJ WJ ^ ClV-ll It 1 11 1 gclllllliCl o U.U1C11111 1 y ^Vj / 1^1 V/l/llVJlV. / y 3 LI dlloV/1 1 U L 

variant 2, mRNA 


NM_0 18920 


Homo sapiens protocadherin gamma subfamily A, 7 (PCDHGA7), transcript 
variant 1, mRNA 


NM_032086 


Homo sapiens protocadherin gamma subfamily A, 6 (PCDHGA6), transcript 
variant 2 5 mRNA 


NM_018919 


Homo sapiens protocadherin gamma subfamily A, 6 (PCDHGA6), transcript 
variant 1 5 mRNA 
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NM_032054 


Homo sapiens protocadherin gamma subfamily A, 5 (PCDHGA5), transcript 
variant 2, mRNA 


■v. TA X t\ 1 O (\ 1 O 

NM_018918 


Homo sapiens protocadherin gamma subfamily A, 5 (PCDHGA5), transcript 
variant 1 , mRNA 


NM_032053 


Homo sapiens protocadherin gamma subfamily A, 4 (PCDHGA4), transcript 
variant 2, mRNA 


NM_0l89l7 


Homo sapiens protocadherin gamma subfamily A, 4 (PCDHGA4), transcript 
variant 1 5 mRNA 


NM_0320ll 


Homo sapiens protocadherin gamma subfamily A, 3 (PCDHGA3), transcript 
variant 2, mRNA 


NM_032009 


Homo sapiens protocadherin gamma subfamily A, 2 (PCDHGA2), transcript 
variant 2, mRNA 


NM_018915 


Homo sapiens protocadherin gamma subfamily A, 2 (PCDHGA2), transcript 
variant 1, mRNA 


NM_031993 


Homo sapiens protocadherin gamma subfamily A, 1 (PCDHGA1), transcript 
variant 2, mRNA 


NM_032092 


Homo sapiens protocadherin gamma subfamily A, 1 1 (PCDHGA1 1), transcript 
variant 3, mRNA 


NM_0l8912 


Homo sapiens protocadherin gamma subfamily A, 1 (PCDHCjAI ), transcript 
variant 1 , mRNA 


NM_03209l 


Homo sapiens protocadhenn gamma subfamily A, 1 1 (PCDHGA1 1), transcript 
variant 2, mRNA 


NM_0l89l4 


Homo sapiens protocadherin gamma subfamily A, 1 1 (PCDHGA1 1), transcript 
variant 1, mRNA 


NMJ)32090 


Homo sapiens protocadhenn gamma sublamily A, 10 (FCDHOAIO), transcript 
variant 2, mRNA 


NM__01o913 


Homo sapiens protocadherin gamma subfamily A, 10 (PCDHGA10), transcript 
variant 1, mRNA 


XTA/T A 1 Oil A 


xiomo sapiens protocaanenn oexa o \ry^iJrir>o)^ mivLN/\ 


xnv/f m Q04n 
InIVI U 1 oyH\) 


riomo sapiens proiocaanenn Deia / ^i^jjxid / ), mt\j.N/v 


TvTA/f HI 

iNivi vioyjy 


xiomo sapiens protocaanenn oeia o ^jt ^j^xxdo j, uicvin/\ 


JNJLVL UIDOOy 


xiomo sapiens protocaanenn oeta d yrK^LJriiDj ), nuviN/\ 


iNlVi U107J0 


xiomo sapiens protocaanenn oeia h ^xi^jjxix)^, ituvin/'v 


JNJYL Uloio/ 


xiomo sapiens protocaanenn oeta ^ ^ruuriDj ^, mrsa.N/\ 




xiomo sapiens protocaanenn oeta -i ^xv^J-^xixjz nuviNrv 


JNIVI \JiJjH\J 


xiomo sapiens protocaanenn oeta i yry^ijrLD l mjviN/\ 


INlVL UZU!7 D 1 


xioino bd.picns proioc<iQricnn ucid 10 ^xll'iidiu^, iillvi^zv 


INiVl KJlOyjD 


xiomo sapiens protocaanenn oeia ij \rK^ujcxD id ) 9 inixiNrv 


1N1V1 UiO"0^r 


xiomo sapiens protocaanenn oeia i^t ^jt v^urip lhJi jiusssr^. 


XTA^ AI CQ^^ 


xiomo sapiens protocaanenn oeta ij {r\^ijri£> id misj.N/v 


TvTA/f AISQ^O 
INIVI U1o7jZ 


xiomo sapiens protocaanenn oeta iz i^jl/xix5 i z^, mx\j.N^v i 




xiomo sapiens protocaanenn oeta 1 1 ^x^^i^xirs nj, ttuvin/y 


XTA/T AI QOQA 


xiomo sapiens protocaanenn oeta lu ^Jr^JL'xiJtsiii^, xiixviN/\ 


XTN/T fil 1 C^7 

rsiivi uj i oj / 


xiomo sapiens protocaanenn aipna y ^rUJjnAy transcnpt vanant i, miviN/\ 


JN1V1 UjIojO 


xiomo sapiens protocaanenn aipna o ^x^v_yj_^xi/voj, transcripi vanant z,, mxviN/\ 


"MA /T A 1 Q Q 1 1 


xiomo sapiens protocaanenn aipna o ^x^i^xi/^oj, uanscnpt vanant i, mxviN/\ 


1NXVJL V/ —> 1 u Ji- 


Homo <;ani<=»nQ r»rritripnHVieriTi al-nVia 7 rPf"T"jTTA7^ transcri'nt variant "2 mRT^JA 


NM 018910 


Homo sapiens protocadherin alpha 7 (PCDHA7), transcript variant 1, mRNA 


NM 031501 


Homo sapiens protocadherin alpha 5 (PCDHA5), transcript variant 2, mRNA 


NM 018908 


Homo sapiens protocadherin alpha 5 (PCDHA5), transcript variant 1, mRNA 


NM 031500 


Homo sapiens protocadherin alpha 4 (PCDHA4), transcript variant 2, mRNA 


NM 018907 


Homo sapiens protocadherin alpha 4 (PCDHA4), transcript variant 1, mRNA 
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NM 031497 


Homo sapiens protocadhenn alpha 5 (rCDHAi ), transcript variant z, mis-iN/v 


NM 018906 


Homo sapiens protocadhenn alpha 3 (rCJJxiA:*;, transcript variant i, m__x__N/\ 


NM_031496 


Homo sapiens protocadnerm alpha z (rCJJriAZj, transcript vanani iius-in/v 


NM 031495 


Homo sapiens protocadhenn alpha z (rtUHAii), transcript variant z, mis_iN/\. 


NM 018905 


Homo sapiens protocadhenn alpha Z (rCJLJJ-iAZj, transcnpt vanani i, miviN^ 


NM 031411 


Homo sapiens protocadhenn alpha 1 (rUDxi/vi ), transcript vanani itus^n/^ 


NM 031410 


Homo sapiens protocadhenn alpha 1 (riJUriAi ), transcripx vanani z, iiixsj.n/-y 


NM 018900 


Homo sapiens protocadhenn alpha l (rClJiiAl ), transcnpt vanani i, iui\j.n^v 


NM 031865 


Homo sapiens protocadhenn alpha 13 (rCDrlA13), transcript variant z, misiNA 


NM 018904 


Homo sapiens protocadhenn alpha 1 J (rUUiiAio;, transcnpt variant i, mrs^N^ 


NM 031849 


Homo sapiens protocadnerm alpha 6 (FCDHAo), transcnpt vanant ttikin/y 


NM 031864 


Homo sapiens protocadhenn alpha 12 (rCDriAlzj, transcnpt vanant z, mraN/\ 


NM 031848 


Homo sapiens protocadhenn alpha 6 (rLDHAo), transcript vanant z, mKiN/v 


NM 018903 


Homo sapiens protocadhenn alpha 12 (rCDHAlz), transcnpt vanant l, iiikjn/y 


NM 031861 


Homo sapiens protocadhenn alpha 1 1 (rCJJrlAl 1 ), transcnpt vanant z, itikj.m/\ 


NM 018909 


Homo sapiens protocadherin alpha 6 (PCDHA6), transcnpt vanant 1 5 mRNA 


NM 031860 


Homo sapiens protocadhenn alpha 10 (PCDHA10), transcnpt vanant 3, mKJN/\ 


NM 031859 


Homo sapiens protocadhenn alpha 10 (PCDHA10), transcnpt variant z, mKiNA 


NM 018901 


Homo sapiens protocadherin alpha 10 (PCDHA10), transcnpt vanant 1, mRNA 


NM 015429 


Homo sapiens DKFZP586L2024 protein (NESHBP), mRNA 


NM_031481 


Homo sapiens solute carrier family 25, (mitochondrial carrier), member 18 
(SLC25A18), mRNA 


NM_031442 


Homo sapiens brain cell membrane protein 1 (BCMP1), mRNA 


NM_030762 


Homo sapiens basic helix-loop-helix domain contammg, class B, J QBJ±LHJ3JJ 5 
mRNA 


NM_023035 


Homo sapiens calcium channel, voltage-dependent, P/Q type, alpha 1 A subunit 
(CACNA1A), transcript variant 2, mRNA 


NM 014487 


Homo sapiens nucleolar cysteme-rich protein (^JrlbAoDy l;, itikjna 


NM 025239 


tt J j i i_ i ' _____ j o /"nr\T ON -rtDXT A 

Homo sapiens programmed death hgand 2 (rU-Lz), mKJNA 


NM 024859 


Homo sapiens hypothetical protein rUzlocs/ (rJ_.Jzloo/;, mJKJNA 


NM 000575 


tt j 1 1 * i „!__•_..„ /TT 1 A \ ___,T> \T A 

Homo sapiens interleukm 1, alpha (ILIA), mKJNA 


NM 005348 


Homo sapiens heat shock 90kD protem 1, alpha (HbrtAj, mKJNA 


NM 006900 


-_ -. . • . r i t i <-» /tt? v t a 1 O \ ___,T) XT A 

Homo sapiens interferon, alpha 13 (IFNA13), mKJNA 


NM 023067 


tt • r> i i i j ^ * i_- r*_, _,4._„ T7/~\'V r T o / tl O W Q _ TT_T?XTA 

Homo sapiens forkhead transcnption tactor rUAJLz (tf rJb:_>j, mKiN/\ 


NM 022552 


Homo sapiens DNA (cytosine-5-)-methylti*ansierase 5 alpna ^jjJNivii^Aj, ttijk-in/v 


NM 022346 


Homo sapiens chromosome condensation protein G (HCAP-G), mRNA 


NM 022119 


Homo sapiens protease, senne, 22 (PRSS22), mRNA 


NM 022062 


Homo sapiens PBX/knotted 1 homeobox 2 (PKNOX2), mRNA 


NM 018665 


Homo sapiens DEAD-box protein (HAGE), mRNA 


NM 004614 


Homo sapiens thymidine kinase 2, mitochondrial (IKz), mKJNA 


NM_020346 


Homo sapiens solute carrier family 17 (sodium-dependent inorganic phosphate 
cotransporter), member 6 (SLC17A6), mRNA 


NMJ)20309 


Homo sapiens solute carrier family 17 (sodium-dependent inorganic phosphate 
cotransporter), member 7 (SLC17A7), mRNA 


NM 020131 


Homo sapiens chromosome 1 open reading trame o (Lxiorio ), mKJN/\ 


NM 017444 


Homo sapiens chromatin accessibility complex 1 (CHKAClJ, mKJNA 


NM 016260 


tiomo sapiens zmc imger proxem, suoiamiiy i -rv, z ^ncnu_»; ^^_ji>a in i-^v.,.^, hix>__l^^ 


NM 015510 


Homo sapiens DKFZP566O084 protein (DKFZp566O084), mRNA 


NM 014433 


Homo sapiens rhabdoid tumor deletion region gene 1 (RTDR1), mRNA 


NM 014312 


Homo sapiens cortical thymocyte receptor (X. laevis CTX) like (CTXL), mRNA 


NM 004539 


Homo sapiens asparaginyl-tRNA synthetase (NARS), mRNA 


NM 013284 


Homo sapiens polymerase (DNA directed), mu (POLM), mRNA 
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NM 013274 ! 


Homo sapiens polymerase (DNA directed), lambda (POLL), mRNA 


NM 003235 


Homo sapiens thyroglobulin (TG), mRNA 


NM 001963 


Homo sapiens epidermal growth factor (beta-urogastrone) (EGF), mRNA 


NM 007158 


Homo sapiens NRAS-related gene (D1S155E), mRNA 


NM 007000 


Homo sapiens uroplakin 1A (UPK1A), mRNA 


NM 006947 


Homo sapiens signal recognition particle 72kD (SRP72), mRNA 


NM 006892 


Homo sapiens DNA (cytosine-5-)-methyltransf erase 3 beta (DNMT3B), mRNA 


NM 006760 


Homo sapiens uroplakin 2 (UPK2), mRNA 


NM 006691 


Homo sapiens extracellular link domain-containing 1 (XLKD1), mRNA 


NMJ)06572 


Homo sapiens guanine nucleotide binding protein (G protein), alpha 13 
(GNA13), mRNA 


NM 006494 


Homo sapiens Ets2 repressor factor (ERF), mRNA 


NM 006352 


Homo sapiens zinc finger protein 238 (ZNF238), mRNA 


NM 006082 


Homo sapiens tubulin, alpha, ubiquitous (K-ALPHA-1), mRNA 


NM_005084 


Homo sapiens phospholipase A2, group VII (platelet-activating factor 
acetylhydrolase, plasma) (PLA2G7), mRNA 


NM 004999 


Homo sapiens myosin VI (MY06), mRNA 


NM 004937 


Homo sapiens cystinosis, nephropathic (CTNS), mRNA 


NMJ)04212 


Homo sapiens solute carrier family 28 (sodium-coupled nucleoside transporter), 
member 2 (SLC28A2), mRNA 


NM_004555 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 
dependent 3 (NFATC3), mRNA 


NM_004554 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 
dependent 4 (NFATC4), mRNA 


NM_000695 


Homo sapiens aldehyde dehydrogenase 3 family, member B2 (ALDH3B2), 
mRNA 


NMJ)00373 


Homo sapiens uridine monophosphate synthetase (orotate phosphoribosyl 
transferase and orotidine-5-decarboxylase) (UMPS), mRNA 


NM_003332 


Homo sapiens TYRO protein tyrosine kinase binding protein (TYROBP), 
mRNA 


NM 000367 


Homo sapiens thiopurine S-methyltransferase (TPMT), mRNA 


NMJXH250 


Homo sapiens tumor necrosis factor receptor superfamily, member 5 
(TNFRSF5), mRNA 


NM_002880 


Homo sapiens v-raf-1 murine leukemia viral oncogene homolog 1 (RAF1), 
mRNA 


NM_003978 


Homo sapiens proline-serine-threonine phosphatase interacting protein 1 
(PSTPIP1), mRNA 


NM 003627 


Homo sapiens prostate cancer overexpressed gene 1 (POV1), mRNA 


NMJ)02557 


Homo sapiens oviductal glycoprotein 1, 120kD (mucin 9, oviductin) (OVGP1), 
mRNA 


NM_002541 


Homo sapiens oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) 
(OGDH), mRNA 


NM 000406 


Homo sapiens gonadotropin-releasing hormone receptor (GNRHR), mRNA 


NM 001979 


Homo sapiens epoxide hydrolase 2, cytoplasmic (EPHX2), mRNA 


NM 001761 


Homo sapiens cyclin F (CCNF), mRNA 


NM_001190 


Homo sapiens branched chain aminotransferase 2, mitochondrial (BCAT2), 
mRNA 


NM 000485 


Homo sapiens adenine phosphoribosyltransferase (APRT), mRNA 


NM 033514 


Homo sapiens pinch-2 (LOC96626), mRNA 


NM 033495 


Homo sapiens KIAA1309 protein (KIAA1309), mRNA 


NM_022436 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 5 (sterolin 
1) (ABCG5), mRNA 
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NM 016333 


Homo sapiens serine/arginine repetitive matrix 2 (SRRM2), mRNA 


NM 0P412 


Homo sapiens histone H2A.F/Z variant (H2AV), mRNA 


NM 001897 


Homo sapiens chondroitin sulfate proteoglycan 4 (melanoma-associated) 
CCSPG4), mRNA 


NM 031420 


Homo sapiens mitochondrial ribosomal protein L9 (MRPL9), mRNA 


NM 020393 


Homo sapiens hypothetical protein SBBI67 (LOC57115), mRNA 


NM 015956 


Homo sapiens mitochondrial ribosomal protein L4 (MRPL4), mRNA 


NM 004537 


Homo sapiens nucleosome assembly protein 1-like 1 (NAP 1 LI), mRNA 


NM 033504 


Homo sapiens CAC-1 (CAC-1), mRNA 


NM 033503 


Homo sapiens Bcl-2 modifying factor (BMF), mRNA 


MM 022059 

1 N iVJL V x_,x*V \J S 


Homo sapiens chemokine (C-X-C motif) ligand 16 (CXCL16), mRNA 


NM 022048 

X^IXtJl V/ ^*X* vy r u 


Homo sapiens casein kinase 1, gamma 1 (CSNK1G1), mRNA 


NM 019009 

X > X VJL V/ X J \j\J J 


Homo sapiens Toll-interacting protein (TOLLBP), mRNA 


NM 018058 


Homo sapiens cartilage acidic protein 1 (CRTAC1), mRNA 


NM 017443 


Homo sapiens polymerase (DNA directed), epsilon 3 (pi 7 subunit) (POLE3), 
mRNA 


NM 007359 

X llVX \J\J 1 ~J +J *f 


Homo sapiens MLN51 protein (MLN51), mRNA 


NMJ)30956 


Homo sapiens toll-like receptor 10 (TLR10), mRNA ^ 


NM 0706S1 


TTomo <5anien<; •zinc finffer nrotein 287 fZNF287^ mRNA 


NM 020652 


Homo sapiens zinc finder protein 286 (ZNF286), mRNA 


1N1Y1 vZ.UjD») 


Unmn c^ni pn c ^nVarvotir translation initiation factor 2B subunit 3 (ffamma. 
58kD) (ELF2B3), mRNA 




TTnmr\ cc»-r*iF»r>c nnrlpar far tor of* Varvna lipht nolvnentide pene enhancer in B-cells 
inhibitor-like 2 (NFKBEL2), mRNA 


xnvr nn^7xin 


TTnmn Qani^ns nota<?«;iiim channel subfamilv TC member 5 (^TASK-2^ (TCCNK5V 

mRNA 


TsJTvT ftl^ll 1 

rNlVA A 1 


TTomo sarviens notassium inwardlv-rectifvinff channel subfamilv K. member 4 
(KCNK4), transcript variant 3, mRNA 


INIYI UjjjIu 


TTrvmn Qa-ni^nQ ootacQium inwardlv-rectifvinp channel subfamilv K member 4 

XXvJ lilvj Ouplvllo UUulOdiUXll 111 VY CXI VXl Y 1 VvllJLJ' 111 ti, VXXCXXJLXXV'X, OUl/lUllllljr * *- 3 iiiviiilf 1 

(KCNK4), transcript variant 2, mRNA 


"MM 0 1 (\fs 1 1 

1\I1VL U I DO 1 i 


TTnmo sarviens notasshim inwardlv-rectifvint? channel subfamilv K member 4 

JlXUIxHJ oaUlvllu UUlvloolUlll 111 VY ct.1 V_ll Y i vvLlljrlllg Vriiciixxi^i, ouuiuiiiiij -*- ? iiivii^i/vi 1 

(KCNK4), transcript variant 1, mRNA 


IN IVI UjjjOv 


TTnrrm c^nifnc v-TTi-raQ'? TCir^tpn rat sarcoma 2 viral oncogene homolop 
(KRAS2), transcript variant a, mRNA 


7\TM" 

INIYI UV/^+j/OJ 


TTomo ^anien^ v-TCi-ras2 TCirsten rat sarcoma 2 viral oncogene homolos 
(KRAS2), transcript variant b, mRNA 


tvjm 079449 


TTomo «;anien^ uhiouitin-coniu^atinff enzvme E2 variant 1 (TJBE2V1\ transcript 
variant 3, mRNA 


NM 021988 


Homo sapiens ubiquitin-conjugating enzyme E2 variant 1 (UBE2V1), transcript 
variant 1, mRNA 


NM 003349 


Homo sapiens ubiquitin-conjugating enzyme E2 variant 1 (UBE2V1), transcript 
variant 2, mRNA 


NM 003546 


Homo sapiens H4 histone family, member K (H4FK), mRNA 


NM 003541 


Homo sapiens H4 histone family, member D (H4FD), mRNA 


NM 003536 


Homo sapiens H3 histone family, member K (H3FK), mRNA 


NM 003535 


Homo sapiens H3 histone family, member J (H3FJ), mRNA 


NM 003533 


Homo sapiens H3 histone family, member F (H3FF), mRNA 


NM 003521 


Homo sapiens H2B histone family, member E (H2BFE), mRNA 


NM 003520 


Homo sapiens H2B histone family, member D (H2BFD), mRNA 


NM 003519 


Homo sapiens H2B histone family, member C (H2BFC), mRNA 


NM 003514 


Homo sapiens H2A histone family, member N (H2AFN), mRNA 


NM 003511 


Homo sapiens H2A histone family, member I (H2AFI), mRNA 
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NM 005322 


Homo sapiens HI nistone family, member d (tillo;, mKJNA i 


NM 021066 


Homo sapiens H2A histone family, member E (H2AFE), mRNA 


NM 003510 


Homo sapiens H2A histone family, member D (H2AFD), mRNA 


NM 003509 


Homo sapiens H2A histone family, member C (H2AFC), mRNA 


NM_033358 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant E, mRNA 


NM_033357 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant D, mRNA 


NM_033356 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant C, mRNA 


NM_033355 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant B, mRNA { 


NM_001228 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant A, mRNA 


NM_033340 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 
variant beta, mRNA 


NM_033339 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 
variant gamma, mRNA 


NM_033338 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 
variant delta, mRNA 


NM_001227 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 
variant alpha, mRNA 


NM 001005 


Homo sapiens nbosomal protein S3 (RPS3), mRNA 


NM 006013 


Homo sapiens ribosomal protein L10 (RPL10), mRNA 


NM 013368 


Homo sapiens RPA-binding trans-activator (RBT1), mRNA 


NM 002286 


Homo sapiens lymphocyte-activation gene 3 (LAG3), mRNA 


NM 005546 


Homo sapiens DL2-inducible T-cell kinase (ITK), mRNA 


NM 005538 


Homo sapiens inhibin, beta C (INHBC), mRNA 


NM_033257 


Homo sapiens DiGeorge syndrome critical region gene 6 like (DGCR6L), 
mRNA 


NM 001917 


Homo sapiens D-ammo-acid oxidase (DAO), mRNA 


NM_001629 


Homo sapiens arachidonate 5-lipoxygenase-activatmg protein (ALOX5AP), 
mRNA 


NM 000024 


Homo sapiens adrenergic, beta-2-, receptor, surtace (ADKlsz), mKJNA 


NM 000683 


Homo sapiens adrenergic, alpha-2C-, receptor (ADKAzC), mKJNA 


NM 000682 


Homo sapiens adrenergic, alpha-2B-, receptor (ADRA2B), mRNA 


NM 000681 


Homo sapiens adrenergic, alpha-2A-, receptor ( ADRA2A), mRJNA 


NM 006179 


Homo sapiens neurotrophin 5 (neurotrophin 4/5) (NTF5), mRNA 


NM 033277 


Homo sapiens lacritin (LACRT), mRNA 


NM 022128 


Homo sapiens ribokinase (RBSK), mRNA 


NM_004823 


Homo sapiens potassium channel, subfamily K, member 6 (TWIK-2) (KCNKo), 
mRNA 


NM_002246 


Homo sapiens potassium channel, subfamily K, member 3 (TASK-1) (KCNKij, 
mRNA 


NM_032405 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
D, mRNA 


NM_032404 


Homo sapiens transmemorane protease, serine 3 ^XJVLrKoojj, ixanscripi vanani 
C, mRNA 


NM_032401 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
B, mRNA 


NM_024022 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
A, mRNA 
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NM 016234 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 5 (FACL5), mRNA 


1N1V1 yUOOOJ 


Unmn ^aniens short stature homeobox fSHOX), transcript variant SHOXb, 
mRNA 




Homo sapiens short stature homeobox (SHOX), transcript variant SHOXa, 
mRNA 


NM 006476 


Homo sapiens ATP synthase, H+ transporting, mitochondrial FO complex, 
subunit g (ATP5L), mRNA 


"MM 0063 S 6 


Homo sapiens ATP svnthase H+ transportine, mitochondrial FO complex, 
subunit d fATP5HD mRNA 


NM 0946S3 

xNiVJ. u^tUOJ 


Homo sapiens hypothetical protein FLJ22729 (FLJ22729), mRNA 


NM 033468 


Homo sapiens zinc finger protein 257 (ZNF257), mRNA 


MM fn^4^ 

IN 1VI_U JJ^J J> 


T-Tomo saniens inosine trinhosnhatase (nucleoside triphosphate pyrophosphatase) 
QTPA^ mRNA 


NM 039144 

IN IV J_ UJ^ x. "VI 


Homo sapiens RAB6C, member RAS oncogene family (RAB6C), mRNA 


NM 031296 


Homo sapiens RAB33B, member RAS oncogene family (RAB33B), mRNA 


NM 022570 

INxVA \JsL,*-*J 1 \J 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, superfamily member 12 (CLECSF12), mRNA 


NM 072R2S 


TTomo saniftns norcirnirie rM061\ mRNA 


NM 022449 


Homo sapiens RAB17, member RAS oncogene family (RAB17), mRNA 


MM 01^99 


u A mn canipns ART 4 member RAS oncoerene familv (RAB14V mRNA 


NM 006331 


Homo sapiens C2f protein (C2F), mRNA 


lNiVl_UU /UOO 


TJfrvmn conipnc rv-rnt^in Vina«3f» (c AlV/rP-He"nenHent oatalvfic^ inhibitor cramma 

liOIUU odUlCIlo piULClil RJ.1100C ^w.^\_LVx-i. ~u.w£Jwixvxwiil, \sa.\.aiy j ixxxixi/xi.vx t> 

(PKIG), mRNA 




u rtmn cnnipriQ nrotein Vinase c A K/rP-denendent catalvtic camma fPRKACG), 

XiUlULJ odL/lC/llo LyJL \J twill JVlllCLow, vjTVJLVJlJI UvUVliu^lllj wtxi-cxxjr uvj gcxuiiiiu X - B - 
1 1 1_L V_L N Zi. 


NM 00S0SS 


TTomo saniens receptor-associated protein of the svnapse, 43kD (RAPSN), 
transcrint variant 1 mRNA 


NM 032645 


Homo sapiens receptor-associated protein of the synapse, 43kD (RAPSN), 
transcript variant 2, mRNA 


NM 033305 

1NJ.VA \J ~J *J —> \J *J 


Homo sapiens chorea acanthocytosis (CHAC), transcript variant A, mRNA 


NM 015186 


Homo sapiens chorea acanthocytosis (CHAC), transcript variant B, mRNA 


NM 004624 


Homo sapiens vasoactive intestinal peptide receptor 1 (VTPR1), mRNA 


"MM 030967 


Homo sapiens keratin associated protein 1.1 (KRTAP1.1), mRNA 


NM 015696 


Homo sapiens weakly similar to glutathione peroxidase 2 (CL6S3), mRNA 


NM 011 

INIVJL \JD x OOJ 


Homo saniens Rardet-Biedl svndrome 2 fBBS2\ mRNA 


NM 030966 


Homo sapiens keratin associated protein 1.3 (KRTAP1.3), mRNA 


mm no70R3 


Womo saniens nnHix frmrleoside dinhosohate linked moietv XVtvpe motif 6 
nSTUDT6 > ) mRNA 


NM 01 131 7 


Homo saniens 1un& tvne-I cell membrane-associated elvcoprotein (T1A-2), 
transcript variant 1, mRNA 


NM 006474 

1NJ.VA \j\)\J*T I T 


Homo saniens 1uni7 tvne-I cell membrane-associated elvcoprotein (Tl A-2), 
transcript variant 2, mRNA 


NM 006275 


Homo saniens snlicine factor areinine/serine-rich 6 (SFRS6\ mRNA 


NM 016041 


Homo sapiens CGI- 101 protein (F-LAN-1), mRNA 


mm nmos4 


Wnmn sariiens Hisroifiin domain receptor familv member 1 (DDRl^ transcript 

X x\JXXl\J ouUXtlio UlovUlUlU VJ.wllJ.Cxl 11 xuw^ivi x.c*i.iixxjr , xxxw-xxxl/wx x 'X-vxv x y , i*ixuvi 

variant 2, mRNA 


NM_0 13994 


Homo sapiens discoidin domain receptor family, member 1 (DDR1), transcript 
variant 3, mRNA 


NMJ)13993 


Homo sapiens discoidin domain receptor family, member 1 (DDR1), transcript 
variant 1 , mRNA 


NMJ)22117 


Homo sapiens cutaneous T-cell lymphoma-associated tumor antigen se20-4; 
differentially expressed nucleolar TGF-betal target protein (DENTT) (SE20-4), 
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mRNA 


NM_003048 


Homo sapiens solute earner iamiiy y ^soaiuiij/iiyurugcii eAoiiaiigciy, ibuiuuu ^ 
(SLC9A2), mRNA 


NM 001971 


rlomo sapiens eiastase i, pancreatic ^iiiw/vj.j, rarviN/^. 


NM 033412 


rlomo sapiens nypoineucai protein similar iu k^kj / y-tj {±vl\j\~> itoju^, hjj.xj.n/-v 


NM 033420 


Homo sapiens nypotneucai proxem ivlo^hu^z. v^^^ AOH -^j? ii±ivrN/Y 


NM 033408 


rlomo sapiens nypotneucai protein ivijd\-ozuj ^ivrD^ozAj.jy, iiitvln^v 


NM_014395 


Homo sapiens dual adaptor oi pnospnotyrosine ana j-pnospnomositiaes 
(DArrl), rnRJNA 


NM 003918 


Homo sapiens glycogenm z (vjYvjzj, hikjna 


NM 001502 


Homo sapiens glycoprotein z (.zymogen granule memoranc^ yyjrz.), hitvin^v [ 


NM 006362 


Homo sapiens nuclear KJN A. export iactor i jiNysjr 1 j, iiijkj.n/\ 


NM 033155 


Homo sapiens nuclear KJN/y export iactor d ^iNuvr d) 9 uanscnpi variani j, iiuuN-rv 


NM 033154 


Homo sapiens nuclear KNA export factor 5 (NXF5), transcript variant 4, mRNA 


NM 033153 


Homo sapiens nuclear KNA export iactor j (N-ajoj, transcript variant ^ ? mrvrs/\ 


NM 033152 


Homo sapiens nuclear KNA export iactor j (Ntsjo;, transcript vanant z, hikina 


NM 032946 


Homo sapiens nuclear KNA export factor 5 (NXF5), transcript variant 1, mRNA 


NM 022052 


Homo sapiens nuclear RNA export factor 3 (NXr3), mKJNA 


NM_021808 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgalactosammyltransterase 9 (ualNAc-l^) (uAlJNiyj, nuvJNA 


NM 017840 


Homo sapiens mitochondrial ribosomal protein L16 (MRPL16), mRNA 


NMJ317417 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetvlgalactosaminvltransferase 8 (GalNAc-TS) (GALNTS), mRNA 


NM 004261 


Homo sapiens 15 kDa selenoprotein (SbF15), mKJNA 


NM 021998 


Homo sapiens zinc finger protein 6 (CMPX1) (ZNF6), mRNA 


NM_004570 


Homo sapiens phosphoinositide-3 -kinase, class 2, gamma polypeptide 
(PIK3C2G), mRNA 


NM_002646 


Homo sapiens phosphoinosinde-3-kmase, class 2, beta polypeptide (rlKJUzK,), 
mRNA 


NM_004598 


Homo sapiens sparc/osteonectin, ewev and kazal-like domains proteoglycan 
(testican) (SPOCK), mRNA 


NM_033135 


Homo sapiens spinal cord-denved growth factor-B (SCDCri^-B), transcript 
variant 2, mRNA 


NM_025208 


Homo sapiens spinal cord-denved growth tactor-B (bCJJCji^-B), transenpt 
variant 1, mRNA 


NM_033346 


Homo sapiens bone morphogenetic protein receptor, type H (serine/threonine 
kinase) (BMPR2), transcript variant 2, mRNA 


NM_001204 


Homo sapiens bone morphogenetic protein receptor, type II (serine/threonine 
kinase) (BMPR2), transenpt vanant 1, mRNA 


NM 003933 


Homo sapiens BAH -associated protein 3 (BAIAP3), mRNA 


NM_005467 


Homo sapiens N-acetylated alpha-linked acidic dipeptidase 2 (NAALAD2), 
mRNA 


NM_005944 


Homo sapiens antigen identified by monoclonal antibody JVLKC Ua-2 (JVIUXZ;, 
mRNA 


NM_002245 


Homo sapiens potassium channel, subfamily K, member 1 (TWIK-1) (KCNK1), 
mRNA 


IN 1VI_U U J <L*\ 1 


TJr\mr» ^nipne flbrnhla^t omwth factor 3 ^murine mammary tumor virus 
integration site (v-int-2) oncogene homolog) (FGF3), mRNA 


NM 002006 


Homo sapiens fibroblast growth factor 2 (basic) (FGF2), mRNA 


NM_000647 


Homo sapiens chemokine (C-C motif) receptor 2 (CCR2) 3 transenpt variant A, 
mRNA 


NM 032047 


Homo sapiens UDP-GlcNAc:betaGal beta- 1 ,3 -N-acetylglucosaminyltransf erase 
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5 (B3GNT5), mRNA 


NMJH4256 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 
3 (B3GNT3), mRNA 


NM 015904 


Homo sapiens translation initiation factor IF2 (IF2), mRNA 


NM 005326 


Homo sapiens hydroxyacyl glutathione hydrolase (HAGH), mRNA 


NM 013445 1 


Homo saniens elutamate decarboxvlase 1 fbrain 67kD^ fGAjQl^ transcrint 
variant GAD25, mRNA 


NM 033173 


Homo saniens TJDP-Gal*betaGlcNAc beta 1 3-£ r alactosvltransferase nolvrjentide 
5 (B3GALT5), transcript variant 5, mRNA 


NM 033172 


Homo ^aniens TJT^P-Oa1*betaG1 cN Ac beta 1 3 -t^alactosvl transferase nolvnentide 
5 (B3GALT5), transcript variant 4, mRNA 


NM 033171 


Homo saniens UDP-Gal*betaGlcNAc beta 1 3 -f?alactosvl transferase nolvDeDtide 
5 (B3GALT5), transcript variant 3, mRNA 


NM 033170 


Homo saniens TJDP-Gal*betaGlcNAc beta 1 3 -oral actosvl transferase DolvoeDtide 
5 (B3GALT5), transcript variant 2, mRNA 


NM 033169 


Homo «ianien<; T IDP-Oal "bptaCrlcNAn beta 1 3 - pa 1anto«?vl transferase nolvnentide 
3 (B3GALT3), transcript variant 4, mRNA 


NM 03316R 


TTomo ^flniens T TTYP-fTal *V»ptafr1p7Nj A p Heta 1 3-cra1apto<iv1rrari<;fpra^p nolvnpntin'p 

3 (B3GALT3), transcript variant 3, mRNA 


NM 033167 


Hntrift QanipriQ T il yP-fral'ViptafrlpT^ Ap Vipta 1 3-cra1aptnQv1tra"n<5fpraQP "nolvnetitiHe 

3 (B3GALT3), transcript variant 2, mRNA 


NM 003781 


Homo sanien*; T 1 1 }P-fra1*Hpta01pTsI Ar Vipta 1 3-o^1ap.to<5vlrrari^fprflc:p nolvnPTYrirlp 
3 (B3GALT3), transcript variant 1, mRNA 


NM 003782 


T-Tomo Qanipn*? T TP)P-fTa1*bpta("Tlp"WAp Hpfa 1 3-cralap.tosv1tran<?fprfl^p "nolvnpntiHp 

11\J111U ocipiLlio V_/ JL-'l VJ CLX . Lit icLVJ !VvlN.f^.V« UUla 1. —gcl.la.V/ lAJojr 1 LI allolVl oOt } ^VJljr £/V^J^J L1V1V/ 

4 (B3GALT4), mRNA 


NM 003783 


Homo ^anipn^ T FOP-Gal "betaGlnlsI Ap beta 1 3-P"a1apto^v1tran^fpra^p r>olvr>er>tirle 
2 (B3GALT2), mRNA 


NM 004631 


Homo ^aniens low den«Htv lmonrotein recen tor -related nrotein 8 anolinonrotein 
e receptor (LRP8), transcript variant 1, mRNA 


NM 033300 


Homo ^anien<i low den^itv ImonrotPin reppntor-relateH nrotpin R aoolinorvrotein 

11V111V/ l>C4 U1\w-110 1UW UWllOlkV llL/UUl\Jl.wlll IvvvUlUl IvldlWU r twin UL/V/llL/lJL/1 V/Lvlll 

e receptor (LRP8), transcript variant 2, mRNA 


NM 017522 


Homo saniens low densitv linonrotein recentor-related nrotein 8 anolioonrotein 
e receptor (LRP8), transcript variant 3, mRNA 


NM_033323 


Homo sapiens sodium bicarbonate transporter 4 (NBC4), transcript variant b, 
mRNA 


NM 033337 


Homo sapiens caveolin 3 (CAV3) 3 transcript variant 1, mRNA 


NM 001234 


Homo sapiens caveolin 3 (CAV3), transcript variant 2, mRNA 


NM 001233 


Homo saniens caveolin 2 (CAV2^ mRNA 

HVlilV OupivllO VW V Willi A» y V — 'J. V ▼ A-i J j 11JJ.VL IX 


NM 001753 


Homo sapiens caveolin 1, caveolae protein, 22kD (CAV1), mRNA 


NM 033291 


1-Tomo ^anipnQ mi'HIine 1 fOnit*7/RT3T^ QvnHrnmp^ nVTTT)1^ tran^print variant 9 

J. J.\Jlil\J OClLJlvllO 1111 Villi 1V> 1 ^VyjJl LZj/ J_J X\J LJ oYllvU.wXi.lVv/ t 1Y11L/ J )s UalluvlipL VdlltlllC 

mRNA 


NM 033290 


Homo <sanipn9 midline 1 f Onitz/BRft <;vndromp^ C^sA 11)1^ tran<;crint variant 3 

AlvlllV Od^JlV^llO 1111 Villi Aw ± ^V/^llij/ UJUJ-I o jr 11 Vll VJ11 IV/y I II / I LI ullijvl VCUUU1I, J) 

mRNA 


NM 033274 


Homo saniens a di<;inteerin and meta11onroteina<?e domain 1 Q rmeltrin beta^ 
(ADAM19), transcript variant 2, mRNA 


NMJ)23038 


Homo saniens a disinte&rin and metallonroteinase domain 19 fmeltrin beta^ 
(ADAM 19), transcript variant 1, mRNA 


NM_033308 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 7 
(ABCA7), transcript variant 2, mRNA 


NM_019112 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 7 
(ABCA7), transcript variant 1, mRNA 


NM 002609 


Homo sapiens platelet-derived growth factor receptor, beta polypeptide 
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(PDGFRB), mRNA 


NM_006206 


Homo sapiens platelet-derived growth factor receptor, alpha polypeptide 
(PDGFRA), mRNA 


NM_033016 


Homo sapiens platelet-derived growth factor beta polypeptide (simian sarcoma 
viral (v-sis) oncogene homolog) (PDGFB), transcript variant 2, mRNA 


NM 000678 


Homo sapiens adrenergic, alpha-ID-, receptor (ADRA1D), mRNA 


NM 000679 


Homo sapiens adrenergic, alpha-IB-, receptor (ADRA1B), mRNA 


NM 002675 


Homo sapiens promyelocytic leukemia (PML), transcript variant 6, mRNA 


NM 033250 


Homo sapiens promyelocytic leukemia (PML), transcript variant 1 1, mRNA 


NM 033249 


Homo sapiens promyelocytic leukemia (PML), transcript variant 10, mRNA 


NM 033247 


Homo sapiens promyelocytic leukemia (PML), transcript variant 8, mRNA 


NM 033246 


Homo sapiens promyelocytic leukemia (PML), transcript variant 7, mRNA 


NM 033245 


Homo sapiens promyelocytic leukemia (PML), transcript variant 12, mRNA 


NM 033244 


Homo sapiens promyelocytic leukemia (PML), transcript variant 5, mRNA 


NM 033242 


Homo sapiens promyelocytic leukemia (PML), transcript variant 3, mRNA 


NM 033240 


Homo sapiens promyelocytic leukemia (PML), transcript variant 2, mRNA 


NM 033239 


Homo sapiens promyelocytic leukemia (PML), transcript variant 9, mRNA 


NM 033238 


Homo sapiens promyelocytic leukemia (PML), transcript variant 1, mRNA 


NM_033304 


Homo sapiens adrenergic, alpha-1 A-, receptor (ADRA1 A), transcript variant 4, 
mRNA 


NM_033303 


Homo sapiens adrenergic, alpha-lA-, receptor (ADRA1A), transcript variant 2, 
mRNA 


NM_033302 


Homo sapiens adrenergic, alpha-lA-, receptor (ADRA1A), transcript variant 3, 
mRNA 


NM 033279 


Homo sapiens ring finger protein 22 (RNF22), transcript variant gamma, mRNA 


NM 033278 


Homo sapiens ring finger protein 22 (RNF22), transcript variant beta, mRNA 


NM 000737 


Homo sapiens chorionic gonadotropin, beta polypeptide (CGB), mRNA 


NM_033295 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase) (CASP1), transcript variant epsilon, mRNA 


NM_033294 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase) (CASP1), transcript variant delta, mRNA 


NM_033293 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase) (CASP1), transcript variant gamma, mRNA 


NM_033292 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase) (CASP1), transcript variant alpha, mRNA 


NM_001223 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase) (CASP1), transcript variant beta, mRNA 


NM 006771 


Homo sapiens keratin, hair, acidic, 8 (KRTHAS), mRNA 


NM 002280 


Homo sapiens keratin, hair, acidic, 5 (KRTHA5), mRNA 


NM_000526 


Homo sapiens keratin 14 (epidermolysis bullosa simplex, Dowling-Meara, 
Koebner) (KRT14), mRNA 


NM 033301 


Homo sapiens ribosomal protein L8 (RPL8), transcript variant 2, mRNA 


NM 000973 


Homo sapiens ribosomal protein L8 (RPL8), transcript variant 1, mRNA 


NM 000661 


Homo sapiens ribosomal protein L9 (RPL9), mRNA 


NM 007104 


Homo sapiens ribosomal protein LlOa (RPL10A), mRNA 


NM 033255 


Homo sapiens epithelial stromal interaction 1 (breast) (EPSTI1), mRNA 


NM_021196 


Homo sapiens sodium bicarbonate transporter 4 (NBC4), transcript variant a, 
mRNA 


NM 032241 


Homo sapiens ribosomal protein L10 (RPL10), mRNA 


NM_030955 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin tvpe 1 motif, 12 (ADAMTS12), mRNA 


NM 030765 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 
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4 (B3GNT4), mRNA 


NM 014670 


Homo sapiens basic leucine-zipper protein BZAP45 (BZAP45), mRNA 


MM 013379 


Homo sapiens dipeptidylpeptidase 7 (DPP7), mRNA 


NM 006458 


Homo sapiens ring finger protein 22 (RNP22), transcript variant alpha, mRNA 


NM 006057 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5), transcript variant 1, mRNA 


NM 000648 


Homo sapiens chemokine (C-C motif) receptor 2 (CCR2), transcript variant B, 
mRNA 


MM 000381 


Homo sapiens midline 1 (Opitz/BBB syndrome) (MIDI), transcript variant 1, 
mRNA 


NM_002645 


Homo sapiens phosphoinositide-3 -kinase, class 2, alpha polypeptide (PIK3C2A), 
mRNA 


NM 002608 


Homo sapiens platelet-derived growth factor beta polypeptide (simian sarcoma 
viral (v-sis^ oncogene homolog) (PDGFB), transcript variant 1, mRNA 


NM 001134 


Homo sapiens alpha-fetoprotein (AFP), mRNA 


NM 000680 


Homo sapiens adrenergic, alpha- 1A-, receptor (ADRA1A), transcript variant 1, 
mRNA 


NM 023929 


Homo sapiens zinc finger protein RINZF (RINZF), mRNA 


NM 020353 


Homo sapiens phospholipid scramblase 4 (PLSCR4), mRNA 


NM 020359 


Homo sapiens phospholipid scramblase 2 (PLSCR2), mRNA 


NM 018494 


Homo sapiens leucine-rich and death domain containing (LRDD), mRNA 


NM 004998 


Homo sapiens myosin IE (MYOIE), mRNA 


NM OH?^ 


Homo saniens ATP-bindine cassette, sub-family C (CFTR/MRP), member 12 
(ABCC12),mRNA 


NM 012105 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B), transcript variant 2, mRNA 


NM 019104 


Homo saniens nrotein ohosnhatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B), transcript variant 4, mRNA 


NM 032103 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B), transcript variant 3, mRNA 


NM 002481 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B), transcript variant 1, mRNA 


NM 004689 


Homo sapiens metastasis associated 1 (MTA1), mRNA 


NM 006005 


Homo sapiens Wolfram syndrome 1 (wolframin) (WFS1), mRNA 


NM 015722 


Homo sapiens calcyon; Dl dopamine receptor-interacting protein (CALCYON), 
mRNA 


NM 004184 


Homo sapiens tryptophanyl-tRNA synthetase (WARS), mRNA 


NM_0 14228 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, L-proline), 
member 7 (SLC6A7), mRNA 


NM 005823 


Homo sapiens mesothelin (MSLN), transcript variant 1, mRNA 


NM 013404 


Homo sapiens mesothelin (MSLN), transcript variant 2, mRNA 


NM 012341 


Homo sapiens G protein-binding protein CRFG (CRFG), mRNA 


NM 002480 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12A 
(PPPlR12A),mRNA 


NM 003868 


Homo sapiens fibroblast growth factor 16 (FGF16), mRNA 


NM 018979 


Homo sapiens protein kinase, lysine deficient 1 (PRKWNK1), mRNA 


NM_022127 


Homo sapiens solute carrier family 28 (sodium-coupled nucleoside transporter), 
member 3 (SLC28A3), mRNA 


NM_005517 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 17 
OIMG17),mRNA 


NM 022465 


Homo sapiens zinc finger protein, subfamily 1 A, 4 (Eos) (ZNFN1A4), mRNA 


NM 005768 


Homo sapiens putative protein similar to nessy (Drosophila) (C3F), mRNA 
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NM 033199 


Homo sapiens stresscopin-related peptide (bKr;, mKJN A 


NMJB2243 


Homo sapiens thioredoxin domain-containing 2 (spermatozoa) (TXNDC2), 

T* XT A 

mRNA 


NM 031433 


Homo sapiens membrane-type mzzlea-reiatea protem uvirKr;, mKJNA 


NM_022466 


Homo sapiens zinc finger protein, subiamily 1A, :> (Fegasus; ^iiUA^Ub;, 
mRNA 


NM_004320 


Homo sapiens ATPase, Ca-H- transporting, cardiac muscle, last iwixcn i 
(ATP2A1 mRNA 


NM 021047 


Homo sapiens zinc linger protein (Z^iN^ZDj;, mKJN a 


NM 020152 


Homo sapiens chromosome 21 open reading frame 7 (C21orf7), mRNA 


NM 017447 


Homo sapiens chromosome 21 open reading rrame yi ^zioriyij, imuNA 


NM 016154 


Homo sapiens RAB4B, member RAS oncogene family (RAB4B), mRNA 


NM 016308 


Homo sapiens UMP-CMr kinase (UMP-CJVLrJsj, mKJN A 


NM 016066 


Homo sapiens glutaredoxm 2 (CxLKXz), mKJN A ^ 


NMJ) 16255 


Homo sapiens family with sequence similarity 8, member Ai (rAiviBAi 
mRNA 


NM_014781 


Homo sapiens likely ortholog of mouse coiled coil forming protein 1 
(KTAA0203), mRNA 


NM 014468 


Homo sapiens VENT-like homeobox Z (VliJN 1 JVZ), mKJN A 


NM 013383 


Homo sapiens transcription tactor-liice 4 ^lCrJL4j ? mKJN a i 


NM 012481 


Homo sapiens zinc tmger protein, subiamily 1A, 3 (Aioios; ^z,JNrJNiA3j, mrsj.N/\ 


NM 012230 


Homo sapiens POM (JrOMlzl rat nomolog) and Zi.ro rusion \jr\JNiz^r^ j, mruNA 


NM 012199 


Homo sapiens eukaryotic translation initiation factor 2C, 1 (EIF2C1), mRNA 


NM 005849 


Homo sapiens immunoglobulin superiamily, member o tivjbro), mKJN A 


NM 005414 


Homo sapiens SKI-like (SKEL), mRNA 


NM 004245 


Homo sapiens transglutaminase 5 (TGM5), mRNA 


NM 020831 


Homo sapiens megakaryoblastic leukemia (translocation) 1 (MKL1), mKJN A 


NM_0 15870 


Homo sapiens endogenous retrovirus H Dl leader region/integrase-derived 
ORF1, ORF2, and putative envelope protein (HSU8S895), mRNA 


NM_033330 


Homo sapiens scavenger receptor cysteine-rich type 1 protein Ml 60 precursor 
(Ml 60), mRNA 


NM 033326 


Homo sapiens Sox-6 (HSSOX6), mRNA 


NM_017829 


Homo sapiens cat eye syndrome chromosome region, candidate 5 (CECR5), 
mRNA 


NM_033256 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 14A 
(PPP1R14A), mRNA 


NM 033213 


Homo sapiens hypothetical protem MCjC124oo (M(jC1z4oo), mKiNA 


NM_033070 


Homo sapiens cat eye syndrome chromosome region, candidate 5 (CECR5), 
mRNA 


NM 032752 


Homo sapiens hypothetical protein jvlol^idd^o ^jvjajv^i jjHoj, miviN/v 


NM 032686 


Homo sapiens hypothetical protein ivivj^i ouucs ^jviov^ijuuoj, itikin/x 


NM 032371 


Homo sapiens hypothetical protem iVLvjv^i04io ^jyuji^ 10410;, itikin/v 


NM 032366 


rlomo sapiens hypothetical protein ivivjn^i d 114 ^jviov—i d i ihj, mxviN^v 


-v tti jr Anon 

NM 032353 


Homo sapiens hypothetical protein jyivjv-.iud4U vivivjr^iUDHu;, miviN/\ 


NM 032304 


Homo sapiens hypothetical protein MGC2605 (MGC2605), mRNA 


NM 032259 


Homo sapiens hypothetical protein DlsJ«Z,p4J4rUD4 (UisJbZ,p434rUD^ 5 mKiNA 


JN 1V1 UjZZhU 


nomo sapiens nypoLncLiocii uiviciii a j ii? v^i j— »j j ^ u-n-i- ^ 


NM 032153 


Homo sapiens zinc family member 4 protein HZIC4 (ZIC4), mRNA 


NM 015064 


Homo sapiens ELKS protein (ELKS), mRNA 


NM_031294 


Homo sapiens hypothetical protem DKFZp586Ml 120 (DKFZP586M1 120), 
mRNA 


NM 025213 


Homo sapiens spectrin, beta, non-erythrocytic 4 (SPTBN4), mRNA 
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XTA/T 09S9A7 
IN 1VX UZ-' ZO / 


Hnmo <;aniens hvoothetical Drotein MGC2744 (MGC2744V mRNA 


xnv/T 09S0S1 


Wattia Qflnien^ hvnothetical nrotein FLJ23022 fFLJ23022\ mRNA 


XTN/T 094Q74 


Homo ^aniens hvnothetical Drotein FLJ1 1800 (FLJ1 1 800), mRNA 


"WN/T 094Q34 


TTnmo <;anien<; hvnothetical nrotein FLJ22659 (TXJ22659 ), mRNA 


NM 024805 


Homo sapiens hypothetical protein FLJ21 172 (FLJ21 172), mRNA 


XTA /f A9/19A4 

JNJV1 VZh-okj** 


u nTT1A n^ipnc "hwiAth^tirfll nrAtHn FT T1^606 rFLT12606) mRNA 


NM 024052 


Homo sapiens hypothetical protein MGC3048 (MGC3048), mRNA 


XTA /T AO /I A/11 

NM U24U42 


riorno sapiens nypoineticai proiviii ivxvjr^^v^vi yxy±\-i\-^^\j\j 1 j, iiu>xx>^ ^ 


NM_0zU5J:> 


T T ^ nai-n'atin I.r-J 1 1 r> c»1 1 -i rv^Tvn m*i f\ rrl «"vVm 1 1 1 Tl — 1 1 ff^C &T\tf\Y tw7C\ ft nill/l ITT Q 1 ATI P 

jriorno sapiens Kiner cen lrnmunogioDuiin-iijvc icucpLui, iwu uuiiiauio, iv^h^ 

r»^rt^T^lQCTYiir» tail ^ flCTQ 9T^T rnT^l\I A 

cytoplasmic tan, j ^xvxxxz.xjx-/j^j iiixviNrv 




TT/\rv»rv oanipnc ViAmntVi^Hrnl rw a tpin FT T99041 similar to FTC 5 06 bindins nroteins 
HhT T?9041 > i tti"RNA 


iNJVl UZUOO'f 


T-Tr*Tr»rv canifnc 9 4-Hif»nAv1 PnA rpdnrta^e ^ neroxisomal rDECR2i. mRNA 


ATN/1 01 9799 
INJVl Ulo /ZZ 


TTattia «;anieTi«; RWRT nrotein (TTSA40461 7) mRNA 


xttv/T 090^04 


TTattia <;anien<? 7inc finder nrotein SBZF3 CLOC571 16) mRNA 


xnv/r n 1 on 1 ^ 


Unmn C5»r*i^nc h\mAtVipfira1 •nrAtein fFT T10156) mRNA 

JTIVJUIVJ Z>& JJldlo 1 ljf JJVJ LlAV^LlVw'Cll iyiW.V/111 X^J X \J 1 w' v^j uuvLii v 


NM 018629 


Homo sapiens hypothetical protein PR02533 (PR02533), niRNA 


XTTV/f A1 0^£© 

iNM UloOOo 


XlOITiO Sapiens nypOUIlCLlUdl piUlCIll i: SWJ\JZ7'~rJ \Jl i\v/U7*tj ; 3 iiuxa^ix 


XTTVyf A1 CA^A 

NM UIoUjU 


TJ/Awirk coniprc "h\rrt<-kt"h^tl r q1 nrAfpin FT T1 09 QR fFT Tl 029 mRNA 

riorno sapiens nypoineiioai pruicin rLJiw^7o vjtjuj nix^^i^. 


TvTTV A A 1 Q A 1 O 


TTrvmrv co «; pnc ViAmr^tVi^ti^ q1 r»rrktpir> "FT Tl 01 Q3 CF1 Tl 01 93 1 mRNA 

riomo sapiens nypoxnericai protein rLJiuijj ^jlj nixvi>-rv 


-k TA A A1 T/CAQ 

NM_u I /o\jy 


rr ATnA CQn j pnc ViAmrvtViptinnl -nrAfpin DTCF7n434 A 1 72 1 (DKFZn434A172 1) 
riomo sapiens nypoineticai protein x^xvj? z^yH-o^j-v 1 /z. 1 v^- 1 ^ 1 zjjjnjtrvi / lj 9 

1TIXv1N/\ 


XTN/T o 1 7 9 


TJamn cotm V»ti c cplpnnnrnfpin 1 TSFP^Cl^ mRNA 
XjLUIIIU odpiCIlo oClCHvJ|«fI\7LCill W, l ^OLfi /v.iy, iijx.\j.>.t^ 


JN1V1 U 1 Oj OU 


u nmn c?irnVnc rlnne TTO0477 PRO0477n fLOC51204) mRNA 


JNIVL UiOUUZ 


Wrtmn ccinipnc rYT!-4Q TirAtein CT OPS 1097^ mRNA 


XTA /f A 1 A Q 1 1 
NM ViHylD 


Rrtmn cQnipnc TiTTA AOR^^ r»rAtpin nCTA A0R63^ mRNA 
nonio sapiens xsj-r\-rt.\x ooj pivjiciii \js^±j^-t\\jo\j-j j 9 1 1 ixxj. > n. 


xTA/f niA7nn 


n ntTin cQrkipnc ITT A A Of^S apnp -nrnHnrt HCTA A066S) mRNA 


XTAyf AI/l^QA 

NM Ul^OoU 


tj nTrirt oc»T-vi<»nc XCJA AO100 opnp nrAflnpt HCTA A01 00^ mRNA 
rlOmO Sapiens IVXrVrVU 1 UU gCIlC piVJUUvvL ^XVX^V-rvv^ l j, iiXLvx^^i. 


XTTV A A 1 9 9 A Q 

NM Ulzz4o 


xiomo sapiens scicnopnuspiidic byiiuicicisc. ^or oz.^ 3 nixvx>.r^. 


XTTV/f 0.07999 
JNIVL UU/ZZZ 


tlr\TY^r\ co«iptic 7inp_finfrprc 5»nrl Vinmpnhr^YPQ 1 |7^HT/C1 I TTlRTSj A 

IlUIllU odpiCIlo Z*Hlv^~*Xlll^Cl a ailvx iivxiiicvjuvja.^'O a ^il/vi ^, liLivL^i ». j 


JN1V1 UUOjjj 


u nrnn ennipne ^T\TAT?P -nrntein fYlCTfii mRNA 
XxvJIIlU SctpiCllS OlNi^JNJCf pivJLCill V, x av a vj / , 1 1 u. vj. "n r\ 


NM 006623 


Homo sapiens phosphoglycerate dehydrogenase (PHGDH), mRNA 


NM UUOOlJ 


xiomo sapiens \jx\_Dz-rciaLCvx dixapuji piotcin ^xjxx-ttlx /, iixtvi>^v 


NM 006659 


Homo sapiens gamma-tubulin complex protein 2 (GCP2), mRNA 


JNM Ulo441 


riomo sapiens cysteine -ncn moior neuron 1 v k ^ x > JJ - VA A /> iixivxn^ 


NM_014787 


Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 6 (DNAJC6), 

rv^D XT A 


NM_004213 


Homo sapiens solute carrier family 28 (sodium-coupled nucleoside transporter), 

mprn^pr 1 /QT 09S All -mPMA 

memoer l v^^^—^^^a )•> tux\j.n/\ 


NM_003141 


Homo sapiens Sjogren syndrome antigen Al (52kD, ribonucleoprotein 

aULOanilgCIl OiJ-A/J\U/ ^kJOAl ^, IIlxVLN-rV 


XTA/T 

NM_UUzoU / 


riomo sapiens piateiet-Qenvea growin la^Lui cnpiia puiypcpLiuc ^ri/vji ■ r ^j^ 
transcript variant 1 3 mRNA 


XTTv/f AUIAOI 

NM_UiJUzo 


riomo sapiens piateiet-uerivea growin idoiui aipxiu. puiyp&pLiu.c ^xx^vjx ^v^) 

LTanSL-Iipi VaxlallL Z, IllX\J.Nr\ 


NM 005675 


Homo sapiens DiGeorge syndrome critical region gene 6 (DGCR6), mRNA 


NM_0 16083 


riomo sapiens cannaomoici receptor i ^uraiiii ^i^inxvi^, ud-usoiipi vdiimu ^, 
mRNA 


NM 004053 


Homo sapiens bystin-like (BYSL), mRNA 


NG_000016 


Homo sapiens genomic protocadherin alpha cluster (PCDHA@) on chromosome 
5 


NM 032935 


Homo sapiens metallothionein IV (MTIV), mRNA 
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NM OUJoyj 


TJnwiA car\iAnc KminVinp-vftp gntiaPTJ 6 POTTYnleX 1 0C11S D fE48^ TTlRNA 
XxOTTlO Sapiens iy IlipilUUy IC allllgdi \J v^t-rnipiwv, iuwuo x-' ^x-»-r«-»y 5 uii.vi.ii i 


JNM UUO/6/ 


TT/xmrk conionc rn*»1arifYma nntiorf*n ffimilv D 2 HVT AGED2V TTlRNA 


JNJVL UlOZIO 


u Atrin cqmVnc nlafplpf derived ornwth factor C fPDGFC\ rnRNA 


JNJVL Ul ly Vd 


Urvmn oarvi pne Wc™Q0-a Q^nr-iarina relative of Cdc37 fHARCV mRNA 


NM 017701 


Homo sapiens Rho GTPase activating protein 8 (ARHGAP8), rnRNA 


NM 015366 


-iomo sapiens Jtvno vjixase aenvanng proiem o o/ 7 nuuNn. 


NM 012269 


Homo sapiens nyaiuronogiucosaminiuase h yn i alh;, iiuvin^-v 


NM 006207 


Homo sapiens platelet-derived growth factor receptor-like (PDGFRL), mRNA 


NM 004986 


Homo sapiens kmectm 1 (kinesm receptor; (KiJNi ), mtuN/v 


NMJ501840 


Homo sapiens cannabinoia receptor 1 { Drain) (Cinki;, transcript variant i, 
mRNA 


NM 014417 


Homo sapiens Bcl-2 binamg component 3 (ddk^d), mruN/v 


NM_033223 


Homo sapiens gamma-aminobutyric acid (GAB A) A receptor, gamma 3 
(GABRG3), mRJNA 


NM 005762 


Homo sapiens tripartite motit-containing zo ^ikjulvizoj, misjN/Y 


NM_0 15906 


Homo sapiens tripartite motii-contammg z>3 ^ikjivi^^;, iranscnpi vdjaaiii <npna, 

_T> XT A 

mRNA 


NM_033020 


Homo sapiens tripartite moui-contaming jj ^iinjiyid^^ uaribL/iipL vduam u^ua., 

T> TVT A 

mRNA 


NM 032421 


rlomo sapiens cytoplasmic iimcer z ^ x i^iNZj, LTdxibC/ripi vdiidm z,, nixvi^-rv 


NM 031416 


Jtiomo sapiens enromosome io open reading irainc ^ ^iouii-j, mra^n. 


NM 014412 


rlomo sapiens oian-mxeracnng protein your uuss\r\. 


NM 016212 


Homo sapiens TP53TG3 protein (TP53TG3), mRNA 


NM 016552 


Homo sapiens testis specitic anKynn-iiKe proxem 1 ^UL/Jizoij, mxs^M/^ 


NM 015369 


Homo sapiens 1 r D3 1 <jrj protein v i i ^jj J ? hikina 


NM 033284 


Homo sapiens transaucm oeta-UKe i protem vijdjui i huuna 


NM 031951 


Homo sapiens NYD-SP1 1 protein (NYD-SP1 1), mRNA 


NM_020414 


Homo sapiens DEAD/H (Asp-ulu- Ala- Asp/His; box poiypeptiae z^f ^uu^lz^+j, 

TT XT A 

mRNA 


NM 007268 


Homo sapiens Ig superfamily protein (Z39IG), mRNA 


NM 006707 


Homo sapiens butyropnilin-liKe j (^dIJNLJJ, mutciNA 


NM_002491 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 3 (12kD, 
B12) (NDUFB3), mRNA 


NM 001386 


Homo sapiens ainyaropyrimidinase-lilce z \ \jr YbJLZj, miciN/v 


NM_000090 


Homo sapiens collagen, type HI, alpha 1 (Ehlers-Danlos syndrome type IV, 
autosomal dominant) (COL3A1), mRNA 


NMJ)33150 


Homo sapiens collagen, type II, alpha 1 (primary osteoarthritis, 
spondyloepiphyseal dysplasia, congenital) (CULzAl ), transcript variant z, 
mRNA 


"X TK X (\f \ "1 O A A 

NM__001844 


Homo sapiens collagen, type u, aipna i {primary osteoaruiriub, 
spondyloepiphyseal ayspiasia, congenuai^ ^i^^i^z/\i^, udn&uipi vcrnoui i, 

__T>TvT A 

mKJNA 


JNJVL KjZjZhj 


Ti A rviA rot\ionc -»-»t**i> r»p*l 1 1 f»i itrf»mi rr , ^ncr»ri"ntio'n faptnT 4 fPB3C4^ TTlRNA 

nomo sapiens pre-x>-oeii icurciiuci ud.iiauiipiiuii ±<i\s\\jl ^ v a iij - L ^ j - »- 


NM UU4342 


Urtwrt „ 0 _ ' „ 0 «QUpcTnf\n 1 ff^AT TA 1 A Tr^ncon-nt variant 3 ttlRNA 

nomo sapiens caioesmon i \k^i\LjLJ i ^i, ix<inat/npL vauani j 5 nuM^n 


TvTAT Alii CI 

NM UoJlD/ 


tt — —-^ nom'flMc ool^PcmrMi 1 ( A T 1 A trcincrrint variant 2 mRNA 

rlomo sapiens caioesmon i ^v^/yjljl'i ), iranbwripi vciiioiii ^-^ x 


NM 033140 


Homo sapiens caldesmon 1 (CALD1), transcript variant 5, mRNA 


"MM fnil^Q 

1N1YI 


HVvrnn Qanipn«; raldesmon 1 (CALDl^ transcrit)t variant 4, mRNA 


NM 033138 


Homo sapiens caldesmon 1 (CALD1), transcript variant 1, mRNA 


NM 032635 


Homo sapiens seven transmembrane domain protein (NIFIE14), mRNA 


NM 030912 


Homo sapiens ring finger protein 27 (RNF27), mRNA 


NM_019849 


Homo sapiens solute carrier family 7, (cationic amino acid transporter, y+ 
system) member 10 (SLC7A10), mRNA 
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NM 01/o44 


U/»-«/-v nonipnc +/^otic cr»f»piTip anl<r\rrin-1 iVp TYTOtein 1 fLOC51281\ mRNA 


NM 014242 


Homo sapiens zinc finger protein 237 (ZNF237), mRNA 


NM 001715 


Homo sapiens ±3 lympnoiQ tyro sine iundac ^dj^jn.;, iiuvl^-ty 


NM_033l58 


Homo sapiens hyaluronoglucosaminidase 2 (HYAL2), transcnpt variant 2, 
mRNA 


NM 033159 


Homo sapiens hyaluronoglucosaminidase 1 (HYAL1), transcript variant 2, 
mRNA 


NM_0073l2 


Homo sapiens hyaluronoglucosaminidase 1 (THYAL1), transcript variant 1, 
mRNA 


NM_006ll9 


Homo sapiens fibroblast growth factor 8 (androgen-induced) (FGF8), transcript 
variant B, mRNA 


NM_033l65 


Homo sapiens fibroblast growth factor 8 (androgen-induced) (FGF8), transcript 
variant A, mKJNA 


NM_033l64 


Homo sapiens fibroblast growth factor 8 (androgen-induced) (FGF8), transcnpt 
variant E, mRNA 


NM_033l63 


Homo sapiens tibroblast growtn iactor <s ^anarogen-mauceu; ^ruro;, Liano^iiyt 
variant F, mKJNA 


NM_002009 


Homo sapiens tibroblast growtn iactor / ^Keraunocyie grow in idoiui^ i ), 

_„T> XT A 

mRNA 


NM 021907 


Homo sapiens dystrobrevin, beta (DTNB), transcnpt variant 1, mRNA 


NM 033148 


Homo sapiens dystroDrevm, oeta ^jl/iin.dj, ucui&uiipi vaumn ~>, hiav±^.t-*. 


NM 033147 


Homo sapiens dystrobrevin, beta (DTNB), transcript variant 2, mRNA 


NM 015902 


Homo sapiens progestin inaucea protem {ljljd), jiusam^\ 


NM_000777 


Homo sapiens cytochrome P450, subfamily IHA (mphedipine oxidase), 
polypeptide 5 (CYr3A5), mKJNA 


NM_000764 


Homo sapiens cytochrome P450, subfamily IIA (phenobarbital-mducible), 

1 . - j /-y /'/^♦"\7T*1 A Lull l .-.J l ■■» .-.4- r<->t— » «->-•->+ 1 t-*-» "O "NT A 

polypeptide 7 (CYP2A7), transcnpt vanant i, mKJNA 


NM_030589 


Homo sapiens cytochrome P450, subtamily JiA (pnenobaroitai-mauciDiej, 
polypeptide 7 (CYr2A/;, transcript vanani z, mjsj.N/\ 


NM_J)00762 


Homo sapiens cytocrirome x^fDu, suoiamny ixrt. ^jjuciiuijaiuiLai niuu^iui^, 
polypeptide o (LirZADj, mrvtN/\ 


NM 01o95 / 


riomo sapiens oxij-uomain Dintiing piuicm 1 ^ohjuj. ±} 9 ^ 


NM 033258 


Homo sapiens G-protein gamma 8 subunit (GNG8), mRNA 


NM 033260 


Homo sapiens winged nelix/iorKneaa transcnpuon iactor vnrni;, uuvi^n. 


NM 018476 


Homo sapiens bram expressed, Ti-nnKea i mxsj.N/^ 


NM 022154 


Homo sapiens up-regulated by BCG-CWS (LOC641 16), mRNA 


NM_003773 


Homo sapiens nyaluronoglucosammiaase z ^ri u^anburipL vaiidut 1, 
mRNA 


NM 032794 


xlomo sapiens JNCjzz protem ^lNvjrzzj, uiivin/\ 


NM_0307o5 


tt^^v-.^. ^, * „ ;«+oiYrir» ii-nV^/1 irin i» cf»-Q cQf^fi ?i tf*H n p/thrp(Tni Tie nbosnhatase 2C 
jtiomo sapiens lniegnn-iinKeu lundoc-aaou^iaicu &cx mc/ uus/unni^ pnwjpiiui.uuw ^ 

/tt XT A P\ t>iT?XT A 


MM UZDZj / 


TIrvmr* oanipnc 1^099 r\rrvtein CNCtII I mRNA 

riomo sapiens in ozz pruicni v. 1NVJ — ^j* 1A1AVX ^- f *- _. — — 


JNiVi 


TTomn cani^tnc fihrohlaQt prowth factor 6 fFGF6V mRNA 


NM Ul COho 


u Am « roniAMc oiolio ar"iH ViinHina Tiy-lilce lectin 7 f£»TGLEC7i. mRNA 
riomo sapiens sid-iic- d.uiu uuiu.111^ ±g iv-^liu / v^- 1 -^ 


NM 016134 


xiomo sapiens piasma giutamaLc L/aiuu-<vypcpiiu.a5>c ^ruvi nix^x^r^. 


NM 0143od 


xiomo sapiens sialic acia uinamg ig-ins.c id-uu / v oj - v - JJ -' J - /v ^ 1 )•> iiLAVA 


NM 013287 


Homo sapiens phosphoprotein enriched in astrocytes 15 (PEA15), mRNA 


NM 006102 


Homo sapiens plasma glutamate carboxypeptidase (PGCP), mRNA 


NM 004112 


Homo sapiens fibroblast growth factor 1 1 (FGF1 1), mRNA 


NM 004465 


Homo sapiens fibroblast growth factor 10 (FGF10), mRNA 


NM_003811 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 9 (TNFSF9), 
mRNA 
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NM 003063 


Homo sapiens sarcolipin (SLN) 3 mRNA 


NM 003768 


Homo sapiens phosphoprotem enriched m astrocytes 15 (PEA 15), mRNA 


NM 002010 


Homo sapiens fibroblast growth factor 9 (glia-activating factor) (FGF9), mKJNA 


NM_033215 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 3F 
(PPPlR3F),mRNA 


NM_032741 


Homo sapiens 1 -acylglycerol-3 -phosphate O-acyltransferase 1 (lysophosphatidic 
acid acyltransf erase, alpha) (AGPATl), mRNA 


NM 022152 


Homo sapiens PP1201 protein (PP1201), mRNA 


NM 033225 1 


Homo sapiens CUB and Sushi multiple domains 1 (CSMD1), mRNA 


NM_0 14505 


Homo sapiens potassium large conductance calcium-activated channel, 

1 _f • i > iC 1_ a 1 a rwr /"ix TX JTT"» A \ T> "KT A 

subfamily M, beta member 4 (KCNMB4), mRNA 


NM 032559 


Homo sapiens kmesm protein (LOC84643), mRNA 


NM 015394 


Homo sapiens zmc finger protem 10 (KOX 1) (ZNF10), mRNA 


NM 003388 


Homo sapiens cytoplasmic linker 2 (CYLN2), transcript variant 1, mKNA 


NM 032736 


Homo sapiens torsm family 1, member B (torsm B) (TOR1B), mRNA I 


NM 032689 


Homo sapiens hypothetical protein MGC13071 (MGC13071), mRNA 


NM 032227 


Homo sapiens hypothetical protein FLJ22679 (FLJ22679), mRNA 


NM 014506 


Homo sapiens torsm family 1, member B (torsm B) (TORIB), mRNA 


NM 030900 


tt 11 1 j. // — tT»T\ ^\ Tl\T A 

Homo sapiens cell cycle progression 2 protein (CPR2), mRNA 


NM 030758 


TT j 1 1 * J' , r% / /~^\ f"1 T~» T~»'^\ T*XT A 

Homo sapiens oxysterol binding protein 2 (OSBP2), mRNA 


NM 017698 


Homo sapiens hypothetical protein FLJ22679 (FLJ22679), mRNA 


NM 018225 


tt 1 -| r* s-» i i / fi~K MT T 1 \ T1X.T A 

Homo sapiens homolog of C. elegans smu-1 (SMU-1), mRNA 


NM 016285 


t t • Ty 11"1 /* j 1/^ /~T r T T™' 1 \ T*» "VTA 

Homo sapiens Kruppel-hke factor 12 (KLF12), mRNA 


NM 007249 


TT T T~ 11*1 f l /TTT T-« 1 "X T A 

Homo sapiens Kruppel-hke factor 12 (KLF12), mRNA 


NM 006464 


Homo sapiens trans-golgi network protein 2 (TGOLN2), mRNA 


NM_006411 


Homo sapiens 1 -acylglycerol-3 -phosphate O-acyltransferase 1 (lysophosphatidic 
acid acyltransferase, alpha) (AGPATl), mRNA 


NM 004749 


Homo sapiens cell cycle progression 2 protein (CPR2), mRNA 


NM 000285 


Homo sapiens peptidase D (PEPD), mRNA 


NM_001467 


Homo sapiens glucose-6-phosphatase, transport (glucose-6-phospnate) protein 1 

/ /*T\' 1 ' 1 N T» "VTA 

(G6PT1), mRNA 


NM 033198 


Homo sapiens phosphatidyhnositol glycan, class S (PIGS), mRNA 


NM__002920 


Homo sapiens regulatory factor X, 4 (influences HLA class II expression) 

/T»T^\r vl\ T*» "K T A 

(RFX4), mRNA 


NM 018944 


Homo sapiens chromosome 21 open reading frame 45 (C21orf45), mRNA 


NM 033214 


Homo sapiens glycerol kinase pseudogene 2 (GKP2), mRNA 


NM 033089 


Homo sapiens hypothetical protein FLJ221 15 (FLJ221 15), mRNA 


NM 016015 


Homo sapiens leucine carboxyl methyltransferase (LCMT), mRNA 


NM 033209 


Homo sapiens Thy-1 co-transcribed (LOC94105), mRNA 


NM_033093 


Homo sapiens tripartite motif-containing 5 (TRIM5), transcript variant delta, 
mRNA 


NM 033092 


Homo sapiens tripartite motif-containing 5 (TRIMS), transcript variant gamma, 
mRNA 


NMJ333091 


Homo sapiens tripartite motif-containing 4 (TRIM4), transcript variant beta, 
mRNA 


NM_033017 


Homo sapiens tripartite motif-containing 4 (TRIM4), transcript variant alpha, 

_ T> XT A 

mKJNA 


NM_033034 


Homo sapiens tripartite motif-containing 5 (TRJM5), transcript variant alpha, 
mRNA 


NM_015318 


Homo sapiens Rho-specific guanine nucleotide exchange factor pi 14 (PI 14- 
RHO-GEF), mRNA 


NM 007204 


Homo sapiens DEAD/H (Asp-Glu- Ala-Asp/His) box polypeptide 20, 103kD 
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(DDX20), mRNA 


NM 032864 


Homo sapiens hypothetical protein FLJ14936 (FLJ14936), mRNA 


NM 032639 


Homo sapiens phosphoinositol 4-phosphate adaptor protein-2 (FAPP2), mRNA 


NM_032583 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 1 
(ABCCll),mRNA 


NM 032284 


Homo sapiens hypothetical protein FLJ14936 (FLJ14936), mRNA 


NM 032182 


Homo sapiens hypothetical protein FLJ13614 (FLJ13614), mRNA 


NM 021727 


Homo sapiens fatty acid desaturase 3 (FAD S3), mRNA 


NM_022726 


Homo sapiens elongation of very long chain fatty acids (FENl/Elo2, SUR4/Elo3, 
yeast)-like 4 (ELOVL4), mRNA 


NM 015162 


Homo sapiens lipidosin (BG1), mRNA 


"MM 021176 


Homo sapiens islet-specific glucose-6-phosphatase catalytic subunit-related 
protein (IGRP), mRNA 


NM_0 19094 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 4 
nsnJDT4) mRNA 


NM 019091 


Homo sapiens pleckstrin homology domain -containing, family A 
(phosphoinositide binding specific) member 3 (PLEKHA3), mRNA 


NM 018293 


Homo sapiens hypothetical protein FLJ10997 (FLJ10997), mRNA 


NM 015994 


Homo sapiens ATPase, H+ transporting lysosomal (vacuolar proton pump), 
member M (ATP6M), mRNA 


NM 015952 


Homo sapiens PTD013 protein (PTD013), mRNA 


NM 015899 


Homo sapiens putative glycolipid transfer protein (LOC51054), mRNA 


NM 016309 

X > Xvx viujv/ 


Homo sapiens leucine carboxyl methyltransferase (LCMT), mRNA 


NM 013345 


Homo sapiens G protein-coupled receptor (G2A), mRNA 


NM 0122^8 


Homo sapiens pilin-like transcription factor (PELB), mRNA 


NM 006886 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, 
epsilon subunit (ATP5E), mRNA 


NM 002200 


Homo sapiens interferon regulatory factor 5 (1RF5), transcript variant 1, mRNA 


NM 032643 


Homo sapiens interferon regulatory factor 5 (IRF5), transcript variant 2, mRNA 


NM 004464 


Homo sapiens fibroblast growth factor 5 (FGF5), transcript variant 1, mRNA 


NM 033143 


Homo sapiens fibroblast growth factor 5 (FGF5), transcript variant 2, mRNA 


NM 020638 


Homo sapiens fibroblast growth factor 23 (FGF23), mRNA 


NM_000800 


Homo sapiens fibroblast growth factor 1 (acidic) (FGF1), transcript variant 1, 
mRNA 


NM 033137 

X > XVX \J *J J I 1 


Homo sapiens fibroblast growth factor 1 (acidic) (FGF1), transcript variant 3, 
mRNA 


NM 032102 


Homo sapiens Splicing factor, arginine/serine-rich, 46kD (SRP46), mRNA 


NM_033136 


Homo sapiens fibroblast growth factor 1 (acidic) (FGF1), transcript variant 2, j 
mRNA 


NM 002952 


Homo sapiens ribosomal protein S2 (RPS2), mRNA 


NM 033130 


Homo sapiens sialic acid binding Ig-like lectin 10 (SIGLEC10), mRNA 


NM 020665 


Homo sapiens kidney-specific membrane protein (NX- 17), mRNA 


NMJ)33180 


Homo sapiens olfactory receptor, family 51, subfamily B, member 2 (OR51B2), 
mRNA 


NM_033179 


Homo sapiens olfactory receptor, family 51, subfamily B, member 4 (OR51B4), 
mRNA 


NM 033178 


Homo sapiens double homeobox, 4 (DUX4), mRNA 


NM 033049 


Homo sapiens mucin 13, epithelial transmembrane (MUC13), mRNA 


NM 021619 


Homo sapiens PR domain containing 12 (PRDM12), mRNA 


NM 020382 


Homo sapiens PR/SET domain containing protein 07 (SET07), mRNA 


NM 007365 


Homo sapiens peptidyl arginine deiminase, type II (PDI2), mRNA 


NM 015894 


Homo sapiens stathmin-like 3 (STMN3), mRNA 
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NM_032491 


Homo sapiens regulatory factor X, 4 (influences HLA class II expression) 

An T**"* T A\ T"\ "VTA 

(RFX4), mRNA 


NM 024551 


Homo sapiens hypothetical protein FLJ21432 (FLJ21432), mRNA 


NM_021830 


Homo sapiens chromosome 10 open reading frame 2 (C10orf2), mRNA ! 


NM 017972 


Homo sapiens hypothetical protein FLJ20689 (FLJ20689), mRNA 


NM_020398 


TT * ' j T - 1 • . 1*1 • , 1 t^ - " j J fir A Tt J — 1 

Homo sapiens serine protease inhibitor-like, with Kunitz and WAP domains 1 
(eppin) (SPINLW 1), mRNA 


NM 020637 


Homo sapiens fibroblast growth factor 22 (FGF22), mRNA ! 


NM 019113 


Homo sapiens fibroblast growth factor 21 (FGF21), mRNA 


NM 017926 


Homo sapiens hypothetical protein FLJ20689 (FLJ20689), mRNA 


NM 016444 


Homo sapiens zinc finger protein 226 (ZNF226), mRNA 


NM_0 15966 


Homo sapiens serologically defined breast cancer antigen 84 (SDBCAG84), 
mRNA 


NM 015919 


Homo sapiens zinc finger protein 226 (ZNF226), mRNA 


NM 015474 


Homo sapiens SAM domain and HD domain, 1 (SAMHD1), mRNA 


NMJH>7096 


Homo sapiens clathrin, light polypeptide (Lea) (CLTA), transcript variant brain- 
specific, mRNA 


NM_002007 


Homo sapiens fibroblast growth factor 4 (heparin secretory transfonning protein 
1, Kaposi sarcoma oncogene) (FGF4), mRNA 


NM_001833 


Homo sapiens clathrin, light polypeptide (Lea) (CLTA), transcript variant 
nonbrain, mRNA 


NM 022143 


Homo sapiens NAG14 protein (NAG14), mRNA 


NM 005292 


Homo sapiens G protein-coupled receptor 18 (GPR18), mRNA 


NM 001371 


Homo sapiens dynein, axonemal, heavy polypeptide 8 (DNAH8), mRNA 


NM_0 12276 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily A (without 
TM domain), member 4 (ILT7), mRNA 


NM 012092 


Homo sapiens inducible T-cell co-stimulator (ICOS), mRNA 


NM 032447 


Homo sapiens fibrillin3 (KIAA1776), mRNA 


NM 024017 


Homo sapiens homeo box B9 (HOXB9), mRNA 


NM 019558 


Homo sapiens homeo box D8 (HOXD8), mRNA 


NM 032379 


Homo sapiens synaptotagmin-like 2 (SYTL2), transcript variant b, mRNA 


NM 024690 


Homo sapiens mucin 16 (MUC16), mRNA 


NM_018558 


Homo sapiens gamma-aminobutyric acid (GABA) receptor, theta (GABRQ), 
mRNA 


NM_0 14452 


Homo sapiens tumor necrosis factor receptor superfamily, member 21 
(TNFRSF21), mRNA 


NM 006242 


Homo sapiens protein phosphatase 1, regulatory subunit 3D (PPP1R3D), mRNA 


NMJ)06545 


Homo sapiens homologous to yeast nitrogen permease (candidate tumor 
suppressor) (NPR2L), mRNA 


NM_005398 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 3C 
(PPP1R3C), mRNA 


NM_006645 


Homo sapiens serologically defined colon cancer antigen 28 (SDCCAG28), 
mRNA 


NM 032800 


TT ' 1 , 1 , • 1 . • T""*T~ T 1 A ^ /t-it T * A /— /~ N T* "VTA 

Homo sapiens hypothetical protein FLJ14525 (FLJ14525), mRNA 


NM 004265 


Homo sapiens fatty acid desaturase 2 (FADS2), mRNA 


NM 013402 


Homo sapiens fatty acid desaturase 1 (FADS1), mRNA 


XTTV K l\n 1 /IOC 

NM 031426 


Homo sapiens hypothetical protein rJLJ 145/5 (rLJ 14525), mKJNA 


NM 025243 


Homo sapiens solute carrier family 19, member 3 (SLC19A3), mRNA 


NM 024411 


Homo sapiens prodynorphin (PDYN), mRNA 


NM_007368 


Homo sapiens RAS p21 protein activator (GTPase activating protein) 3 
(Ins(l,3,4,5)P4-binding protein) (GAP1IP4BP), mRNA 


NM 003912 


Homo sapiens myotubularin related protein 2 (MTMR2), mRNA 
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\T» / A1 f AO/1 

NM 015984 


Homo sapiens uDiqumn L^-terminai nyuroia&e uv^jqj / ^^v_rx-> / j, iiuxix-rv 


NM 016109 


Homo sapiens angiopoietin-iiKe h (ainox il^, mxvLNA 


NM 016156 


Homo sapiens myotubularin related protein 2 (MTMR2), mRNA 


NM_006667 


Homo sapiens progesterone receptor memorane component 1 ^rorrvivi^i^, 
mRNA 


NM 006312 


Homo sapiens nuclear receptor co-repressor 2 (NCOR2), mRNA 


NM_006320 


rlomo sapiens progesterone receptor memorane component z, vr ^jviyi^^, 
mRNA 


"KTIV X f\f\f\ AAA. 

NM 000441 


Homo sapiens solute carrier iamiiy zo, memoer *f ^oi^^zo/^hj, mrsj.N^v 


NM_032995 


Homo sapiens KJio guanine nucieoxiae exenange iactor ^unr; *t ^-rtjvrxvjiz-r'**-^, 
transcript variant 2 3 mRNA 


NM_015320 


Homo sapiens KJio guanine nucieoxiae exenange iactor ^vjxir j h {j\jsxi\jr,rHj> 
transcript variant 1, mRNA 


■v m r r\ -i a A a o 

NM 014448 


Homo sapiens Rho guanine exenange iactor ^Oxir j 10 ^/\i\Jtivji2,Jr 10;, mrviN/\ 


NM_005435 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 5 (ARHGEF5), 
mRNA 


NM_004723 


Homo sapiens rho/rac guanine nucleotide exenange iactor ^Lrrirj z {/VKxiuiirzj, 

TT» XT A 

mRNA 


NM 004706 


Homo sapiens Kno guanine nucleotioe exenange iactor ^OTirj i ^/\rvnvjrii,ri^ 5 
mKJNA 


NM 001031 


Homo sapiens ribosomal protein S28 (RPS28), mRNA 


NM 001030 


Homo sapiens ribosomal protein oz/ ^metaiiopanstimuim 1^ ^xvro^/j, humn^ 


NM 001029 


Homo sapiens ribosomal protein bzo (rCrDZoj, mrviN>\ 


NM 002913 


Homo sapiens replication tactor C (activator i) l (i^tokuj ^Kr^i ), mrviN/v 


NM_005685 


Homo sapiens GTF2I repeat domain-containing 1 (GTF2IRD1), transcript 
variant 2, mRNA 


NM 005117 


Homo sapiens tibroblast growth iactor iy (rKjt iy), itlkin/v 


NM 001363 


Homo sapiens dysKeratosis congenita i, aysKenn (i^js.v^i^, iuxxin^ 


NM_005765 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
membrane sector associated protein M8-9 (APT6M8-9), mRNA 


"V TTV JT AA1 f) f) 

NM 001848 


Homo sapiens collagen, type VI, alpha 1 (tULoAl j, mKJNA 


"V T"IV JT /"Vi"V .d /AO r\ 

NM 004932 


Homo sapiens cadherm o, type z, K-cadhenn (ietai Kiuneyj [y urio), mtuN/\ 


NM_005673 


Homo sapiens solute carrier iamiiy 25 (mitochondrial carrier, uraves aisease 
autoantigen), member 16 (SLC25A16), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 032943 


Homo sapiens synaptotagmin-like 2 (SYTL2), transcript variant a, mRNA 


NM 006932 


Homo sapiens smoothelin (JSMliN), mKJNA 


NM_000411 


Homo sapiens holocarboxylase synthetase (Diotin-[proprionyi-v^oenzyme a- 
carboxylase (AlJr-hydroiysmgjj iigase^ (ribL/o;, miviNA j 


JNM_u30777 


rlomo sapiens soiute carrier iamiiy z (iaciiuateLi giuv^ubc iran^purici^, iiiciiiuci iu 

(oLOZAlUj, mrvLNA 


NM 022897 


Homo sapiens RAN binding protein 17 (RANBP17), mRNA 


NM 015339 


Homo sapiens acnvity-aependent neuroprotector ^AJ-^iNrj, mrvLN a 


NM 015024 


Homo sapiens KAJN binding protem lo (KAJNrJr 10;, mrviNA 


NM 022046 


Homo sapiens kallikrein 14 (KLK14), mRNA 


NM_020041 


Homo sapiens solute carrier iamiiy Z (tacihtated glucose transporter;, memoer y 

/OT i^O A *v,D\T A 

(SLCZAy), mKJNA 


NM 01QKS1 

1N1YJ. UiyOJl 


TTnmo ^aniens fibroblast growth factor 20 (FGF20\ mRNA 


NM_019555 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 3 (ARHGEF3), 
mRNA 


NM 016277 


Homo sapiens RAB23, member RAS oncogene family (RAB23), mRNA 


NM 014629 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 10 (ARHGEF10), 
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mRNA 


NM 006989 


Homo sapiens Ca2+-promoted Ras inactivator (CAPRI), mRNA 


NM 006568 


Homo sapiens cell growth regulatory with ring finger domain (CGR19), mRNA 


NM 004841 


Homo sapiens RAS protein activator like 2 (RAS AL2), mRNA 


NM 004115 


Homo sapiens fibroblast growth factor 14 (FGF14), mRNA 


NM 003244 


Homo sapiens TGFB-induced factor (TALE family homeobox) (TGIF), mRNA 


NM_007285 


Homo sapiens GABA(A) receptor-associated protein-like 2 (GABARAPL2), 
mRNA 


NM 006047 


Homo sapiens RNA binding motif protein 12 (RBM12), mRNA 


NM 032588 


Homo sapiens ring finger protein 28 (RNF28), mRNA 


NM 030766 


Homo sapiens apoptosis regulator BCL-G (BCLG), mRNA 


NM_022788 


Homo sapiens Purinergic receptor P2Y, G protein-coupled, 12 (P2RY12), 
mRNA 


NM 015641 


Homo sapiens testis derived transcript (3 LIM domains) (TES), mRNA 


NM 018144 


Homo sapiens Sec61 alpha form 2 (FLJ10578), mRNA 


NM 032015 


Homo sapiens ring finger protein 26 (RNF26), mRNA 


NM_014713 


Homo sapiens lysosomal-associated protein transmembrane 4 alpha 
(LAPTM4A), mRNA 


NM 020415 


Homo sapiens found in inflammatory zone 3 (FIZZ3), mRNA 


NM 020358 


Homo sapiens ring finger protein 18 (RNF18), mRNA 


NM_005882 


Homo sapiens macrophage erythroblast attacher (MAEA), mRNA 


NM_0 16523 


Homo sapiens killer cell lectin-like receptor subfamily F, member 1 (KLRF1), 
mRNA 


NM 014141 


Homo sapiens contactin associated protein-like 2 (CNTNAP2), mRNA 


NM 006862 


Homo sapiens tudor and KH domain-containing protein (TDRKH), mRNA 


NM 006779 


Homo sapiens Cdc42 effector protein 2 (CEP2), mRNA 


NM 006292 


Homo sapiens tumor susceptibility gene 101 (TSG101), mRNA 


NM 006449 


Homo sapiens Cdc42 effector protein 3 (CEP3), mRNA 


NM_002558 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 1 (P2RX1), 
mRNA 


NM 006712 


Homo sapiens FAST kinase (FASTK), transcript variant 1 , mRNA 


NM 033015 


Homo sapiens FAST kinase (FASTK), transcript variant 2, mRNA 


NM 025096 


Homo sapiens FAST kinase (FASTK), transcript variant 3, mRNA 


NM 003852 


Homo sapiens transcriptional intermediary factor 1 (TIF1), mRNA 


NM 003770 


Homo sapiens keratin, hair, acidic, 7 (KRTHA7), mRNA 


NM 021013 


Homo sapiens keratin, hair, acidic, 4 (KRTHA4), mRNA 


NM_004068 


Homo sapiens adaptor-related protein complex 2, mu 1 subunit (AP2M1), 
mRNA 


NM_006803 


Homo sapiens adaptor-related protein complex 3, mu 2 subunit (AP3M2), 
mRNA 


NM_005498 


Homo sapiens adaptor-related protein complex 1, mu 2 subunit (AP1M2), 
mRNA 


NM 032981 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant zeta, mRNA 


NM 032980 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant epsilon, mRNA 


NM 032979 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant gamma, mRNA 


NM 032978 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant beta, mRNA 


NM 032975 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant alpha, mRNA 


NM 001392 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant DTN3 , mRNA 


NM 001391 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant DTN2, mRNA 


NM 001390 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant DTN1, mRNA 


NM 001026 


Homo sapiens ribosomal protein S24 (RPS24), transcript variant 2, mRNA 


NM 033022 


Homo sapiens ribosomal protein S24 (RPS24), transcript variant 1, mRNA 
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NM_024416 


Homo sapiens osteoglycin (osteoinductive factor, mimecan) (OGN), transcript 
variant 2, mRNA 


XTTV /f All A1 A 

NM_0330l4 


Homo sapiens osteoglycin (osteoinductive factor, mimecan) (OGN), transcript 
variant 1, mRNA 


NM_0l4057 


Homo sapiens osteoglycin (osteoinductive factor, mimecan) (OGN), transcript 
variant 3, mRNA 


NM 016152 


Homo sapiens retinoic acid receptor, beta (RARB), transcript variant 2, mRNA 


NM 000965 


Homo sapiens retinoic acid receptor, beta (RARB), transcript variant 1 , mRNA 


NM_032977 


Homo sapiens caspase 10, apoptosis-related cysteine protease (C ASP 10), 
transcript variant D, mRNA 


NM_032976 


Homo sapiens caspase 10, apoptosis-related cysteine protease (C ASP 10), 

, . a /~y TkXTA 

transcript variant C, mRNA 


NM_032974 


Homo sapiens caspase 10, apoptosis-related cysteine protease (C ASP 10), 
transcript variant B, mRNA 


NM_00l230 


Homo sapiens caspase 10, apoptosis-related cysteine protease (CASP10), 
transcript variant A, mRNA 


XTTV tT AO 1 A A ^ 

NM_032992 


Homo sapiens caspase 6, apoptosis-related cysteine protease (CASP6), transcript 
variant beta, mRNA 


NM_001226 


Homo sapiens caspase 6, apoptosis-related cysteine protease (CASP6), transcript 
variant alpha, mRNA 


NM 033133 


Homo sapiens 2 ,3 -cyclic nucleotide 3 phosphodiesterase (LiNr), rnKJNA 


XTTV AT A1 1 1 ^ £" 

NM 033125 


TT * * _ a ' a j AT^ TJ 1 / /~\T/~ T"> 1 \ «™^.TT) XT A 

Homo sapiens organic cation transporter OKB1 (OKB1), mRNA 


NM_020349 


Homo sapiens ankyrin repeat domain 2 (stretch responsive muscle) (ANKRD2), 

T"i XT A 

mRNA 


XTTV jT AAA £" /I A 

NM 000540 


Homo sapiens ryanodine receptor 1 (skeletal) (RYR1), mRNA 


XTTV K A 1 A O A 

NM 016930 


Homo sapiens syntaxm 1 8 (S 1 XI 8 ), mRNA 


XTTV /T A1 / OAO 

NM 014808 


Homo sapiens K1AA0793 gene product (K1AA0 /93), mKJN A 


XTTV jf A A C 

NM 005426 


Homo sapiens vav 1 oncogene (VAV1), mRNA 


JNJVL UUD /4 / 


Homo sapiens elastase 3 A, pancreatic (protease E) (ELA3A), mRNA 


NM 000922 


Homo sapiens phosphodiesterase 3B, cGMP-inhibited (PDE3B), mRNA 


NM 033069 


Homo sapiens ADG-90 protein (ADG-90), mRNA 


XTTV K A O O A O C 

NM 033085 


Homo sapiens fetal and adult testis expressed transcript protein (FATE), mRNA 


NM 015001 


Homo sapiens SMART/HDAC1 associated repressor protein (SHARP), mRNA 


NM_032984 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 

11 111 a 11 1 1^1 / » nT*'%\ a j- ' JL A 

cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 4, 
mRNA 


NM_032983 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 
cell expressed, developmentally down-regulated 2) (CASP2), transcript vanant 3, 
mRNA 


XTTV jT A O O A O ^ 

NM_032982 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 1, 

T~> XT A 

mRNA 


NM_032957 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcript variant 1 , mRNA 


NM__032945 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcript variant M68C, mRNA 


NM_001224 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 
cen expressea, ueveiopmentaiiy aown-reguiaieu ^iw/Yoi^z^, iranscnpi vanani z., 
mRNA 


NM_015647 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcript variant 3, mRNA 


NM 033012 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 1 1 
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(TNFSF11), transcript variant 2, mRNA 


NM_003701 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 1 1 
(TNFSF11), transcript variant 1, mRNA 


NMJ)05409 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 1 1 
(SCYBll),mRNA 


NMJ)05035 


Homo sapiens polymerase (RNA) mitochondrial (DNA directed) (POLRMT), 
nuclear gene encoding mitochondrial protein, mRNA 


NMJ)06980 


Homo sapiens transcription termination factor, mitochondrial (MTERF), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 001305 


Homo sapiens claudin 4 (CLDN4), mRNA 


NMJ)32996 


Homo sapiens caspase 9, apoptosis-related cysteine protease (CASP9), transcript 
variant beta, mRNA 


NM_001229 


Homo sapiens caspase 9, apoptosis-related cysteine protease (CASP9), transcript 
variant alpha, mRNA 


NMJ)04346 


Homo sapiens caspase 3, apoptosis-related cysteine protease (CASP3), transcript 
variant alpha, mRNA 


NM_032991 


Homo sapiens caspase 3, apoptosis-related cysteine protease (CASP3), transcript 
variant beta, mRNA 


NM_033057 


Homo sapiens olfactory receptor, family 2, subfamily B, member 2 (OR2B2), 
mRNA 


NM_033051 


Homo sapiens thymic stromal co-transporter (TSCOT), mRNA 


NM 033048 


Homo sapiens CPX chromosome region, candidate 1 (CPXCR1), mRNA 


NM_033007 


Homo sapiens death effector filament-forming Ced-4-like apoptosis protein 
(DEFCAP), transcript variant E, mRNA 


NM_033006 


Homo sapiens death effector filament-forming Ced-4-like apoptosis protein 
(DEFCAP), transcript variant D, mRNA 


NM_033005 


Homo sapiens death effector filament-forming Ced-4-like apoptosis protein 
(DEFCAP), transcript variant C, mRNA 


NMJB3004 


Homo sapiens death effector filament-forming Ced-4-like apoptosis protein 
(DEFCAP), transcript variant A, mRNA 


NM J) 14922 


Homo sapiens death effector filament-forming Ced-4-like apoptosis protein 
(DEFCAP), transcript variant B, mRNA 


NM 000088 


Homo sapiens collagen, type I, alpha 1 (COL1A1), mRNA 


NM 019105 


Homo sapiens tenascin XB (TNXB), transcript variant XB, mRNA 


NM 033036 


Homo sapiens beta-gal actose-3-O-sulfotransferase 3 (GAL3ST2), mRNA 


NM_033029 


Homo sapiens leishmanolysin-like (metallopeptidase MS family) (LMLN), 
mRNA 


NM 033028 


Homo sapiens Bardet-Biedl syndrome 4 (BBS4), mRNA 


NM 021807 


Homo sapiens secretory protein SEC8 (SEC8), mRNA 


NM 020137 


Homo sapiens GRIP -associated protein 1 (GRASP 1), mRNA 


NMJH5133 


Homo sapiens mitogen-activated protein kinase 8 interacting protein 3 
(MAPK8IP3), mRNA 


NM 014006 


Homo sapiens PI-3-kinase-related kinase SMG-1 (SMG1), mRNA 


NM 021914 


Homo sapiens cofilin 2 (muscle) (CFL2), mRNA 


NM 032520 


Homo sapiens hypothetical protein CAB56184 (CAB56184), mRNA 


NM 032923 


Homo sapiens hypothetical protein MGC16025 (MGC16025), mRNA 


NM 032917 


Homo sapiens hypothetical protein MGC2848 (MGC2848), mRNA 


NM 032868 


Homo sapiens hypothetical protein FLJ14981 (FLJ14981), mRNA 


NM 032862 


Homo sapiens hypothetical protein FLJ14926 (FLJ14926), mRNA 


NM 032801 


Homo sapiens hypothetical protein FLJ14529 (FLJ14529), mRNA 


NM 032753 


Homo sapiens hypothetical protein MGC15631 (MGC15631), mRNA 


NM 032737 


Homo sapiens hypothetical protein MGC2721 (MGC2721), mRNA 
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NM Uizooo 


Homo sapiens nypotneticai protein iviuv>t / / 1 jiviui^** / / ij 9 jxuvln/\. 


\r» jr AO 

NM 032503 


rlomo sapiens vj protein-coupieu receptor sic ^oi^i ), mtvLNA 


NM 032377 


Homo sapiens hypothetical protein MGC4549 (MGC4549), mRNA 


NM 032326 


Homo sapiens nypotneticai protein MuL4Dio (MOU4oio), mKJNA 


NM 032306 


Homo sapiens nypotneticai protein JVLvjUiuy /4 ^iviov^iuy /*fj, mi\JN/\ 


NM 032281 


Homo sapiens nypotneticai protein ui^r zj^dh i jujo ^jjjsj^z^pj'f/ju^o;, mi\jLN/\ 


*VTTV Jf A1 f /CA 

NM_015650 


Homo sapiens microtubule-interacting protein that associates with TRAP" 3 (MlP- 

T"T\ ^.TTXTA 

13), mKJNA 


\TK Jf AO 1 A Ol 

NM 0314b/ 


Homo sapiens nypotneticai protein iVKjv_/fou i 4 ^vioL^ou^j, mxviN/v 


"XTTW Jf AO 1 AHf\ 

NM 031470 


Homo sapiens junctional adhesion molecule 3 (JAM3), mRNA 


\m jf AO 1 1 A A 

NM 031304 


Homo sapiens nypotneticai protein MijrU4/y3 (JViLiC^-zy ^ j, mKJN/v 


NM 031213 


Homo sapiens hypothetical protein MGC:5244, (MGC:5244), mRNA 


NM 031208 


Homo sapiens hypothetical protein DKFZp566J2046 (DKr Zr 5 66 J 2U4o), mKJNA 


\Tfc jf AO AA^ /I 

NM 030924 


tt • i xl J.* 1 „ „ _ j. _ J „ TJT)TT t T s \ A.TV/'O /"DD 'I'll ATV/ - ^ \ ---^T) IVkT A 

Homo sapiens hypothetical protein rKlU-NYi (JrKlU-JN Y3j, mKiNA 


"VTH Jf AOAO^yl 

NM 030824 


tt _ l 1 ^ j T j. * _ _ n j-- ; TT T 1 A O C £L /T?T T1 /1 1 C /T\ T) A.T A 

Homo sapiens hypothetical protein rLJ 14356 (rLJ 14356), mKJNA 


"X TK Jf AOA/^OI 

NM_030631 


Homo sapiens solute carrier family 25 (mitochondrial oxodicarboxylate carrier), 
member 21 (SLC25A21), mKJNA 


NM 024571 


Homo sapiens nypotneticai protein r-LJzzy^u ^ri^Jzzyw), rntuN/\ 


NM 025015 


TJ" A «^^ „ _ _ • ^, T/'T A A A A 1 H n«-/\^imf AV"T A A CiA 1 rv\"D r\J A 

Homo sapiens lsJAAU4l / gene product (1sjaau41 / ), itlkjna 


XTTV jT AO /I 1 AO 

NM 024103 


Homo sapiens nypotneticai protein JVKjL,zoir> ^jvivjczoi j), mKiN/v 


NM 030578 


Homo sapiens nypotneticai protem MvjrC4uy 5 ^JVivjU^uyo ), mKJN a i 


"X TTV jf A1 ilA1 f 

NM 014015 


Homo sapiens MYLh, protein (MYLb), mKJNA 


NM 025094 


tt „ „ * „ i —4-1-— .4.1 — 4-— T7T TOO 1 O/l /T7T TO T 1 -t-^»"D"AvTA 

Homo sapiens hypothetical protem rLJZZl^ (JrJLJZZio4), mKJNA 


NM 025078 


TT— _ — * — i_ _ „ 4.1, — 4. - — . ^ 1 ^.^.^4.— T7T TO /T7T TO T3 TO\ -— _-"0 AT A 

Homo sapiens hypothetical protein bLMZ3 /o (hUZZi /o), mKJNA 


NM 025061 


TT- J— 1 ji „j : ^_^4-^J^— T7T TO O /I O A /TJTT TOQ/!OA\ -«-»"D"M" A 

Homo sapiens hypothetical protem rLJZ34zU (rJLJZ34ZU), mKJNA 


-v TTV Jf AO/in^l 

NM 024967 


Homo sapiens hypothetical protein rLj 1 103 / (r.LJ 1 103 /), mKJNA 


NM 024898 


TT *— — 1_ >i ■ 1 — 4-^J-^. T7T TOOOC7 /T7T TOOO^O\ _-_"T>AT A 

Homo sapiens hypothetical protein rLJ22757 (r-LJZZ/5 /), mKJNA 


TvTTV JT AO/fOOO 

NM 024877 


Homo sapiens nypotneticai protein ri^J 13Zod vrJLJ i^zod), mKJNA. 


"X TTV Jf AO AT"^ 

NM 024726 


Homo sapiens nypotneticai protein rLjZZjz/ yri^MZoZ t ), mKJNA 


-v TTV yf AOvlOIA 

NM 024719 


T T — — ■ „ „ t_,_ _»— 4.T- _ ^,1 —-.^.4-—;,-. T7T TOO/n/l /T7T TO O /I /I \ mD\TA 

Homo sapiens hypothetical protein ri,JZZ4/4 (r.LJZZ4/4), mKJNA 


X TTV jf AO /I /"AA 

NM 024600 


tt „ i „ /•« ^4.* -__ — 4-— T7T TO A OA C /T7T TO AO OC\ ^0X1 A 

Homo sapiens hypothetical protein Jb-LJZUayo (rJLJZUoyb), mKJNA 


XTTV /f AO ilCAO 

NM 024508 


Homo sapiens nypotneticai protein MuLiu /yo ^ivivjciu/yo), mKJN/\ 


TV TTV /T AO A O vl 1 

NM 024341 


Homo sapiens hypothetical protein MLrC4U54 (JMOU4U34), mKJNA 


X TTV /T AO/1A/T/I 

NM 024064 


Homo sapiens hypothetical protein JVKjLo3o3 (JviijrU03o3) 5 mKJNA 


NM 024029 


Homo sapiens nypotneticai protein ivivjCjzoz ^ivnjr^jzoz), iilkina 


NM 023078 


Homo sapiens hypothetical protein FLJ13852 (FLJ13852), mRNA 


XTA A AOOAO/C 

NM 023076 


Homo sapiens hypothetical protein rj^jZ33ou ^r-LJZJoou), itikjna 


NM 022842 


Homo sapiens hypothetical protein FLJ22969 (FLJ22969), mRNA 


X TTV Jf AOOOO^ 

NM 022737 


TT T_ ^4-T- 4-*^.«1 — 4.^ T?T TIOACC /"CT T 1 T ACC\ *y,D\TA 

Homo sapiens h^othetical protein rLJ 13055 (rU 13055), mKJNA 


"V TTV Jf AO O A C f\ 

NM_022459 


TT * 1 4.1 x _ * T?T T 1 O A /I /T _ * T 1 _ x— — ,w_^— i ' . yt . ~Xf T A A 1 TO 1 

Homo sapiens hypothetical protein 1-LJ13046 similar to exportrn 4; JvlAAl 111 
pr(FLJ13046),mRNA 


"V TTV Jf f~\ O O A O T 

NM_022437 


Homo sapiens ATP-binding cassette, sub-iamily G ( W HI 1 h), member 5 (sterolm 

0\ / A T1A/^0\ T) TvT A 

2) (ABCG8), mRNA 


X TTV /C AOOIOC 

NM 022135 


TT — 4. O /T3/^V"DO \ -— » TOTVT A 

Homo sapiens popeye protein Z (rUJFZ), mKJNA 


XTTV Jf AO O AZT/C 

NM_02206o 


Homo sapiens likely ortholog of mouse ubiquitin-conjugating enzyme E2-230K 

/"T70 OOAT/^\ «,D\TA 

(JbZ-Z30K), mKNA 


TvTTV /T A 1 C /I Q A 


Homo sapiens necun 3 (JJl5J?Z,rDool3Uo4o), mKJNA 


MM 004^40 


TJattt a cQnipnc tTov/rAiA 1 tS ATmoTiP recentor intprartAT 10 ^TTRTPl 0^ mRNA 

XXvJlllW od|JldlO lIl_yivJH»l Ixv/Illlvllw 4 V^V/V^ LV^JL ill dl/ LVJ1 IV \^ X 4VXJLL X\JJy llULVJL^i^v 


NM 003589 


Homo sapiens cullin 4A (CUL4A), mRNA 


NM 021731 


Homo sapiens hypothetical protein PP3501 (PP3501), mRNA 


NM 020129 


Homo sapiens placental protein 13-like protein (LOC56891), mRNA 


NM 020196 


Homo sapiens HCNP protein; XPA-binding protein 2 (HCNP), mRNA 
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JNM vIuZZh 


Jtiomo sapiens hypothetical protein JL)lvFZ,p->4 /<J14o (DrLrZ,p547<J14o), mKJNA 


NMJ 19064 


Homo sapiens hypothetical protein (FLJ10832), mRNA 


XTTV/T A 1 OA 1 O 

jnjvl uiyuiz 


Homo sapiens phosphoinositol 3-phosphate-bmding protem-2 (FEFF2), mRNA 


XT\/f A 1 

JNJYL UloooD 


Homo sapiens nypotnetical protein rROzyuu (FKO2900), mRNA 


JNM__U 1 oOo / 


Homo sapiens hepatocellular carcinoma-associated gene TD26 (LOC55908), 

mKJNA 


XTAyT fil QAA 1 
JNM__U 18441 


Homo sapiens peroxisomal trans 2-enoyl CoA reductase; putative short chain 
aiconoi aenyarogenase (xioAzjUiUi), mKJNA 


XTA/f A 1 ^ 
JNiVl U 16043 


Jblomo sapiens nypotnetical protein Hbbo (tlboo), mRNA 


JNM ui/yo/ 


Homo sapiens hypothetical protein rLJ20o50 (FLJ20850), mRNA 


JNJVL Ul iyi*\ 


Homo sapiens nypotnetical protein FLJ 20640 (FLJ20640), mRNA 


JNJVl ui /yu!> 


Homo sapiens hypothetical protein FLJ20623 (FLJ20623), mRNA 


XTA/f A1 7T)0 


Homo sapiens hypothetical protein hJLJ 20244 (FLJ20244), mRNA 


iNlVI U 1 / OOO 


nomo sapiens .uioi -interacting protein JNUJJlil, rat nomolog (NUUxil), mKJNA 


xr\/i Ai7£i£ 

1N1V1 Ul/OlO 


Homo sapiens nypotnetical protein rL,J2UUU4 (rLJ 20004), mRNA 


INlVI U16163 


Homo sapiens nypotnetical protein JrJLJ 10 /U4 (FLJ iu /04), mKJNA 


xnv/r n i c c\i a 

1N1VX_U 1 oU /4 


Homo sapiens nypotnetical protein rLJ 103 /4 (rLJ 10374), mRNA 


NM 018057 


Homo sapiens homolog of rat orphan transporter v7-3 (NTT73), mRNA 


XTTV/T A 1 OA/in 

NM 018049 


Homo sapiens hypothetical protein FLJ 10297 (FLJ1 0297); mRNA 


xn i\ A1 OAIO 

JNM 01o02o 


Homo sapiens hypothetical protein FLJ1021 1 (FLJ1021 1), mRNA 


NM 018000 


Homo sapiens hypothetical protein FLJ101 16 (FLJ101 16), mRNA 


NM 016510 


Homo sapiens putative selenocysteine lyase (SCLY), mRNA 


NM_016434 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 

/* r T" r V II"* T"\ fl T~* S^~T~\ \ a J * j TT^ T A 

(TNFRSF6B), transcript vanant 2, mRNA 


NM 016289 


Homo sapiens M025 protein (LOC51719), mRNA 


NM_0 16264 


Homo sapiens GIOT-2 for gonadotropin inducible transcription repressor-2 
(GIOT-2), mRNA 


1NM_016149 


Homo sapiens protein inhibitor of activated STAT protem PIASy (PIASY), 
mKJNA 


\n * ai com 
JNM_Ul!>oy / 


Homo sapiens protem mhibitor of activated STAT protein PIASy (PIASY), 

XT A 

mJKJNA 


XTA /f A1/:cqi 
INlVI UlODol 


Homo sapiens fc,CSll (LOC51295), mRNA 


iNlVI uio4/y 


Homo sapiens nypotheticaJ protem (LOC51246), mRNA 


1N1V1 U104/4 


Homo sapiens nypotnetical piotem (LUCj1z44j, mKJNA 


lsJA/f ni^AQ4 
IN 1V1 U 1 OUy 4 


Homo sapiens noi J LU4z protein (LULj 1 iz-i), mKJNA 


IN SVx \J LD ;7*+Z 


nomo sapiens v^ijri-iz protein (LULxj luui ), itlkjna 


J.N1V1 U 1 04 / 3 


nomo sapiens nypotnetical protein (liorLZ 13), mKJNA 


1N1V1 U 10*40/ 


Homo sapiens protein Kinase 1J2 (FJsJJZ), mKJNA 


XJTV/T AI /CI 1 1 

inivi uioi 1 1 


Homo sapiens J5UAAuoo3 gene product (JsJAAUoo3), mKJNA 


IN AVI U 1 ^fU^fy 


riomo sapiens JNr jjuuz protein (INF uuuz ), mKJNA 


inivi kj myoj 


Homo sapiens JvlAA09o3 protein (KlAAOyoj ), mRJN A 


TSJA/T A1^<71 
INIVI U1DD/1 


TT — . oomiann CTTXJA 1 'X^T /OTTO T> 1 X . TT\ "V t a 

Homo sapiens oUMvJ-l-speciiic protease (bUorl), mKJNA 


"WTA/T A1A78Q 
INlVi \JlH/oy 


XJr^-rvi r\ portion c> VTA AA/C7 0 /»nvm «v« Junt /T/T A AA/COO\ — .T)\T A 

Jiomo sapiens iviAAUoZo gene product (isJAAUozo), mKJNA 


1N1V1 U14/14 


Homo sapiens iviAAU!>yu gene product (J^JLAAUjyu), mKJNA 


xNJVl U 14 / JO 


XT/vm/^ coniortc If T A A A7 C A /T/ r " T A A ATC>1\ __-."T> XT A 

jtiomo sapiens iviAAUz->4 gene product (1sjaauzd4) 5 niKiN A 


XTTV/T A1AA£^ 
1N1V1 U14U03 


nomo sapiens xiiuui protein (Hiuui ) ? itu\JN/\ 


NM 014170 


Homo saniens HSPP1 ^5 nrotein rTT.SPCl^S^ mRTsTA 


NM 015462 


Homo sapiens DKFZP586L0724 protein (DKFZP586L0724), mRNA 


NM 015642 


Homo sapiens zinc finger protein 288 (ZNF288), mRNA 


NM 015493 


Homo sapiens DKFZP434N161 protein (DKFZP434N161), mRNA 


NM 014446 


Homo sapiens muscle-specific beta 1 integrin binding protein (MIBP), mRNA 


NM 013314 


Homo sapiens B-cell linker (BLNK), mRNA 
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NM 007086 


Homo sapiens AND- 1 protein (AND-l), mRNA 


NM 006701 


Homo sapiens similar to S. pombe diml+ (DIMl), mRNA 


NM 006300 


Homo sapiens zinc linger protem 230 (ZNF230), mRNA 


NM 006477 


Homo sapiens RAS-related on chromosome 22 (RRP22), mRNA 


NM 006087 


Homo sapiens tubulin, beta, 5 (TUBB5), mRNA 


xtx jt /a r\/'r\ c s~ 

NM 006056 


Homo sapiens G protem-coupled receptor 66 (GPR66), mRNA 


NM 005S15 


Homo sapiens Kruppel-type zinc finger (C2H2) (ZK1), mRNA 


NM_005817 


Homo sapiens cargo selection protein (mannose 6 phosphate receptor binding 
protem) (TIP47), mRNA 


NM 005801 


Homo sapiens putative translation initiation factor (SUI1), mRNA 


NM_005837 


Homo sapiens POP7 (processing of precursor, S. cerevisiae) homolog (RPP20), 
mRNA 


NM 005776 


Homo sapiens cornichon-like (CNIL), mRNA 


NM_004970 


Homo sapiens insulin-like growth factor binding protein, acid labile subunit 
(IGFALS), mRNA 


*K TTV AT /"V f\ A f\ A £~ 

NM 004945 


Homo sapiens dynamin 2 (DNM2), mRNA 


NM 004283 


Homo sapiens RAB3D, member RAS oncogene family (RAB3D), mRNA 


-v ttl k r\r\ a c a a 

NMJ304548 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 10 
(22kD, PDS W) (NDUFB 1 0), mRNA 


XT* it (\C\ A ~t *\ A 

NM 004124 


Homo sapiens glia maturation factor, beta (GMFB), mRNA 


NM 004877 


Homo sapiens glia maturation factor, gamma (GMFG), mRNA 


NM 004907 


Homo sapiens immediate early protein (ETR101), mRNA 


NM__004044 


Homo sapiens 5-aminoimidazole-4-carboxamide ribonucleotide 
formyltransferase/IMP cyclohydrolase (ATIC), mRNA 


NM_004315 


Homo sapiens N-acylsphingosine amidohydrolase (acid ceramidase) (ASAH), 
mRNA 


NM_004S46 


Homo sapiens eukaryotic translation initiation factor 4E-like 3 (EIF4EL3), 
mRNA 


NM 003765 


Homo sapiens syntaxin 10 (STX10), mRNA 


NM 003110 


Homo sapiens Sp2 transcription factor (SP2), mRNA 


NM 003113 


Homo sapiens nuclear antigen SplOO (SP100), mRNA 


NM_000543 


Homo sapiens sphingomyelin phosphodiesterase 1, acid lysosomal (acid 
sphingomyelinase) (SMPD1), mRNA 


NM_003072 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily a, member 4 (SMARCA4), mRNA 


NM_002807 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 1 
(PSMD1), mRNA 


NM_002704 


Homo sapiens pro-platelet basic protein (includes platelet basic protein, beta- 
thromboglobulin, connective tissue-activating peptide m, neutrophil-activating 
peptide-2) (PPBP), mRNA 


NM 000089 


Homo sapiens collagen, type I, alpha 2 (COL1A2), mRNA 


NM_001687 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, delta 
subunit (ATP5D), mRNA 


NM 020168 


Homo sapiens p21(CDKNlA)-activated kinase 6 (PAK6), mRNA 


NM 03265 7 


Homo sapiens hypothetical protein MGC 10442 (MGC 10442), mRNA 


NM_032571 


Homo sapiens EGF-like module-containing mucin-like receptor EMR3 (EMR3), 

T> XT A 

mRNA 


NM 0^?411 


n.uiiiu adpiciio iiuund.1 mucosa 01 esopnagus specmc i ^JNJVUioij, irixviN/v 


NM 015093 


Homo sapiens TAK1 -binding protein 2 (TAB2), mRNA 


NM 031947 


Homo sapiens ornithine transporter 2 (ORNT2), mRNA 


NM_005563 


Homo sapiens stathmin 1/oncoprotein 18 (STMN1), mRNA 


NM_024662 


Homo sapiens hypothetical protein FLJ10774 (FLJ10774), mRNA 
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NM 024637 


Homo sapiens beta-galactose-3-O-sulfotransferase, 4 (GAL3ST-4), mRNA 


NM 024617 


Homo sapiens hypothetical protein FLJ 13409 (FLJ 13409), mRNA 


NM_020796 


Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic 
domain, (semaphorin) 6A (SEMA6A), mRNA 


NM 013283 


Homo sapiens methionine adenosyltransferase II, beta (MAT2B), mRNA 


NM 012231 


Homo sapiens PR domain containing 2, with ZNF domain (PRDM2), mRNA 


NM 020428 


Homo sapiens CTL2 gene (CTL2), mRNA 


NM 015866 


Homo sapiens PR domain containing 2, with ZNF domain (PRDM2), mRNA 


NM_014771 


Homo sapiens 95 kDa retinoblastoma protein binding protein; KIAA0661 gene 
pro (KIAA0661), mRNA 


NM 014454 


Homo sapiens p53 regulated PA26 nuclear protein (PA26), mRNA 


NM_0 13447 


Homo sapiens egf-like module containing, mucin-like, hormone receptor-like 
sequence 2 (EMR2), mRNA 


NM_006499 


Homo sapiens lectin, galactoside-binding, soluble, 8 (galectin 8) (LGALS8), 
mRNA 


NM 006031 


Homo sapiens pericentral 2 (kendrin) (PCNT2), mRNA 


NM_022040 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBSCR5), 
transcript variant 1 , mRNA 


NM_032464 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBSCR5), 
transcript variant 4, mRNA 


NM_032463 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBSCR5), 
transcript variant 2, mRNA 


NM_014146 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBSCR5), 
transcript variant 3, mRNA 


NM_031992 


Homo sapiens Williams-Beuren syndrome chromosome region 1 (WBSCR1), 
transcript variant 2, mRNA 


NM_006234 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide J (133kD) 
(POLR2J), transcript variant a, mRNA 


NM_032959 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide J (13.3kD) 
(POLR2J), transcript variant b, mRNA 


NM_032958 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide J (13.3kD) 
(POLR2J), transcript variant c, mRNA 


NM_002694 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide C (33kD) 
(POLR2C), transcript variant alpha, mRNA 


NM_032940 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide C (33kD) 
(POLR2C), transcript variant gamma, mRNA 


NM 033011 


Homo sapiens plasminogen activator, tissue (PLAT), transcript variant 3, mRNA 


NM 000931 


Homo sapiens plasminogen activator, tissue (PLAT), transcript variant 2, mRNA 


NM 000930 


Homo sapiens plasminogen activator, tissue (PLAT), transcript variant 1, mRNA 


NM_033013 


Homo sapiens nuclear receptor subfamily 1, group I, member 2 (NR1I2), 
transcript variant 3, mRNA 


NM_003889 


Homo sapiens nuclear receptor subfamily 1, group I, member 2 (NR1I2), 
transcript variant 1, mRNA 


NM_022002 


Homo sapiens nuclear receptor subfamily 1, group I, member 2 (NR1I2), 
transcript variant 2, mRNA 


NM_022170 


Homo sapiens Williams-Beuren syndrome chromosome region 1 (WBSCR1), 
transcript variant 1, mRNA 


NM_032408 


Homo sapiens bromodomain adjacent to zinc finger domain, IB (BAZ1B), 
transcript variant 2, mRNA 


NM_023005 


Homo sapiens bromodomain adjacent to zinc finger domain, IB (BAZ1B), 
transcript variant 1, mRNA 


NM 001024 


Homo sapiens ribosomal protein S21 (RPS21), mRNA 
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NM 012138 


Homo sapiens apoptosis antagonizing transcription factor (DED), mRNA 


NM 016343 


Homo sapiens centromere protein F (350/400kD, mitosin) (CENPF), mRNA 


NM 032988 


Homo sapiens transducin (beta)-like 2 (TBL2), transcript variant 2, mRNA 


NM 032052 


Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 3, mRNA 


NM_032051 


Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 4, mRNA 


NM 032050 


Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 2, mRNA 


NM 014323 


Homo sapiens zinc finger protein 27S (ZNF278), transcript variant 1, mRNA 




Unmn Qaivipn-? crpnpral tran<;orinrinn factorTT i rCrTF2T^ transcrint variant 5. 
mRNA 


>jA/f 001 SIR 


Unmn Qnnipnd crpnpral 1ran<ifvrintion fantnr TT 1 fGrTF'^'Tl transcrint variant 4. 

JLJLIJAAIVJ 0U]Jlt/ll0 gCllUldi LA CAllOwl ILVLlUil AdC/LVJi AA j A \ v — 1 A- A -"l^j LA OUOVl lL^L Valium T 5 

mRNA 


lSxvx_\J D D \J\j I 


Unmn canipn*? crpripral trfln^rrintinn factor TT i (Cr l'F2T^ fran <zct int variant 3 

A A Will VJ odUiwllQ Ul LI diidVl 1 LrtlVAl IClv tvyi- AA j A — A A -i--A/, 11 ailOvl IL/l VUL1U111 «^ j 

mRNA 


NM 033000 


Homo saniens general transcrintion factor II i (GTF2D transcrint variant 2. 
mRNA 


NM 01">999 

A ^1 AVA UJi-y77 


Homo saniens general transcrintion factor II i fGTF2R. transcript variant 1, 
mRNA 


NM 002904 


Homo sapiens RD RNA-binding protein (RDBP), mRNA 


NM 00^755 

A TATA 1 *J *J 


Homo sapiens mitogen-activated protein kinase kinase 1 (MAP2K1), mRNA 


NM 012453 


Homo sapiens transducin (beta)-like 2 (TBL2), transcript variant 1, mRNA 


NM 006347 

1 > AVA V/VUJt / 


Homo saniens nentidvl nrolvl isomerase H fcvcloohilin H^ fPPIH 1. mRNA 


NM 001631 

A > AVA V V A \J ~J A 


Homo sapiens alkaline phosphatase, intestinal (ALPI) ? mRNA 


NM 0? 1 1 5 1 

X>AYA V/w A A J A 


Homo saniens carnitine O-octanovltransferase TCROTV rtiRNA 


NM 005090 

A > AY A. \J\J*s\J~S\J 


Homo sapiens phospholipase A2, group IVB (cytosolic) (PLA2G4B), mRNA 


NM 000124 

A^lAVJL \J\J\J A 


Homo saniens excision renair cross-comDlementins rodent reoair deficiencv, 
complementation group 6 (ERCC6), mRNA 


NM 020157 


Homo saniens otoranlin fOTORi mRNA 


NM 018313 

A > A V A V7 1 U J 1 J 


Homo saniens nolvbromo 1 fPBl^ mRNA 


NM 018165 


Homo saniens nolvbromo 1 fPBl^ mRNA 


NM 016503 


Homo sapiens mitochondrial ribosomal protein L30 (MRPL30), mRNA 


NM 012139 


Homo saniens deafness locus associated nutative guanine nucleotide exchance f 
(DELGEF), mRNA 


NM 007061 

A ™ At A V/ / \J\S A 


Homo sapiens serum constituent protein (MSE55), mRNA 


NM 005379 


Homo sapiens myosin LA (MYOIA), mRNA 


NM_000500 


Homo sapiens cytochrome P450, subfamily XXIA (steroid 2 1 -hydroxylase, 
congenital adrenal hvnerolasia^ nolvnentide 2 rCYP21i\2V mRNA 


NM 000063 

A > AVA \J\J\J\f\JiJ 


Homo saniens comnlement comnonent 2 ( C2^ mRNA 


NM 014078 


Homo saniens mitochondrial ribosomal nrotein LI 3 flVIRPL13 > i mRNA 


NM 021 134 

A ^ AVA \J*J A A _'~ 


Homo saDiens mitochondrial ribosomal nrotein L23 iTMRPL23V mRNA 


NM 020249 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 9 (ADAMTS9), mRNA 


NM 018094 


Homo sapiens Gl to S phase transition 2 (GSPT2), mRNA 


NM 014180 


Homo sapiens mitochondrial ribosomal protein L22 (MRPL22), mRNA 


NM 014175 


Homo sapiens mitochondrial ribosomal protein L15 (MRPL15), mRNA 


NM 015385 


Homo sapiens SH3 -domain protein 5 (ponsin) (SH3D5), mRNA 


NM 006434 


Homo sapiens SH3-domain protein 5 (ponsin) (SH3D5), mRNA 


NM 000135 


Homo sapiens Fanconi anemia, complementation group A (FANCA), mRNA 


NM 005656 


Homo sapiens transmembrane protease, serine 2 (TMPRSS2), mRNA 


NM_021974 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide F (POLR2F), 
mRNA 


NM_004167 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 15 
(SCYA15), transcript variant 2, mRNA 
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NM_032965 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 15 
(SCYA1 5), transcript variant 3 , mRNA 


NM_032964 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 15 
(SCYA15), transcnpt variant 1, mRNA 


NM 032454 


Homo sapiens serine/threonine kinase 19 (STK19), transcript variant 2, mRNA 


NM 007057 


Homo sapiens ZW10 interactor (ZWINT), transcript variant 1, mRNA 


NM 032997 


Homo sapiens ZW10 interactor (ZWINT), transcript variant 2, mRNA 


NM 003262 


Homo sapiens translocation protein 1 (TLOC1), mRNA 


NM. 032470 


Homo sapiens tenascin XB (TNXB), transcript variant XB-S, mRNA 


NM_004166 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 14 
(SCYA14), transcript variant 1, mRNA 


NM_032963 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 14 
(SCYA14), transcript variant 3, mRNA 


NM_032962 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 14 
(SCYA14), transcript variant 2, mRNA 


NM 021219 


Homo sapiens junctional adhesion molecule 2 (JAM2), mRNA 


NM_014456 


Homo sapiens programmed cell death 4 (neoplastic transformation inhibitor) 
(PDCD4), mRNA 


NM 004197 


Homo sapiens serine/threonine kinase 19 (SIX 19), transcript variant 1, mRNA 


NM_007214 


Homo sapiens SEC63, endoplasmic reticulum translocon component (S. 
cerevisiae (SEC63L), mRNA 


NM 006808 


Homo sapiens protein translocation complex beta (SEC61B), mRNA 


NM 001028 


Homo sapiens ribosomal proteir S25 (RPS25), mRNA 


NM 001022 


Homo sapiens ribosomal protein SI 9 (RPS19), mRNA 


NM 001021 


Homo sapiens ribosomal protein S17 (RPS17), mRNA i 


NM 001020 


Homo sapiens ribosomal protein S16 (RPS16), mRNA 


NM 001018 


Homo sapiens ribosomal protein S15 (RPS15), mRNA 


NM 001017 


Homo sapiens ribosomal protein S13 (RPS13), mRNA 


NM 012423 


Homo sapiens ribosomal protein L13a (RPL13A), mRNA 


NM_002907 


Homo sapiens RecQ protein-like (DNA helicase Ql-like) (RECQL), transcript 
variant 1, mRNA 


NM_032941 


Homo sapiens RecQ protein-like (DNA helicase Ql-like) (RECQL), transcript 
variant 2, mRNA 


NM_02112S 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide L (7.6kD) 
(POLR2L), mRNA 


NM_006233 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide I (14.5kD) 
(POLR2I), mRNA 


NM_006232 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide H (POLR2H), 
mRNA 


NM_002695 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide E (25kD) 
(POLR2E), mRNA 


NM_004805 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide D (POLR2D), 
mRNA 


NM_000937 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide A (220kD) 
(POLR2A), mRNA 


NM 001987 


Homo sapiens ets variant gene 6 (TEL oncogene) (ETV6), mRNA 


"NTTV/i AlOOTJ 

JN1V1 


Homo sapiens protocadherin 22 (PCDH22), transcript variant c, mRNA 


NM 032972 


Homo sapiens protocadherin 22 (PCDH22), transcript variant b, mRNA 


NM 032971 


Homo sapiens protocadherin 22 (PCDH22), transcript variant a, mRNA 


NM 020403 


Homo sapiens protocadherin 9 (PCDH9), mRNA """^ 


NM 022843 


Homo sapiens protocadherin 20 (PCDH20), mRNA 


NM 032949 


Homo sapiens protocadherin 8 (PCDH8), transcript variant 2, mRNA 
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NM_032457 


Homo sapiens BH-protocadherin (brain-heart) (PCDH7), transcript variant c, 

T~» XT A 

mRNA 


NM_03245o 


Homo sapiens BH-protocadherin (brain-heart) (PCDH7), transcript variant b, | 
mRNA 


xnv a a ao con 


Homo sapiens BH-protocadherin (brain-heart) (PCDH7), transcript variant a, 
mKJNA 


TvTlV/f A1 £COA 

JNM OloDoO 


Homo sapiens protocadherin 12 (PCDH12), mRNA 


TvTT\ A AOIylin ' 

NM_032420 


Homo sapiens protocadherin 1 (cadherin-like 1) (PCDH1), transcript variant 2, 
mRNA 


JNJVL \j519o9 


Homo sapiens protocadherin 1 1 (PCDH1 1), transcript vanant d, mRNA 


NMJB2968 


Homo sapiens protocadherin 1 1 (PCDH1 1), transcript variant c, mRNA 


NM 032967 


Homo sapiens protocadherin 1 1 (PCDH1 1), transcript variant b, mRNA 


NM_032950 


Homo sapiens matrix metalloproteinase 28 (MMP28), transcript variant 2, 
mRNA 


NM_024302 


Homo sapiens matrix metalloproteinase 28 (MMP28), transcript variant 1, 
mRNA 


NM_006575 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 5 
(MAP4K5), mRNA 


NM_004635 


Homo sapiens mitogen-activated protein kinase-activated protein kinase 3 
(MAPKAPK3), mRNA 


NM_002587 


Homo sapiens protocadherin 1 (cadherin-like 1) (PCDH1), transcript variant 1, 
mRNA 


NM_004759 


Homo sapiens mitogen-activated protein kinase-activated protein kinase 2 
(MAPKAPK2), transcript vanant 1, mRNA 


NM_032960 


Homo sapiens mitogen-activated protein kinase-activated protein kinase 2 

/TV X A TV1V A T»T »* \ j. , , Tk'KT A 

(MAPKAPK2), transcript vanant 2, mRNA 


NM 032515 


Homo sapiens Bcl-2 -related ovarian killer protein-like (BOKL), mRNA 


NM 015166 


Homo sapiens KIAA0027 protein (MLC1), mRNA 


XTTV vT AA1 

NM_001795 


Homo sapiens cadhenn 5, type 2, VE-cadhenn (vascular epithelium) (CDH5), 

T) XT A 

mKJNA 


JNJVL UU 1 /y4 


Homo sapiens cadhenn 4, type 1 , R-cadhenn (retinal) (CDH4), mRNA 


NM 001793 


Homo sapiens cadherin 3, type 1, P-cadherin (placental) (CDH3), mRNA 


XTTV A C\C\ 1 0"QO 

JNM oui /y2 


Homo sapiens cadherin 2, type 1 , N-cadhenn (neuronal) (CDH2), mRNA 


NM 004360 


Homo sapiens cadherin 1, type 1, E-cadherin (epithelial) (CDH1), mRNA 


NM 006137 


Homo sapiens CD7 antigen (p41) (CD7), mRNA 


NM_005864 


Homo sapiens signal transduction protein (SH3 containing) (EFS2), transcript 
variant 1 5 mRNA 


NM_032459 


Homo sapiens signal transduction protein (SH3. containing) (EFS2), transcript 
variant 2, mRNA 


TV TTV A AT O 1 /"VO 

NM_032107 


Homo sapiens lethal (3) malignant bram tumor l(3)mbt protein (Drosophila) ho 

/TT T /'O \TV /rrjTTX j ' j_ < tt "i~*"xT A 

(H-L(3)MBT), transcnpt variant IT, mRNA 


JNM__0 15478 


T T '1 j 1 l/'IX 1* jl » iy<^\ 1» ■ * y-w-x. 1 • 1 N 1 

Homo sapiens lethal (3) malignant bram tumor l(3)mbt protein (Drosophila) ho 

/"TT T /* O \TV ill T , \ ^ ' i ' j T _n\T A 

(H-L(3)MB I ), transcnpt variant 1, mRNA 


INIVI \J\J*tD 1 o 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 1, mRNA 


NM 032468 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 2, mRNA 


7VTAA PilOAdl 

JNiVl 03240/ 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcnpt vanant 4, mRNA 


NM 032466 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 3, mRNA 


NM 020164 


nomo sapiens aspanaie Dexa-nydroxyiase (/Vor^xij, transcnpt vanant _>, mKJNA 


NM_014217 


Homo sapiens potassium channel, subfamily K, member 2 (TREK-1) (KCNK2), 
mRNA 


NM_031498 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 
transducing activity polypeptide 2 (GNGT2), mRNA 
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XTrV/T AT i ail 
1N1V1 U j loll 


Homo sapiens carboxypeptidase, vitellogenic-like (CPVL), mRNA 


1N1V1 UZZ / Do 


riomo sapiens kjna omoing motit protein l!> (K±>JVL1 j), mKJNA 


NM 021797 


Homo sapiens eosinophil chemotactic cytokine (TSA1902), mRNA 


IN 1V1_U 14jjU 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 15 A 
(PPP1R15A), mRNA 


XTN /f A1/1CO') 
INJVL U14:>ZZ 


Homo sapiens protocadhenn 1 1 (PCDH1 1), transcript variant a, mRNA 


NM 003004 


Homo sapiens secreted and transmembrane 1 (SECTM1), mRNA 


JNM_UU2o96 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide G (POLR2G), 
mRNA 


XTA/T AArtflQ O 

JNM_OUUyj& 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide B (140kD) 

/T>/""YT DOD\ --"DXTA 

(rL)LKJ.D) 9 mKJNA 


NM 001372 


Homo sapiens dynein, axonemal, heavy polypeptide 9 (DNAH9), transcript 
variant 2, mRNA 


INIVI^UU^Z I D 


Homo sapiens estrogen receptor binding site associated, antigen, 9 (EBAG9), 
mKJNA 


1N1V1 UUZ> ill 


Homo sapiens crystallin, zeta (quinone reductase)-like 1 (CRYZL1), mRNA 


in \yi_yjVHD o l 


Homo sapiens cAMP responsive element binding protein-like 1 (CREBL1), 
mKJNA 


NM 000592 


Homo sapiens complement component 4B (C4B), mRNA 


XTA/T nA70QQ 
J.N1V1 UU/Zyo 


Homo sapiens complement component 4 A (C4A), mRNA 


NM 032603 


Homo sapiens lysyl oxidase-like 3 (LOXL3), mRNA 


INJVL UZ^Vi/ 


Homo sapiens mitochondrial ribosomal protein L34 (MRPL34), mRNA 


INJVl UzzOO/ 


Homo sapiens nyctalopin (NYX), mRNA 


XTA/T AT") /l /C7 

JNJVL__U2z4o7 


Homo sapiens carbohydrate (N-acetylgalactosamine 4-0) sulfotransferase 8 
(Cnb 1 0), mJKJNA 


xnv/r ni^^ 

1N1V1_U IOjD / 


Homo sapiens orphan seven-transmembrane receptor, chemokine related 
(VSHK1), mRNA 


1N1V1 UlOl 1 0 


Homo sapiens ankyrin repeat and SOCS box-containing 4 (ASB4), mRNA 


NM 016114 


Homo sapiens ankyrin repeat and SOCS box-containing 1 (ASB1), mRNA 


xnv/r n 1 1 1 ^ 


Homo sapiens ankyrin repeat and SOCS box-containing 3 (ASB3), mRNA 


1N1VL \J m^yo 


Homo sapiens lysosomal-associated membrane protein 3 (LAMP3), mRNA 


IN 1V1_U 1 *Kt J 4 


Jbiomo sapiens JN ADrH-depenaent r JVLN ana FAD containing oxidoreductase 
(NR1), mRNA 


lNlVl_UU4oOU 


Homo sapiens fragile X mental retardation, autosomal homolog 2 (FXR2), 
mRNA 


xr\/r nnAc^n 

INiVl UUOoDU 


Homo sapiens interleukin 24 (IL24), mRNA 


JN1V1 UUtO^fl 


nomo sapiens tmoredoxm-like 2 (TXNL2), mRNA 


IN 1V1_U U4 O O Z 


Homo sapiens dynein, axonemal, heavy polypeptide 9 (DNAH9), transcript 
variant 1, mRNA 


xnv/r nnnmo 
JNJVi_uuuuzy 


Homo sapiens angiotensinogen (serine (or cysteine) proteinase inhibitor, clade A 
(alpha- 1 antiproteinase, antitrypsin), member 8) (AGT), mRNA 


IN 1V1 U Uh-U D U 


±lomo sapiens BCLz-hke 2 (BCL2L2), mRNA 


NM 004049 


Homo sapiens BCL2-related protein Al (BCL2A1), mRNA 


XTTVyf AA1 
NM_UU16ZJ 


Homo sapiens allograft inflammatory factor 1 (AIF1), transcript variant 3, 
mRNA 


XTA/f AOOOCC 

JNM_Uizy!>J 


Homo sapiens allograft inflammatory factor 1 (AIF1), transcript variant 1, 
mRNA 


NG_000010 


Homo sapiens genomic cytochrome P450, subfamily DA (phenobarbital- 
inducible) (CYP2A.2@) on chromosome 1 9 


NM_004847 


Homo sapiens allograft inflammatory factor 1 (AIF1), transcript variant 2, 
mRNA 


NM 005452 


Homo sapiens chromosome 6 open reading frame 1 1 (C6orfl 1), mRNA 
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NM_031282 


Homo sapiens immunoglobulin superfamily receptor translocation associated 1 

/TT> TA 1\ —^T> XT A 

(J_R1 Al), mKJNA 


ATA /T rtOIOOl 

NM_031281 


Homo sapiens immunoglobulin superfamily receptor translocation associated 2 

/TT> T A 0"\ __T)XT A 

(JLKJ. AZJ, mKJNA 


NM_000767 


Homo sapiens cytochrome P450, subfamily KB (phenobarbital-inducible), 
polypeptide o {\, x rz&o), mKJNA 


NM 020165 


Homo sapiens postreplication repair protein hRADISp (RAD 18), mRNA 


TvTA K A A 1 H 1 A 
NM 001/10 


Homo sapiens B-factor, properdin (BF), mRNA 


TvTA /T AOIQAA 

iNM OZloOO 


Homo sapiens J domain containing protein 1 (JDP1), mRNA 


AXN/T AOA/lA/t 

JNM 0z0404 


Homo sapiens tumor endothelial marker 1 precursor (TEM1), mRNA 


NM_00oo /z 


Homo sapiens solute carrier family 22 (organic anion transporter), member 7 

^olA^ZZ/Y / ) } nUKJN/V 


r\X\4 AA/C1QC 

jnm uuojyo 


Homo sapiens diubiquitin (UBD), mRNA 


JNM 


Homo sapiens chondroitin sulfate proteoglycan 6 (bamacan) (CSPG6), mRNA 


ATA /f A 1 H A Q ^ 

INM 01 /4yD 


rlomo sapiens seb4JJ (JlbKJNAo.bE>), mKJNA 


NM 00153Z 


Homo sapiens alkaline phosphatase, placental (Regan isozyme) (ALPP), mRNA 


JNM 030 //3 


Homo sapiens beta tubulin 1, class VI (lUJt>r>l), mKJNA 


NM 0Z0o43 


Homo sapiens chromosome 11 open reading frame 16 (Cllorfl6), mRNA 


NM 0Z0044 


Homo sapiens chromosome 11 open reading frame 15 (Cllorfl5), mRNA 


NM 020642 


Homo sapiens chromosome 1 1 open reading frame 17 (CI lorfl7), mRNA 


ATTV/f AO AO A 1 

NM OZOzOl 


Homo sapiens 5' nucleotidase, mitochondrial (NT5M), mRNA 


NM 003203 


Homo sapiens chromosome 2 open reading frame 3 (C2orf3), mRNA 


NM 007175 


Homo sapiens chromosome 8 open reading frame 2 (CSorfZ), mRNA 


NM_007023 


Homo sapiens cAMP-regulated guanine nucleotide exchange factor II (CAMP- 
GEFH), mRNA 


NM 006589 


Homo sapiens chromosome 1 open reading frame 2 (Clorf2), mRNA 


NM_006105 


Homo sapiens Rapl guanine-nucleotide-exchange factor directly activated by cA 
(EPAC), mRNA 


NM 00563 / 


Homo sapiens synovial sarcoma translocation, chromosome 1 8 (SS 1 8), mRNA 


XTA /T A A 1010 

NM 001Z13 


Homo sapiens chromosome 1 open reading frame 1 (Clorfl), mRNA 


NM__00Z334 


Homo sapiens tumor-associated calcium signal transducer 1 (TACSTD1), 
mivJN/v 


JNJVI U0J4yZ 


Homo sapiens chromosome X open reading frame 12 (CXorfl2), mRNA 


TvTlV/f AAI'70'7 


Homo sapiens embryonic ectoderm development (EED), mRNA 


NM 03Zoo3 


rlomo sapiens nypotiieticai protein rEJl4yz/ (rLJi4yz/), mKNA 


NM 03Zol3 


Jtiomo sapiens nypotnetical protein rlvJ14oz4 (ri^Jl4oz4j, mJKJNA 


ATA /T AlOdC 

NM OoZj/o 


Homo sapiens myopalladin (FLJ14437), mRNA 


NM 032385 


Homo sapiens chromosome 5 open reading frame 4 (C5orf4), mRNA 


ATA Jf f\QTTin 

NM \)5Z15y 


Homo sapiens nypotnetical protein rLJ235 1 1 (rEJz351 1), mJKNA 


NM 03Z01Z 


Homo sapiens chromosome 9 open reading frame 5 (C9orf5), mRNA 


NM 03iyzz 


rlomo sapiens JKAi^Joi^i protein (LUUoioDyj, mKJNA 


ATA /T f\0 1 QQA 

NM__03 ioyU 


Homo sapiens cat eye syndrome chromosome region, candidate 6 (CECR6), 
mKJN/\ 


NM 031450 


Homo sapiens chromosome 17 open reading frame 1 A (C17orfl A), mRNA 


NM 030944 


Homo sapiens chromosome 15 open reading frame 5 (C15orf5), mRNA 


ATA X /"\0/\0/\ZT 

NM 030806 


Homo sapiens chromosome 1 open reading frame 21 (Clorf21), mRNA 


XTA /T ATAOAA 

NM 030790 


Homo sapiens nypotnetical protein CDAOo (CDAOb), mRNA 


1NJLV1 UlOJiZ 


xiomo bapicrib unromosome 1 1 open reaamg rramc zj w^i lonzo ), rnjxiN/\ 


NM_024298 


Homo sapiens malignant cell expression-enhanced gene/tumor progression- 
enhanc (LENG4), mRNA 


NM 022458 


Homo sapiens chromosome 7 open reading frame 2 (C7orf2), mRNA 


NM 022338 


Homo sapiens chromosome 1 1 open reading frame 24 (CI lorf24), mRNA 
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NA/1 099161 


xxuiiiu sapiens L/iiruiiiuouiiic i j open reaaing jxd.uie *t jori*+^ 5 iTLtviN/Y 


"KTM" 099107 

1NJLY1 UZZ 1 V / 


nuino sapiens enromosome o open reaaing rraTTic y {y^ooTiy j, rniviN A 


TvjTV/T 006781 

1N1VL UV/O / O 1 


rionio Sapiens enrornosome o open reaaing irame iu ^v^ooriiuj, rruvlN/\ 


INIYI v iy OUD 


nomo sapiens enrornosome j open reaomg name h \ \^dOX\.h)^ niKJN/v 


TvJA/f 01996^ 


nomo sapiens enrornosorne zz open reaaing rrame d [\,j.zot1j)> mKJNA 


TsJAyl 0919^A 


Homo sapiens chromosome 21 open reading frame 59 (C21orf59), mRNA 


KTM" 09064^ 


nomo sapiens enrornosome 1 1 open reaaing name lh lorii^-j, nrtCJNA 


>JA>T Ol 91 19 


xiomo sapiens enrornosome zu open reaaing trame 1 (OzUoril), inKJNA 


INIYI U 1 OJJJ 


xiomo sapiens zinc linger protein jji, zinc linger protein 4oJ (Z<JNrJol), mKJNA 


TsTM 01Q106 


Jriomo sapiens sepun d ^oxii^ loj, niKJN/\ 


"NTM" 090^7<\ 


xiomo sapiens enrornosome iz open reaaing rrame 3 ^^izortDj, mKJNA 


mm" 090174 

INIYI yjZAJO IH 


nomo sapiens enrornosome iz open reaaing name h v^izon^J;, mKJNA 


TST\/f 090^9^ 


Homo sapiens chromosome 12 open reading frame 3 (C12orf3), mRNA 


"NTM" 090167 


Homo sapiens chromosome 12 open reading frame 6 (C12orf6), mRNA 


xnvr 0901 io 


Homo sapiens chromosome 8 open reading frame 4 (C8orf4), mRNA 


IN 1V1 U17J7U 


nomo sapiens enrornosome zi open reading irame oz (Uzlortozj, mKJNA 


XTA/i 0100^7 


nomo sapiens enrornosome z open reading irame z (Czortz), mKJNA 


"NTM" 01 RQ^£ 
1N1V1 U107J0 


nomo sapiens enrornosome y open reading trame y (v^yortyj, mKJNA 


1N1V1 U 1 / JOO 


Homo sapiens chromosome 9 open reading frame 7 (C9orf7), mRNA 


TsJA/T Ol 8£Q1 
INlvl U 1 oOy 1 


Homo sapiens chromosome 5 open reading frame 3 (C5orf3), mRNA 


NM 006134 


Homo sapiens chromosome 21 open reading frame 4 (C21orf4), mRNA 


JNM Uloy4U 


Homo sapiens chromosome 21 open reading frame 6 (C21orf6) 3 mRNA 


XTTVyT AT7/110 

JNJVl Ul /43o 


Homo sapiens chromosome 2 1 open reading frame 1 8 (C2 1 orfl 8), mRNA 


JNJVl UloZOD 


Homo sapiens chromosome 1 1 open reading frame2 (Cl lorf2), mRNA 


NM 016190 


Homo sapiens chromosome 1 open reading frame 10 (ClorflO), mRNA 


JNM_015927 


Homo sapiens transforming growth factor beta 1 induced transcript 1 
(lOrolIl), mKJNA 


INIVI U 1 OD 04 


nomo sapiens rSJVloo antigen (tSJVLoo), mKJNA 


IN 1V1 U 1 uj4o 


Homo sapiens chromosome 5 open reading frame 4 (C5orf4), mRNA 


"NTM" OIaIOOQ 
lNlvl_y iH\J\jy 


Homo sapiens immune dysregulation, polyendocrinopathy, enteropathy, X- 

llnKcQ ^JUr JC/vV ), TTlr\JN/\ 


"NTM" 01^94 


nomo sapiens enrornosome o open reaaing irame d ^v^oortjj, mKJNA 


1N1V1 UUOj4j 


nomo sapiens enrornosome 4 open reading trame l (C>K>rii mKJNA 


INIVI Ul jj / D 


Homo sapiens chromosome 22 open reading frame 2 (C22orf2), mRNA 


NM 014205 


Homo sapiens chromosome 1 1 open reading frame 5 (Cl lorf5), mRNA 


TvJlV/T Ol 996/1 
IN 1V1 U 1 ZZ OH 


Homo sapiens chromosome 22 open reading frame 5 (C22orf5), mRNA 


"NTM" Ol 91 1 1 


nomo sapiens enrornosome 14 open reading trame 3 (C14ori3j, mKJNA 


NM 007211 


Homo sapiens chromosome 12 open reading frame 2 (C12orf2), mRNA 


KTTV/f OO^I 
INIYI UU / I/O 


Homo sapiens chromosome 14 open reading frame 1 (C14orfl), mRNA 


NM_006706 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase Ji, o, IdUkJJ (lArzb), mRNA 


INIYI UUoJoz 


Homo sapiens enrornosome 17 open reading frame 1A (C17orflA), mRNA 


iNlvl_Uloyo / 


Homo sapiens IN or 1- A binding protem 2 (EGR1 binding protein 2) (NAB2), 
mKJNA 


IN 1V1__UU d y OO 


nomo sapiens JNOri-A bmding protem 1 (EGR1 bmdmg protein 1) (NAB1), 

t-»-»'D XT A 
mKJNA 


NM 005663 


Homo saniens Wolf-Hirschhorn ^vndrome candidate 9 fWTT^f~*9^ mRTsJA 


NML005491 


Homo sapiens chromosome X open reading frame 6 (CXorfS), mRNA 


NM 005128 


Homo sapiens chromosome 21 open reading frame 5 (C21orf5), mRNA 


NM 004928 


Homo sapiens chromosome 21 open reading frame 2 (C21orf2), mRNA 


NM 004894 


Homo sapiens chromosome 14 open reading frame 2 (C14orf2), mRNA 


NM 004872 


Homo sapiens chromosome 1 open reading frame 8 (Clorf8), mRNA 
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NM 004709 


Homo sapiens chromosome X open reading frame 1 (CXorfl), mRNA 


NM 004337 


Homo sapiens chromosome 8 open reading frame 1 (C8orfl), mRNA 


NM 004913 


Homo sapiens chromosome 16 open reading frame 7 (C16orf7) 5 mRNA 


NM_000956 


Homo sapiens prostaglandin E receptor 2 (subtype EP2), 53kD (PTGER2), 
mRNA 


NM 001586 


Homo sapiens chromosome X open reading frame 2 (CXorf2), mRNA 


NM 001585 


Homo sapiens chromosome 22 open reading frame 1 (C22orf 1), mRNA 


NM 001214 


Homo sapiens chromosome 16 open reading frame 3 (C16orf3), mRNA 


NM 001584 


Homo sapiens chromosome 1 1 open reading frame 8 (CI lorfB), mRNA 


NM 003475 


Homo sapiens chromosome 11 open reading frame 13 (CI lorfl3), mRNA 


NM 032496 


Homo sapiens rho-gtpase activating protein ARHGAP9 (ARHGAP9), mRNA 


NM 007234 


Homo sapiens dynactin 3 (p22) (DCTN3), transcript variant 1, mRNA 


NM 024348 


Homo sapiens dynactin 3 (p22) (DCTN3), transcript variant 2, mRNA 


NM_021246 


Homo sapiens megakaryocyte-enhanced gene transcript 1 protein (MEGT1), 
mRNA 


NM_013291 


Homo sapiens cleavage and polyadenylation specific factor 1 , 1 60kD subunit 
(CPSF1), mRNA 


NM 014500 


Homo sapiens HIV TAT specific factor 1 (HTATSF1), mRNA 


NM_005567 


Homo sapiens lectin, galactoside-binding, soluble, 3 binding protein 
(LGALS3BP), mRNA 


NM 005711 


Homo sapiens EGF-like repeats and discoidin I-like domains 3 (EDEL3), mRNA 


NM 016593 


Homo sapiens oxysterol 7alpha-hydroxylase (CYP39A1), mRNA 


NM 021048 


Homo sapiens melanoma antigen, family A, 10 (MAGEA10), mRNA 


NM 021049 


Homo sapiens melanoma antigen, family A, 5 (MAGEA5), mRNA 


NM 019602 


Homo sapiens butyrophilin-like 2 (MHC class II associated) (BTNL2), mRNA 


NM 018002 


Homo sapiens oxidation resistance 1 (OXR1), mRNA 


NM 013392 


Homo sapiens nuclear receptor binding protein (NRBP), mRNA 


NM_0 12396 


Homo sapiens pleckstrin homology-like domain, family A, member 3 
(PHLDA3), mRNA 

1 tLl — 


NM 006492 


Homo sapiens aristaless-like homeobox 3 (ALX3), mRNA 


NM 005365 


Homo sapiens melanoma antigen, family A, 9 (MAGEA9), mRNA 


NM 005364 


Homo sapiens melanoma antigen, family A, 8 (MAGEA8), mRNA 


NM 005366 


Homo sapiens melanoma antigen, family A, 1 1 (MAGE A 1 1), mRNA 


NM 024490 


Homo sapiens ATPase, Class V, type 10C (ATP 10C), mRNA 


NM 020354 


Homo sapiens lysosomal apyrase-like protein 1 (LALP1), mRNA 


NM 018655 


Homo sapiens lens epithelial protein (LENEP), mRNA 


NM 016448 


Homo sapiens RA-regulated nuclear matrix-associated protein (RAMP), mRNA 


NM 014763 


Homo sapiens mitochondrial ribosomal protein L19 (MRPL19), mRNA 


NM 006099 


Homo sapiens protein inhibitor of activated STAT3 (PIAS3), mRNA 


NM 004221 


Homo sapiens natural killer cell transcript 4 (NK4), mRNA 


NM 002949 


Homo sapiens mitochondrial ribosomal protein LI 2 (MRPL12), mRNA 


NM 016239 


Homo sapiens myosin XVA (MY015A), mRNA 


NM_005094 


Homo sapiens solute carrier family 27 (fatty acid transporter), member 4 
(SLC27A4), mRNA 


NM_0 15077 


Homo sapiens sterile alpha and HE AT/ Armadillo motif protein, ortholog of 
Drosophila (SARM), mRNA 


NM 013239 


Homo sapiens protein phosphatase 2A 48 kDa regulatory subunit (PR48), mRNA 


NM 022363 


Homo sapiens L1M homeobox protein 5 (LHX5), mRNA 


NM 031966 


Homo sapiens cyclin Bl (CCNB1), mRNA 


NM 015559 


Homo sapiens SET binding protein 1 (SETBP1), mRNA 


NM 007178 


Homo sapiens unr-interacting protein (UNRIP), mRNA 


NM 005367 


Homo sapiens melanoma antigen, family A, 12 (MAGEA12), mRNA 
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NM 031275 


Homo sapiens testis expressed sequence 12 (TEX 12), mRNA 


NM_032403 


Homo sapiens protocadhenn gamma subfamily C, 3 (PCDHGC3), transcnpt 
variant 3, mRNA 


NM_032402 


Homo sapiens protocadhenn gamma subfamily C, 3 (PCDHGC3), transcnpt 

-i- T"> "X. T A 

van ant 2, mKN A 


NM_002588 


Homo sapiens protocadhenn gamma subfamily C, 3 (PCDHGC3), transcript 
variant 1 , mRNA 


NM 014583 


Homo sapiens LIM and cysteine-rich domains 1 (LMCD1), mRNA 


NM 001389 


Homo sapiens Down syndrome cell adhesion molecule (DSCAM), mRNA 


NM 031894 


Homo sapiens ferritin, heavy polypeptide-like 17 (FTHL17), mRNA 


NM_032098 


Homo sapiens protocadherin gamma subfamily B, 4 (PCDHGB4), transcript 
variant 2, mRNA 


NM_003736 


Homo sapiens protocadherin gamma subfamily B, 4 (PCDHGB4), transcript 
variant 1 , mRNA 


NM_032938 


Homo sapiens G protein pathway suppressor 2 (GPS2), transcript variant 3, 

T*» \ T A 

mRNA 


NM 004489 


Homo sapiens G protein pathway suppressor 2 (GPS2), transcript variant 2, 
mRNA 


NM_032442 


Homo sapiens G protein pathway suppressor 2 (GPS2), transcript variant 1, 
mRNA 


\T\/f AA1 0 0*7 

NM 001887 


TT * j 11" 1 j i~> -t S /'1f\ -X 7~w~\ ^ \ -■-» 'VTA 

Homo sapiens crystalhn, beta Bl (CRYBB1), mRNA 


NM 005208 


Homo sapiens crystalhn, beta Al (CRYBA1), mRNA 


NM 001889 


Homo sapiens crystallin, zeta (quinone reductase) (CRYZ), mRNA 


NM_022132 


Homo sapiens methylcrotonoyl-Coenzyme A carboxylase 2 (beta) (MCCC2), 

___T> \T A 

mRNA 


NJVl UUiZoo 


Homo sapiens chloride intracellular channel 1 (CLIC1), mRNA 


JNM UZloZ4 


Homo sapiens histamine H4 receptor (HRH4), mRNA 


XTA/f A7K07 

JNJVl UdZdZ/ 


T T ^ * ^ 1 xl— J.1 1 J * T"?T T"l A f~\ ''J fXr T A A 1 Cl A>~J\ T\ "X T A 

Homo sapiens hypothetical protein FLJ14972 (XIAA1847), mRNA 


JNM UOjjoO 


Homo sapiens laminin, alpha 5 (LAMAS), mRNA 


JN1V1 1 


TT — . ^ ^ _ _ * _ . _ ~i _ il j* I * • TV if" S 1 /"^ 1 <•> ^ 1 /TV It f> 1 ^ ^ 1 T~» "VTA 

Homo sapiens hypothetical protein MGC13219 (MGC13219), mRNA 


"MTV>T nHQO/l 

JNM U3ZyZ4 


Homo sapiens hypothetical protein MGC 16040 (MGC 16040), mRNA 


JNM OizyzO 


Homo sapiens hypothetical protein MGC 15 873 (MGC 15 873), mRNA 


JNM U3Zyi3 


Homo sapiens hypothetical protein MGC14458 (MGC14458), mRNA 


AJA/f niOSQ'i 
1N1VL \)Jj.oyD 


Homo sapiens hypothetical protein MGC 14336 (MGC 1433 6), mRNA 


INIVI UjZOoV 


Homo sapiens hypothetical protein MGC 11308 (MGC 11308), mRNA 


INIVI VdZoId 


Homo sapiens hypothetical protein FLJ14639 (FLJ 14639), mRNA 


INIVI UjZ/70 


Homo sapiens hypothetical protein FLJ 14503 (FLJ 14503), mRNA 


IN1VI KJdjLIjd 


Homo sapiens hypothetical protein FLJ 14490 (FLJ14490), mRNA 


1N1VI__U / y I 


Homo sapiens hypothetical protein FLJ 14477 (FLJ 14477), mRNA 


INIVI UjZ/07 


Homo sapiens hypothetical protein FLJ 14464 (FLJ 14464), mRNA 




Homo sapiens nypotnetical protein MCjClozlz (MGClozlz), mRNA 


XTNyf AQ77£A 


Homo sapiens hypothetical protein MGC 14966 (MGC 14966), mRNA 




TTih-i-i a * "I jr 1_ A* ^ 1 ^ . X _ . TV A f~*l /~~^ t ^\ ^ ✓"O /IV 1 <^/^ T* "VTA 

Homo sapiens hypothetical protein MGC 12262 (MGC 12262), mRNA 




TT r-» -n-i r-» nn«<* » V_ , ^ _ aJ _ _ 1 X >T Z 1 ^ A f A C\ /"IV A /*""1 A f A f\ \ T% "VTA 

Homo sapiens hypothetical protein MGC4640 (MGC4640), mRNA 


NM 032662 


Homo sapiens hypothetical protein MGC 10600 (MGC10600), mRNA 


AJA/f ClIOfc^K 


Homo sapiens hypothetical protein MGC10997 (MGC10997), mRNA 


NM 0326^5 


j-j-vjiiiu £>d.picria nypotneiicai urd.111 protein myu*+u ^ivi 1 vh-V), mKJNA 


NM 032621 


Homo sapiens X-linked protein (DJ79P11.1), mRNA 


NM 032525 


Homo sapiens tubulin beta-5 (TUBB5), mRNA 


NM_005485 


Homo sapiens AJDP-ribosyltransferase (NAD+; poly (ADP-ribose) polymerase)- 
like 3 (ADPRTL3), mRNA 


NM 0054S4 


Homo sapiens ADP-ribosyltransferase (NAD+; poly( ADP-ribose) polymerase)- 
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like 2 fADPRTL2"> mRNA 


NM 005447 


Homo saniens nentidvl^lvcinp alnrta-amirlatincr mnnnnYVffpnncp rnntTJprmincjl 

jupiviio iw^iy Livxjr i^ijr^mv til IJ 1 lei ClHJlU.Clnj.xg 111UI1UUAY c,C<i.idoC Vw> v^XX ~ LCI 1111 IICll 

interactor (TAMCI), mRNA 


NM_000137 


Homo sauiens fumarvlacetoacetate hvdrolase fi\irnarvlaeetoappta<?pi fRAHi 
mRNA 


NM_001888 


Homo sapiens crystallin, mu (CRYM), mRNA 


NM 032608 


Homo sapiens hypothetical protein bkl25H2.1 (BK125H2.1), mRNA 


NM 032607 


Homo sapiens CREB/ATF family transcription factor (CREB-H), mRNA 


NM 032602 


Homo s aniens connexin 62 ( CX62^ mRNA 


NM 032598 


Homo saoiens tester develonment-relateH NYT)-STP90 fMVT).-^IP9fY\ mpMA 

xiwiiiu oci lji wxxo iuoiv/o vo-v v c^nj ii it'll l~ t tiaiuu 1 > X 17 ul ^xN X L/ ul ZWJ^ 1 1 1 fx, IN /A 


NM 032592 


Homo sapiens 1-aminocyclopropane-l-carboxylate synthase CPHACS), mRNA 


NM 032581 


HfiniO cqt"\i pti Q rlnwn-rPtml a tpH r^fn-nKI a l~iT? ^nTXTXTD 1 A\ r*-»"DXTA 
xju-uiuj odLJic-iiC) uu wn-i cguidicu Uy v^llxnoi, a ^JL^Xvv_x 1 IN IN 13 1 1\ ) , HTivlN/v 


NM 032579 


xxvinu ^txpit-iiti L^tmjii aim aiiiciii liiicoLinc-opcvviiiu cysiciiic-ncn protein precursor 
similar to FIZZ2/resistin-like nrotein (JTXCP2) mRNA 

U111U1W1 X. ■ € it 1 vOlubltl 1 X IV w |JX yj Ivlil ^AA*<V.V-^A ^rf J, III IX 1 ^1 tV 


NM 032570 


Homo sapiens NPC-related protein NAG73 (NAG73), mRNA 


NM 032^65 


Homn sanipn^? pmonamil HinHincr rplafpH TYrrktpin /ipltaft AeAtnH df*rrA icnmprocp 
iiwiiiu aajjiuna x^iiiv^L^aiini uiiiu.iiig icidicu piuicui, u.ciido-ciciLci / bLeioi isomerase 

related nrotein (EBRP i mRNA 


NM 032561 


Homo saniens EVG1 nrotein (FVCrl^ mRNA 


NM 032555 


Homo saniens P143 nrotein fP141^ mRNA 


NM 032549 


Homo ^aniens inner mitochondrial mpmhran p npntiHac^ 9 liV<= ^TA/fA/fP9T "i 

xxwiiiv/ ocxv-zx^xxo xixxx^x 111HU viiuiiui lul lllt-'lllL/l dllC | J |_/ L 1 Li d o C 1JL1V.C ^1 IVI 1 VI tr Z. j..^ 1^ 

mRNA 


NM 032548 


Homo sapiens BPOZ protein (BPOZ), mRNA 


NM 015080 


Homo ^anipn^ nenrevin 9 fiSTR^rTsT^ ml?T^JA 


NM 005676 


Homo sapiens RNA binding motif protein 10 (RJBM10), mRNA 


NM 032526 

i > xvx u J — j /.u 


xx^inu oapiciio \ajo\jil\s ilLiwiw^JllvJctoC A ^V^lN—x^} llxxviNjrV 


NM 03^483 


Homo ^nien<? HTPAP rvmfpin fHTPAPi mP"KF A 

XXLflllU oALJlWXlo XX X X JTVX [JL \J LC111 ^11 1 X /ll ^ ? IIlXNJLN/A. 


NM 032094 


Homo saoipn^; nrotnpadriprin aflmma QiiVifsnmilv A 19 /'Pr^TiW^ A 1 9\ froncrrinf 
A iviuu ocxiy xv^ixo pivjiuuauutiiii gdiiillld oixuxcillllljf A, 1 ^x ^L/XlvJri 1 Z-y 5 LI tilloOi ip L 

variant 2 mRNA 

rui mill 1 1 ixvjl i i \- 


NM 003735 


Homo saniens nro toe a dhprin aamma «;nlifami1v A 19 ^Pr^TitTOA 1 9^ franor»rir\+ 

J-XW 111V OU^lUiiO lyi VlUUaUllU 111 £^CL1 11111CL OtAL/XCllllll^ XX , 1 ^JL'lXvJxx i) LI dllaOI iUl 

variant 1 , mRNA 


NM 031887 


Homo sanipn^ nro-mplanin-prinppnrratiTicr hnrmnripJi'Vp 1 f PA/Tf^T-TT \\ ml? XT A 

-■■ -iw xxx«_f oapiviio JK iiiwidiiiii vvJiiiswiiui dLllig llVJlllIV/llvHJvC 1 ^x IYxV^xxXj 1 ) 9 IILtviNxv 


NM 032461 


Homo sapiens SPANX family, member Bl (SPxANXBl), mRNA 


NM 0069S6 


TTnmn car^iptic mplflnnma QntiCT^n ■fam-ilx/ T~i 1 ^ lV/f A r"lT7T*i 1 ^\ "D XT A 
J-A\jiiivj odLJiCllo UldailUIIld dilLl^CIi, Idlllliy ±J 9 I yiVl nvTr/l V 1 J 5 m ty }N A 


NM 005462 


Homo sapiens melanoma antigen, family C, 1 (MAGEC1), mRNA 


NM 00^375 


xxuiiiu Sapiens mioroLUDuic-associatea protein h \jyLj\jcH ) 7 transcript variant I , 
mRNA 


NM 030983 


Homo sanipriQ miprr»rnV>iilp-aQcnpintpH r>Tv^tpin A C\A A Pzl^ trancprint irario-nt /t 

J - J - v,AAA ^ iiopit/ila HlJv^HJLLUJUIt- aoiULlalCU. jJlULCllI *+ ^XVXxtJl H-^, UdTloCripi Vdridni T", 

mRNA 


NM 030S85 


a'-viii^ oaLJi^iic> liiiL/i ULUUUiC~aooUt>IaLCU ^xivJLClll t ^lvx/AJrH , ^ 3 UTcinSCOpL Variani j, 

mRNA 


NM 030884 


J-XV/iiiv^ ocllxicxxo llllWIULUUUlC~ctooUL/ld.tCil piOLClIl *t ^IVXrtJr^f^, LTdnSCnpi Variant Z ? 

mRNA 


NM 002374 


Ai-vjino oajjiciio iiiiui uLUDuic-dboucid-icti piuLciii z. \jyij\jr z,) 9 transcript variant l, 
mRNA 


NM 031847 


nuiiiu od|jiciii> iiiii-.iL»LLiuuic-dobuwidicci pujiciii z. \\y\.£\sr tTanscnpt variant *^r< i 
mRNA 


NM_031846 


Homo sapiens microtubule-associated protein 2 (MAP2), transcript variant 3, 
mRNA 


NM_031845 


Homo sapiens microtubule-associated protein 2 (MAP2), transcript variant 2, 
mRNA 


NM 032446 


Homo sapiens MEGF10 protein (MEGF10), mRNA 


NM 032417 


Homo sapiens SPxANX family, member D (SPANXD), mRNA 
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NM_0 13453 


Homo sapiens sperm protein associated with the nucleus, X chromosome, family 

•w^«-*"U^». A 1 /CD A XTV A 1 \ T» XT A 

member Al (bPAJNXAl), mRNA 


NM 020690 


Homo sapiens KIAA1085 protein (KIAA1085), mRNA 


XTA yf AlOni 

JNM_U12121 


Homo sapiens Cdc42 effector protein 4; binder of Rho GTPases 4 (CEP4), 
mRNA 


XT\ If A A 1 A 1 A 

NM UU1019 


Homo sapiens nbosomal protein SI 5a (RPS15A), mRNA 


NM 1)22551 


Homo sapiens ribosomal protein S 1 8 (RPS 1 8), mRNA 


NM_005909 


Homo sapiens microtubule-associated protein IB (MAP IB), transcript variant 1, 
mRNA 


NM_032010 


Homo sapiens microtubule-associated protein IB (MAP IB), transcript variant 2, 
mRNA 


NM 002373 


Homo sapiens microtubule-associated protein 1A (MAPI A), mRNA 


NM_031366 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 6, mRNA 


NM_031365 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 5, mRNA 


NM_031364 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 4, mRNA 


NMJ331363 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 3, mRNA 


NM_031362 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 2, mRNA 


*V Til AT /\ /A /~\ /"A /"V -t 

NM_000091 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 1, mRNA 


NM_002140 


Homo sapiens heterogeneous nuclear ribonucleoprotein K (HNRPK), transcript 
variant 1, mRNA 


NM_031263 


Homo sapiens heterogeneous nuclear ribonucleoprotein K (HNRPK), transcript 

* _ 1 ^ T"» 'VTA 

variant 3, mRNA 


JNM 03 1262 


Homo sapiens heterogeneous nuclear ribonucleoprotein K (HNRPK), transcript 
variant 2, mRNA 


INM U32414 


Homo sapiens prokineticin 1 precursor (PROK1), mRNA 


XTA 4" Art 1/1 

JNJVL UUJ214 


Homo sapiens TEA domain family member 3 (TEAD3), mRNA 


XTTVyf Al rri O 

JNJVL UlJOl3 


Homo sapiens DKPZP434K091 protein (PAL), mRNA 


JNJVL 


Homo sapiens apolipoprotein L, 4 (APOL4), mRNA 


lNIVl UZZU04 


Homo sapiens hypothetical protein FLJ12565 (FLJ 12565), mRNA 


XTTV/f A17071 
JN1VI Ui /y / 1 


Homo sapiens mitochondrial ribosomal protein L20 (MRPL20), mRNA 


NM 016504 


Homo sapiens mitochondrial ribosomal protein L27 (MRPL27), mRNA 


JNJVL U14lOvJ 


Homo sapiens mitochondrial ribosomal protein L42 (MRPL42), mRNA 


XTA/T AAAA1 A 


Homo sapiens alpha-2-macroglobulin (A2M), mRNA 


XTA/T AA/10O1 

JNJVL UU4oy 1 


Homo sapiens mitochondrial ribosomal protein L33 (MRPL33), mRNA 


xta/t AA/io/c/i 
JN JVl UU4 c o4 


Homo sapiens prostate differentiation factor (PLAB), mRNA 


XTA/f AAA/t^/1 

JN 1VI_UUU4 3 4 


Homo sapiens superoxide dismutase 1, soluble (amyotrophic lateral sclerosis 1 
(adult)) (MJD1), mRNA 


7\J7\yf 0,39701 
lNlVl ujZj7l 


Jtiomo sapiens small nuclear protein PRAC (PRAC), mRNA 


NM 032382 


Homo sapiens hypothetical protein FLJ22315 (FLJ22315), mRNA 


JNJVL UJzJo-) 


Homo sapiens hypothetical protein MGC5254 (MGC5254), mRNA 


NM 032363 


Homo saDien*; HhTT 9 -nrAfpin rW"PTT 9^ mT?"NTA 


NM 032335 


Homo sapiens hypothetical protein MGC14797 (MGC14797), mRNA 


NM 032276 


Homo sapiens hypothetical protein DKFZp547E052 (DKFZp547E052), mRNA 


NM_032272 


Homo sapiens hypothetical protein DKFZp586Gl 123 (DKFZp586Gl 123) 
mRNA 


NM_032260 


Homo sapiens hypothetical protein DKFZp434P144 (DKFZp434P144), mRNA 
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NM KjdZZd I 


W/vmr* campnc Twnrifhptirnl r»rntpin FT T2'3356 (FLJ23356^ mRNA 


JNJV1 UJZZZU 


u nTT1ft coni^nQ Vi\mntVipfiral nrntein FT T92283 fFLJ22983^ mRNA 

rxUIIlO odpiGIlo lly |JVJ Lilt**.! v<li LJlUlwill X ijjz>x.^uj i»»Ji.z.^uj ^ } * 


KT\A Ci'XIO 1 0 

iNivi u.}zz i y 


TTomo Q^nien^ hvnothetical nrotein FLJ22269 (TLJ22269\ mRNA 


NM 032204 


Homo sapiens hypothetical protein FL J2 1588 (FLJ2 1588), mRNA 


iNIVx_U3ZZU-> 


TTnmn Q«nien«; hvnntViPtical nrotein FLJ21423 fFLJ21423 > > TTlRNA 


NM 032202 


Homo sapiens hypothetical protein FLJ21404 (FLJ21404), mRNA 


NM U3zl 15 


u^m^ cQnipnc Tn\/rir*fhf*tir'al Tvrr\tf»in FT T1 9747 TFT 119747^ mRNA 
nomo sapiens nypoinciiuai pioicni jti^j i** / 1 / JL - ,J xz, /•t / j, nxAvx^-r-k, 


NM 032157 


Homo sapiens hypothetical protein FLJ1 1531 (FLJ1 1531), mRNA 


NM_032150 


Homo sapiens nypotneticai pro tern L)r%j?£jp £ tD*tr i /do \JlJ jsjt z^rHD^r i / jj;, 
mRNA 


NM_021005 


Jbiomo sapiens nuclear receptor suDiarniiy z, group r, memucr z ^iNix^rz,^, 
mRNA 


NM_020159 


Jbiomo sapiens nypotneticai protein ujsjt z^p / ozivzu i j ^x^xvrzp/ozivzux jj, 
mKJNA 


NM 015449 


rlomo sapiens Uiv-r z^r joou 1 /zz protem ^i_yxsjr z<r ~> oo^jt 1 /ZrZ,^, iixxnj.m/-v 


NM 015424 


Homo sapiens DKFZP586N2124 protein (DKFZP586N2124), mRNA 


NM_0 15235 


Homo sapiens likely ortnolog or mouse variant poiyaaenyiauon protein v^o ir- 
04; isJAAUocsy protein ^isJAA.uooyj, ituvin/v 


NM 015068 


Homo sapiens paternally expressed 10 (PEG 10), mRNA 


NM 014599 


Homo sapiens riri-aomam contammg 4 (r,rUJ4-), itiivin/v 


"V TX jT /"V t A A 1 1 

NM_014411 


Homo sapiens brain and nasopharyngeal carcinoma susceptibility protein (NSG- 
A), mRNA 


NM 007148 


Homo sapiens zmc linger protein v ly ^z>rNr i iy)> mruN/v 


NM_UU /ZOO 


rlomo sapiens oinumg protein i, puid.uvc ±\. 1 x ^v_j jl r ^-uiiiu-iii^, piuicm 
/xrrpr>p\ mP xr a 


1N1V1 vVOdld 


TJr»rv»rv conipnc ni litiTl cr^^r*! *fl r* T^Tot^Jl Cf* 1 S fTTSsPl Si TTlR r^J A 
xxOTllO Sd-piCIxb UUltj[UlllIl apCUlllL' piUlwdoC' LJ \ W OX L-J J) iaxxvx^i^v. 


NM 005726 


Homo sapiens Ts translation elongation factor, mitochondrial (TSFM), mRNA 


TvlTVyf AA^077 

NM UUOz// 


xiomo sapiens glycoprotein ivio/\ ^vjrx^iviorv^, nuviNjf-v 


NM 005437 


Homo sapiens nuclear receptor coactivator 4 (NCOA4), mRNA 


X.TTW K f\f\"\ ylin 

NM 001439 


Homo sapiens exostoses (multiple ;-iiKe z (hai.uzj, ulkjn/y 


NM 00126/ 


rlomo sapiens cnionae cnannei / (v^-La^in / ^, nirviN/\ 


NM021194 


Homo sapiens solute carrier lamiiy 3U (zmc transporter ), memoer i ^oll/^uaij, 


NM_0139oo 


Homo sapiens Jtswmg sarcoma oreaicpoint region i ^cvvoivij, tr£iiit>oxipL vaiwiu 

HWo-D, nixviN/\ 


NM 001013 


Homo sapiens ribosomal protein S9 (RPS9), mRNA 


NM UUDOl / 


nomo sapiens noosomai protein dih ^xvjt oitj, iiixvln^\. 


NM 006361 


Homo sapiens homeo box B 1 3 (HOXB 1 3), mRNA 1 


NM 000990 


Homo sapiens noosomai piotein i^z/a (ivr juz / i^j, mrviN/\ 


NM 005821 


Homo sapiens iNHKZ (NrJKzj, mKJN/\ _ 


"kttv k r\r\o /ICO 

NM_0034b3 


Homo sapiens mgn-moDility group jnoimisione cnromosomaij proLcin iboiunii a 

(x^LLVlvjrlv^- ) , mJtviN/\ 


NM_002129 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 2 

(VX\Aai\ mPM A 
^riivivjr^ j 9 iiu\A\i\ 


NM 005959 


Homo sapiens melatonin receptor IB (MTNR1B), mRNA 


NM 00^900 


nomo sapiens melatonin receptor i/v ^iviiiNrvi/A.^, iiu\ina 


NM 004739 

J. > xyx vy V/" i ~j y 


Homo sapiens metastasis-associated 1-like 1 (MTA1L1), mRNA 


NM_021644 


Homo sapiens heterogeneous nuclear ribonucleoprotein H3 (2H9) (HNRPH3), 
transcript variant 2H9 A, mRNA 


NM_012207 


Homo sapiens heterogeneous nuclear ribonucleoprotein H3 (2H9) (HNRPH3), 
transcript variant 2H9, mRNA 


NM 019597 


Homo sapiens heterogeneous nuclear ribonucleoprotein H2 (H') (HNRPH2), 
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mRNA 


NM_031203 


Homo sapiens heterogeneous nuclear ribonucleoprotein M (HNRPM), transcript 
variant 2, mRNA 


JNM_U0_>9oo 


Homo sapiens heterogeneous nuclear ribonucleoprotein M (HNRPM), transcript 
variant 1, mRNA 


XTTV /f f\(\ Af\/Z/Z 

JNM 004966 


Homo sapiens heterogeneous nuclear ribonucleoprotein F (HNRPF), mRNA 


JNM 032093 


Homo sapiens pregnancy-associated interferon (HTIFN), mRNA 


jNJVI 020236 


Homo sapiens mitochondrial ribosomal protein LI (MRPL1), mRNA 


NM 016050 


Homo sapiens mitochondrial ribosomal protein LI 1 (MRPL1 1), mRNA 


NM_005520 


Homo sapiens heterogeneous nuclear ribonucleoprotein HI (H) (HNRPH1), 
mRNA 


NM 002226 


Homo sapiens jagged 2 (JAG2), mRNA 


"KTA if r\c\ f o f\ r 

NM 006805 


Homo sapiens heterogeneous nuclear ribonucleoprotein AO (HNRPA0), mRNA 


NM_005463 


Homo sapiens heterogeneous nuclear ribonucleoprotein D-like (HNRPDL), 
transcript variant 1, mRNA 


NMJ331372 


Homo sapiens heterogeneous nuclear ribonucleoprotein D-like (HNRPDL), 
transcript variant 2, mRNA 


NM 031313 


Homo sapiens alkaline phosphatase, placental-like 2 (ALPPL2), mRNA 


NM 005080 


Homo sapiens X-box binding protein 1 (XBP1), mRNA 


NM_031267 


Homo sapiens cell division cycle 2-like 5 (cholinesterase-related cell division 
controller) (CDC2L5), transcript variant 2, mRNA 


NM_003718 


Homo sapiens cell division cycle 2-like 5 (cholinesterase-related cell division 
controller) (CDC2L5), transcript variant 1, mRNA 


NM000106 


Homo sapiens cytochrome P450, subfamily HD (debrisoquine, sparteine, etc., - 
metabolizing), polypeptide 6 (CYP2D6), mRNA 


NM_031862 


Homo sapiens membrane component, chromosome 17, surface marker 2 (ovarian 
carcinoma antigen CA125) (M17S2), transcript variant 3, mRNA 


NM_031858 


Homo sapiens membrane component, chromosome 17, surface marker 2 (ovarian 
carcinoma antigen CA125) (M17S2), transcript variant 2, mRNA 


NM_005899 


Homo sapiens membrane component, chromosome 17, surface marker 2 (ovarian 
carcinoma antigen CA125) (M17S2), transcript variant 1 , mRNA 


NM 032018 


Homo sapiens hypothetical protein DKFZp547N043 (DKFZP547N043), mRNA 


NM_0 14469 


Homo sapiens testes-specific heterogenous nuclear ribonucleoprotein G-T 
(HNRNPG-T), mRNA 


NM_002137 


Homo sapiens heterogeneous nuclear ribonucleoprotein A2/B1 (HNRPA2B1), 
transcript variant A2, mRNA 


NM_031243 


Homo sapiens heterogeneous nuclear ribonucleoprotein A2/B1 (HNRPA2B1), 
transcript variant Bl, mRNA 


KTTV JT AT 1 i C T 

NM__031 157 


Homo sapiens heterogeneous nuclear ribonucleoprotein Al (HNRPA1), 
transcript variant 2, mRNA 


XTX jf AAAf Of 

INM 009585 


Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 2. mRNA 


NM_032049 


Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 5, mRNA 


"VTA A A1 1 & C f\ 

JNM 031S50 


Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 4, mRNA 


NM 004835 


Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 3, mRNA 


NM 000685 


Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 1, mRNA 


NM_003965 


Homo sapiens chemokine (C-C motif) receptor-like 2 (CCRL2), mRNA 




tiomo sapiens cnemokine (C-C motif) receptor 9 (CCR9), transcnpt variant B, 
mRNA 


NM_031200 


Homo sapiens chemokine (C-C motif) receptor 9 (CCR9), transcript variant A, 
mRNA 


NM_031409 


Homo sapiens chemokine (C-C motif) receptor 6 (CCR6), transcript variant 2, 
mRNA 
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NM_004367 


Homo sapiens chemokine (C-C motif) receptor 6 (CCR6), transcript variant 1, 
mRNA 


NM 031371 


Homo sapiens RBPl-like protein fBCAAl transcriDt variant 2 nYRNA 


NM 016374 


Homo sapiens RBPl-like protein (BCAA), transcript variant 1, mRNA 


NM 004281 


Homo sapiens BCL2-associated athanogene 3 (BAG3), mRNA 


NM_032048 


Homo sapiens extracellular elvconrotein EMILIN-2 nrecimsor rFMTT TNT-?"* 
mRNA 


NM 032046 


Homo sapiens mosaic serine protease (MSP), mRNA 


NM_032045 


Homo Sapiens krin£le-COntaininP^ transmembrane nrotfMn* Vrinalp-mrlincr of»np» 

marking the eye and the nose (KREMEN), mRNA 


NM 032044 


Homo sapiens regenerating gene type IV (REG-IV), mRNA 


NM 032041 


Homo saoiens neurocalcin delta fNPAT TY\ mPfsJA 


NM_032039 


Homo saoiens hypothetical nrotein DfCF7n761 DO? 1 1 rrrtC TT7P761 DO? i 1 
mRNA 


NM 032038 


Homo sapiens SDinster-like Drotein fLOPS^985 , i mRTsTA 


NM_032020 


Homo sapiens hypothetical protein MGC1314 similar to fucosidase, alpha-L- 1, 
tissue (TVLGC 13 14^ mRNA 


NM 032016 


Homo sapiens hypothetical protein MGC325 1 (MGC325 1), mRNA 


NM_000323 


Aii^iiiu idpiciis ict piuLu-uncogene ^multiple enaocrme neoplasia ana meciuiiary 
thyroid carcinoma 1, Hirschsprung disease) (RET), transcript variant 1, mRNA 


NM 020975 


xiuuiu oapiciia icl piuiu-uiit/Ogcne ^muinpie enoocrme neoplasia ana meaullary 
thyroid carcinoma 1, Hirschsprung disease) (RET), transcript variant 2, mRNA 


NM 020630 


oa^ritna ici pi uiu-uiiL/ugciic iinuiupie enaocrme neoplasia ana meaullary 

thvroid carcinoma 1 HiT*<5pn<innincr rKcp^cf* i rp^T^ trancprint a mP\TA 
wAjrj. ^t*.A wixivrina x, xxii vsuiiojjj. uii^ uiacdbcj ^jvij/ 1 LTdiisciTpi variant ^t, miviN/v 


NM_020629 


Homo sapiens ret proto-oncogene (multiple endocrine neoplasia and medullary 
thvroid carcinoma 1 Hir^ch^nrimp fiiQenQp"! ^ftP""!"^ tr?incfriT>t A/QT-ifanf ^ m p\TA 


NM_016817 


Homo sapiens 2 , -5'-oligoadenylate synthetase 2 (69-71 kD) (OAS2), transcript 
variant 1, mRNA 


NM 006187 


Homo sapiens 2 , -5 t -oligoadenylate synthetase 3 (100 kD) (OAS3), mRNA 


NM_002535 


Homo saniens 2'-5'-oli&oadenv1ntp <5vnth<*t»Qp 9 f&Q 71 X-TW fC\&Q0\ frQnopnV»r 
variant 2, mRNA 


NM_002342 


Homo sapiens lymphotoxin beta receptor (TNFR superfamily, member 3) 
(LTBR), mRNA 


NM_002136 


Homo sapiens heterogeneous nuclear ribonucleoprotein Al (HNRPA1), 
transcript variant 1 , mRNA 


NM 001885 


Homo sapiens crvstallin alnha R (C\l VAR^ mT^lsTA 


NM_015139 


Homo sapiens iJJDF-elucuronic acirl/TTTjP->J-aret\/l a^l^otr^comiri^ Hual 
transporter (UGTREL7), mRNA 


NM_024333 


Homo sapiens fibronectin tvoe 3 and SPRY domain-containina nrotein /"P^ri^ 
mRNA 


NM 017947 


Homo sapiens molybdenum cofactor sulfurase (HMCS), mRNA 


NM 017934 


Homo sapiens pleckstrin homoloev domain interacting nrotein rPfTTP^ ml? "NT A 


NM_016492 


Homo sapiens homolog of yeast MOG1 (MOG1), mRNA 


NM 014185 


Homo sapiens homolog of yeast MOG1 (MOG1), mRNA 


NM 031965 


Homo sapiens haspin (GSG2), mRNA 


NM_031952 


Homo sapiens NYD-SP16 protein (NYD-SP16), mRNA 


NM 031950 


Homo sapiens Ksp37 protein (KSP37), mRNA 


NM 031949 


Homo sapiens NYD-TSPG protein (NYD-TSPG), mRNA 


NM_031945 


Homo sapiens oculospanin (OCSP), mRNA 


NM 031943 


Homo sapiens IFP38 (IFP38), mRNA 


NM 031942 


Homo sapiens c~Mvc target JPOl rjPOn. mRNA 


NM_03 1 94 1 1 Homo sapiens AIE-75 binding protein protein (MCC2), mRNA 
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NM 031938 


Homo sapiens putative b 3 b-carotene-9 , ,10 l -dioxygenase (B-DIOX-H), mRNA 


NM 031937 


Homo sapiens EBP50-PDZ interactor of 64 kD (EPI64), mRNA | 


NM 031921 


Homo sapiens AAA-ATPase TOB3 (TOB3), mRNA 


NM 031915 


Homo sapiens CLLL8 protein (CLLD8), mRNA 


NM_031911 


Homo sapiens complement-clq tumor necrosis factor-related protein 7 (CTRP7), 
mRNA 


NM_031910 


Homo sapiens complement-clq tumor necrosis factor-related protein 6 (CTRP6), 
mRNA 


NM_031909 


Homo sapiens complement-clq tumor necrosis factor-related protein 4 (CTRP4), 
mRNA 


NM 031904 


Homo sapiens hypothetical protein FKSG44 (FKSG44), mRNA 


NM 031903 


Homo sapiens mitochondrial ribosomal protein L32 (MRPL32), mRNA 


NM 031900 


Homo sapiens alanine-glyoxylate aminotransferase 2 (AGXT2), mRNA 


NMJB1897 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 6 
(CACNG6), mRNA 


NMJ)31896 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 7 
(CACNG7), mRNA 


NM 031939 


Homo sapiens B29 protein (B29), mRNA 


NM_031886 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 7 (KCNA7), mRNA 


NM 020992 


Homo sapiens PDZ and LIM domain 1 (elfin) (PDLIM1), mRNA 


NM 031407 


Homo sapiens upstream regulatory element binding protein 1 (UREB1), mRNA 


NM 030582 


Homo sapiens collagen, type XVIH, alpha 1 (COL18A1), mRNA 


NM 020390 


Homo sapiens eukaryotic translation initiation factor 5A2 (EIF5A2), mRNA 


NM 018980 


Homo sapiens taste receptor, type 2, member 5 (TAS2R5), mRNA 


NM 018417 


Homo sapiens soluble adenylyl cyclase (SAC), mRNA 


NM 016945 


Homo sapiens taste receptor, type 2, member 16 (TAS2R16), mRNA 


NM_004775 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
6 (B4GALT6), mRNA 


NM_003778 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
4 (B4GALT4), mRNA 


NM_003779 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
3 (B4GALT3), mRNA 


NM 001296 


Homo sapiens chemokine binding protein 2 (CCBP2), mRNA 


NM_001497 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
1 (B4GALT1), mRNA 


NM 014451 


Homo sapiens PTH-responsive osteosarcoma Bl protein (Bl), mRNA 


NM 031265 


Homo sapiens mucin and cadherin-like (MUCDHL), transcript variant 4, mRNA 


NM 031264 


Homo sapiens mucin and cadherin-like (MUCDHL), transcript variant 3, mRNA 


NM 017717 


Homo sapiens mucin and cadherin-like (MUCDHL), transcript variant 2, mRNA 


NM 021924 


Homo sapiens mucin and cadherin-like (MUCDHL), transcript variant 1, mRNA 


NM 019855 


Homo sapiens calcium binding protein 5 (CABP5), mRNA 


NM 016367 


Homo sapiens calcium binding protein 3 (CABP3), mRNA 


NM 031204 


Homo sapiens calcium binding protein 2 (CABP2), transcript variant 2, mRNA 


NM 005201 


Homo sapiens chemokine (C-C motif) receptor 8 (CCR8), mRNA 


NM_000786 


Homo sapiens cytochrome P450, 51 (lanosterol 14-alpha-demethylase) (CYP51), 
mRNA 


NM_030908 


Homo sapiens olfactory receptor, family 2, subfamily A, member 4 (OR2A4), 
mRNA 


NM 001009 


Homo sapiens ribosomal protein S5 (RPS5), mRNA 


NM 001032 


Homo sapiens ribosomal protein S29 (RPS29), mRNA 


NM 001014 


Homo sapiens ribosomal protein S10 (RPS10), mRNA 
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NM 000991 


Homo sapiens ribosomal protein L28 (RPL28), mRNA 


NM_000782 


Homo saoiens cvtochrome P450 subfamilv XXIV (vitamin D 24-hvdrnxv1a<:e^ 
(CYP24), mitochondrial protein encoded by nuclear gene, mRNA 


NM_031226 


Homo sapiens cytochrome P450, subfamily XIX (aromatization of androgens) 
(CYP19), transcript variant 2, mRNA 


NM_000103 


Homo sapiens cytochrome P450, subfamily XLX (aromatization of androgens) 
(CYP 1 9), transcript variant 1 , mRNA 


NM_000498 


Homo sapiens cytochrome P450, subfamily XIB (steroid 1 1-beta-hydroxylase), 
polypeptide 2 (CYP1 1B2), mitochondrial protein encoded by nuclear gene, 
mRNA 


NM_000102 


Homo sapiens cytochrome P450, subfamily XVII (steroid 17-alpha- 
hvdroxvlaseV adrenal hvoernlasia rCYP17^ mRNA 


NM_000497 


Homo sapiens cytochrome P450, subfamily XIB (steroid 1 1-beta-hydroxylase), 

POlvoentide 1 fCTYTPllBl^ mitochondrial nrnteiri enr-nHprl V>v nnrlpar crenf* 

mRNA 


NM_0 17460 


Homo sapiens cytochrome P450, subfamily IIIA (niphedipine oxidase), 
polypeptide 4 (CYF3A4) mRNA 


NM_0 18482 


Homo sapiens development and differentiation enhancing factor 1 (DDEF1), 
mRNA 


NM 016366 


Homo sapiens calcium binding protein 2 (CABP2), transcript variant 1, mRNA 


NM 007255 


Homo sanien 5 ? wlo^vlnrntpin hetn 1 4-ora1ar*tnc\/1tr5inc"f< a r5»cf> r»r\1tn-\* : »T»tir1p> 7 

(galactosyltransferase I) (B4GALT7), mRNA 


NM_006668 


Homo sapiens cvtochrome P450 subfamilv 46 f cholesterol 24-hvnVnxvlflse^ 
(CYP46), mRNA 


NM_000781 


Homo sapiens cvtochrome P450 subfamilv XT A fchnlesternl sirle rVkai*n 
cleavaee^ fCYPHA\ nuclear eene encoding mitochondrial nrotein mRNA 


NM 000579 


Homo sapiens chemokine (C-C motif) receptor 5 (CCR5), mRNA 


NM 001295 


Homo sapiens chemokine (C-C2 motifs recentor 1 fOCR 1^ m"R>JA 


NM_031492 


Homo sapiens hvpothetical nrotein similar to RNA-rvmdiriP" rvrntein lark- 
(MGC10871), mRNA 


NM 031488 


Homo sapiens hypothetical Drotein DKFZo761I141 (DKFZP761 11411 mRNA 


NM_031469 


Homo sapiens SH3 domain binding glutamic acid-rich protein like 2 
(SH3BGRL2), mRNA 


NM 031468 


Homo sapiens calneuron 1 (CALN1), mRNA 


NM_031462 


Homo sapiens hypothetical protein DKFZp761H2024 (DKFZP761H2024), 
mRNA 


NM 031458 


Homo sapiens B aggressive lymphoma gene (BAL), mRNA 


NM 031445 


Homo sapiens hypothetical protein MGC4268 (MGC4268), mRNA 


NM 031440 


Homo sapiens transmembrane protein 7 (TMEM7), mRNA 


NM_031429 


Homo sapiens retbindin (RTBDN), mRNA 


NM_031427 


Homo sapiens hypothetical protein MGC12435 (MGC12435\ mRNA 


NM 031426 


Homo sapiens hypothetical protein FLJ12783 (TLJ12783) mRNA 


NM 031422 


Homo sapiens GalNAc-4-sulfotransferase 2 (GALNAC4ST-2), mRNA 


NM_031415 


Homo sapiens melanoma-derived leucine dinner extra-nuclear fartnr ChAJ 7T*^\ 
mRNA 


NM_031413 


Homo saoiens cat eve ^vndrrvme rhrnmnQnmp recrinn eanHirlate 0 (C i Tl(~ x Ti'J\ 

mRNA 


NM_022719 


Homo sapiens DiGeorge syndrome critical region gene DGSI; likely ortholog of 
mouse expressed sequence 2 embryonic lethal (DGSI), mRNA 


NM_000669 


Homo sapiens alcohol dehydrogenase 1C (class I), gamma polypeptide 
(ADH1C), mRNA 


NM 000667 


Homo sapiens alcohol dehydrogenase 1A (class I), alpha polypeptide (ADH1A), 
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mRNA 


NM_0 18833 


Homo sapiens transporter z, Alr-bmamg cassette, suD-iamuy a (M.LJK/1 J\r) 
( 1 Arz), transcript variant Z, mKJN A 


NM_000544 


Homo sapiens transporter 2, ATP-binding cassette, sub-family B (MDR/TAP) 
(TAP2), transcript variant 1, mRNA 


NM_000593 


Homo sapiens transporter 1, Alr-binamg cassette, sub-tamily Jt> (MLJK/I Arj 

/T A "D 1 \ _^_.T> XT A 

(IAP1), mRNA 


NM 004678 


Homo sapiens variable charge, Y chromosome, 2 (V CY2), mRNA 


NM_0 12392 


Homo sapiens PEF protein with a long N-terminal hydrophobic domain (peflin) 
(Rbr), mKJN A 


NM 031308 


Homo sapiens epiplakin 1 (EPPK1), mRNA 


NM 031299 


Homo sapiens hypothetical protein JViCjUZj / / (MLjCZ:> / /), mKJN A 


NM 012480 


Homo sapiens zinc finger protein 73 (Cosl2) (ZNF73), mRNA 


NM_030881 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 17 (/ZkD) 

/T\TW 1 **?\ J .. I A * ■* '"I Tt "K T A 

(DDX17), transcript variant z, mRNA 


NM_006386 


Homo sapiens DEAD/H (Asp-Glu- Ala-Asp/His) box polypeptide 17 (72kD) 
(DDX17), transcript variant l, mRNA 


NMJ)03587 


Homo sapiens DEAD/H (Asp-Glu- Ala-Asp/His) box polypeptide 16 (DDX16), 
mRNA 


NM 000478 


TT * 11 1* 1- 1 . 1 • ft n • J /AT T»T \ T~» ~K T A 

Homo sapiens alkaline phosphatase, liver/bone/kidney (ALPL), mRNA 


NM_004820 


Homo sapiens cytochrome P450, subfamily VTIB (oxysterol 7 alpha- 

11 1 N 1 j_ ' _S 1 /" / 1 \ ^7 f*k 1 \ T*k "VTA 

hydroxylase), polypeptide 1 (CYP7B1), mRNA 


NM_000780 


Homo sapiens cytochrome P450, subfamily VILA (cholesterol 7 alpha- 
monooxygenase), polypeptide 1 (CYP7A1), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_016166 


Homo sapiens DEAD/H (Asp-Glu- Ala- Asp/His) box binding protein 1 
(DDXBP1), mRNA 


NM 016373 


Homo sapiens WW domain-containing oxidoreductase (WWOX), mRNA 


NM 024164 


Homo sapiens tryptase beta z (lrbrsz), mKJN A 


NM 003294 


Homo sapiens tryptase beta 1 (TPSB1), mRNA 


NM_03l3lO 


Homo sapiens fenestrated-endothelial linked structure protein; PV-1 protein 
(rv 1), mKJN A 


XTA /T A1 1 Q rV) 

NM OJUUz 


Homo sapiens gycosyltransferase (LOC83468), mRNA 


xta a ninnA 
NM UJ1JUU 


Homo sapiens nypotnetical protein jykjUZ^o.} v ivivjczjooj, mKiNA 


NM_U3 lZy / 


Homo sapiens nypotnetical protein ussj^zjp / oirii/iu (\Jb%j?Zsr /oixii / iuj, 

™,T> XT A 

TTlKJNA J 


NM UJlZb/ 


Homo sapiens nypoxnencai protein ivivjv^j Ijj ^ivivj^j ijj ), mjtsJN/\ 


JNJV1 UolZou 


xiomo sapiens oJntoJDvjKX»j-iiive protein ^orijJDvjrvJLfj j, iiiinjn/v 


JNM UJlZoO 


Jtiomo sapiens nypotnetical protein rriuj / (x\r iuo / ), miviN/v 


JN1V1 U31Z/y 


riomo sapiens aianme-giyoxyiate ammotransierase z-iuce 1 ^auaizli iruviNA 


NM 030970 


Homo sapiens hypothetical protein MGC3771 (MGC3771), mRNA 


NM 014357 


Homo sapiens skin-specific protein (XP5), mRNA 


>r» * AlAf AA 

NM 030590 


Homo sapiens matnlm 4 (MA TN4), transcnpt variant z, mKJNA 


NM 031246 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 2 (PSG2), mRNA 


NM 017422 


Homo sapiens calmoduhn-like skin protein (CLbr), mKJNA 


NM_005956 


Homo sapiens methylenetetrahydrofolate dehydrogenase (NADP+ dependent), 

rvtofl^oti't/ltpiTO \x\T(\irc\£r*\ckTe* c~\.TC*\r\V\'\ir\-rr^\ o Tr\-»-m'\rlff*'h"5l rl\/HTT*Tr%l S*tf=* c\m*fVlF>fci c^* 

metnenyiLCLi diiyui uioiaie t/yL/iunyciroiase, loiniy ilcu aii^unjivjiu.ic ayiiLiicicioc 
(MTHFD1), mRNA 


NM 005906 


Homo sapiens male germ cell-associated kinase (MAK), mRNA 


NM 006389 


Homo sapiens oxygen regulated protein (150kD) (ORP150), mRNA 


NM 004803 


Homo sapiens organic cationic transporter-like 4 (ORCTL4), mRNA 


NM 030984 


Homo sapiens thromboxane A synthase 1 (platelet, cytochrome P450, subfamily 
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V) (TBXAS 1), transcript variant TXS-H, mRNA 


NMJXH061 


Homo sapiens thromboxane A synthase 1 (platelet, cytochrome P450, subfamily 
V) (TBXAS 1), transcript variant TXS-I, mRNA 


NM_000773 


Homo sapiens cytochrome P450, subfamily HE (ethanol-inducible) (CYP2E), 
mRNA 


NM 030592 


Homo sapiens matrilin 4 (MATN4), transcript variant 3, mRNA 


NM 003833 


Homo sapiens matrilin 4 (MATN4), transcript variant 1, mRNA 


NM 005355 


Homo sapiens kinesin-like 3 (KNSL3), transcript variant 2, mRNA 


NM 030615 


Homo sapiens kinesin-like 3 (KNSL3), transcript variant 1, mRNA 


NM 004523 


Homo sapiens kinesin-like 1 (KNSL1), mRNA 


NM_005000 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 5 
(13kD, B13) (NDUFA5), nuclear gene encoding mitochondrial protein, mRNA 


NM_004541 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 1 
(7.5kD, MWFE) (NDUFA1), nuclear gene encoding mitochondrial protein, 
mRNA 


NM 000771 


Homo sapiens cytochrome P450, subfamily IIC (mephenytoin 4-hydroxylase), 
polypeptide 9 (CYP2C9), mRNA 


NM 000772 


Homo sapiens cytochrome P450, subfamily EC (mephenytoin 4-hydroxylase), 
polypeptide 18 (CYP2C18), mRNA 


NM 017778 


Homo sapiens Wolf-Hirschhorn syndrome candidate 1-like 1 (WHSC1L1), 
transcript variant short, mRNA 


NM_023034 


Homo sapiens Wolf-Hirschhorn syndrome candidate 1-like 1 (WHSC1L1), 
transcript variant long, mRNA 


NM 000766 


Homo sapiens cytochrome P450, subfamily HA (phenobarbital-inducible), 
polypeptide 13 (CYP2A13), mRNA 


NM 006646 


Homo sapiens WAS protein family, member 3 (WASF3), mRNA 


NM 018560 


Homo sapiens WW domain-containing oxidoreductase (WWOX), mRNA 


NM 014110 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 8 (PPP1R8), 
mRNA 


NM 004109 


Homo sapiens ferredoxin 1 (FDX1), nuclear gene encoding mitochondrial 
protein, mRNA j { . 


NM 030671 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 5, mRNA 


NM 030670 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 6, mRNA 


NM 030669 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 3, mRNA 


NM_030668 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 4, mRNA 


NM_030667 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 1, mRNA 


NM_002848 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 2, mRNA 


NM 021979 


Homo sapiens heat shock 70kD protein 2 (HSPA2), mRNA 


NM_024005 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 (DDX3), 
transcript variant 1, mRNA 


NM_001356 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 (DDX3), 
transcript variant 2, mRNA 


NM 020216 


Homo sapiens arginyl aminopeptidase (aminopeptidase B) (RNPEP), mRNA 


NM 006990 


Homo sapiens WAS protein family, member 2 (WASF2), mRNA 


NM 012467 


Homo sapiens tryptase gamma 1 (TPSG1), mRNA 


NM 007317 


Homo sapiens kinesin-like 4 (KNSL4), mRNA 
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NM 004256 


tiomo sapiens organic canonic transptJi ici nivc. -» v WAVVv x -^-v* iiaa> ^ ^-^ *- 


NMJ)00774 


tt _ ^.^^ - - ^,, r 4-^r»'k-rrkT¥i^ PA^rt ci lT^fflTnilv TTF r>nl vnentide 1 YP2F 1 J. 

Homo sapiens cyiocnrome r*tju, buuidiuiiy ±±± , h^ajp^p"^ a a - l a /9 

mRlNA . . 


NM_000769 


u rtWrt o^^^»-»c r»xrf-^nV>rrkTYip PdSft QiiVifflmilv TTC fmenhenvtoin 4-hvdroxvlase), 
j^omo sapiens cyiocnxoruc rnju, &uuAaiiinj j_lv_^ ^iiiuj^iiwiaj wiii ^ »*j y, 

poiypeptiae ^v^urz^i^j, uuviN-rt. 


NM 031220 


Homo sapiens PYK2 N-terrninal domain-interacting receptor 1 (NIR1), mRNA 


NM 031212 


Homo sapiens nypotneiicai protein rsruu iu ^Nr^uiu;, uuu^n 


NM 031211 


Homo sapiens LAT1-3TM protein (LAT1-3TM), mRNA 


NM 031209 


Homo sapiens tKJNA-guanine transgiycosyiase ^ivjrr^, nuvrN-rw 


NM 031206 


Homo sapiens nypotnencai proiem ri^j lzd^j yri^j l^.jj^jj 9 iiuvrN-rv 


NM_006904 


Homo sapiens protein kinase, DNA-activated, catalytic polypeptide (PRJKDC), 
mRNA . 


NM_030963 


Homo sapiens hypothetical protein DKFZp43401427 (DKFZP43401427), 
mRNA . 


NM 030931 


Homo sapiens epididymal secretory protein ESP 13. 2 (ESP 13. 2), mRNA 


NMJ)30905 


Homo sapiens olfactory receptor, iamny z, suDiamiiy J, memoer z {kjf^j^j, 

^,t> TvT A 

mKJNA . : 


NM_030903 


Homo sapiens olfactory receptor, family 2, subfamily W, member 1 (OR2W1), 
mRNA — — 


NMJ) 12377 


Homo sapiens oliactory receptor, iamny /, suDiamiiy v^, mcmuci ± ^ujv/v^, 
mRNA 


NM 030981 


Homo sapiens small ulr-Dinaing protein ^kaxjld;, mt^iN/^ 


NM_030974 


Homo sapiens hypothetical protein DKFZp434N1923 (DKFZP434N1923), 
mRNA 


NM 030973 


Homo sapiens hypothetical protein ICBAFUob ^I^t5/\>ru/j5;, iiusjn/\ 


NM_030968 


Homo sapiens G protein coupled receptor interacting protein, compiemeni-ciq 
tumor necrosis iactor-related (Z,61vj3 /), mKJNA 


NM_030945 


Homo sapiens complement-ciq tumor necrosis lacior-reiaicu proiem, uv^iy 

ortnolog ot mouse LxL/JtvoZO ^collagenous repcdL-ouiiiaiiiiiig stijuui^^ kj± 

protein) [\, i jsJtj j, mts-iN/v 


NM 030yJo 


u nrnr , oon i Pnc ViAmntViptiral nrntein DKFZr>434C 1 3 5 (DKFZP434C135>), mRNA 
JrloiTio sapiens nypomc lil-<ii pi l> lc.hi jlvivi ^p^^^^ v^-^^^-^ T^^^-^iy, 


NM 030935 


Homo sapiens TSC-22-like (THG-1), mRNA 


NM 030926 


Homo sapiens integral memorane proieiu d vaaiva^ j, inivi^-rL 


NM 030893 


Homo sapiens CD1E antigen, e polypeptide (CD1E), mRNA 


NM 014067 


TT ' „ T T) T~> 1 £1 w/\foi-r> /T "I? "PI mP\TA 

Homo sapiens LKrlo protein (i^Kr loj, mKJN/v 


NM 030661 


Homo sapiens nomeo box A3 (hiU^Ao j, mtON/\ 


NM_030879 


Homo sapiens omall evoiutionaniy conserveu ssss^, rc&cniuiiii^ wj-y ukj^ ohao.ii 
nucleolar (X1UZ), mKJNA 


NM_pi2373 


• „ y-xi-Po/^+/\i-t/ rArpr»trtT fVimilv ^ QnHfamilv A member 3 (OR3A3 )« 
rlomo sapiens onaciory receptor, lauiiiy j>, &uuiainu i y iii^iiit/wi ^ ^viw^ 

mRNA 


XTA /f A1 f ATI 

NM 0150/2 


Homo sapiens j^xJ\j\\jyyo proicin ^jvl/aa.u77o^, iiuvi^n. 


NM 030ooZ 


Homo sapiens apo lipoprotein jl., z. ^/^_r ul^j, uuvln/\ 


NM 002623 


Homo sapiens preioium 4 (rxJL>j>iHj, injtsjN/\ 


NM 022167 


rlomo sapiens xyiosyitransierase 11 ^ai^;, iiirviNrv 


NM_017506 


Homo sapiens olfactory receptor, family 7, subfamily C, member 1 (OR7C1), 
mRNA 


NM 003372 

X N XV J. \J\J ~> -J I 4* 


Homo sapiens von Hippel-Lindau binding protein 1 (VBP1), mRNA 


NM 016097 


Homo sapiens HSPC039 protein (HSPC039), mRNA 


NM 014646 


Homo sapiens lipin 2 (LP1N2), mRNA 


NM_005880 


Homo sapiens DnaJ (Hsp40) homolog, subfamily A, member 2 (DNAJA2), 
mRNA 


NM 006755 


Homo sapiens transaldolase 1 (TALDOl), mRNA 
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Hnmr. cani<»n<5 DiGeorffe svndrome critical region gene 2 (DGCR2), mRNA 


JNJYL UUMj/ 
NM 000022 


Homo sapiens adenosine deaminase (ADA), mRNA 


NM 003215 


Homo sapiens tec protein tyrosine kinase (TEC), mRNA 


NM 018425 


Homo sapiens phosphatidylinositol 4-kinase type H (PI4KH), mRNA 


NM 025238 


Homo sapiens BTB (POZ) domain containing 1 (BTBD1), mRNA 
Homo sapiens G protein-coupled receptor 10 (GPR10), mRNA 


NM 004248 
NM 001642 


Homo sapiens amyloid beta (A4) precursor-like protein 2 (APLP2), mRNA 


NM 030821 


Homo sapiens group XII secreted phosphohpase A2 (PLA2G12), mRNA 


NM 030820 


Homo sapiens hypothetical protein DKFZp564B052 (DKFZd564B052), mRNA 


NMJ)30816 


Homo sapiens hypothetical protein DKFZp566D1346 (DKFZP566D1346), 
mRNA 


NM 030807 


Homo sapiens glucose transporter protein 10 (GLUT10), mRNA 


NMJ)30798 


Homo sapiens hypothetical proiein i^jsj^ph^ha^uh-z,! yuss^r ^j-*is\j-t** ± 
mRNA 


NMJ)30797 


Homo sapiens hypothetical protein DKFZp566A1524 (DKFZP566A1524), 
mRNA 1 


NM 030788 


Homo sapiens DC-specific transmembrane protein (LOC81501), mRNA 
Homo sapiens factor H-related protein 5 (FHR5), mRNA 


NM 030787 
NM 030786 


Homo sapiens intermediate filament protein syncoilin (SYNCOELIN), mRNA 


NM 030785 


Homo sapiens ortholog of mouse radial spokehead-like 1 (RSHL1), mRNA 


NM_030784 


Homo sapiens brain expressed G-protein-coupled receptor PSP24 beta 
(PSP24B), mRNA 


NM 030783 


Homo sapiens phosphatidylserine synthase 2 (PTDSS2), mRNA 


NM 030779 


Homo sapiens Eag-related gene member 2 (ERG2), mRNA 


NM 030774 


Homo sapiens prostate specific G-protem coupled receptor (PSGR), mRNA 


NM 030772 


Homo sapiens connexin 59 (GJA10), mRNA 


NMJB0764 


Homo sapiens SH2 domain-containing phosphatase anchor protein 1 (SPAP1), 
mRNA 


NM 030763 


Homo sapiens nucleosomal binding protein 1 (NSBP1), mRNA 


NM 030757 


Homo sapiens makorin, ring finger protein, 4 (MKRN4), mRNA 


NM__021813 


Homo sapiens BTB and CNC homology 1, basic leucine zipper transcription 
factor 2 (BACH2), mRNA 


NM 020819 


Homo sapiens KIAA141 1 protein (KIAA141 1), mRNA 


NM_030751 


Homo sapiens transcription factor 8 (represses mterleukin 2 expression) (TCF8), 
mRNA 


NM 030754 


Homo sapiens serum amyloid A2 (S AA2), mRNA 


NM 030752 


Homo sapiens t-complex 1 (TCP1), mRNA 


NM_030756 


Homo sapiens transcription factor 7-like 2 (T-cell specific, HMG-box) 
(TCF7L2), mRNA 


NM 006010 


Homo sapiens arginine-rich, mutated in early stage tumors (ARMET), mRNA 


NM 001182 


Homo sapiens aldehyde dehydrogenase 7 family, member Al (ALDH7A1), 
mRNA 


NM 000382 


Homo sapiens aldehyde dehydrogenase 3 family, member A2 (ALDH3AZ), 
mRNA 


NM 003486 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 5 (SLC7A5), mRNA 


NM_000694 


Homo sapiens aldehyde dehydrogenase 3 family, member Bl (ALDH3B1), 
mRNA 


NM_000693 


Homo sapiens aldehyde dehydrogenase 1 family, member A3 (ALDH1A3), 
mRNA 


NM_030381 


Homo sapiens GLI-Kruppel family member GLI2 (GLI2), transcript variant 3, 
mRNA 
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NM_03O380 


Homo sapiens GLI-Kruppel family member GLI2 (GLI2), transcnpt vanant 2, 
mRNA 


NM_030379 


Homo sapiens GLI-Kruppel family member GLI2 (GLI2), transcnpt vanant 1, 
mRNA 


NM_020166 


Homo sapiens methylcrotonoyl-Coenzyme A carboxylase 1 (alpha) (MCCC1), 
mRNA 


NM_005270 


Homo sapiens GLI-Kruppel family member GLI2 (GLI2), transcnpt vanant 4, 
mRNA 


NM 002381 


Homo sapiens matnlm 3 (MATN3) precursor, mRNA 


NM 030583 


Homo sapiens matrilin 2 (MATN2) precursor, transcript variant 2, mRNA 


NM 002380 


Homo sapiens matrilin 2 (MATN2) precursor, transcript variant 1, mRNA 


NM 002379 


Homo sapiens matrilin 1, cartilage matrix protein (MATN1), mRNA j 


NM_000168 


Homo sapiens GLI-Kruppel family member GLI3 (Greig cephalopolysyndactyly 
syndrome) (GLI3), mRNA 


NM 003462 


Homo sapiens dynem, axonemal, light intermediate polypeptide (P28), mRNA 


NM 017493 


Homo sapiens Hin-1 (HSHIN1), mRNA 


NM_005602 


Homo sapiens claudin 1 1 (oligodendrocyte transmembrane protein) (CLDN1 1), 
mRNA 


NM 001195 


Homo sapiens beaded filament structural protein 1, filensin (BFSP1), mRNA 


NM 004987 


Homo sapiens L1M and senescent cell antigen-like domains 1 (LIMS1), mRNA 


NM 000412 


Homo sapiens histidine-rich glycoprotein (HRG), mRNA 


NM_024494 


Homo sapiens wingless-type MMTV integration site family, member 2B 
(WNT2B), transcript variant WNT-2B2, mRNA 


NM_004993 


Homo sapiens Machado- Joseph disease (spinocerebellar ataxia 3, 
olivopontocerebellar ataxia 3, autosomal dominant, ataxin 3) (MJD), transcript 
variant 1, mRNA 


NM_004185 


Homo sapiens wingless-type MMTV integration site family, member 2B 
(WNT2B), transcript variant WNT-2B1, mRNA 


NM 024415 


Homo sapiens VASA protein (VASA), transcript variant 2, mRNA 


NM_004398 


Homo sapiens DEAD/H (Asp-Glu- Ala-Asp/His) box polypeptide 10 (RNA 
helicase) (DDX 1 0), mRNA 


NM_004397 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 6 (RNA 
helicase, 54kD) (DDX6), mRNA 


NM_004396 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 5 (RNA 
helicase, 68kD) (DDX5), mRNA 


NM_030588 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 9 (RNA 
helicase A, nuclear DNA helicase II; leukophysin) (DDX9), transcript variant 2, 
mRNA 


NM.001357 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 9 (RNA 
helicase A, nuclear DNA helicase II; leukophysin) (DDX9), transcript variant 1, 
mRNA 


NM_004660 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide, Y 
chromosome (DBY), mRNA 


NM 019039 


Homo sapiens VASA protein (VASA), transcript variant 1, mRNA 


NM 012382 


Homo sapiens osmosis responsive factor (OSRF), mRNA 


NM_000387 


Homo sapiens solute carrier family 25 (carnitine/acylcarnitine translocase), 
member 20 (SLU25 A20), mitochondrial protein encoaea oy nuciear gene, 
mRNA 


NM 007240 


Homo sapiens dual specificity phosphatase 12 (DUSP12), mRNA 


NM_004940 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 7 (RNA 
helicase, 52kD) (DDX7), mRNA 


NM 004939 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 1 (DDX1), 
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_„T-> Tv T A 


NM 013366 


Homo sapiens anapnase-promoiing compicA buuuim jl yt^± ^^j-> uuxi^n. 


NM_003791 


Homo sapiens niemDrane-DOunci transcription iduiui piuica&c, aiic i ^ a/, 

*vVD>vT A 




XxOITlO Sapiens pOLaoSlU.111 VUlLa.gC~ga.lCVl i/ixaiXLici, KA^iciy v-/*a 1 vywuiiwi , ouui uniiij w. 


JN1V1 \)\)Oy\JD 


TJrvmri c^rtipnc fn at as nip, nvTonVin^nliatase fSH)6-306V mRNA 


NM 020956 


Homo sapiens periaxin (KIAA1620), mRNA 


NM 015435 


rlOTllO sapiens uouuie ring-linger pruicin, jl/uiiui xi^j, nixvi^r-L 


"K TX Jf A 1 /I O O O 

NM 014338 


Homo sapiens pnospnauoyisennc aecarDoxyidbc ^jriox/ j, uuviN/v 


NM 021954 


Homo sapiens gap junction protein, alpha 3, 46kD (connexin 46) (GJA3), mRNA 


NM 023068 


Homo sapiens sialoadhesin (SN), mRNA 


NM_022821 


Homo sapiens elongation 01 very long cnam iatxy acias ^rrsiNi/xiioz, oujv^/diuj, 
yeastj-lilce l (liJ^iJVJLi), mtUN/v 


NM 021126 


riomo sapiens mercaptopyruvaLc suiiurudiiM.erd.oc ^iyltoi ) y iiusj.^<r\. 


NM 030666 


Homo sapiens serine (xvr cysteine^ proxeinasc lnniuiLur, ciduc d ^uvdiuunimy, 
memoer i ^otiivx^iiNjcJi ), twsas/\ 


NM 024U14 


xlomo sapiens nomeo uox /vo ^nvjA/\o^ 3 uitvina. 


NM 030665 


riomo sapiens rexmoic aciu mauccu i ^rvrvii nuviNn. 


NM 030663 


Homo sapiens mitochondrial capsule selenoprotein (MCSP), mRNA 


NM 030664 


Homo sapiens pnospnotnesterase reiaiea ^jr ixiivj, ixuviN/A. 


NM 030662 


Homo sapiens mitogen-activated protein kinase kinase 2 (MAP2K2), mRNA 


NM 024896 


Homo sapiens hypothetical protein bLJZ33\Jy (rL,JZj3Vy), mtON/v 


NM 002183 


Homo sapiens mterleukm 3 receptor, alpna (^low anmiiyj ^LLorv/\;, ihkina 


NM_021244 


Homo sapiens Kag L) protein, nypOLneticai oiJr-Dmaing pruicm 
DKFZp761H171 (RAGD), mRNA 


"XTPV JT AACAOP 

NM_0050o6 


Homo sapiens jljjna segment on cnromosomc anu x ^uxum-ic^ i-?^ t/A^i. w^o^u. 
sequence (JJAioijjiij, rruviNA 


NM 016090 


Homo sapiens j\jN/\ omaing mom proiem / ^ivDivx/ iiuvin/^ 


NM 013306 


Homo sapiens sorting nexin 15 (SNX15), mRNA 


"V TTV It e\ 1 O O /"I 

NM_0 18362 


Homo sapiens likely ortnoiog 01 mouse 1wJLjn-/v_,, mammauan j^iiN-/ prutcui j 

fT TXT 1 f~*\ W D\T A 

(LJLN-/-C), mKJNA 


NM 018300 


Homo sapiens zinc finger protein 83 (HPF1) (ZNF83), mRNA 


-v -r-|v JT A1 A'"! C A 

NM 014754 


Homo sapiens pnospnatiaylsenne syntnase i (nuooi), mi\iN/\ 


-V TTV /T AA/f 1 /in 

NM_006140 


Homo sapiens colony stimulating tactor z receptor, aipna, iow-aiiiniLy 
(granulocyte-macropnage; ^orz.K/\j, miviN/\ 


xnv/f aa/ia/ic* 


Homo sapiens acetyl serotonin kj -meinyi trans icidbc ^/^oivi a uuuNn. 


NM_U02414 


Homo sapiens antigen lQentineu oy monociondi diiiiuuu.icc> i / , x ^1 onu v^x ^ 

/'AifT/^'JA ml? XT A 


XT\yf AA'> 1 


xiomo sapiens mterieuKin y rcccpior \ix^yj\.j, nxixi>-rv 


JNiVl UjUOj / 


T-Ti-i-rv-v r\ riTMPnc 1<»tic intn'noi'p m f^mVvrCJ Tl P» T*T"i^i"P1TI *7 1 1 QkTji 1 T .1 IvI / 1 TTlrvNA. 

xiomo sapiens icnb lnirinML/ mcniuidiic [jiouciii ^ v 1 v- 1 — ,j - LVAX -y: uuvltix 


NM 014349 


Homo sapiens apolipoprotein L, 3 (APOL3), mRNA 


NM UZZOoo 


Homo sapiens mesoaerm aeveiopment canaiuaic i ^iyxji»ox^v^ij, nu\a>^ 


NM VZv) 11 1 


Homo sapiens zinc linger protein zyo ^iNrz^jjj iiusima 


XTTVA" mom/I 
NM UlZU/4 


Homo sapiens cer-an ^mousej nomoiog \\,v,is±j'+j i huvina 


NM UUUbOl 


xiomo sapiens mst amine receptor xxi ^xTxsjrii j, iiixvln^v 


NM 006273 


Homo sapiens small inducible cytokine A7 (monocyte chemotactic protein 3) 
(SCYA7), mRNA 


NM 002395 


Homo sapiens malic enzyme 1 , NADP(+)-dependent, cytosolic (ME1), mRNA 


NM 024165 


Homo sapiens PHD finger protein 1 (PHF1), transcript variant 2, mRNA 


NM 002636 


Homo sapiens PHD finger protein 1 (PHF1), transcript variant 1, mRNA 


NM 001082 


Homo sapiens cytochrome P450, subfamily 1~VF, polypeptide 2 (CYP4F2), 



393 

BNSDOC1D: <WO 03074654A2_L> 



WO 03/074654 



PCT/US03/05028 





mRNA 


NM_007253 


Homo sapiens cytochrome P450, subfamily IVF, polypeptide 8 (CYP4FS), 
mRNA 


NM_000779 


Homo sapiens cytochrome P450, subfamily IVB, polypeptide 1 (CYP4B1), 
mRNA 


NM 001514 


Homo sapiens general transcnption factor DB (GTF2B), mRNA 


NM 004127 


Homo sapiens G protein pathway suppressor 1 (GPS1), mRNA 


NM 024423 


Homo sapiens desmocollin 3 (DSC3), transcript vanant Dsc3b, mRNA 


NM 001941 


Homo sapiens desmocollin 3 (DSC3),transcnpt variant Dsc3a, mRNA 


NM 004949 


Homo sapiens desmocollin 2 (DSC2), transcript variant Dsc2b, mRNA 


NM 024422 


Homo sapiens desmocollin 2 (DSC2), transcript variant Dsc2a, mRNA 


NM 004948 


Homo sapiens desmocollin 1 (DSC1), transcript variant Dsclb, mRNA 


NM 024421 


Homo sapiens desmocollin 1 (DSC1), transcript variant Dsc la, mRNA 


NM 001923 1 


Homo sapiens damage-specific DNA binding protein 1 (127kD) (DDB1), mRNA 


NM_000425 


Homo sapiens LI cell adhesion molecule (hydrocephalus, stenosis of aqueduct of 
Sylvius 1, MAS A (mental retardation, aphasia, shuffling gait and adducted 
thumbs) syndrome, spastic paraplegia 1) (LI CAM), transcript variant 1, mRNA 


NM_024003 


Homo sapiens LI cell adhesion molecule (hydrocephalus, stenosis of aqueduct of 
Sylvius 1, MAS A (mental retardation, aphasia, shuffling gait and adducted 
thumbs) syndrome, spastic paraplegia 1) (LI CAM), transcript variant 2, mRNA 


NM_004110 


Homo sapiens ferredoxin reductase (FDXR), transcript variant 2, nuclear gene 
encoding mitochondrial protein, mRNA 


NM_024417 


Homo sapiens ferredoxin reductase (FDXR), transcript variant 1, nuclear gene 
encoding mitochondrial protein, mRNA 


NM 023944 


Homo sapiens cytochrome P450 isoform 4F12 (CYP4F12), mRNA 


NM_022845 


Homo sapiens core-binding factor, beta subunit (CBFB), transcript variant 1, 
mRNA 


NM 022041 


Homo sapiens giant axonal neuropathy (gigaxonin) (GAN), mRNA 


NM_021187 


Homo sapiens cytochrome P450, subfamily IVF, polypeptide 1 1 (CYP4F1 1), 
mRNA 


NM 019599 


Homo sapiens taste receptor, type 2, member 1 (TAS2R1), mRNA 


NM_0 17579 


Homo sapiens deleted in malignant brain tumors 1 (DMBT1), transcript variant 
3, mRNA 


NM 015670 


Homo sapiens sentrin/SUMO-specific protease 3 (SENP3), mRNA 


NM_012096 


HomQ sapiens adaptor protein containing pH domain, PTB domain and leucine 
zipper motif (APPL), mRNA 


NM 005392 


Homo sapiens PHD finger protein 2 (PHF2), mRNA 


NM_000896 


Homo sapiens cytochrome P450, subfamily IVF, polypeptide 3 (leukotriene B4 
omega hydroxylase) (CYP4F3), mRNA 


NM 022661 


Homo sapiens SPANX family, member C (SPANXC), mRNA 


NM 022573 


Homo sapiens TSPYql (TSPYQ1), mRNA 


NM 022089 


Homo sapiens putative ATPase (HSA9947), mRNA 


NM 025228 


Homo sapiens hypothetical protein dJ4340l4.3 (DJ434014.3), mRNA 


NM 025013 


Homo sapiens KIAA1031 protein (KIAA1031), mRNA 


NM 025027 


Homo sapiens hypothetical protein FLJ14260 (FLJ14260), mRNA 


NM 022102 


Homo sapiens hypothetical protein FLJ20958 (FLJ20958), mRNA 


NM_021724 


Homo sapiens nuclear receptor suDiamiiy 1, group u 9 memoer i ^iNivii^i^, 
mRNA 


NM 030570 


Homo sapiens hypothetical protein MGC10902 (MGC10902), mRNA 


NM 025135 


Homo sapiens hypothetical protein FLJ22297 (KIAA1695), mRNA 


NM 024317 


Homo sapiens immunoglobulin-like transcript 10 (ELT10), mRNA 


NM 021822 


Homo sapiens phorbolin-like protein MDS0 1 9 (MDS0 1 9), mRNA 
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NM 017509 


Homo sapiens ACO for serine protease homologue (HSRNASPH), mRNA | 


NM 005583 


Homo sapiens lymphoblastic leukemia derived sequence 1 (LYL1), mRNA 


NM 020070 


Homo sapiens immunoglobulin lambda-like polypeptide 1 (IGLL1), mRNA 


NM_002383 


Homo sapiens MYC-associated zinc finger protein (purine-binding transcription 
factor) (MAZ), mRNA 


NM 016944 


Homo sapiens taste receptor, type 2, member 4 (TAS2R4), mRNA 


NM 016943 


Homo sapiens taste receptor, type 2, member 3 (TAS2R3), mRNA 


NM 000378 


Homo sapiens Wilms tumor 1 (WT1), transcript variant A, mRNA 


NM 024426 


Homo sapiens Wilms tumor 1 (WT1), transcript variant D, mRNA 


NM 024425 


Homo sapiens Wilms tumor 1 (WT1), transcript variant C, mRNA 


NM 024424 


Homo sapiens Wilms tumor 1 (WT1), transcript variant B, mRNA 


NM_000765 


Homo sapiens cytochrome P450, subfamily IDA, polypeptide 7 (CYP3 A7), 
mRNA 


NM 021570 


Homo sapiens BarH-like homeobox 1 (BARX1), mRNA 


NM_000068 


Homo sapiens calcium channel, voltage-dependent, P/Q type, alpha 1 A subunit 
(CACNA1A), transcript variant 1, mRNA 


NM 030574 


Homo sapiens hypothetical protein MGC10327 (MGC10327), mRNA 


NM 030573 


Homo sapiens hypothetical protein MGC10963 (MGC10963), mRNA 


NM 024867 


Homo sapiens hypothetical protein FLJ23577 (FLJ23577), mRNA 


NM 002739 


Homo sapiens protein kinase C, gamma (PRKCG), mRNA 


NM_020548 


Homo sapiens diazepam binding inhibitor (GAB A receptor modulator, acyl- 
Coenzyme A binding protein) (DBI), mRNA 


NM 025176 


Homo sapiens KIAA098O protein (KIAA0980), mRNA 


NM 003789 


Homo sapiens TNFRSF1 A-associated via death domain (TRADD), mRNA 


NM 017541 


Homo sapiens crystallin, gamma S (CRYGS), mRNA 


NM 006891 


Homo sapiens crystallin, gamma D (CRYGD), mRNA 


NM 020989 


Homo sapiens crystallin, gamma C (CRYGC), mRNA 


NM 005210 


Homo sapiens crystallin, gamma B (CRYGB), mRNA 


NM 014617 


Homo sapiens crystallin, gamma A (CRYGA), mRNA 


NM_002396 


Homo sapiens malic enzyme 2, NAD(+)-dependent, mitochondrial (ME2), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 025268 


Homo sapiens hypothetical protein MGC4659 (MGC4659), mRNA 


NM 025244 


Homo sapiens testis specific, 10 (TSGA10), mRNA 


NM 025240 


Homo sapiens B7 homolog 3 (B7-H3), mRNA 


NM 025237 


Homo sapiens sclerostin (SOST), mRNA 


NM 025236 


Homo sapiens HZFwl protein (HZFW1), mRNA 


NM 025235 


Homo sapiens tankyrase 2 (TNKL), mRNA 


NM 025233 


Homo sapiens nucleotide binding protein (NBP), mRNA 


NM 025232 


Homo sapiens hypothetical protein FLJ22246 (FLJ22246), mRNA 


NM 025218 


Homo sapiens UL16-binding protein 1 (ULBP1), mRNA 


NM 025217 


Homo sapiens UL16-binding protein 2 (ULBP2), mRNA 


NM 025215 


Homo sapiens pseudouri dine synthase 1 (PUS1), mRNA 


NM 025214 


Homo sapiens CTCL tumor antigen se57-l (SE57-1), mRNA 


NM_025212 


Homo sapiens Dvl-binding protein ID AX (inhibition of the Dvl and Axin 
complex) (ID AX), mRNA 


NM 025210 


Homo sapiens type 1 protein phosphatase inhibitor (1-4), mRNA 


NM 025209 


Homo sapiens enhancer of polycomb l (EPCl), mRNA 


NM 025205 


Homo sapiens hvpothetical protein DKFZp434Nl85 (DKFZP434N185), mRNA 


,NMJ)2S198 


Homo sapiens transcription termination factor-like protein (LOC80298), mRNA 


NM_025193 


Homo sapiens 3 beta-hydroxy-delta 5-C27-steroid oxidoreductase (C(27)- 
3BETA-HSD), mRNA 


NM 025180 


Homo sapiens hypothetical protein FLJ13386 (FLJ13386), mRNA 
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NM 025161 


Homo sapiens hypothetical protein FLJ22175 (FLJ22175), mRNA 


NM 025158 


Homo sapiens hypothetical protein FLJ2225 1 (FLJ2225 1 ), mRNA 


NM_025148 


Homo sapiens hypothetical protein FLJ12986 (FU12986), mRNA 


NM 025137 


Homo sapiens hypothetical protein FLJ21439 (FLJ21439), mRNA 


NM 025116 


Homo sapiens hypothetical protem FLJ12781 (FLJ127S1), mRNA 


NM 025114 


Homo sapiens hypothetical protein FLJ13615 (FLJ 13615), mRNA 


NM 025083 


Homo sapiens hypothetical protein FLJ2H28 (FLJ21 128), mRNA 


NM 025054 


Homo sapiens hypothetical protem FLJ23132 (FLJ23132), mRNA 


NM 025017 


Homo sapiens hypothetical protein FLJ13892 (FLJ13892), mRNA 


NM 025011 


- . <• . « 1 . • Tf-^ir X 1 f \ *"T A A /X^X X 1 O O yl A \ "KT A 

Homo sapiens hypothetical protem FLJ13744 (FLJ13744), mRNA 


NM 024995 


Homo sapiens hypothetical protein FLJ12616 (FLJ12616), mRNA 


NM 024987 


Homo sapiens hypothetical protem FLJ12345 (FLJ12345), mRNA 


NM 024900 


Homo sapiens hypothetical protein FLJ22479 (FLJ22479), mRNA 


NM 024874 


Homo sapiens hypothetical protein FLJ14225 (FLJ14225), mRNA 


NM 024873 


Homo sapiens hypothetical protein FLJ21 162 (FLJ21 162), mRNA 


NM 024861 


Homo sapiens hypothetical protein FLJ22671 (FLJ22671), mRNA 


NM 024836 


Homo sapiens hypothetical protein FLJ22301 (FLJ22301), mRNA 


NM 024822 


Homo sapiens hypothetical protein FLJ22601 (FLJ22601), mRNA 


NM 024819 


Homo sapiens hypothetical protein FLJ22955 (FLJ22955), mRNA 


NM 024816 


Homo sapiens hypothetical protein FLJ23282 (FLJ23282), mRNA 


NM 024803 


Homo sapiens hypothetical protein FLJ21665 (FLJ21665), mRNA 


NM_024795 


Homo sapiens hypothetical protein FLJ22800 (FLJ22800), mRNA 


NM 024767 


Homo sapiens hypothetical protein FLJ21 120 (FLJ21 120), mRNA 


NM 024760 


Homo sapiens hypothetical protein FLJ14009 (FLJ14009), mRNA 


NM 024741 


Homo sapiens hypothetical protein FLJ12827 (FLJ12827), mRNA 


NM 024723 


Homo sapiens hypothetical protein FLJ23471 (FLJ23471), mRNA 


NM 024720 


Homo sapiens hypothetical protem FLJ235 1 0 (FLJ23 5 1 0), mRNA 


NM 024698 


Homo sapiens hypothetical protein FLJ13044 (FLJ13044), mRNA 


NM 024692 


Homo sapiens hypothetical protein FLJ21069 (FLJ21069), mRNA 


NM 024689 


Homo sapiens hypothetical protein FLJ14103 (FLJ14103), mRNA 


NM 024687 


Homo sapiens hypothetical protem FLJ23049 (FLJ23049), mRNA 


NM 024648 


Homo sapiens hypothetical protein FLJ22222 (FLJ22222), mRNA 


NM 024622 


Homo sapiens hypothetical protein FLJ21901 (FLJ21901), mRNA 


NM 024611 


Homo sapiens hypothetical protem FLJ11896 (FLJ11896), mRNA 


NM 024591 


Homo sapiens hypothetical protein FLJ1 1749 (FLJ1 1749), mRNA 


NM 024561 


Homo sapiens hypothetical protem FLJ22054 (FLJ22054), mRNA 


NM 024540 


Homo sapiens hypothetical protein FLJ20917 (FLJ20917), mRNA 


NM 024518 


Homo sapiens UL16-binding protein 3 (ULBP3), mRNA 


NM 024515 


Homo sapiens hypothetical protein MGC4645 (MGC4645), mRNA 


NM 024504 


Homo sapiens PR domain containing 14 (PRDM14), mRNA 


NM 024501 


Homo sapiens homeo box Dl (HOXD1), mRNA 


NM 006821 


Homo sapiens peroxisomal long-chain acyl-coA thioesterase (ZAP128), mRNA 


NM_006680 


Homo sapiens malic enzyme 3, NADP(+)-dependent, mitochondrial (ME3), 
mRNA 


NM 001944 


Homo sapiens desmoglem 3 (pemphigus vulgaris antigen) (DSG3), mKJNA 


-v TTV Jt f\f\ 1 f»ylO 

NM 001943 


Homo sapiens aesmoglem I {u&^jZ), hikina 


NM 001942 


Homo sapiens desmoglein 1 (DSG1) ? mRNA 


NM 024500 


Homo sapiens likely ortholog of mouse polydom (POLYDOM), mRNA 


NM 024498 


Homo sapiens zinc finger protein 117 (HPF9) (ZNF1 17), mRNA 


NM 018943 


Homo sapiens tubulin, alpha-like 2 (TUBAL2), mRNA 


NM 015640 


Homo sapiens PAI-1 mRNA-binding protein (PAI-RBP1), mRNA 
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TvTN/f A 1^719 
JN1VI UIDjjZ 


xTOITiO Sapiens ISJLAAIlJOo prOlclll ^JSJ-r\/YlUOoJ, iriX\J.N/\ 


NM 022001 


Homo sapiens SMAD in the antisense orientation (DAMS), mRNA 


JNJV1__UZ1 /Uo 


riomo sapiens leuKOcyte-associatea ig-iiKe receptor i ^i^Airvi j, transcripi vanani 

a, ITLtviN/\ 


XTA/T 07 1 70 A 
JN1V1_UZ1 /UO 


riomo sapiens leuKOcyte-associatea ig-iiKe receptor i ^ju/vlki ^, transcript variant 
o, nrrviN/^ 


TsJlVA 007797 
JLNXY1 UUZZo / 


xiomo sapiens leuKOcyte-associatea ig-iiKe receptor i ^j^/yiivi ), transcript variani 
o ml? "MA 


TsjA/f 004.494 


rTUlllAJ oapiCIlo XZ/^ta LI d-llsCl lpilUIl ldV/lUl 1 ^Xw^tJ/ 1 J, II1XNJ.N/A. 


1N1V1 \J 1 OOj*t 


XIUIUU oapiCIlo J. I la. LI 111 D ^lYXr\ 1 IV D J y UUSJrirS. 


NM 017830 


Homo sapiens ovarian carcinoma immunoreactive antigen (OCIA), mRNA 


vnvyf 00£Q7£ 


nomo sapiens sunactani, puimonary-associatea protein /\z ^or ii /\zj 5 inxviN/\ 


XTNtT 00^41 1 
INIVJ. UUjh 1 1 


ijlvjitiu sapiens suriaciant, puiiTionary-assot/iaLcu. protein t\l ^ojr ir/\i ^, iiLtviN^v 


XTM H944.Q9 


nomo sapiens apoiipoprotein ^aj related gene w/vtvvjv^-y, itixvin/\ 


NM 024491 


Homo sapiens plO-binding protein (BITE), mRNA 


JNM_U 1 j4 11 


Homo sapiens transcriptional co-activator with PDZ-binding motif (TAZ) 

( 1 mrCJN A 


NM 017797 


Homo sapiens BTB (POZ) domain containing 2 (BTBD2), mRNA 




Homo sapiens quiescm (Jo (v^bUJNo), mKJNA 


NM_024010 


Homo sapiens 5-methyltetrahydrofolate-homocysteine methyltransferase 

„ J_ _ —j. _ _ _ /"K if"' I'll T> \ i _, - _ _ 4- « T — „J _ 4. O _ , , T^? XT A 

reductase (M1KK), transcript variant z, mRNA 


NM 004972 


Homo sapiens Janus kinase 2 (a protein tyrosine kinase) (JAK2), mRNA 


NM_0007ol 


Homo sapiens cytochrome P450, subfamily I (aromatic compound-inducible), 
polypeptiae z (LYrlAz), mKJNA 


XTA A AAA 1 A A 

JNM_UUUlu4 


Homo sapiens cytochrome P450, subfamily I (dioxin-inducible), polypeptide 1 
(glaucoma 3, primary infantile) (CYP1B1), mRNA 


"MTV 4" AAA/1 OQ 


Homo sapiens cytochrome P450, subfamily I (aromatic compound-inducible), 
poiypeptiue 1 iriAi j, nu\iN/\ 


NM 024318 


Homo sapiens immunoglobulin-like transcript 8 (ILT8), mRNA 


XTN/f HOI Qf\< 
JNiVl UZloUo 


xiomo sapiens z.iy gene (Z.iy), mKJNA 


NM_006208 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 1 (ENPP1), 

ml? XT A 

nUxIN A 


XNIV1 UU / U / O 


xiomo sapiens riuntingtin interacting protein jq ^xi x rr^), mKJNA 


1N1V1_JJ I CO / 1 


riomo sapiens amyotropnic lateral sclerosis z yuvennej cnromosome region, 
canaiaate z ^ Ai^ozv^rvZ ) 9 miviN a 


in ivi_u 1 3 vjh y 


nomo sapiens amyotropnic lateral sclerosis z vjuvennej cnromosome region, 
candidate 3 (ALS2CR3), mRNA 


KT\A 07^0^£ 
IN1V1 uZjUjO 


nomo sapiens oynein lniermeQiate cnain z ^uina iz ^, miviN/v 


XTA/f A77171 
INIVI UZZ i / 1 


Homo sapiens T-cell leukemia translocation altered gene (TOT A), mRNA 


\iTV/r A "1 A" 1 7 C 
1N1V1 UlOlZo 


Homo sapiens coat protein gamma -cop (LOC5 1 137), mRNA 


XTAA 09 1 QQQ 


xiomo sapiens integral memorane protein zrs i rvizjtJ ^, mrviN a 


"WTV/T 091QQ9 

in ivi_uz i y y z 


nomo sapiens tnymosm, oeta, laenniiea in neurooiastoma cens ^iivioiNx5^, 
mRNA 


NM 021994 


Homo sapiens zinc finger protein 277 (ZNF277), mRNA 


XTN/T 0079^7 
fNlVl W / Z.D I 


xiomo sapiens paraneoplastic antigen ivi/vz ^jtinivl^vzj, nixviNA 


NM 021972 


Homo sapiens sphingosine kinase 1 (SPHK1), mRNA 


MM 091976 




NM 021963 


Homo sapiens nucleosome assembly protein 1-like 2 (NAP1L2), mRNA 


NM_021978 


Homo sapiens suppression of tumorigenicity 14 (colon carcinoma, matriptase, 
epithin) (ST14), mRNA 


NM_021977 


Homo sapiens solute carrier family 22 (extraneuronal monoamine transporter), 
member 3 (SLC22A3), mRNA 
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NM 021964 


Homo sapiens zinc finger protein 148 (pHZ-52) (ZNF148), mRNA 


NM 021966 


Homo sapiens T-cell leukemia/lymphoma 1 A (TCL1 A), mRNA 


NM 012186 


Homo sapiens forkhead box E3 (FOXE3), mRNA 


NM 012182 


Homo sapiens forkhead box Bl (FOXB1), mRNA 


NM 006893 


Homo sapiens ligatin (LGTN), mRNA 


NM_021955 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 
transducing activity polypeptide 1 (GNGT1), mRNA 


NM_021959 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 1 1 
(PPPlRll),mRNA 


NM_021951 


Homo sapiens doublesex and mab-3 related transcription factor 1 (DMRT1), 
mRNA 


NM_021960 


Homo sapiens myeloid cell leukemia sequence 1 (BCL2 -related) (MCL1), 
mRNA 


NM_021952 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 4 (Hu 
antigen D) (ELAVL4), mRNA 


NM_021949 


Homo sapiens ATPase, Ca++ transporting, plasma membrane 3 (ATP2B3), 
mRNA 


NM 021953 


Homo sapiens forkhead box Ml (FOXM1), mRNA 


NM 021956 


Homo sapiens glutamate receptor, ionotropic, kainate 2 (GRIK2), mRNA 


NM_004886 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 3 
(Xll-like 2) (APBA3), mRNA 


NM_006557 


Homo sapiens doublesex and mab-3 related transcription factor 2 (DMRT2), 
mRNA 


NM_002253 


Homo sapiens kinase insert domain receptor (a type m receptor tyrosine kinase) 
(KDR), mRNA 


NM 002178 


Homo sapiens insulin-like growth factor binding protein 6 (IGFBP6), mRNA 


NM_00385O 


Homo sapiens succinate-CoA ligase, ADP-forming, beta subunit (SUCLA2), 
mRNA 


NM 003802 


Homo sapiens myosin, heavy polypeptide 13, skeletal muscle (MYH13), mRNA 


NM 006958 


Homo sapiens zinc finger protein 16 (KOX 9) (ZNF16), mRNA 


NM 006852 


t -r j 1 1 -f • 1 1 • « frr*T f\ \ T* "VTA 

Homo sapiens tousled-like kinase 2 (TLK2), mRNA 


NM 021229 


Homo sapiens netnn 4 (NTN4), mRNA 


NM 015718 


XX • "VTA X~vX"kXX * 1 *■> /\T/*\^ri\ X^» "V T A 

Homo sapiens NADPH oxidase 3 (NOX3 ), mRNA 


NM 015003 


Homo sapiens golgin-67 (KIAA0855), niRNA 


NM 006178 


Homo sapiens N-ethylmaleimide-sensitive factor (NSF), mRNA 


NM 003116 


Homo sapiens sperm associated antigen 4 (SPAG4), mRNA 


NM 018724 


Homo sapiens interleukin 20 (DL20), mRNA 


NM 019083 


Homo sapiens hypothetical protein (FLJ10287), mRNA 


NM 003114 


Homo sapiens sperm associated antigen 1 (SPAG1), mRNA 


NMJ)21097 


Homo sapiens solute carrier family 8 (sodium/calcium exchanger), member 1 
(SLC8A1), mRNA 


NM 021102 


Homo sapiens serine protease inhibitor, Kunitz type, 2 (SPINT2), mRNA 


NM 021101 


Homo sapiens claudin 1 (CLDN1), mRNA 


NMJ)21095 


Homo sapiens solute carrier family 5 (sodium-dependent vitamin transporter), 
member 6 (SLC5A6), mRNA 


NM 021076 


Homo sapiens neurofilament, heavy polypeptide (200kD) (NEFH), mRNA 


NM 001751 


Homo sapiens cysteinyl-tRNA synthetase (CARS), mRNA 


NM_021074 


Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotein 2 (24kD) 
(NDUFV2), mRNA 


NM_020998 


Homo sapiens macrophage stimulating 1 (hepatocyte growth factor-like) 
(MST1), mRNA 


NM 003147 


Homo sapiens synovial sarcoma, X breakpoint 2 (SSX2), mRNA 
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XTTV If A1 

NM_0 153^2 


riomo sapiens neural pronieration, cuiierenuauuii auu luhuui, i yr^rxjy^ i j, 
mRNA 


NM 020482 


TJrt-rv»/-v coniAnc o^+iiratrvr rvF f 1 !? T?rWf in tactic ( AfT^ mT?7\T A 

xiomo sapiens activator 01 v^rviZ/ivi m icbiib ^.r\Aw 1 i, iauvin^-v 




riomo sapiens Kxaken-iiKe ^js.izorj^t. 1 i, ttuss^ix 


"kttv vr rv a c 1 n 

NM_005132 


riomo sapiens rcecop, a meiouc recomDination ana sister unroniaiiu oLnicbiun 
phosphoprotein of the rad21p family (REC8), mRNA 


NM_01889o 


riomo sapiens calcium cnannei, voitage-aepenctent, aipna iu suounn 
(CACNA1G), mRNA 


NM 005329 


Homo sapiens hyaluronan synthase 3 (HAS3), mRNA 


NM 015193 


Homo sapiens activity-regulated cyto skeleton-associated protein (ARC), mRNA 


NM_0 16203 


riomo sapiens protein Kinase, AJVir -activatea, gamma z non-cataiytic suDumt 
(PRKAG2), mRNA 


NM 000627 


Homo sapiens latent transiormmg growtn tactor beta Dmamg protein i {LiDri), 

*v,D\TA 

mrCJNA 


X TTV X f\f\s> A C A 

NM_002454 


riomo sapiens j-metnyiteiranyaroioiaLe-nomocysxeine meinyiLranbicrabc 
reuuetase ^iviirsJv^, trans cnpi variant i, mjsj.>i/\ 


NM_001091 


Homo sapiens amiloride binding protein 1 (amine oxidase (copper-containing)) 

/ A DDI \ -^"D XT A 

(ABrl), mKJNA 


XTTV If AO/1A1 

NM 024016 


riomo sapiens nomeo dox do ^ii^ajl>6 j, mrviN/v 


XTTV If AT/1A1 C 

NM 0240 Id 


Homo sapiens nomeo dox 154 (jtivjysJD^tj, mrvrs/v 


X.T7V If A1 CTT7 

NM 01522/ 


riomo sapiens j^i/v/vuyDo protein 0 ) , iiiisjln/\ 


XTTV yf AO /1/11A 

NM_024430 


riomo sapiens proiine-senne-tnreonme pnospnaxase mieracung pruLcni ^. 
(PSTPIP2), mRNA 


X TTV If A AO COO 

NM 00358b 


riomo sapiens cullm 4r> ^UL4Jt>j, mKiN/\ 


NM 016059 


Homo sapiens peptidylprolyl isomerase (cyclophilin)-like 1 (PPEL1), mRNA 


NM 014432 


Homo sapiens mterleukm 20 receptor, alpha (JUL20Kj\), mKJNA 


NM 000270 


Homo sapiens nucleoside phosphorylase (NP), mRNA 


NM_003021 


Homo sapiens small glutamine-rich tetratricopeptide repeat (TPR)-containing 
(SGT), mRNA 


NM_00203o 


Homo sapiens interferon, alpha-inducible protein (clone 1FI-6-16) (G1P3), 
transcript variant 1, mRNA 


XTTV /T 

NM_0226/3 


Homo sapiens interferon, alpha-inducible protein (clone IFI-6-16) (G1P3), 
transcript variant 3, mRNA 


XTTV iT ATOOTT 

NM_022c72 


Homo sapiens mterteron, alpna-inauciDie protein ^cione lri-o-ioj ^vjirj;, 
transcript variant 2, mRNA 


NM_022803 


Homo sapiens uncoupling protein 3 (mitochondrial, proton carrier) (UCP3), 
transcript variant short, nuclear gene encoding mitochondrial protein, mRNA 


NM_003356 


Homo sapiens uncoupling protein 3 (mitochondrial, proton carrier) (UCP3), 
transcript variant long, nuclear gene encoding mitochondrial protein, mRNA 


NM_022S10 


Homo sapiens solute carrier family 25 (mitochondrial carrier, brain), member 14 
(SLC25A14), transcript variant short, nuclear gene encoding mitochondrial 
protein, mRNA 


NM_003355 


Homo sapiens uncoupling protein 2 (mitochondrial, proton carrier) (UCP2), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_021833 


Homo sapiens uncoupling protein 1 (mitochondrial, proton carrier) (UCP1), 
nuclear gene encoding mitochondrial protein, mRNA 


NT\/T 0099'* 1 
1N1V1__UUZZ.5 I 


riomo sapiens Kangai i ibuppicodnjn vji lunivjiigciiiL/iLy u, jjivjoiaxc;, <nitj.g,wii 
(R2 leukocyte antigen, antigen detected by monoclonal and antibody IA4)) 
(KAI1), mRNA 


NM_004967 


Homo sapiens integrin-binding sialoprotein (bone sialoprotein, bone sialoprotein 
H) (BBSP), mRNA 


NM 000490 


Homo sapiens arginine vasopressin (neurophysin H, antidiuretic hormone, 
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diabetes insipidus, neurohypophyseal) (AVP), mRNA 


NM_022877 


Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript 
variant c, mRNA 


NM_022876 


Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript 
variant b, mRNA 


NM 022875 


Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript 
variant a, mRNA 


NM_017411 


Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript 
variant d, mRNA 


NM 005474 


Homo sapiens histone deacetylase 5 (HDAC5), mRNA 


NM 006037 


Homo sapiens histone deacetylase 4 (HDAC4), mRNA 


NM_003474 


Homo sapiens a disintegrin and metalloproteinase domain 12 (meltrin alpha) 
(ADAM 12), transcript variant 1, mRNA 


NM_000344 


Homo sapiens survival of motor neuron 1, telomeric (SMN1), transcript variant 
d, mRNA 


NM_022874 


Homo sapiens survival of motor neuron 1, telomeric (SMN1), transcript variant 
b, mRNA 


NM 006400 


Homo sapiens dynactin 2 (p50) (DCTN2), mRNA 


NM_021969 


Homo sapiens nuclear receptor subfamily 0, group B, member 2 (NR0B2), 
mRNA 


NM 021967 


Homo sapiens small EDRK-rich factor 1A (telomeric) (SERF 1 A), mRNA 


NM_001515 


Homo sapiens general transcription factor EH, polypeptide 2 (44kD subunit) 
(GTF2H2), mRNA 


NM_003951 


Homo sapiens solute carrier family 25 (mitochondrial carrier, brain), member 14 
(SLC25A14), transcript variant long, nuclear gene encoding mitochondrial 
protein, mRNA 


NM_004277 


Homo sapiens uncoupling protein 4 (UCP4), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 004536 


Homo sapiens baculoviral IAP repeat-containing 1 (BIRC1), mRNA 


NM_000346 


Homo sapiens SRY (sex determining region Y)-box 9 (campomelic dysplasia, 
autosomal sex-reversal) (SOX9), mRNA 


NM_003645 


Homo sapiens fatty-acid-Coenzyme A ligase, very long-chain 1 (FACVL1), 
mRNA 


NM 024409 


Homo sapiens natriuretic peptide precursor C (NPPC), mRNA 


NM 024410 


Homo sapiens outer dense fibre of sperm tails 1 (ODF1), mRNA 


NM_004180 


Homo sapiens TRAF family member-associated NFKB activator (TANK), 
mRNA 


NM 024332 


Homo sapiens c6.1A (C6.1A), mRNA 


NM 024324 


Homo sapiens hypothetical protein MGC1 1256 (MGC1 1256), mRNA 


NM 024315 


Homo sapiens hypothetical protein MGC4175 (MGC4175), mRNA 


NM 024311 


Homo sapiens hypothetical protein ET (ET), mRNA 


NM 024309 


Homo sapiens hypothetical protein MGC4289 (MGC4289), mRNA 


NM 024306 


Homo sapiens fatty acid hydroxylase (FAAH), mRNA 


NM 024300 


Homo sapiens hypothetical protein MGC2217 (MGC2217), mRNA 


NM 024296 


Homo sapiens hypothetical protein MGC1203 (MGC1203), mRNA 


NM 024294 


Homo sapiens hypothetical protein MGC4614 (MGC4614), mRNA 


NM 024292 


Homo sapiens ubiquitin-hke 5 (UBL5), mRNA 


NM 024012 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 5A (HTR5A), mRNA 


NM 024123 


Homo sapiens putative Ly-6 superfamily member (G6E), mRNA 


NM_021904 


Homo sapiens gamma-aminobutyric acid (GABA) B receptor, 1 (GABBR1), 
transcript variant 3, mRNA 


NM 021903 


Homo sapiens gamma-aminobutyric acid (GABA) B receptor, 1 (GABBR1), 
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transcript variant 2, mRNA 


NM_001470 


Homo sapiens gamma-aminobutyric acid (GABA) B receptor, 1 (GABBR1), 
transcript variant 1, mRNA 


NM 001858 


Homo sapiens collagen, type XIX, alpha 1 (COL19A1), mRNA 


NM_015071 


Homo sapiens GTJPase regulator associated with the focal adhesion kinase 
pp 1 25 (FAK); KIAA062 1 protein (K1AA062 1), mRNA 


NM_007329 


Homo sapiens deleted in malignant brain tumors 1 (DMBT1) transcript variant 
2, mRNA 


NM 023004 


Homo sapiens nogo receptor (NOGOR), mRNA 


NM 005371 


Homo sapiens methyltransferase-like 1 (METTL1), transcript variant 1 mRNA 


NM 023033 


Homo sapiens methyltransferase-like 1 (METTL1), transcript variant 3 mRNA 


NM 023032 


Homo sapiens methyltransferase-like 1 (METTL1), transcript variant 2 mRNA 


NM 014289 


Homo sapiens calpain 6 (CAPN6), mRNA 


NM 023089 


Homo sapiens calpain 10 (CAPN10), transcript variant 7, mRNA 


NM 023088 


Homo sapiens calpain 10 (CAPN10), transcript variant 6, mRNA 


NM 023087 


Homo sapiens calpain 10 (CAPN10), transcript variant 5, mRNA 


NM 023086 


Homo sapiens calpain 10 (CAPN10), transcript variant 4, mRNA 


NM 023085 


Homo sapiens calpain 10 (CAPN10), transcript variant 3, mRNA 


NM 023084 


Homo sapiens calpam 10 (CAPN10), transcript variant 2, mRNA 


NM 023083 


Homo sapiens calpam 10 (CAPN10), transcript variant 1, mRNA 


NM 021251 


Homo sapiens calpam 10 (CAPN10), transcript variant 8, mRNA 


NMJ)05083 


Homo SatHCnS U2 Small nuclear ribnnnr1er»rirr»tf»-iri anYilioTT/ r>+r\r- cmoll PnU«i«i+ 
A AAW oiiiu-ii uu-v/ii^ai 1 1 uunu^i&v/pi u iciii ctliAIlldiy LdL- LUij Small SUOUT1TL 

1 (U2AP1RS1), mRNA 


NM_023031 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer svndrome Jackson -Wei <j<? Qvnrlr/vmf^ rPfTPrp'}^ *ronor»*«;-r»+ 
variant 13, mRNA 


NM_023030 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer svndrome Jackson-Wei s<5 cvnHmm^ fPOFi??^ frQncpriMt 
variant 12, mRNA 


NM_023028 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer svndrome Jackson-Wei s<; wnrimme^ ^PO'RT?9^ tr-a-ne^T-iT^t 
variant 10, mRNA 


NM_022976 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer svndrome Jackson- Wei <?s civridrnmp, fROFft^ troncrHnt 
variant 9, mRNA 


NM_022975 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
svndrome, Pfeiffer svndrome Tacksrm-Wei<;<3 cvnHmmM /"FfrFP^ tmr^^r>^^+ 
variant 8, mRNA 


NM_022974 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer svndrome Jackson-Wei ^vndrorne^ fF(TRT??\ tr-ano^r-i^t 
variant 7, mRNA 


NM_022973 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 6, mRNA 


NM 022972 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase 
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keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 5, mRNA 


NM_022971 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 4, mRNA 


NM_022970 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 3, mRNA 


NM_022969 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
variant 2, mRNA 


NM_015850 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 2, mRNA 


NM_023111 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 9, mRNA 


NM_023110 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 8, mRNA 


NM_023109 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 7, mRNA 


NM_023029 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
variant 1 1, mRNA 


NM_023108 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 6, mRNA 


NM_000141 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 1, mRNA 


NM_023107 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 5, mRNA 


NM_023106 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 4, mRNA 


NMJ323105 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 3, mRNA 


NM_000604 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 1, mRNA 


NM 024018 


Homo sapiens butyrophilin, subfamily 2, member A3 (BTN2A3), mRNA 


NM 017614 


Homo sapiens betaine-homocysteine methyltransferase 2 (BHMT2), mRNA 


NM 005434 


Homo sapiens BENE protein (BENE), mRNA 


NM_000351 


Homo sapiens steroid sulfatase (microsomal), arylsulfatase C, isozyme S (STS), 
mRNA 


NM 024105 


Homo sapiens hypothetical protein MGC3 136 (MGC3136), mRNA 


NM 024098 


Homo sapiens hypothetical protein MGC2574 (MGC2574), mRNA 


NM 024096 


Homo sapiens hypothetical protein MGC5627 (MGC5627), mRNA 


NM 024095 


Homo sapiens hypothetical protein MGC5540 (MGC5540), mRNA 


NM 024091 


Homo sapiens hypothetical protein MGC5297 (MGC5297), mRNA 


NM 024089 


Homo sapiens hypothetical protein MGC5302 (MGC5302), mRNA 
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NM_024082 


Homo sapiens transmembrane gamma-carboxyglutamic acid protein 3 (TMG3), 
mRNA 


NM_024081 


Homo sapiens transmembrane gamma-carboxyglutamic acid protein 4 (TMG4) 
mRNA ~ 


NM_024079 


Homo sapiens hypothetical protein MGC2840 similar to a putative 
glucosyltransferase (MGC2840), mRNA 


NM 024078 


Homo sapiens hypothetical protein MGC3162 (MGC3162), mRNA 


NM 024075 


Homo sapiens LENG5 protein (LENG5), mRNA 


NM 024073 


Homo sapiens hypothetical protein MGC2875 (MGC2875), mRNA 


NM 024060 


Homo sapiens hypothetical protein MGC5395 (MGC5395), mRNA 


NM 024056 


Homo sapiens hypothetical protein MGC5576 (MGC5576), mRNA 


NM 024054 


Homo sapiens hypothetical protein MGC2821 (MGC2821), mRNA 


NM 024051 


Homo sapiens hypothetical protein MGC3077 (MGC3077), mRNA 


NM 024047 


Homo sapiens hypothetical protein MGC3037 (MGC3037), mRNA 


NM 024044 


Homo sapiens hypothetical protein MGC5 1 78 (MGC5 178), mRNA 


NM 024043 


Homo sapiens hypothetical protein MGC3 1 0 1 (MGC3 101), mRNA 


NM 024035 


Homo sapiens hypothetical protein MGC31 13 (MGC3113), mRNA 


NM_024034 


Homo sapiens hypothetical protein MGC3129 similar to ganglioside-induced 
differentiation-associated protein (MGC3129), mRNA 


NM 024009 


Homo sapiens gap junction protein, beta 3, 3 lkD (connexin 3 Vi (GTRY\ mRNA 


NM 024013 


Homo sapiens interferon, alpha 1 (IFNA1), mRNA 


NM 000521 


Homo sapiens hexosaminidase B (beta polypeptide) (HEXB), mRNA 


NM 000520 


Homo sapiens hexosaminidase A (alpha polypeptide) (HEXA), mRNA 


NM 006044 


Homo sapiens histone deacetylase 6 (HDAC6), mRNA 


NM 003883 


Homo sapiens histone deacetylase 3 (HDAC3), mRNA 


NM 004964 


Homo sapiens histone deacetylase 1 (HDAC1), mRNA 


NM 001492 


Homo saniens erowth differentiation factor 1 fGDFI^ rnRTsTA 


NM 018486 


Homo sapiens histone deacetylase 8 (HDAC8), mRNA 


NMJ305089 


Homo Saniens TJ2 small nnclpar riHf>niir1pnnrrvtRin niiviliflrv -Fnctr\r cmol 1 cnKimit 

ou^iviio 4* cniia.ll I lUUllU^lCUpi ULvlll ClUAli Lai y ldV/tUi, oil Id. 1 1 O LiO lilll L 

2 (U2AF1RS2), mRNA 


NMJ3042 85 


Homo saoiens hexose-6-niio , sTVhatf i HphvdrncrpnaQf* r alnrncp l -H^liA^rl-rrvrr^-nooja^ 
(H6PD), mRNA 


NM_007210 


Homo saoiens I JT}P-]vJ-ar.piA/I -a lnha-l^-aal a rtriQ^ at 
acetyl galactosaminvl transferase 6 fGalNAc-T6 1 (GAJ NT6 1 mRNA 


NM_003774 


Homo sapiens UDP-N-acetvl-alr>ha-D-ffalactosamine-nnlvnpnfiHp T\T- 
acetylgalactosaminyltransferase 4 (GalNAc-T4) (GALNT4), mRNA 


NM_020474 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgalactosaminyl transferase 1 (GalNAc-Tl) (GALNT1), mRNA 


NM 015507 


Homo sapiens EGF-like-domain, multiple 6 (EGFL6), mRNA 


NM 004942 


Homo sapiens defensin, beta 2 (DEFB2), mRNA 


NM 005218 


Homo sapiens defensin, beta 1 (DEFB1), mRNA 


NM_002474 


Homo saoiens mvosin heaw r>olvnentide 1 1 smnotli miicrlp fA/TVTlt 1 i 
transcript variant SMI , mRNA 


NM_022870 


Homo saniens mvosin hpavv TinlvnpTvHHp 1 1 cmnntVi mncrlp nv/TVTTi ~i\ 
transcript variant SM3 , mRNA 


NM_022844 


Homo sapiens myosin, heaw nolvoeotide 1 1 smooth muscle (MYTH n 
transcript variant SM2, mRNA 


NM_001755 


Homo sapiens core-binding factor, beta subunit (CBFB), transcript variant 2 
mRNA 


NM 016458 


Homo sapiens hypothetical protein (LOC51236), mRNA 


NM 020836 


Homo sapiens KIAA1446 protein (KIAA1446), mRNA 


NM 015407 


Homo sapiens DKFZP564Q243 protein (DKFZP564Q243), mRNA 
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NM. 015062 


Homo sapiens KIAA0595 protein (KIAA0595), mRNA 


NM 019100 


Homo sapiens DNA methyltransferase 1 -associated protein 1 (DMAP1), mRNA 


NM 015442 


Homo sapiens hypothetical protein FLJ12890 (FLJ12890), mRNA 


NM_023948 


Homo sapiens hypothetical protein AF053356J3DS3 (AF053356_CDS3), 
mRNA 


NM_022036 


Homo sapiens G protein-coupled receptor, family C, group 5, member C 
(GPRC5C), transcript variant 1 , mRNA 


NM_0 18653 


Homo sapiens G protein-coupled receptor, family C, group 5, member C 
(GPRC5C), transcript variant 2, mRNA 


NM 000707 


Homo sapiens arginine vasopressin receptor IB (AVPR1B), mRNA 


NM 000706 


Homo sapiens arginine vasopressin receptor 1 A (AVPR1 A), mRNA 


NM 021923 


Homo sapiens fibroblast growth factor receptor-like 1 (FGFRL1), mRNA 


NM_002011 


Homo sapiens fibroblast growth factor receptor 4 (FGFR4), transcript variant 1, 
mRNA 


NM_022963 


Homo sapiens fibroblast growth factor receptor 4 (FGFR4), transcript variant 2, 
mRNA 


NM_022965 


Homo sapiens fibroblast growth factor receptor 3 (achondroplasia, thanatophoric 
dwarfism) (FGFR3), transcript variant 2, mRNA 


NM_000142 


Homo sapiens fibroblast growth factor receptor 3 (achondroplasia, thanatophoric 
dwarfism) (FGFR3), transcript variant 1, mRNA 


NM 022336 


Homo sapiens ectodysplasin 1, anhidrotic receptor (EDAR), mRNA 


NM_0 18654 


Homo sapiens G protein-coupled receptor, family C, group 5, member D 
(GPRC5D), mRNA 


NM_002534 


Homo sapiens 2 , ,5'-oligoadenylate synthetase 1 (40-46 kD) (OAS1), transcript 
variant El 6, mRNA 


NM_016816 


Homo sapiens 2 ! ,5'-oligoadenylate synthetase 1 (40-46 kD) (OAS1), transcript 
variant El 8, mRNA 


NM 014501 


Homo sapiens ubiquitin carrier protein (E2-EPF), mRNA 


NM 000595 


Homo sapiens lymphotoxin alpha (TNF superfamily, member 1) (LTA), mRNA 


NM 007040 


Homo sapiens ElB-55kDa-associated protein 5 (E1B-AP5), mRNA 


NM 001232 


Homo sapiens calsequestrin 2 (cardiac muscle) (CASQ2), mRNA 


NM_001231 


Homo sapiens calsequestrin 1 (fast-twitch, skeletal muscle) (CASQ1), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 003925 


Homo sapiens methyl-CpG binding domain protein 4 (MBD4), mRNA 


NM 002059 


Homo sapiens growth hormone 2 (GH2), transcript variant 1, mRNA 


NM 022558 


Homo sapiens growth hormone 2 (GH2), transcript variant 3, mRNA 


NM 022557 


Homo sapiens growth hormone 2 (GH2), transcript variant 2, mRNA 


NM 022556 


Homo sapiens growth hormone 2 (GH2), transcript variant 4, mRNA 


NM 022562 


Homo sapiens growth hormone 1 (GH1), transcript variant 5, mRNA 


NM 022561 


Homo sapiens growth hormone 1 (GH1), transcript variant 4, mRNA 


NM 022560 


Homo sapiens growth hormone 1 (GH1), transcript variant 3, mRNA 


NM 022559 


Homo sapiens growth hormone 1 (GH1), transcript variant 2, mRNA 


NM 000515 


Homo sapiens growth hormone 1 (GH1), transcript variant 1, mRNA 


NM 021801 


Homo sapiens matrix metalloproteinase 26 (MMP26), mRNA 


NM_022718 


Homo sapiens matrix metalloproteinase 25 (MMP25), transcript variant 2, 
mRNA 


NM_022468 


Homo sapiens matrix metalloproteinase 25 (MMP25), transcript variant 1, 
mRNA 


NMJ)06690 


Homo sapiens matrix metalloproteinase 24 (membrane-inserted) (MMP24), 
mRNA 


NM 004771 


Homo sapiens matrix metalloproteinase 20 (enamelysin) (MMP20), mRNA 


NM 002423 


Homo sapiens matrix metalloproteinase 7 (matrilysin, uterine) (MMP7), mRNA 
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NM_002422 


Homo sapiens matrix metalloproteinase 3 (stromelysin 1, progelatinase) 
(MMP3), mRNA 


NM_005941 


Homo sapiens matrix metalloproteinase lo (memDrane-mserteaj ^ivjuvLr loj, 
transcript variant 1, mRNA 


NM_022564 


Homo sapiens matrix metalloproteinase 16 (membrane-inserted) (MMP16), 
transcript variant 2, mRNA 


NM_002421 


Homo sapiens matrix metalloproteinase 1 (interstitial collagenase) (MMP1), 
mRNA 


NM_004995 


Homo sapiens matrix metalloproteinase 14 (membrane-inserted) (MMP14), 
mRNA 


NM 002427 


Homo sapiens matrix metalloproteinase 1 J (collagenase 3 J (MlVLTlij, mKlNA 


NMJ)05940 


Homo sapiens matrix metalloproteinase 1 1 (stromelysin 3) (MMP1 1), mRNA 


NM_022792 


Homo sapiens matrix metalloproteinase 19 (MMP19), transcript variant rasi-y, 
mRNA 


NM_022791 


Homo sapiens matrix metalloproteinase 19 (MMP19), transcript variant rasi-o, 
mRNA 


NM_022790 


Homo sapiens matrix metalloproteinase 19 (MMP19), transcript variant rasi-3, 
mRNA 


NM_002429 


Homo sapiens matrix metalloproteinase 19 (MMP19), transcript variant rasi-1, 
mRNA 


NM_004530 


Homo sapiens matrix metalloproteinase 2 (gelatinase A, 72kD gelatinase, 72kD 
type IV collagenase) (MMP2), mKJNA 


NM_004994 


Homo sapiens matrix metalloproteinase 9 (gelatinase B, 92kD gelatinase, 92kD 
type IV collagenase) (MMP9), mRNA 


NM 004142 


Homo sapiens matrix metalloproteinase-like 1 (MMPL1), mRNA 


NM_002424 


Homo sapiens matrix metalloproteinase 8 (neutrophil collagenase) (MMTs), 
mRNA 


NM_002428 


Homo sapiens matrix metalloproteinase 15 (membrane-inserted) (MMP15), 
mRNA 


NM_002426 


Homo sapiens matrix metalloproteinase 12 (macrophage elastase) (MMP12), 
mRNA 


NM 002425 


Homo sapiens matrix metalloproteinase 10 (stromelysin 2) (MMP10), mRNA 


NM_022804 


Homo sapiens SNRPN upstream readmg frame (SNURF), transcript variant 2, 
mRNA 


NMJ305678 


Homo sapiens SNRPN upstream readmg frame (SNURF), transcript variant 1, 
mRNA 


NM_003097 


Homo sapiens small nuclear nbonucleoprotem polypeptide N (SNRrN), 
transcript variant 1, mRNA 


NM_022808 


Homo sapiens small nuclear nbonucleoprotem polypeptide N (SNRPN), 
transcript variant 5, mRNA 


NM_022807 


Homo sapiens small nuclear nbonucleoprotem polypeptide N (SNRPN), 
transcript variant 4, mRNA 


NM_022806 


Homo sapiens small nuclear nbonucleoprotem polypeptide N (SNRPN), 
transcript variant 3, mRNA 


NM_022805 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript vanant 2, mRNA 


XTA/f 099717 
JNiVl_UZZ ill 


iiomo sapiens \j i -snxviNr Dinaing proiciii xiuiiiuiug \ i\jisaj) \kj ioimu^i i~>l j> 
transcript variant 2, mRNA 


NM 006759 


Homo sapiens UDP-glucose pyrophosphorylase 2 (UGP2), mRNA 


NM_001400 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 
receptor, 1 (EDG1), mRNA 


NM 005586 


Homo sapiens MyoD family inhibitor (MDFI), mRNA 
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NM 022978 


Homo sapiens small EDRK-nch factor IB (centromenc) (SERF IB), mRNA 


NM 023947 


Homo sapiens hypothetical protein MGC3234 (MGC3234), mRNA 


NM 023942 


Homo sapiens hypothetical protein MGC3036 (MGC3036), mRNA 


NM 023933 


Homo sapiens hypothetical protein MGC2494 (MGC2494), mRNA 


NM 005471 


Homo sapiens glucosamme-6-phosphate isomerase (GNPI), mRNA 


NM 023925 


Homo sapiens hypothetical protein FLJ22569 (FLJ22569), mRNA 


NM 004076 


Homo sapiens crystallin, beta B3 (CRYBB3), mRNA 


NM 015717 


Homo sapiens Langerhans cell specific c-type lectin (LANGERIN), mRNA 


NM_0 12329 


Homo sapiens monocyte to macrophage differentiation-associated (MMD), 
mRNA 


NM_007020 


Homo sapiens Ul-snRNP binding protein homolog (70kD) (U1SNRNPBP), 
transcript variant 1 , mRNA 


NM_006465 


Homo sapiens dead ringer (Drosophila)-like 2 (bright and dead ringer) (DRIL2), 
mRNA 


NM_000015 


Homo sapiens N-acetyltransferase 2 (arylamine N-acetyltransferase) (NAT2), 
mRNA 


NM 000496 


Homo sapiens crystallin, beta B2 (CRYBB2), mRNA 


NM 001886 


Homo sapiens crystallin, beta A4 (CRYBA4), mRNA 


NM 023080 


Homo sapiens hypothetical protein FLJ209S9 (FLJ20989), mRNA 


NM 023039 


Homo sapiens ankyrin repeat, family A (RFXANK-like), 2 (ANKRA2), mRNA 


NM_021905 


Homo sapiens gamma-aminobutyric acid (GAB A) B receptor, 1 (GABBR1), 
transcript variant 4, mRNA 


NM_020554 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6dl 5 
mRNA 


NM_020553 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6cl, 
mRNA 


NM_020552 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6bl, 
mRNA 


NM_020550 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6a3, 
mRNA 


NM_0 12468 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6al, 
mRNA 


NM_014418 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6a2, 
mRNA 


NM 016730 


Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 3, mRNA 


NM 016729 


Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 4, mRNA 


NM 016725 


Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 1 , mRNA 


NM 016724 


Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 7, mRNA 


NM 016025 


Homo sapiens CGI-81 protein (DREV1), mRNA 


NM_004406 


Homo sapiens deleted in malignant brain tumors 1 (DMBT1), transcript variant 
1, mRNA 


NM 000197 


Homo sapiens hydroxysteroid (17-beta) dehydrogenase 3 (HSD17B3), mRNA 


NM_001220 


Homo sapiens calcium/calmodulin-dependent protein kinase (CaM kinase) 13 
beta (CAMK2B), mRNA 


NM 019071 


Homo sapiens inhibitor of growth family, member 3 (ING3), mRNA 


NM 016731 


Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 8, mRNA 


JNiVl UZJUIo 


rlomo sapiens hypothetical protein rLJ Uloz (rJLJ 13U52), inRNA 


NM 023016 


Homo sapiens hypothetical protein FLJ21870 (FLJ21870), mRNA 


NM 022911 


Homo sapiens solute carrier family 26, member 6 (SLC26A6), mRNA 


NM 021071 


Homo sapiens ADP-ribosyltransferase 4 (ART4), mRNA 


NM 022113 


Homo sapiens kinesin family member 13 A (KIF13A), mRNA 


NM 012449 


Homo sapiens six transmembrane epithelial antigen of the prostate (STEAP), 
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mRNA 


NM 016 513 


Homo sapiens MAK-related kinase (KIAA0936), mRNA 


NM 014920 


Homo sapiens MAK-related kinase (KIAA0936), mRNA 


NM 

xnivx ui*+uoo 


tlnrno <!anien<! related to the N terminus of tre CRNTRK} mRNA 


NM 006640 


Homo ^aniens MLL, sen tin-like fusion (MSFi niRNA 


NM A06070 

XN1VX VvUVJ / v/ 


T-Tnmo canipn<; TR1C -fused pene rTFG i mRNA 


NM 004809 


Homo sapiens stomatin-like 1 (STOML1), mRNA 


INlVx / 


UrvmA caTvip-nc nnlvrvQtir Virlnpv Hi^paQP 7 Yautosomal dominant^ rPKF)2^ 

mRNA 


INlVx KJ 1 OjU / 


Wnmn carvipnc rtairpH rpl a tpH riompoHov nrotpin fPR^C2i mRNfA 


TvTA/T Cifi'XQOA 
JNivl UUj^Z^ 


U/vrfin canipnc nairpH mpQOflprm fimripnhnY 7 V> fHPlvfX^T^ I TTlRNfA 
XXUlllv) odpidlo {JdllClX llieoi-HXd 111 lHJiiic-vFUV^A. yj. ivx/vz»u ^ 5 iiuviiri 


IN lVJL_UUOi/U z 


t_r rkrr -, r v Mnipnc -r\c* it-ptI mpcrtHprm Vinmpn V*ov 1 fPA/T5C1 i trail Qprirvf variant nmx- 

jnuiilU odUlCllo LJdllCU llieoV/vXC'i ill UUlllwU UUA i \i. ivxy*.!^, u. anai'i iljl vai imiL jjh-la. 

Id, 1 1 1 XVI > iV 


NM_022716 


Homo sapiens paired mesoderm homeo box 1 (PMX1), transcript variant pmx- 

1U, lllXvl > 


NM 000916 


Homo sapiens oxytocin receptor (OXTR), mRNA 


JNJVi uuuy 1 3 


xiumo sapiens t>A.y 100111, picpiu- ^iicuiupiiybiii lj 1 j, iijjvi>t-v 


NM 006188 


Homo sapiens oncomodulin (OCM), mRNA 


NM_Uzzoo4 


riomo sapiens exuaceimiar maxrix proiem i ^iiv^ivii j, transonpi vcinaiii z, 
mjviN/\ 


NM_004092 


Homo sapiens enoyl Coenzyme A hydratase, short chain, 1, mitochondrial 
^ni^rxo l ) y nuciear gene ciiouuiiig iiiiLuc-iioiiuiiai piutcm, hixvxn^v 


xr\/f n77^7 


xxomo sapiens tiuai spcL/iiiL/iiy piiuapiictuioc u ^x-' or vj, ucuioonpi vaiiaiiL 
mRNA 


xnvyf nn/i/11 o 
lNivi uu^fiy 


xxomo sapiens uuai speoniuiiy pnoopiia-Ltiac ^/ ^uor j^, nixviN^v 


NM_004425 


Homo sapiens extracellular matrix protein 1 (ECM1), transcript variant 1, 

-mPTsJ A 
1TLKxN/\ 


NM 004418 


Homo sapiens dual specificity phosphatase 2 (DUSP2), mRNA 


XTA/f HHAQ^I 
XNlVl__UUH'y 0 1 


U/\mA f> n-r-\-i arte rro-mmo Q min Ani llim P o /"» -i /-i /(i AR A 1 A Tf^C f*T\t (~\T PnCI (ATI 

inomo sapiens ganrtrna-aininuDULyriL/ <K/iu. \ \jjt\Drvj r\. icucpiui, cp&iiuii 
(GABRE), transcript variant 1, mRNA 


XT\yf H7 1 QQH 

inivi_uz i yyv 


fioiTio sapiens gdnxina-aniiiiuuuiyi iw auiu ^\j/\d/\^ ^-v icuc^lui, ciyainjii 
(GABRE), transcript variant 4, mRNA 


iNIVx_UZ 1 yo 1 


riomo sapiens garnina-aininoDuiyTic aviu \Kjr\jji\j r\ icocpuji, epomjn 

(C\ A RT? frdn cr»rir*t variant *\ mRNA 
^VJT/\X3l\JC/ J, irdllowlipL Va.lld.IlL D , 111X\JL>)/Tl 


NM_021984 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, epsilon 
^v_T/\ to tx i*^ jy iransunpL vcti ldiii z,, iiixvin/\ 


in ivi__u u^-u y v 


XJaiyia cQtiiAnc Hii o 1 or\pniTipii , i/ f\ 1~» rinn otcicp \ ( ~\ rc\ ppitiiq Annie nrir\QT^ria1"a Cf* \/ t— i 1 — 

xiomo sapiens uuat spccniciiy pnospnaid^e d ^vaL-oiiiia vnu& pnuo|jiid.ui&c v 111- 
rplateH i nrvn^PI i mRNA 

rCldLCU.^ ^.L/Iw/OJL llJLXvl>rA. 


nm nm ^qs 


TJattia oonipnc pnnvl C^r\f*Y\ f 7\rrr\t> A n"v/Ht*atacf» 1 TiPTYYYiQOmal i M.i. rT 1 l mRNTA 
nOIHU odpiCllo eil*jyi V_^\JdlZ^yillC r\. liyLllo.La.ot' 1, JJt-lUAlowiiioi ^viii JJ-N_l > /v. 


NM 001 946 


Uattia canierm dual wecificitv nhosnhatase 6 fDUSP6i transcrint variant 1 
mRNA 


NM 001QS7 


TTnmn cai^i^nQ P7R tran^rrintion fart tor 6 fT-*7P'6i mRNA 


NM 001 QSO 

XNIVX \J\J LjrJyJ 


Womo <;anipn«; F9F tran<;rrintion factor 4 n1 07/nl ^0-bindine fE2F4i mRNA 1 


NM 001Q4.Q 

XNIVX U v 1 y^ty 


Womo Qanipns F2F tran<:rrintion factor ^ fF2F3 i mRNA conmlete cds 


NM 00^77S 

XNIVX V/W-J^ZrJ 


Wr\mn ca-ni<=»nQ F7F tran Qprintinn fartor 1 TF2F1 i mRNA 

XXVXll Iv/ bapiClio 1 ' - ' 1 tlCllloVvl ILy LIUII ial/lUi X \^X_>^-X HXXNX^l^ *■ 


NM 077Q77 
iniyx yj^^y i i 


Unmn ccmipnc farfA/-ariH-i^opn7vr»TP A liaa^p lono-chain 4 TFACL4i tran^crint 
variant 2, mRNA 


NM 004457 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 3 (FACL3), mRNA 


NM 021122 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 2 (FACL2), mRNA 


NM 002473 


Homo sapiens myosin, heavy polypeptide 9, non-muscle (MYH9), mRNA 


NM 001926 


Homo sapiens defensin, alpha 6, Paneth cell-specific (DEFA6), mRNA 


NM 005217 


Homo sapiens defensin, alpha 3, neutrophil-specific (DEFA3), mRNA 
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NM_021912 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, beta 3 
(GABRB3), transcript variant 2, mRNA 


NM_021911 


Homo sapiens gamma-ammobutync acid (GABA) A receptor, beta 2 
(GABRB2), transcript variant 1, mRNA 


NM_000814 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, beta 3 
(GABRB3), transcript variant 1, mRNA 


NM_000812 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, beta 1 
(GABRB1), mRNA 


NM_022650 


Homo sapiens RAS p21 protein activator (GTPase activating protein) 1 
(RASA1), transcript variant 2, mRNA 


NM 003259 


Homo sapiens intercellular adhesion molecule 5, telencephalm (ICAM5), mRNA 


NM_022377 


Homo sapiens intercellular adhesion molecule 4, Landsteiner- Wiener blood 
group (ICAM4), transcript variant 2, mRNA 


NM_001544 


Homo sapiens intercellular adhesion molecule 4, Landsteiner- Wiener blood 
group (ICAM4), transcript variant 1, mRNA 


NM 002162 


Homo sapiens intercellular adhesion molecule 3 (ICAM3), mRNA 


NM 000873 


Homo sapiens intercellular adhesion molecule 2 (ICAM2), mRNA 


NM_022308 


Homo sapiens islet cell autoantigen 1 (69kD) (ICA1), transcript variant 3, 
mRNA 


NM_022307 


Homo sapiens islet cell autoantigen 1 (69kD) (ICA1), transcript variant 1, 
mRNA 


NM_022581 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 
transcript variant 5, mRNA 


NM_0225S0 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 
transcript variant 4, mRNA 


NM_022579 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 
transcript variant 3, mRNA 


NM_022578 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 
transcript variant 2, mRNA 


NM_001318 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 
transcript variant 1 , mRNA 


NM_022646 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 
variant 4, mRNA 


NM_022645 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 
variant 3, mRNA 


NM_022644 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 
variant 2, mRNA 


NM_020991 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 
variant 1, mRNA 


NM_022642 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
(CSH1), transcript variant 4, mRNA 


NM_022641 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
(CSH1), transcript variant 3, mRNA 


NM_022640 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
(CSH1), transcript variant 2, mRNA 


NM_001317 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
(CSH1 ), transcript variant l, mRNA 


NM_002371 


Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant a, 
mRNA 


NM_022440 


Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant d, 
mRNA 


NM 022439 


Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant c, 
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mRNA 


iNlVL_UZZ*+.j o 


Wrkmn ca-nipTiQ mal T-pp11 differentiation nrotein fMAL\ transcrint variant b 

XaOIIIL) odUlCllb Li.la.Xy X L/ 1/1 1 LilUC! C-llUdHV^il l^xvji-waaa ^ata-a *.i.<y, ■* **aai}v/a y«*aa«aav 

mRNA 


JN1VI UU1 /y\J ! 


Unmrt coimptic r^ll Hii/i ci r\n ovrlf* 9Sr^ f f^Fif"^ S tran^CTTnt variant 1 mRNA 

XXOmO SapiCIlo OCxl LUVlaHJIx uy^lC ^ Jv^ ^V^j-ZV^.i.^v^y, Udiiovixpi vaimm i, xixa\a>xt. 


NM 022809 


Homo sapiens cell division cycle 25C (CDC25C), transcript variant 2, mRNA 


"NX\ A AO 11/11 

INiVL_UZ 1 141 


Unmrv coniono ~VT -»-a-w rpnoir /^r\Ywr*1 pmpnf in cr Af^^F^ctl^Tf* fPTifllf 1TI t^hinPQP ham^tPT 

iiorno sapiens .xv-ray repair ooinpiciiiciniiig u.cicvlivc icpau in v^iiin&ou naiixaiu 
cells 5 (double-strand-break reioining; Ku autoantigen, 80kD) (XRCC5), mRNA 


JNJVL__UZZjjU 


TJrkmrv cortipnc "V -ra-vr r-p»nQ ir prtmnlpmpntin o Hpfpptivp rpnair in f^bmp^p barrister 
ixomo sapiens yv-ray repair uurirpicinciiiiiig ti-cxcwtivc- lcjjan m v^imicov ndii-iot^i 

cells 4 (XRCC4), transcript variant 3, mRNA 


xnv/f aoo/ia/^ 


Urkr»-\rv cQiitonc V_rn; rpnciir f»rtmn1pmPnHno fiPTPPti'VP fPnQ IT" in frnnPQP namctpT 

nonio sapiens w— ray rcpan t/unipiciiiciiiiiig ucicvlivc icpaii xxi v^iiiiic-oc nainoit-i 
r*f=»llc A rVRfWl^ tranciprint variant 9 mRNA 

L>Cllo *T \XvAVV_/V^*-T Jy LLdlXOlsl Ydlldlll 1 1 1AX-J. > Xi. 


NM_005432 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 

CeiiS J) ^xVrvV^V-O J, nixvlNxA 


XT\yT AAQ/1A1 


jriomo sapiens .xv-ray repair i/oriipicincniiiig, licicc<li vc icjjaii xxi ^iiiiicot' nauioi^i 

r>^llc zl fVT? f" , f"Vl , i rranQprint variant 1 nYRNA 
CcllS H ^AIvL'V/H- I, 11 dlxav/I xpi valldllL l, iiixxin/tl 


xnv/f no9/iA^ 


u amn conipnc V tranenr^rfpr nrntpin % OCT^^ tran<;prir>t variant 9 mRNA 


1N1V1 U 1 0 1 Z7Z 


TTrkTv»ri cQT*i#>Tic tr!incmpmliranp ■nrofpin with t^rP'-lilcP an H two fbllijstatin-lllcc 
domains 2 fTMFFF^ mRNA 


iNava \J\J\J / ou 


Wr>mo QanipnQ iirotpn«?in 2 fTTXS7^ Iranscrint variant 2 mRNA 


M1VA A91QQ^ 


UAmn cutiiptic nmtpn^in 9 ^171^^9^ tran<?PTn'nt variant 1 mRNA 

XHJIUU odpiCilo HI Ulwllolll t~ \ w x \J>4*jy ll aiicsvupL vai lam a, iaaa"va^^a» 


NM 003353 


Homo sapiens urocortin (UCN), mRNA 


XnV/T A91QQ1 


ii/Nmn conipnc i 1 ■mr'tirm nlaVficrlonin TTTTP^ tran^print variant 2 mRNA 
XXUIUU odjJieiio Jlxllv/LUJll \Jia^\JfaL\JiJlLi yj\->± y 3 iidii^v/iii7i vaiicmt x* ? aiaava^x*. 


TvTA/f AO 1 777 
JNJV1 UZ 1 / J / 


Urvmr\ car\ipnc r»Vi1r\rir1f» r'Viannpl f\ (C*\ C^\^f\\ rranQprint variant (^l (~^-^H mT^NfA 
nomo sapiens cnioriLie L/iidiiiici o ^v>i^^invj j, iidixowiijji vdiiaixL v^i\_/ uu, 1 1 u. vj. > xa. 


NM 021736 


Homo sapiens chloride channel 6 (CLCN6), transcript variant ClC-6c 5 mRNA 


JNivl Uz 1 /jj 


riomo sapiens cnionoe cnannei o v^l.v-'Inoj, trausenpt vdiiani v^iv^-ou, iixivi>irv 


NM_006536 


Homo sapiens chloride channel, calcium activated, family member 2 (CLCA2), 

m T? "NT A 
lTUtvlN/V 


NM 004000 


Homo sapiens chitinase 3-like 2 (CHI3L2), mRNA 


"MA/T AAO/i.41 
JNIVl^UUZO^f 1 


riomo sapiens pnobpnaLitiyiiriuoiLoi giyL/aii, wiado r\ ^pdi<jA.y&xiidi hlju nnnai 
Vif^mr^crlrkViim n"i a^l ^PTOA^ tranQprint variant 1 mRNA 

ilCIIlUglOUlIlLll Id j ^riUA^j Li diloV^l J.J-/1 VdXXdlXX X, 1 1 AA Vi. > jT»- 


"NTM" AO A/17 3 


Urtmn canipnc nnricnnatiHvlinnQitnl crlvpan pla^^ A friaroxv^mal noctiirna] 

XXOIIllj' odLrlCIlo LIllUoL/lldLlLl VXlllvJOX LUX ^ljrWdll, wltlOo ii. ^k^Ol \JS\.y OJ.11C11 UVv l>Ul AAttA 

npmno-lonimiria^ CPTrrA^ tra n <s print variant 3 mRNA 


NM_020472 


Homo sapiens phosphatidylinositol glycan, class A (paroxysmal nocturnal 

li pmn al nhin i iri a ^ fPT(~r A^ tran sprint variant 2 mRNA 

lldllVgXU U'XXXUX Id 1 AVJxVy, UAllOvl lyJ t VdllCllXL Al AAVJ. > X*. 


NM 001699 


Homo sapiens AXL receptor tyrosine kinase (AXL), transcript variant 2, mRNA 


TvTA/T AO 1 0 1 7. 


Urvn^rv oonianc A "VT rc*f f^-r\tr\-r fA/r-^ci-n/a Iriricicf* ^ A "VT ^ trancpnnt variant 1 mRNA 

nOiiiO sapiens aaIj rcocpLor tyrooinc isjiidoc ^x^yv-L/y, uaiisL/iijji vdiidiiL x, 1 1 uvi > a 


INlvl UlOloo 


noiiio sapicno dOiiii-iiAvc o ^/v.v^ i jl^u j, iiix\j.> J r\. 


NM_000509 


Homo sapiens fibrinogen, gamma polypeptide (FGG), transcript variant gamma- 

A mT?>JA 


NM_021870 


Homo sapiens fibrinogen, gamma polypeptide (FGG), transcript variant gamma- 

r> rnl? IMA 

jd, itiavln xT- 


NM 005141 


Homo sapiens fibrinogen, B beta polypeptide (FGB), mRNA 


xnv/f no 1 ooi 
JNlVl_Uz 1 o / 1 


riomo sapiens iiDrmogen, /v aipna poiypepiiQC ^jrvjx-vy, udiiboiipt vaiidiii aipiid, 
mRNA 


INlvl 


riomo sapiens iionnogen, aipna poiypepuue vjx-\ j, tidiibt/xipL vanain dipiid-13, 

ml? XT A 


NM 000920 

X AVA. \J \J\J ^ £*\J 


Homo sapiens pyruvate carboxylase (PC), nuclear gene encoding mitochondrial 
protein, transcript variant A, mRNA 


NM_022172 


Homo sapiens pyruvate carboxylase (PC), nuclear gene encoding mitochondrial 
protein, transcript variant 2, mRNA 


NM 004358 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 1, mRNA 


NM 021874 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 4, mRNA 
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NM 021873 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 3, mRNA 


NM 021872 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 2, mRNA 


NM_020990 


Homo sapiens creatine kinase, mitochondrial 1 (ubiquitous) (CKMT1), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 021962 


Homo sapiens active BCR-related gene (ABR), transcript variant 1, mRNA 


NM 001092 


Homo sapiens active BCR-related gene (ABR), transcript variant 2, mRNA 


NM_021794 


Homo sapiens a disintegrin and metalloproteinase domain 30 (ADAM30), 
transcript variant 1, mRNA 


NM_001464 


Homo sapiens a disintegrin and metalloproteinase domain 2 (fertilin beta) 
(ADAM2), mRNA 


NM_021780 


Homo sapiens a disintegrin and metalloproteinase domain 29 (ADAM29), 
transcript variant 2, mRNA 


NM_021779 


Homo sapiens a disintegrin and metalloproteinase domain 29 (ADAM29), 
transcript variant 3, mRNA 


NM_0 14269 


Homo sapiens a disintegrin and metalloproteinase domain 29 (ADAM29), 
transcript variant 1, mRNA 


NM_021723 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 
mRNA 


NM_021722 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 
mRNA 


NM_021721 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 
mRNA 


NM_016351 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 
mRNA 


NM_021832 


Homo sapiens a disintegrin and metalloproteinase domain 17 (tumor necrosis 
factor, alpha, converting enzyme) (ADAM 17), transcript variant 2, mRNA 


NM_003183 


Homo sapiens a disintegrin and metalloproteinase domain 17 (tumor necrosis 
factor, alpha, converting enzyme) (ADAM 17), transcript variant 1, mRNA 


NM_003815 


Homo sapiens a disintegrin and metalloproteinase domain 15 (metargidin) 
(ADAM 15), mRNA 


NM_021641 


Homo sapiens a disintegrin and metalloproteinase domain 12 (meltrin alpha) 
(ADAM 12), transcript variant 2, mRNA 


NM_021612 


Homo sapiens a disintegrin and metalloproteinase domain 1 1 (ADAM 1 1), 
transcript variant 2, mRNA 


NM_006437 


Homo sapiens ADP-ribosyltransferase (NAD+; poly (ADP-ribose) polymerase)- 
like 1 (ADPRTL1), mRNA 


NM_001618 


Homo sapiens ADP-ribosyltransferase (NAD+; poly (ADP-ribose) polymerase) 
(ADPRT), mRNA 


NM 021738 


Homo sapiens supervillin (SVIL), transcript variant 2, mRNA 


NM 003174 


Homo sapiens supervillin (SVIL), transcript variant 1, mRNA 


NM_002505 


Homo sapiens nuclear transcription factor Y, alpha (NFYA), transcript variant 1, 
mRNA 


NM_021705 


Homo sapiens nuclear transcription factor Y, alpha (NFYA), transcript variant 2, 
mRNA 


NM_000832 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 1 (GRESfl), 
transcript variant NR1-1, mRNA 


NM_000673 


Homo sapiens alcohol dehydrogenase 7 (class IV), mu or sigma polypeptide 
(ADH7), mRNA 


NM_000671 


Homo sapiens alcohol dehydrogenase 5 (class III), chi polypeptide (ADH5), 
mRNA 


NM_000670 


Homo sapiens alcohol dehydrogenase 4 (class II), pi polypeptide (ADH4), 
mRNA 



410 



BNSDOCID <WO 03074654A2J_> 



WO 03/074654 



PCT/US03/05028 



NM 001832 


Homo sapiens colipase, pancreatic (CLPS), mRNA 


NM_021795 


Homo sapiens ±iLlv4 ? ri»l o-oomain protein ^oivr accessory protein i ) ^jdjlk*t), 
transcript variant b, mRNA 


"X TA K 1 **7AA 

NM 021709 


Jriomo sapiens \^uz /-Dincnng v^ivaj protein ^oi v/\j, transcript variant z, rnt\jN/\ 


ata x r\r\/z /ton 

NM 006427 


riomo sapiens luz /-Dinamg ^oivaj protein ^oiva;, transcript variant i, mi\jLN/\. 


\rx k nni OA/I 

NM_021o04 


xiomo sapiens angiotensin i convening enzyme ^jjeptiayi-aipeptiutibc jt\j z 
(ACE2), mRNA 


JNM 02020o 


xiomo sapiens -A. transporter protein 3 transcript variant i, iiuvin-ty 


NM 021030 


Homo sapiens zinc finger protein 14 (KOX 6) (ZNF14), mRNA 


NM 020485 


Homo sapiens Rhesus blood group, CcEe antigens (RHCE), mRNA 


XTK K /\ 1 /'Oil 

NM 016232 


Homo sapiens interleukin 1 receptor-like 1 (IL1RL1), mRNA 


NM_001680 


Homo sapiens FXYD domain-containing ion transport regulator 2 (FXYD2), 
transcript variant a, mRNA 


NM_021603 


Homo sapiens FXYD domain-containing ion transport regulator 2 (FXYD2), 
transcript variant b, mRNA 


NM 005387 


Homo sapiens nucleoporin 98kD (NUP98), mRNA 


NM_021602 


Homo sapiens CD79B antigen (lnimunoglobuhn-associatea beta) (LsD/y&) 9 
transcript variant 2, mRNA 


NM_000626 


Homo sapiens CD79B antigen (immunoglobulin-associatea beta) (LU/yrs), 
transcript variant 1 , mRNA 


NM_021601 


Homo sapiens CD79A antigen (immunoglobulin-associatea alpha) (CD79A), 
transcript variant 2, mRNA 


NM_021599 


Homo sapiens a dismtegnn-hke and metalloprotease (reprolysm type) with 
thrombospondin type 1 motif, 2 (ADAMTS2), transcript variant 2, mRNA 


NM_006988 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motii, 1 (ADAM 1 o 1 ), mKJNA 


NM_004069 


Homo sapiens adaptor-related protein complex 2, sigma 1 subunit (AP2S1), 
transcript variant API 7, mRNA 


NM_021575 


Homo sapiens adaptor-related protein complex 2, sigma 1 subunit (AP2S1), 
transcript variant AP17delta, mRNA 


"X TA K AH CIA 

NM 021574 


Homo sapiens breakpoint cluster region (BCR), transcript variant 2, mRNA 


"VTA A" AA /I *"» -T7 

NM 004327 


Homo sapiens breakpoint cluster region (BCR), transcript variant 1, mRNA 


"VTA K f\f\*7'~>f>'~f 

NMJ307327 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 1 (GRIN1), 
transcript variant INK 1-3, mKJNA 


"VTA >ff AT1 C /ZC\ 

NM_021569 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 1 (GRIN1), 
transcript variant inki-z, mjtviN/\ 


JNM UzUyo4 


xiomo sapiens cnonne aceiyitransierase ^^jtltvi ), transcript vanaiiL jv, nix\j.N/\ 


1NM uzuyoD 


nomo sapiens cnonne acetyitransicr<isc ^v^n/\x j 9 uaiibL-iipL vaiiaiii in i, iiitvln^v 


JNM UzOD4y 


rlomo sapiens cnojme acetyitransierase ^L>ri/vi ), transcript vanant ivi, iiirsj.N/A. 


JNM UU 1 0 1 D 


nomo sapiens actm, gamma z, smooiii rnuboic, cntcrio ^/^.v^ivjrz-^, iiiavln/a- 


NM 020986 


Homo sapiens choline acetyltransferase (CHAT), transcript variant N2, mRNA 


X TA K A1 O ZT /TO 

NM 018662 


Homo sapiens uisruptea m scnizopnrenia i ^uio^ i ), mKJN/\ 


NM 018406 


Homo sapiens mucin 4, tracheobronchial (MUC4), mRNA 


"VTA >T /\ 1 

NM 017783 


Homo sapiens n^othetical protein l^JLJzU33 / (rJ^JzUio /), mKJNA 


NM 004532 


Homo sapiens mucin 4, tracheobronchial (MUC4), mRNA 


NM_012215 


Homo sapiens meningioma expressed antigen 5 (hyaluronidase) (MGEA5), 


NM_020326 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 5, mRNA 


NM_020325 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 4, mRNA 


NM 020324 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
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transcript variant 3, mKNA 


NM_020323 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 2, mRNA 


NMJ>20298 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 9 
(ABCC9), transcript variant SUR2A-delta-14 5 mRNA 


NM_020297 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 9 
(ABCC9), transcript variant SUR2B, mRNA 


NM_021270 ; 


Homo sapiens leukocyte-associated Ig-like receptor 2 (LAIR2), transcript variant 
2, mRNA 


NM_002288 


Homo sapiens leukocyte-associated Ig-like receptor 2 (LAIR2), transcript variant 
1, mRNA 


NM 020983 


Homo sapiens adenylate cyclase 6 (ADCY6), transcript variant 2, mRNA 


NM 015270 


Homo sapiens adenylate cyclase 6 (ADCY6), transcript variant 1, mRNA 


NM_020987 


Homo sapiens ankyrin 3, node of Ranvier (ankyrin G) (ANK3), transcript variant 
1, mRNA 


NM 020977 


Homo sapiens ankyrin 2, neuronal (ANK2), transcript variant 2, mRNA 


NM 001148 


Homo sapiens ankyrin 2, neuronal (ANK2), transcript variant 1, mRNA 


NM 020481 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 8, mRNA 


NM 020480 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 7, mRNA 


NM 020479 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 6, mRNA 


NM 020478 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 5, mRNA 


NM 020477 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 2, mRNA 


NM 000037 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 3, mRNA 


NM 020476 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 1, mRNA 


NM 020475 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 4, mRNA 


NM 021056 


Homo sapiens tuberous sclerosis 2 (TSC2), transcript variant 3, mRNA 


NM 021055 


Homo sapiens tuberous sclerosis 2 (TSC2), transcript variant 2, mRNA 


NM 000548 


Homo sapiens tuberous sclerosis 2 (TSC2), transcript variant 1, mRNA 


NM 004041 


Homo sapiens arrestin, beta 1 (ARRB1), transcript variant 1, mRNA 


NM 020251 


Homo sapiens arrestin, beta 1 (ARRB1), transcript variant 2, mRNA 


NMJ)00S72 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 7 (adenylate cyclase- 
coupled) (HTR7), transcript variant a, mRNA 


NM_0 19860 


Homo sapiens 5-hydroxytiyptamine (serotonin) receptor 7 (adenylate cyclase- 
coupled) (HTR7), transcript variant b, mRNA 


NM_0 19859 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 7 (adenylate cyclase- 
coupled) (HTR7), transcript variant d, mRNA 


NM_004228 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains 2 (cytohesin- 
2) (PSCD2), transcript variant 2, mRNA 


NM_0 17457 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains 2 (cytohesin- 
2) (PSCD2), transcript variant 1, mRNA 


NM_004302 


Homo sapiens activin A receptor, type IB (ACVR1B), transcript variant 1, 
mRNA 


NM_020328 


Homo sapiens activin A receptor, type IB (ACVR1B), transcript variant 3, 
mRNA 


NM 020327 


Homo sapiens activin A receptor, type IB (ACVR1B), transcript variant 2, 
mRNA 


NM 012082 


Homo sapiens Friend of GATA2 (FOG2), mRNA 


NMJ)00578 


Homo sapiens solute carrier family 1 1 (proton-coupled divalent metal ion 
transporters), member 1 (SLC11A1), mRNA 


NM_021094 


Homo sapiens solute carrier family 21 (organic anion transporter), member 3 
(SLC21A3),mRNA 


NM 003739 


Homo sapiens aldo-keto reductase family 1, member C3 (3-alpha hydroxysteroid 
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HpVii/Hrncrpnacp tvne TT\ (AKH 1 CI} mRNA 


NM 000735 


Homo sapiens glycoprotein hormones, alpha polypeptide (CGA), mRNA 


1N1V1__U 1 H Z / Z 


T-T/vmr* cortipnc a /^icmtPo-rm-Hlrp cmfl mPTJ}]lfvnrfltP?lQP frPTYrolv^in tvnP. ) With 
JuLOrriU Sapiens a UASiniCgl 111-11K.C dim liAGiaiivpiuic^ao^ ^leLJAUijr oiai \,y\j\*j wiiii 

thrombospondin type 1 motif, 7 (ADAMTS7), mRNA 


iNJVl_U 1 7oOj 


TTrvmr* com'pn c PAomil of ir\n "Paofrif \/ III Tvrrif*r*ci cri ll cartf pntnnAtipnt ( hPTnnnnlllfl A i 
ri(JITl(J od. pi Clio OOagUlallUll laL/lAjr V AAA, pi U^iJaJ* Ulalll ^WlllLJtJlldiL ^ii&iiivjLJiiuia -tvy 

(F8), transcript variant 2, mRNA 


1N1V1_UUU IjZ 


T-Trvmrk ca-r\ip»n c pAQanlatinTi "fapfnr \/TTT "nrnr'Aa cmlpTit r»r\Tnno"nPT>t fhpmrvnhilifl A I 

JtlOinO OCipiCnb OOaglllallUil Aal/lUl YAAA, pUJl^UagUlaill OiJllipiJllC'llL ^ll&llJAJLJJXIlia 

yirO)) UallSuIipi Vallalll 1, llu\_LN.rA J 


1N1V1__U I yo 1 0 


UrvmrA cortipnc r»/"va mil ati r\n "for»f"/Yr \/TT i CPT11TT1 r\iVYt1it"fV¥Ti'h 1 iTi PAtlVPTQintl 
XTOIIlO Sapiens UOat^UlallUIl iaulUl Vll ^SGIUAH pi UL11HJ1HU1U VAJllvei oivsii 

or»r»f»1#*T*ci'f"/vr\ /T?7^ trancrrint -irori cirrf 9 mP"W A 
aL/OCICi aLAJl J ^17 / J, U. ailoOl ipi Valla.HU Z*, HArvl^i/A 


xnvr nnn in 

1N1V1_UV\J ij 1 


tTnmA csmipnc r»n5»oi list ion "Pap tor \/TT f qpti lm ■nTntlrroTTiHi'n con version 
accelerator^ fF7^ transcrint variant 1 mRNA 


NM 007219 


Homo sapiens ring finger protein 24 (RNF24), mRNA 


NM 021010 


TTomo saniens defensin alnha 5 Paneth cell-soecific (DEFA5Y mRNA 


NM 016250 


Homo sapiens N-myc downstream-regulated gene 2 (NDRG2), mRNA 


1N1V1 L,D 


PTrvmn Qfir>ipn<: intprlpiiViTi 99 (T\ 99^ mRNA 
iiUlllu oa|Jiciio lii.tv'i i^Liiviii yiA~/4*^ jj 1 1 ul vj. > ik 


NM 006774 


Homo sapiens indolethylamine N-methyltransferase (INMT), mRNA 


JNJV1_U 1HO 1U 


TJi-vTV*/'! ooniAnc oimilor In mrvncp "Doc rlf»YQTnf»tVia crvnf*— inHl ir*Pf1 1 /^P A SIT^ 1 l 

nOnlO bapieno Similar to lllOUbc xvab, ucAalllCLliaavjiic-iiiLiuuC/vi 1 ^rtn.oiyiy, 

mRNA 


NJVL_UzU 3 zz 


nomo sapiens amuonae-sensiiive cation cnannei j, xestis v./\\^\-/1no^, iran&t/iipL 
variant 3 5 mRNA 


XTA/f A9H19 1 

jNM_JJZUjZl 


nomo sapiens amiionue-sensitive canon cnannei 3, icbus ^/\^v_/1nj^, ir<iiit>ivnpi 
variant 2, mRNA 


IN JV1_UZU O 3 H 


riomo sapiens a uisiniegnn ana meLaiioproxemase ciuind.ni dv y/\±jj\iviD\j) 9 
transcript variant 2, mRNA 




nomo sapiens coagulation iacior yvi ^pid.sma LnroinDupiaoLiii aincocuciiL^ ^j? iij, 
transcript variant 2, mRNA 


1N±V1_UUU 1 Zo 


rxomo Sapiens tvOaguiaiion iaOLor vvi ^pidsiiia iimjiiiuupiasLiii aiiicvycuciit^ a ij y 
transcript variant 1, mRNA 


"MTV/f fknOA/l'^ 

in ivi__uu yjt+HD 


Jtiomo sapiens Air -Dinamg cassetie, suD-iamny x3 ^ivjuL/xv/ i/\jt iiicinuci *+ 
(ABCB4), transcript variant A, mRNA 


INlVl_U 1 ooDU 


riomo sapiens a i r-uiiiQiiig cassette, suo-iamiiy x3 ^ivii_^ix/ i/\rj, incniuci *t 
(ABCB4), transcript variant C, mRNA 


JNJV1_U 1 00^7 


lT/\mA canipn e ATP V\ir»Hi-nrr p«sccptfp ci il^-"Pamil\^ T-l C\A 1 IT? AT A P^ mpmhpr 4 

riomo sapiens i\ i jr-uinamg cassette, suo-xamiiy o ^ivii^xv/ i^ajt j, iiicinuci t 
(ABCB4), transcript variant B, mRNA 


IN 1V1 U ZUUj O 


XaOII1L> SapiCllS -ttlX x -UlllLllIl^ CaSSCtlC, SU.U~ldlllliy ^V- A JL XV/ ivlivi iiit/iiiuc/i J 

(ABCC3), transcript variant MRP3B, mRNA 


INlYl UZUUj / 


T-Tnmr» ennipne ATP KinHincr rpCQPtfp Qn*h~f«milv C* ^T^P'TP /N/TR P i member ^ 
rxornu sapiens Air -ointnng L-asscLic, suu-iainiiji' \^ ^^j. j- -cv^ xvjllvj. ^, iutiiiut.i ^ 

(ABCC3), transcript variant MRP3A, mRNA 


J.N 1V1__U U D / OO 


XHJII1U Sapiens ^A. 1 a "UlIlLinig UaSoCLlC, oUU- laillllj' ^v^-X ixx/ivuvjr ^, lliciiiuwi -J 

(ABCC3), transcript variant MRP3, mRNA 


TsTN/f H1Q£9zl 
1N1V1 U 1 37UZH- 


n.oiiiu Sapiens ai x -uiiiLiiiig wassctLc, su-u-iaiiiiiy j-> \^ivAj_yjx/ i«rtjr ineiiiuwi 

(ABCB9), transcript variant 2, mRNA 


INiVl y 1 7DZ J 


T-Trvmr\ canipn c A TP_V\irir1'inrr r»Q ccpffp ct iV"»- ■Family/ T-^ ^1V4T^P /T A P^ mpmlipr 0 

rxoxiiu Sapiens /Air -uinuirig uassetie, suu-iaimiy s~> ^ivi_l/ix/ a/tjt^, nieiiiuei s 

(ABCB9), transcript variant 1, mRNA 


in lYi Uut yyyj 


LL\Jlll\j oapieilS A A A -UlllLllllt taooCLlt'j OUU XCLLHiiy 1^1 AAV/lVAAvA ^, lliV/lllUwl 1 

(ABCC1), transcript variant 1, mRNA 


NM_019902 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(ABCC1), transcript variant 7, mRNA 


NM_0 19901 


Homo sapiens ATP-binding cassette, sub-family C (Cl^lv/MRP), member 1 
(ABCC1), transcript variant 6, mRNA 


NM 019900 


Homo sapiens ATP-binding cassette, sub-family C (CFTlv/MRP), member 1 
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(ABCC1), transcript variant 5, mRNA 


NM_0 19899 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(ABCC1), transcript variant 4, mRNA 


NM_0 19898 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(ABCC1), transcript variant 3, mRNA 


NM_019862 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(ABCC 1 ), transcript variant 2, mRNA 


NM 019903 


Homo sapiens adducin 3 (gamma) (ADD3), transcript variant 2, mRNA 


NM 001640 


Homo sapiens N-acylaminoacyl-peptide hydrolase (APEH), mRNA 


NM 019858 


Homo sapiens protein A (A), transcript variant A-2, mRNA 


NM 000407 


Homo sapiens glycoprotein lb (platelet), beta polypeptide (GP1BB), mRNA 


NM_0 15675 


Homo sapiens growth arrest and DNA-damage-inducible, beta (GADD45B), 
mRNA 


NM 016824 


Homo sapiens adducin 3 (gamma) (ADD3), transcript variant 1 , mRNA 


NM_020039 


Homo sapiens amiloride-sensitive cation channel 2, neuronal (ACCN2), 
transcript variant 1 , mRNA 


NM 005388 


Homo sapiens phosducin-like (PDCL), mRNA 


NM_017585 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 6 
(SLC2A6), mRNA 


NM_020238 


Homo sapiens inner centromere protein antigens (135kD, 155kD) (1NCENP), 
mRNA 


NM_006908 


Homo sapiens ras-related C3 botulinum toxin substrate 1 (rho family, small GTP 
binding protein Racl) (RAC1), transcript variant Racl, mRNA 


NM_018890 


Homo sapiens ras-related C3 botulinum toxin substrate 1 (rho family, small GTP 
binding protein Racl) (RAC1), transcript variant Raclb, mRNA 


NM_0 18891 . 


Homo sapiens laminin, gamma 2 (nicein (lOOkD), kalinin (105kD), BM600 
(lOOkD), Herlitz junctional epidermolysis bullosa)) (LAMC2), transcript variant 
2, mRNA 


NM_0 13430 


Homo sapiens gamma-glutamyltransferase 1 (GGT1), transcript variant 3, 
mRNA 


NM_0 13421 


Homo sapiens gamma-glutamyltransferase 1 (GGT1), transcript variant 2, 
mRNA 


NM 004954 


Homo sapiens ELKL motif kinase (EMK1), transcript variant 2, mRNA 


NM 017490 


Homo sapiens ELKL motif kinase (EMK1), transcript variant 1, mRNA 


NM_004105 


Homo sapiens EGF-containing fibulin-like extracellular matrix protein 1 
(EFEMP1), transcript variant 1, mRNA 


NM_002403 


Homo sapiens microfibrillar-associated protein 2 (MFAP2), transcript variant 2, 
mRNA 


NM_0 17459 


Homo sapiens microfibrillar-associated protein 2 (MFAP2), transcript variant 1, 
mRNA 


NM 005115 


Homo sapiens major vault protein (MVP), transcript variant 2, mRNA 


NM 017458 


Homo sapiens major vault protein (MVP), transcript variant 1, mRNA 


NM_0 18894 


Homo sapiens EGF-containing fibulin-like extracellular matrix protein 1 
(EFEMP1), transcript variant 2, mRNA 


NM 016519 


Homo sapiens ameloblastic enamel matrix protein (AMBN), mRNA 


NM 017492 


Homo sapiens ataxin 2 related protein (A2LP), transcript variant 2, mRNA 


NM 007193 


Homo sapiens annexm A10 (ANXA10), mRNA 


NM 019102 


Homo sapiens homeo box A5 (HOXA5), mRNA 


NM 018971 


Homo sapiens G protein-coupled receptor 27 (GPR27), mRNA 


NM 003379 


Homo sapiens villin 2 (ezrin) (VIL2), mRNA 


NM_0 16830 


Homo sapiens vesicle-associated membrane protein 1 (synaptobrevin 1) 
(VAMP1), transcript variant VAMP-IB, mRNA 
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NM_0 14231 


Homo sapiens vesicle-associated membrane protein 1 (synaptobrevin I) 
(VAMP1), transcript variant VAMP- 1 A, mRNA 


NM_0 17489 


Homo sapiens telomeric repeat binding factor (NIMA-mteracting) 1 (TERF1), 
transcript variant 1, mRNA 


NM_003218 


Homo sapiens telomeric repeat binding factor (NIMA-mteracting) 1 (liiKb 1), 
transcript variant 2, mRNA 


NM_017455 


Homo sapiens stromal cell derived factor receptor 1 (SDFR1), transcript variant 
alpha, mRNA 


NM_007098 


Homo sapiens clathrin, heavy polypeptide-like 1 (CLTCL1), transcript variant 2, 
mRNA 


NM 017451 


Homo sapiens BAH -associated protein 2 (BAIAP2), transcript variant 2, mRNA 


NM 017450 


Homo sapiens BAH -associated protein 2 (BAIAP2), transcript variant 1, mRNA 


NM 001617 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-1, mRNA 


NM 017488 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-4, mRNA 


NM 017487 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-6b, mRNA 


NM 017486 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-6a, mRNA 


NM 017485 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-5a, mRNA 


NM 017484 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-3b, mRNA 


NM 017483 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-3a, mRNA 


NM 017482 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-2, mRNA 


NM 018561 


Homo sapiens DKFZP586D2223 protein (DKFZP586D2223), mRNA 


NM 018413 


Homo sapiens chondroitin 4-sulfotransferase (C4ST), mRNA 


NM 017835 


Homo sapiens chromosome 21 open reading frame 59 (C210RF59), mRNA 


NM_0 18226 


Homo sapiens arginyl aminopeptidase (aminopeptidase B)-like 1 (RNPEPJL1), 
mRNA 


NM 018204 


Homo sapiens cytoskeleton associated protein 2 (CKAP2), inRNA 


NM 018200 


Homo sapiens high-mobility group 20A (HMG20A), mRNA 


NM 017595 


Homo sapiens I-kappa-B-interacting Ras-like protein 2 (KBRAS2), mRNA 


NM 017613 


Homo sapiens downstream neighbor of SON (DONSON), mRNA 


NM 017596 


Homo sapiens KIAA0449 protein (KIAA0449), mRNA 


NM_0 17456 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains l(cytohesin 1) 
(PSCD1), transcript variant 2, mRNA 


NM_0 16829 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 2e, mRNA 


NM_0 16828 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 2d, mRNA 


NM_0 16827 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 2c, mRNA 


NM_0 16826 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 2b, mRNA 


NM_0 16821 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 2a, mRNA 


NM_0 16820 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant lc, mRNA 


NM_016819 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant lb, mRNA 


NM 002197 


Homo sapiens aconitase 1, soluble (ACOl), mRNA 


NM_0 16841 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 4, 
mRNA 


NM_016835 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 1, 
mRNA 


NM 016834 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 3, 
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mRNA 


NMJH6938 


Homo sapiens EGF-containing fibulin-like extracellular matrix protein 2 
(EFEMP2), mRNA 


MM 005569 


Homo sapiens LIM domain kinase 2 (LIMK2), transcript variant 2a, mRNA 


NM 016733 


Homo sapiens LIM domain kinase 2 (LIMK2), transcript variant 2b, mRNA 


NM 002314 


Homo sapiens LIM domain kinase 1 (LIMK1), transcript variant 1, mRNA 


NM 016735 


Homo sapiens LIM domain kinase 1 (LIMK1), transcript variant dLIMK, mRNA 


NM_006855 


Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retention receptor 3 (KDELR3), transcript variant 1, mRNA 


NM_0 16657 


Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retention receptor 3 (KDELR3), transcript variant 2, mRNA 


NM_002101 


Homo sapiens glycophorin C (Gerbich blood group) (GYPC), transcript variant 
1, mRNA 


NM_016815 


Homo sapiens glycophorin C (Gerbich blood group) (GYPC), transcript variant 
2. mRNA 


NM 005242 


Homo sapiens coagulation factor n (thrombin) receptor-like 1 (F2RL1), mRNA 


NM_016818 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 1 
(ABCG1), transcript variant 2, mRNA 


NM_004915 


Homo sapiens ATP-binding cassette, sub-family G ("WHITE), member 1 
(ABCG1), transcript variant 1, mRNA 


NM_002542 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant la, mRNA 


NM_000665 


Homo sapiens acetylcholinesterase (YT blood group) (ACHE), transcript variant 
E4-E6, mRNA _| 


NM 013999 


Homo sapiens mesenchyme homeo box 1 (MEOX1), transcript variant 2, mRNA 


NM_003927 


Homo sapiens methyl-CpG binding domain protein 2 (MBD2), transcript variant 
1, mRNA 


NM_015832 


Homo sapiens methyl-CpG binding domain protein 2 (MBD2), transcript variant 
testis-specific, mRNA 


NM_002384 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript variant 
4, mRNA 


NM_0 15847 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript variant 
PCM1, mRNA 


NM_0 15846 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript variant 
1, mRNA 


NM_0 15845 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript variant 
2, mRNA 


NM_015844 


Homo sapiens methyl-CpG binding domain protein 1 (MBDl), transcript variant 
3, mRNA 


NM_002311 


Homo sapiens ligase m, DNA, ATP-dependent (LIG3), transcript variant beta, 
mRNA 


NM_0 13975 


Homo sapiens ligase m, DNA, ATP-dependent (LIG3), transcript variant alpha, 
mRNA 


NM 014190 


Homo sapiens adducin 1 (alpha) (ADD1), transcript variant 3, mRNA 


NM 014189 


Homo sapiens adducin 1 (alpha) (ADD1), transcript variant 2, mRNA 


NM 001119 


Homo sapiens adducin 1 (alpha) (ADD1), transcript variant 1, mRNA 


NM_015831 


Homo sapiens acetylcholinesterase (YT blood group) (ACHE), transcript variant 
E4-E5, mRNA 


NM 016572 


Homo sapiens ubiquitin specific protease 21 (USP21), mRNA 


NM 016388 


Homo sapiens T-cell receptor interacting molecule (TRIM), mRNA 


NM 016272 


Homo sapiens transducer of ERBB2, 2 (TOB2), mRNA 


NM 016135 


Homo sapiens transcription factor ets (TEL2), mRNA 
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JNM__UloZ4 / 


riomo sapienb inLciijnuiurcecpiui uiaiiiA pujicugiyt/cui ^oi -rvv^i.xv.^.rviN 
mPTsJA 

ITlrvIN/\ 1 


NM 016334 


Homo sapiens putative G-protein coupled receptor (SHI 20), mRNA 


XTTV It A 1 1 O A 

NM Ulolz4 


riomo sapiens xvnesus Diooa group, u ami gen ^ivriJL/y, iniviNr\ 


NMJH5865 


Homo sapiens solute carrier family 14 (urea transporter), member 1 (Kidd blood 

group) (oLC14/VlJ, mJKJNA 


\T\ yf Alalia 

NM 016112 


Homo sapiens polycystic Kioney aisease z-mce i ^x^isjlfzjl. i j, mi\j.N/\ 


NMJH6318 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 2 (P2RX2), 

.-DXT A 
TTLKIN/v 


NM_Uloo5i 


Homo sapiens sterile -a rpna moui ana leucine zipper containing Kinase /\zjs. 
(ZAK), mRNA 


NM 016556 


Homo sapiens ul l9o, complete uivr (nuiviui lyoAj, itikjna 


NM_0 1 643 1 


Homo sapiens mitogen-actrvatea protein Kinase o interacting protein z 

A\/r A TUT QTD0\ r^"D\T A 


■V.TTV yf A1 

NM 016377 


Homo sapiens A Kinase (^kjv/yj ancnor protein / v/\js^vr / mjviN/\ 


XTA A A 1 HI A £L 

NM_0 16346 


Homo sapiens nuclear receptor suDiamiiy z, group rs, memoer 3 ^injcvzji/^ ^, 


JNM UltoZD 


riomo sapiens zinc linger proiem z/h- \ ^ i*^)^ rnxviN/\ 


NM 016324 


Homo sapiens zinc finger protein 274 (ZNP274), mRNA 


NM 016ZV3 


Homo sapiens bridging integrator 2 (BIN2), mRNA 


nm ui^yuy 


Homo sapiens neuroDiastoma-ampimeu protein ^luv^j i jjhj, nuviN/A. 


NM 015oyU 


Homo sapiens sponayioepipnyseai ayspiasia, late, pseuuogene ^LULr;, itusj.>/\ 


NM 015885 


Homo sapiens PCF1 lp homolog (PCF1 1), mRNA 


NM_015991 


Homo sapiens complement component 1 , q subcomponent, alpha polypeptide 
(ClQA),mRNA 


NM 016201 


Homo sapiens Leman coiled-coil protein (LCCP), mRNA 


NM 016157 


Homo sapiens trophinin (TRO), mRNA 


NM__015bo9 


Homo sapiens peroxisome proliferative activated receptor, gamma (PPARG), 

♦vVDXT A 

mKJNA 


JNM_Ui001j 


Homo sapiens soiute earner iamny o ^neurotransmitter transponer, u/iDAj, 
memoer ij ^ojuco/\i-5;, ituvi>/\ 


JNIVi U 1 DJ07 


xiomo sd.pienis ino i-uinu.iiig pruiciu ^ino x -oir j, 1 1 lcvi n 


JN1V1 UlOO^o 


Homo sapiens Xjj^\^lyij\ i or protein ^riJU'L^ivi/\ i or j, liu\ss/\ 


1N1VI UIODZ/ 


Homo sapiens nyaroxyaciu oxiuase z ^iong cnainj \jr±i\\j£)) ujucsj.n/\ 


JNIVI UiOZOo 


Homo sapiens .rzri protein ^rZ/Ki ) y tiu\isi\ 


NM U 1 DOUZ 


Homo sapiens vj proiem-coupieo receptor z ^vjjtxvz iilk_ln/\ 


NM 015892 


Homo sapiens B cell RAG associated protein (BRAG), mRNA 


7vT\/f AI /CI 07 
INM U 1 0 1 o / 


Homo sapiens bridging integrator 2 (BIN2), mRNA 


NM 003373 


Homo sapiens vinculin (VCL), transcript variant VCL, mRNA 


TvTTV/f A1/1AAA 

NM 014U00 


Homo sapiens vinculin (VCL), transcript variant meta-VCL, mRNA 


XTTViT A1 7 00 

NM yJiDyyZ 


Homo sapiens paired dox gene o ^jt/\a.o j, transcript variant r /\yvori, iritsj.Nrv 


NM_013yoo 


Homo sapiens r^arKinson aisease (^autosomal recessive, juvenuej z, parKin 
yr i\jsjs^£), transcript variant rnxviN/\ 


XTTV/f A1 


Homo sapiens JrarKinson aisease ^autosomal recessive, juvcnncj z, parKin 
^r /vivJvz transcopt vanani z, iiir\j.N/\ 




Homo sapiens neureguim z ^±ninajzj, iranscnpi variaixi u, lijjxrN-tt. 


NM 013984 


Homo sanien«; neureenlin 2 HSfRG2 > ) transcriot variant 5, mRNA 


NM 013983 


Homo sapiens neuregulin 2 (NRG2), transcript variant 4, mRNA 


NM 013982 


Homo sapiens neuregulin 2 (NRG2), transcript variant 3, mRNA 


NM 013981 


Homo sapiens neuregulin 2 (NRG2), transcript variant 2, mRNA 


NM 013964 


Homo sapiens neuregulin 1 (NRG1), transcript variant HRG-alpha, mRNA 


NM 013962 


Homo sapiens neuregulin 1 (NRG1), transcript variant GGF2, mRNA 
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NM 013961 


Homo sapiens neuregulin 1 (NRG1), transcript variant GGF, mRNA 


NM 013960 


Homo sapiens neuregulin 1 (NRG1), transcript variant ndf43, mRNA 


NM 013959 


Homo sapiens neuregulin 1 (NRG1), transcript variant SMDF, mRNA 


NM 013958 


Homo sapiens neuregulin 1 (NRG1), transcript variant HRG-beta3, mRNA 


NM 013957 


Homo sapiens neuregulin 1 (NRG1), transcript variant HRG-beta2, mRNA 


NM 013956 


Homo sapiens neuregulin 1 (NRG1), transcript variant HRG-betal, mRNA 


NM_0 13955 


Homo sapiens NADPH oxidase 1 (NOX1), transcript variant NOH-lLv, mRNA 


NM 013954 


Homo sapiens NADPH oxidase 1 (NOX1), transcript variant NOH-1S, mRNA 


NM_0 13995 


Homo sapiens lysosomal-associated membrane protein 2 (LAMP2), transcript 
variant LAMP2B, mRNA 


NM_007334 


Homo sapiens killer cell lectin-like receptor subfamily D, member 1 (KLRD1), 
transcript variant 2, mRNA 


NM_002262 


Homo sapiens killer cell lectin-like receptor subfamily D, member 1 (KLRD1), 
transcript variant 1, mRNA 


NM_013976 


Homo sapiens glutaryl-Coenzyme A dehydrogenase (GCDH), nuclear gene 
encoding mitochondrial protein, transcript variant 2, mRNA 


NM_015841 


Homo sapiens adenosine deaminase, RNA-specific (ADAR), transcript variant 
ADAR-c, mRNA 


NM_015840 


Homo sapiens adenosine deaminase, RNA-specific (ADAR), transcript variant 
ADAR-b, mRNA 


NM_001111 


Homo sapiens adenosine deaminase, RNA-specific (ADAR), transcript variant 
ADAR-a, mRNA 


NM^O 14925 


Homo sapiens KIAA1002 protein (KIAA1002), mRNA 


NM 014905 


Homo sapiens glutaminase (GLS), mRNA 


NM 014833 


Homo sapiens KIAA0618 gene product (KIAA0618), mRNA 


NM 014863 


Homo sapiens B cell RAG associated protein (BRAG), mRNA 


NM 015646 


Homo sapiens RAP1B, member of RAS oncogene family (RAP1B), mRNA 


NM_0 15423 


Homo sapiens aminoadipate-semialdehyde dehydrogenase-phosphopantetheinyl 
transferase (AASDHPPT), mRNA 


NM 015523 


Homo sapiens small fragment nuclease (DKFZP566E144), mRNA 


NM 014397 


Homo sapiens NDVLA (never in mitosis gene a)-related kinase 6 (NEK6), mRNA 


NM_0 14249 


Homo sapiens nuclear receptor subfamily 2, group E, member 3 (NR2E3), 
mRNA 


NM 014361 


Homo sapiens contactin 5 (CNTN5), mRNA 


NM_0 14341 


Homo sapiens mitochondrial carrier homolog 1 (MTCH1), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 014556 


Homo sapiens Ellis van Creveld syndrome (EVC), mRNA 


NM 014306 


Homo sapiens hypothetical protein (HSPC1 17), mRNA 


NM 014593 


Homo sapiens CpG binding protein (CGBP), mRNA 


NM 014567 


Homo sapiens breast cancer anti-estrogen resistance 1 (BCAR1), mRNA 


NM_0 14273 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 6 (ADAMTS6), mRNA 


NM_0 14244 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 2 (ADAMTS2), transcript variant 1, mRNA 


NM 014449 


Homo sapiens protein A (A), transcript variant A-l, mRNA 


NM_007319 


Homo sapiens presenilin 1 (Alzheimer disease 3) (PSEN1), transcript variant I- 
374., mRNA 


NM_007318 


Homo sapiens presenilin 1 (Alzheimer disease 3) (PSEN1), transcript variant I- 
463, mRNA 


NM 013953 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8D, mRNA 


NM 013952 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8C, mRNA 


NM 013951 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAXSB, mRNA 
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NM 013945 


Homo sapiens paired box gene 7 (PAX7), transcript variant 2, mRNA 


NM 013942 


Homo sapiens paired box eene 3 fWaardenburer svndrome 1^ rPAXTi tranQprint 
variant PAX3B, mRNA 


NM 013411 


Homo sapiens adenvlate kinase 2 tAIC2^ nuclear gene enendina mitArhrmHrial 
protein, transcript variant AK2B, mRNA 


NM_00063 1 


Homo sapiens neutrophil cvtosolic factor 4 f40kTyi fNPF4 1 tranqrrint variant 1 
mRNA 


NM 013416 


Homo sapiens neutrophil cvtosolic factor 4 f40kTYi n^JPP'JA tranQrrfnt variant 9 
mRNA 


NM 006125 


Homo sapiens Rho GTPase activating nrntein r» f ARTTfrAPfV^ trancrrint variant 
3, mRNA 


NM 013427 


Homo saniens Rbo GTPase activating nrntein r* f AR^TCr AP^ trancrrint variant 

iiuiiiv Ljupiv/iio xvxxvf vj x x uov- a\s Ll v aixllg JJlVJlt/Ul \J 1 r\J\llVJjrlX U / j U dllolyl 1L/L VdlldllL 

1, mRNA 


NM 013423 


FTomo ^anien^ Rhn OTPacp aptivatincx nrr»t<=»in f\ ( AT?TTf~v AP^ t-rcmor^-ri-rit 

xxvjlixkj ocijjiV/iii3 xvi iw vj xi aot dl/Ll Vdllllg LHVJLClil U ^^AJXJLJLvJ ^A_i »Jy ? 11 dlloOI IL) I VdlldllL 

4 mRNA 


NMJ) 13422 


Homo sapiens Rbo GTPase activating nrotein r» ( ARTTGAPrTi trancrrint variant 

Aiviiiv/ juyiviio xvajvs vj xx ujV/ Ovli rdllllg piULLlll V ^/XIVIIVJjVX y> LldllOv'llLjL VdlldllL 

5, mRNA 


NM 001174 


Homo sapiens Rho GTPase activating nrntein f% ( ATJTTGAPfVi trancrrint variant 

oayiwiio xvjxu VJ XX aov OVU vailll^ |JlvJLt;ill U v ^JCvxxVJ^\JL vJy j LldlloL/llL/L VdlldllL 

2, mRNA 


NM 013436 


Homo sapiens NCTC -associated nrntein 1 fiSTPlv'APli mRlSFA 


NM 012310 


Homo sapiens kinesin family member 4A (KIF4A), mRNA 


NM 013449 


TTnmn canienc hrnmnHnmain arliar^nt tr\ 7inp -fin ct*»t* H r\m c» -i n 9 A /""D A 7^ W 
xx\jxlx\j aapicna ui uiiivjULJiiidlll dUJdL/CllL LLJ Zilllly linger U-Ollldm, jLi\ \JLji\jLjjL£\ 1, 

mRNA 


NM 007333 


TTnmn canienc killer rell Iprtin-liV^ rpppntnr cuK-familx/ -m*=»mV\*=>r- 1 T "Df^^ 
xAvJUILj t>dLUt;ii£> JV1UC1 OCU 1CL/L11 1-1 live ICUCpiUI oUDlaiTlliy v-», inCITlDCr d ^IvLlvV^jJ, 

transcript variant NKG2-H, mRNA 


NM 007328 


TTnmn canienc Viller rell lertin-lilr<=* Tf*rf*r\trvr cnTi'fa-mil^^ (~* m^>mV\<=»r 1 (\T T 'P/^I'X 

xXwlllVj OdL^lv^llo Jvlllv^l L/Cil ICL/llll-lllvC ICL/CpLvJl oLlDldllxliy v^ 3 IllClIlLJCr 1 v xSJ_»xvv-/ 1 K 

transcript variant NKG2-B mRNA 


NM_002259 


Homo sapiens killer cell lectin-like receptor cubfamilv C memher 1 TTCT PP1^ 
transcript variant NKG2-A, mRNA 


NM_004214 


Homo sapiens fibroblast growth factor (acidic) intracellular binding protein 
(FffiP), mRNA 


NM 006350 


Homo sapiens follistatin (FST), transcript variant FST317 5 mRNA 


NM 013409 


Homo sapiens follistatin (FSTl tran ccrint variant FST^44 mR>JA 

v a a A v uwLyivxia j.v/1110 kuuii \^X lj x y 5 ul ClllOwl k\JK VdlldllL JL ul J^^j lilXVJ.NzV 


NM 013324 


Homo sapiens cytokine inducible SH2-containing protein (CISH), mRNA 


NM 012486 


Homo canienc nrecenilin 9 ( A 1 tV\ f>\ m f=»r Hic^cicp* /1A /^5QT^X^'7^ tT-ci-ncr»-rir»+ imrionf o 

xxyjLLiyj oapiuis pi tatiiijiii Z. ^rvlZdlClIXlCl UlbCabC V JT OlllN^^, lidnSOTipi Vanani 

mRNA 


NM_0 12485 


Homo sapiens hvaluronan-mediated mntilitv recentnr iTxTTAlvflvT^ iTTMlvrR^ 

w * ivlllJ xxjf tiiixi. vrxitiii L\->vX 1 11VJ till \.jf lvvwpiUl ^IVl JjiJ. VJLi VI ^ 1 1 1J.VxJ.Vxxv J y 

transcript variant 2, mRNA 


NMJ 12484 


Homo sapiens hvaluronan-mediated motilitvrecentor (RHAlVflvn ffTMlVTR^ 
transcript variant 1, mRNA 


NM_012483 


Homo sapiens granulysin (GNLY), transcript variant 519, mRNA 


NM_ 006433 


Homo sapiens eranulvsin ( GNLY") transcript variant NKG5 mRNA 


NM 001930 


Homo sapiens deoxvhvnusine svnthase fDTTPS i transcrint variant 1 mRTsTA 


NM 013407 


Homo sapiens deoxvhvnusine svnthase (T^TTPS^ transcrint variant ^ mRNA 


NMJ 13406 


Homo sapiens deoxyhypusine synthase (DHPS), transcript variant 2, itiRNA 


NMJ) 13 229 


Homo sapiens apontotic protease activating factor TAPAFl^ trancrrint variant 1 
mRNA 


NMJ 13251 


Homo sapiens tachykinin 3 (neuromedin K, neurokinin beta) (TAC3), mRNA 


NM 013396 


Homo sapiens ubiquitin specific protease 25 (USP25), mRNA 


NMJ13255 


Homo sapiens muskelin 1, intracellular mediator containing kelch motifs 
(MKLN1), mRNA 


NM 013290 


Homo sapiens GT198, complete ORF (HUMGT198A), mRNA 
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NMJ)05102 


Homo sapiens fasciculation and elongation protein zeta 2 (zygin II) (FEZ2), 
mRNA 


NM_004830 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 3 
(130kD) (CRSP3), mRNA 


NM_009588 


Homo sapiens lymphotoxin beta (TNF superfamily, member 3) (LTB), transcript 
variant 2, mRNA 


NM_0 13227 


Homo sapiens aggrecan 1 (chondroitin sulfate proteoglycan 1, large aggregating 
proteoglycan, antigen identified by monoclonal antibody AO 122) (AGC1), 
transcript variant 2, mRNA 


NM 012475 


Homo sapiens ubiquitin specific protease 21 (USP21), mRNA 


NMJH2428 


Homo sapiens stromal cell derived factor receptor 1 (SDFR1), transcript variant 
beta, mRNA 


NMJH2226 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 2 (P2RX2), 
mRNA 


NM_012369 


Homo sapiens olfactory receptor, family 2, subfamily F, member 1 (OR2F1), 
mRNA 


NM 01221S 


Homo sapiens interleukin enhancer binding factor 3, 90kD (ILF3), mRNA 


NM_012324 


Homo sapiens mitogen-activated protein kinase 8 interacting protein 2 
(MAPK8IP2), mRNA 


NM 012405 


Homo sapiens isoprenylcysteine carboxyl methyltransferase (ICMT), mRNA 


NM 012070 


Homo sapiens attractin (ATRN), mRNA 


NM 006874 


Homo sapiens E74-like factor 2 (ets domain transcription factor) (ELF2), mRNA 


NM_007308 


Homo sapiens synuclein, alpha (non A4 component of amyloid precursor) 
(SNCA), transcript variant NACP1 12, mRNA 


NM_000345 


Homo sapiens synuclein, alpha (non A4 component of amyloid precursor) 
(SNCA), transcript variant NACP140, mRNA 


NM 009589 


Homo sapiens arylsulfatase D (ARSD), transcript variant 2, mRNA 


NM_001158 


Homo sapiens amine oxidase, copper containing 2 (retina-specific) (AOC2), 
transcript variant 1, mRNA 


NMJ)05910 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 2, 
mRNA 


NM_007338 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant DLEC1-L1, mRNA 


NMJ)07337 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant DLEC 1 -S3, mRNA 


NM_007336 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant DLEC 1 -S2, mRNA 


NMJ)07335 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant DLEC 1 -S 1 , mRNA 


NMJ)05106 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant DLEC1-N1 , mRNA 


NM_005002 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9 
(39kD) (NDUFA9), mRNA 


NM 003771 


Homo sapiens keratin, hair, acidic, 6 (KRTHA6), mRNA 


NMJ)00438 


Homo sapiens paired box gene 3 (Waardenburg syndrome 1) (PAX3), transcript 
variant PAX3A, mRNA 


NM 007052 


Homo sapiens NADPH oxidase 1 (NOX1), transcript variant NOH-1L, mRNA 


NM 006715 


Homo sapiens mannosidase, alpha, class 2C, member 1 (MAN2C1), mRNA 


NMJ)07325 


Homo sapiens glutamate receptor, ionotrophic, AMPA 3 (GRIA3), transcript 
variant flip, mRNA 


NM 005813 


Homo sapiens protein kinase C, nu (PRKCN), mRNA 


NM 000398 


Homo sapiens diaphorase (NADH) (cytochrome b-5 reductase) (DIA1), nuclear 
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gene encoding mitochondrial protein, transcript variant M, mRNA 


NM_007306 


Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAl - 
exon4, mRNA 


NM_007305 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript vanant BRCAl - 
delta9-10-llb,mRNA 


NM_007304 


Homo sapiens breast cancer 1, early onset (BRCAl), transcnpt vanant BRCAl - 
deltal lb, mRNA 


NM_007303 


Homo sapiens breast cancer l, early onset (BRCAl), transcnpt vanant BRCAl - 
deltall,mRNA 


NM_007302 


Homo sapiens breast cancer l, early onset (BRCAl), transcript variant BRCAl - 
delta9-l0, mRNA 


NM_007301 


Homo sapiens breast cancer l, early onset (BRCAl), transcript variant BRCAl- 
deltal5-l7, mRNA 


NM_007300 


Homo sapiens breast cancer l, early onset (BRCAl), transcript variant BRCAl- 
deltal4-l8, mRNA 


NM_007299 


Homo sapiens breast cancer l, early onset (BRCAl), transcript variant BRCAl - 
deltal4-l7,mRNA 


NM_007298 


Homo sapiens breast cancer l, early onset (BRCAl), transcript variant BRCAl - 
delta9-ll,mRNA 


NM_007297 


Homo sapiens breast cancer l, early onset (BRCAl), transcript variant BRCAl- 
delta2-l0, mRNA 


NM_007296 


Homo sapiens breast cancer l, early onset (BRCAl), transcript variant BRCAl a', 
mRNA 


NM_007295 


Homo sapiens breast cancer l, early onset (BRCAl), transcript variant BRCAlb, 
mRNA 


NM_007294 


Homo sapiens breast cancer l, early onset (BRCAl), transcript variant BRCAl a, 
mRNA 


NM_007322 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-d, 
mRNA 


NM_007321 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-C, 
mRNA 


NM_007320 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-b, 
mRNA 


NM_000754 


Homo sapiens catechol-O-methyltransf erase (COMT), transcript variant MB- 
COMT, mRNA 


NM_007310 


Homo sapiens catechol-O-methyltransferase (COMT), transcript variant S- 
COMT, mRNA 


NM_000714 


Homo sapiens benzodiazapme receptor (penpheral) (BZRP), nuclear gene 
encoding mitochondrial protein, transcript variant PBR, mRNA 


NMJ)07311 


Homo sapiens benzodiazapme receptor (penpheral) (BZRP), nuclear gene 
encoding mitochondrial protein, transcript variant PBR-S, mRNA 


NM_007314 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 2 (arg, 
Abelson-related gene) (ABL2), transcript variant b, mRNA 


NM_007313 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 1 
(ABL1), transcript variant b, mRNA 


NM_005157 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 1 
(ABL1), transcnpt variant a, mKJNA 


NM 006325 


Homo sapiens RAN, member RAS oncogene family (RAN), mRNA 


NM_000902 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA, CD 10) (MME), transcript variant 1, mRNA 


NM 007289 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA, CD 10) (MME), transcript variant 2b, mRNA 
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NM.0072S8 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA, CD10) (MME), transcript variant 2a, mRNA 


NM_007287 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA, CD10) (MME), transcript variant Ibis, mRNA 


NM_006481 


Homo sapiens transcription factor 2, hepatic; LF-B3; variant hepatic nuclear 
factor (TCF2), transcript variant b, mRNA 


NM_006884 


Homo sapiens short stature homeobox 2 (SHOX2), transcript variant bHOXZa, 
mRNA 


NM_003030 


Homo sapiens short stature homeobox 2 (SHOX2), transcript variant SHOX2b, 
mRNA 


NM_003005 


Homo sapiens selectin P (granule membrane protein 140kD, antigen CD62) 
(SELP), mRNA 


NM_006718 


Homo sapiens pleomorphic adenoma gene-like 1 (PLAGL1), transcript variant | 
2, mRNA 


NM_005888 


Homo sapiens solute carrier family 25 (mitochondrial carrier; phosphate earner), 
member 3 (SLC25 A3), nuclear gene encoding mitochondrial protein, transcript 
variant la, mRNA 


NM_006491 


Homo sapiens neuro-oncological ventral antigen 1 (NOVA1), transcript variant 
3, mRNA 


NM_006489 


Homo sapiens neuro-oncological ventral antigen 1 (NOVA1), transcript variant 
2, mRNA 


NM_007088 


Homo sapiens calbindin 2, (29kD, calretinin) (CALB2), transcript variant \ 
CALB2c, mRNA 


NM_007087 


Homo sapiens calbindin 2, (29kD, calretinin) (CALB2), transcript variant 
CALB2b, mRNA 


NM_001740 


Homo sapiens calbindin 2, (29kD, calretinin) (CALB2), transcript variant 
CALB2, mRNA 


NM_007292 


Homo sapiens acyl-Coenzyme A oxidase 1, palmitoyl (ACOX1), transcript 
variant 2, mRNA 


NM_004035 


Homo sapiens acyl-Coenzyme A oxidase 1, palmitoyl (ACOX1), transcript 
variant 1 , mRNA 


NM_000632 


Homo sapiens integrin, alpha M (complement component receptor 3, alpha; also 
known as CDllb (pl70), macrophage antigen alpha polypeptide) (ITGAM), 
mRNA 


NM 007097 


Homo sapiens clathrm, light polypeptide (Lcb) (CL1B), mKJNA 


NM 007099 


Homo sapiens acid phosphatase 1, soluble (ACrl), transcript variant d, itlkin/v 


NM 007177 


Homo sapiens TU3 A protein (TU3 A), mRNA 


NM 007245 


Homo sapiens ataxin 2 related protein (A2LP), transcript variant 1, mRNA 


NM 006487 


Homo sapiens fibulin 1 (FBLN1), transenpt variant A, mRNA 


NM 006486 


Homo sapiens fibulin 1 (FBLN1), transcript variant D, mRNA 


NM 006485 


Homo sapiens fibulin 1 (FBLN1), transcript variant B, mRNA 


NM 006721 


Homo sapiens adenosine kinase (ADK), transcript variant ADK-long, mRNA 


NM_006132 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
4, mRNA 


NM_006131 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
5, mRNA 


NM_006130 


Homo sapiens bone morphogenetic protein 1 (oJVLri,), transcript variant isivir i- 
6, mRNA 


NM_006129 


Homo sapiens bone morphogenetic protein 1 (BMP 1), transcript variant BMP 1- 
3, mRNA 


NM_006128 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
2, mRNA 
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NM 002516 


Homo sapiens neuro-oncological ventral antigen 2 (NOVA2), mRNA 


xTK/f 00700s 


riomo sapiens rencuion *r jiviiN^, 


xnv/r 0070AA 

IN 1V1 UU / yJHO 


tTftmn conipnc ploctin mi r»T"/"\'flVvT"i1 iTlt^fTCfcr*^ 1 <"»r* Q f f^fi TYrf"! r"^l fl / h* A/I 1 1 INl mPM A 
xlUITlL) bdpicllb Claolin inXuXUXlUXXX llilCIlaOC itJOalCvJ piVJLClll ^XZ/IV±JLL'Xli J) lliXVLN/V 


NM_007037 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
inromoosponuin type i mom, o ^/\jl'/\jviiooj 3 ini\j.N/\ 


xttv/t 00701 c 


riomo sapiens a Qisiniegnn-nice ana xnexaiioproiease ^reproiysin lypc^j wiin 

LI1I UIIlUUopUIlUlIl lypC 1 IXXvJlXX, J ^clgglCUa.XXaaC-ZJ ^/-\_L-/.r\XVX X O J^, IIir\JLN>rV 


xnv/f oo^7QQ 


riomo sapiens proiease, serine, zi ^lesusinj ^jrrvoozi rmviN^A. 


XTA/f oo^Rizi 

xNxVl_UUOC> l*f 


numu sapiens proicasunic \jjrosuxiic, iixcUsiupdiixj iiiniuiiur suutuiii i v.* roi ^ 
(PSMFl), mRNA 


INlVl UuJ'tOD 


xioiTHJ Sctpiens pdireci uua gene o ^jr/TLy^o^, iiaiiow/iipL vdiidiiL rAAon, ii ixnjln/v 


XTM" 00£7Q0 


TT/^mr* oanipnc +ii*i-n immi iTJOCtlr^V^nlin HAmQin T^frt+^in ( Tn\/r\f 1 1 in^ ^'| u | |l1i ttiT? A 
XXOIIIU oapiCllS LI till lIIUllLUlUglUIJUllIl UUlXldill piULClll ^IIiyULllill^ ^ i. XLx^f)^ 1 1 LtVi > 


XTM" 00£7R9 


XJ/~vtY*1P* O CIT^I C 7inp -fi-rl fTF*T" T\TY\i*< :k Tr4 — ll Iff* 1 J 7FPT 1 1 mPXTA 


XJA/T 00^70^ 


Maiyia cemipne T71-I HriTnain f*f\r\taiY\\r\<j 1 /'IhT-I 111 ^ -rnT? TSJ A 


NM_006588 


Homo sapiens sulfotransferase family, cytosolic, 1C, member 2 (SULT1C2), 


INIVI UUDOy^f 


noiTiL) sapiens j umpiiig urdiisiouauon ureaKpomi yj id) 9 mxvi>-rv 


JNJV1 UUoDy/ 


riomo sapiens neat snocK ikjku proiem o ^rioi^/voj, rnjviN/v 


NM 006708 


Homo sapiens glyoxalase I (GLOl), mRNA 


JNJVl_UUo /U3 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 3 

/"NTT TTYT"* ^ n-il? XT A 


iNlVl UUUODD 


riomo sapiens seiecnn i_, ^lympnocyxe a one si on moiecuie i ) ^^ysiL^L,), nit\j.N/v 


xnv/r oo^zirr 


riomo sapiens KexonexoKinase ^ixucioKinasej ^is, n iv^, uransenpt vanant u, ttixvxn /\ 


NM_006297 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 1 C^RCCl), mRNA 


JNJV1 uuo3jy 


riomo sapiens mgn-moDiiny group zur> v^riivivjzurs i ? rnxsJN/v 


NM 006469 


Homo sapiens NS1 -binding protein (NS1-BP), mRNA 


XTTV/T AA^l /I A 

JNJV1 UUo34U 


Homo sapiens BAH -associated protein 2 (BAIAP2), transcript variant 3, mRNA 


TvTTV >T AA 1 Q CO 

JNM_OUli33 


Homo sapiens aldo-keto reductase family 1, member CI (dihydrodiol 
dehydrogenase 1; 20-alpha (3 -alpha)-hydroxy steroid dehydrogenase) (AJCR1C1), 

•ml? XT A 


XTM" 000909 
1N1V1_UUUZUZ 


nomo sapiens lauronaie z-sunatase ^nunter synorome ) \lu& j 9 iranscripi vanani 

1 mPXT A 




I-Tr\"mr» canipnc crroAX/fVi QTr^ct— cr^<=*r*i"fir' 7 ( C~\ A ^17^ fTQncprint ^\tckt~\ckx\\ \\ nVRXJA 
X J.OI11U odpiClXo gXVJWUl aXXCoL-opCL/XXXO / ^VJ.rVO / J 9 LX dlloL/X XpL VdXXCtXXt U, XXXT\J.>i^\. 


NM_006123 


Homo sapiens iduronate 2-sulfatase (Hunter syndrome) (IDS), transcript variant 

9 rnPXJA 


NM 006053 


Homo sapiens T-cell, immune regulator 1 (TCIRG1), mRNA 




noixio sapiens senne/xnreonine Kinase iu v.o livxvj, txiivln/\ 


NM 006019 


Homo sapiens T-cell, immune regulator 1 (TC1RG1), mRNA 


XTA/f OO^O/l! 
xNxVl_UUOLH- 1 


Homo sapiens heparan sulfate (glucosamine) 3-O-sulfotransferase 3B1 
(HS3ST3B1), mRNA 


XTA/f 00^049 
IN JV1_UU OU'+Z 


Homo sapiens heparan sulfate (glucosamine) 3-O-sulfotransferase 3A1 
(HS3ST3A1), mRNA 


"NjA/f 00^047 


riomo sapiens neparan sullate ^glucosamine^ 3-o-suiiotransierase z ^rioJoizj, 

ty-i"PXT A 


NM_000557 


Homo sapiens growth differentiation factor 5 (cartilage-derived morphogenetic 
r>rotein-l i rGDFS'i rnRNA 


NM_005847 


Homo sapiens solute carrier family 23 (nucleobase transporters), member 2 
(SLC23A2), mRNA 


NM 005751 


Homo sapiens A kinase (PRKA) anchor protein (yotiao) 9 (AKAP9), mRNA 


NM_005691 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 9 
(ABCC9), transcript variant SUR2A, mRNA 
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NM_005688 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 5 
(ABCC5), mRNA 


NM 005730 


Homo sapiens conserved gene amplified in osteosarcoma (OS4), mRNA 


NM_005562 


Homo sapiens laminin, gamma 2 (nicein (lOOkD), kalinin (105kD), BM600 
(lOOkD), Herlitz junctional epidermolysis bullosa)) (LAMC2), transcript variant 
1, mRNA 


NM_005534 


Homo sapiens interferon gamma receptor 2 (interferon gamma transducer 1) 
(IFNGR2), mRNA 


NM 005682 


Homo sapiens G protein-coupled receptor 56 (GPR56), mRNA 


NM 005666 


Homo sapiens H factor (complement)-like 3 (HFL3), mRNA 


NM_005503 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 2 
(XI 1-like) (APBA2), mRNA 


NM_005431 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 2 (XRCC2), mRNA 


NM_005465 


Homo sapiens v-akt murine thymoma viral oncogene homolog 3 (protein kinase 
B, gamma) (AKT3), mRNA 


NM_005446 


Homo sapiens purinergic receptor P2X-like 1, orphan receptor (P2RXL1), 
mRNA 


NM_005336 


Homo sapiens high density lipoprotein binding protein (vigilin) (HDLBP), 
mRNA 


NM_005265 


Homo sapiens gamma-glutamyltransferase 1 (GGT1), transcript variant 1, 
mRNA 


NM_005243 


Homo sapiens Ewing sarcoma breakpoint region 1 (EWSR1), transcript variant 
EWS, mRNA 


NM_005236 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 4 (ERCC4), mRNA 


NM_005075 


Homo sapiens solute carrier family 21 (organic anion transporter), member 3 
(SLC21A3),mRNA 


NM_005050 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 1 , mRNA 


NM_005006 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 1 (75kD) 
(NADH-coenzyme Q reductase) (NDUFS 1 ), mRNA 


NM_005135 


Homo sapiens solute carrier family 12 (potassium/chloride transporters), member 
6 (SLC12A6), mRNA 


NM_004968 


Homo sapiens islet cell autoantigen 1 (69kD) (ICA1), transcript variant 2, 
mRNA 


NM_005114 


Homo sapiens heparan sulfate (glucosamine) 3-O-sulfotransferase 1 (HS3ST1), 
mRNA 


NM_004958 


Homo sapiens FK506 binding protein 12-rapamycin associated protein 1 
(FRAP1), mRNA 


NM_001478 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:(N-acetylneuraminyl)- 
galactosylglucosylceramide N-acetylgalactosaminyltransferase (GalNAc-T) 
(GALGT), mRNA 


NM 004031 


Homo sapiens interferon regulatory factor 7 (IRF7), transcript variant d, mRNA 


NM 004030 


Homo sapiens interferon regulatory factor 7 (IRF7), transcript variant c, mRNA 


NM 004029 


Homo sapiens interferon regulatory factor 7 (IRF7), transcript variant b, mRNA 


NM 004034 


Homo sapiens annexin A7 (ANXA7), transcript variant 2, mRNA 


NM 001156 


Homo sapiens annexin A7 (ANXA7), transcript variant 1, mRNA 


NM 004033 


Homo sapiens annexin A6 (ANXA6), transcript variant 2, mRNA 


NM 001155 


Homo sapiens annexin A6 (ANXA6), transcript variant 1, mRNA 


NM 004629 


Homo sapiens Fanconi anemia, complementation group G (FANCG), mRNA 


NM 004738 


Homo sapiens VAMP (vesicle-associated membrane protein)-associated protein 
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r> arici ^ v n> /, hixvin^ti. 


TvTN/T C\C\AHA 


Wrvmri cQnipnc PPAR hinrKrity nrAtein fPPARBP") mRNA 

XlUIIlU odpiCIlo XX -fxXV UllAUlllg piULCllX ^X X / uvui iiixvAii>. 


iNlVl UUH0 17 


"HomA csmipn^ Qvmnlelnn* TTiinHno+iTi interacting nrotein I (SPIO, mRNA 


NM 004169 


Homo sapiens serine hytiroxymethyltransferase 1 (soluble) (SHMT1), mRNA 


XTlvyf A A/1 1 Q/C 

NM UU41oO 


TTp.tv>n oo-r>i/ane c*»-ma flAmoin immiinAolnKnlin Hr\ma in iT<Tl ^ n ATT nfl ^1 P, OOTnain 

jnLomo sapienb acnid uuiiiain, lixuiiuiiugiuuuiiii uoiiiain ^xg^, 1 uai51 ^ «\7jxi«xii, 
secreted, i^bcixiapiHxiiii^ jr yosz*iv±f\Dr j y nu\±^x\. 


NM 004730 


Homo sapiens eukaryotic translation termination factor 1 (ETF1), mRNA 


NM 004161 


rlomo sapiens ivAJtsi, memoer rv/vo oncogene iamny ^K/iDi;, nixviN^ 


NM_004762 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains l(cytohesin 1) 
(jroC-JJij, transcript variant i, itii\xn/\ 


NM 004253 


Jriomo sapiens pnospnonpase /vz-acnvaung protein i^r jur^-rxj, xiuvln^v. 


NM_004562 


jriomo sapiens ± arionson disease ^auiosornai rcocaoivc;, juvcuiic^ pcmvui 

/~p A pT/ 7^ trci'ncr'-ri'nt \/Jiri?»Tlt 1 mPTvJ A 
1 x .rVIVIS^,^, tiaLloV^lljJt vai lain i, 1 1 ix vi > n 


XTAvT AA/ITA^ 


xxOniO sapiens proieiii-Kmd.bc, iiilciicilhi-iiiu.uv/1l/ic tivjuuic oil anu^u xvi>-rv 
^pnpnHpnt inl-nV*itAr rpnrp«;<iAr nf TPSR renre<;<;Ar i rPRTCRTR i mRNA 




XX OHIO SapiCIlo I1CUI Cgtlllll ^INxvvJZ. J, U alloLI lpi va.lia.iit x 5 i. l xlvx > 


NM UU4->jy 


Uatma c.omi an c miolpQcp cpnci fix7 , <= plpmpnt V^inrliTicr T^"rr*tf*iT> 1 fWSlPPl 1 TTlRTxA 

riomo sapiens ruiC/icaoc ociioilivc ciciiiciii uiiiuuig, pujucui i ^inolx vj y nu\i>irv 


JNiVL UU4040 


XIrvmrv conipnc t-»<=»r-»Vi-rr\oi c 1 r* f~\Y\ cre^Y\ \ tct 1 PinTTich "^VT\^ ^nPTillTITI 1 (Nrn Si 1 I THRTnA 

xiomo sapienb ncpxirooio i 5 cvjiigcuiiai, j^niiiioii tyjjc ^ni^piiiiii^ ^i^x iiui/ 5 nuvi^n. 


XTA/T AA/1QG7 

NM UU4oy/ 


Urvmrk pnnmno rviTil+iT-*ltfk irir\ci^"r\1 T»r\1 , v/r\l*>rvcr\V»ci \f* TiVir\crWl5it5*CP 1 ^TV/flrvPP 1 1 TTlRTNA 

rlomo sapiens rnuitipiG muDitoi poiypiujopiiciLc pinjopiio.La.oc 1 ^ivjjxnxx lj 9 imMiiT. 


X.TAA AAA*\77 
JNJVx UU4DZ/ 


T4^rimr\ conipnc mpcpnrVivmp ViAmf*A Hay 1 fTVTPO^C 1 ^ tran^cTir>t variant 1 iriRNA 

XxL/IIUJ bcipiCllo lilCodlWlljr 111C 11U111CU UvJA. 1 yiviXvv/vi ^ 5 u. aiiov/i ij^i. v ai iuiii. a ? A11 - t ^- L ,a 


xta/T f\(\AQ 1 7 


T-T /-vrnrv cartipnc n^r^V^TSlI pnVPrnniK TTtal fATTYIfitl AT1Q 1 ( C^fTVT 1 1 TTlRNfA 
nOIIlU oaJJlCIlo UClCUlal 1/aVCUlUUo lliaiXVJl lliatlWllo i. ^^ivii nixvx^^^. 


XTA/T AA1 ^77 
JNiVl UU1D /Z 


TTrimrk conipnc intprfi»rnn rpcri ll^tnrv fa ft Ar 7 TTRP7^ tran<?CTiAt variant a mRNA 

XxillllU odpiCllo 111 LCI JLCXUil !CgUiaLdl_y la^lUl / ^XXVX / lianoviipi vaiiuiit u 3 iiumi^x 


NM 004516 


Homo sapiens interleukin enhancer binding factor 3, 90kD (ILF3), mRNA 


XTTV X AA/1CAC 

NM UU4jUj 


rlomo sapiens uoiquiiin specmc pioiease o ^ire-z onixigeiicj v.vjoitu^, uixvlnz-v 


NM 0U4/ol 


rlomo sapiens ivajjZ, memoer xvrvo oncogene iduiiiy-iiKe \ssj\sj^x-,), hixvlnxa. 


NM 004495 


Homo sapiens neuregulin 1 (NRG1), transcript variant HRG-gamma 5 mRNA 


NM 004821 


Homo sapiens heart and neural crest derivatives expressed 1 (HAND1), mRNA 


XTX JF f\f\ A A C O 

NM__004458 


Homo sapiens iatty-acia-L.oenzyme J\ ngase, long-cnam 4 {r/\v_,±>tj, uranscnpi 
variant 1, mRNA 


NM 004091 


rlomo sapiens rizr transcription iactor z ^nzrzj, irirsj.N/\ 


XTAvT A A A "J \A 

JNM_UU4/14 


rlomo sapiens ouai-specinciTy tyrosine-^ i ^-pnospnoryidLiun rcgui<iicu isjim&c 1x3 
(DYRK1B), transcript variant a, mRNA 


XTA/T AA/IQ^Q 

jnm uU4o;>y 


rlomo sapiens ciatnnn, neavy poiypepuae yn^) v.^i_/ i^-j, iiitsj.>j^-v 


XTAyT A C\A AO 1 

NM_004^21 


rlomo sapiens cnionae cnannei, caicium aciivdteu, idmiiy iiiciiiuci j \\^L^\^r\j 
mRNA 


XTA >T A A AO. A A 

JNM UU4344 


rlomo sapiens cenxnn, JZ/jr-nanu protein, z ^v^xiiiNzj, iiixvinj^v 


XTA K A A /I 1 1 *"> 

NM_UU4332 


TJrtwn nnniaMP 1-vinliianlrl Vvt O O A l-|l^*» ( PAnMO VkT 7/^T-/^1 OCP' KrAQCf ^T^i+Vl filial "mi lf*1T"l — 

rlomo sapiens Dipnenyi nyoroiase-iiKe ^serine nyuroiaoc, uicaoL cpiLiicnai mucin 
associated antigen) (BPHL), mRNA 


XTTV /T A A /lOyiO 

JNM UU4542 


TT. ~ nn-^OTn A InnnrP /T>T3 TV" A "\ nnokAi* rtrAtpin 7 ( A T<T AP7l TVlP T\J A 

rlomo sapiens a Kinase ^riviv/v ancnor protein / ^/vis^vr / j, iinvi>irv 


NM_004194 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 

w n\T A 

mKJNA 


NM 004300 


Homo sapiens acid phosphatase 1, soluble (ACPI), transcript variant a, mRNA 


xta /r f\r\A~i/?c\ 

NM 004769 


Homo sapiens amiloride-sensitive cation channel 3, testis (ACCN3), transcript 
variant 1, mRNA 


XTA/T AA/IAT7 

NM_00402 / 


rlomo sapiens inositol poiypnospnate-4-pnospnatabc, type x, iv/isj_/ i^xiMrr^^v^, 
transcript variant a, mRNA 


NM 00400^ 


Wattja cjar»ien«; ramitine acetv1tran<;f erase fCRATi nuclear gene encoding 

X XLJl 1 IvJ oapiCllo CaillXLlliC avuly lUCUlSlvluO^ l^/lvt i-i y, * 1MW aw*** o 

mitochondrial protein, transcript variant peroxisomal, mRNA 


NM 004028 


Homo sapiens aquaporin 4 (AQP4), transcript variant b, mRNA 


NM 001650 


Homo sapiens aquaporin 4 ( AOP4), transcript variant a, mRNA 


NM_002390 


Homo sapiens a disintegrin and metalloproteinase domain 1 1 (AD AMI 1), 
transcript variant 1, mRNA 
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NM 001604 


Homo sapiens paired box gene 6 (aniridia, keratitis) (PAX6), mRNA 


NM_003995 


Homo sapiens natriuretic peptide receptor B/guanylate cyclase B (atrionatriuretic 
peptide receptor B) (NPR2), mRNA 


NM 003994 


Homo sapiens KIT ligand (KJTLG), mRNA 


NM 001063 


Homo sapiens transferrin (TF), mRNA 


NM 003990 


Homo sapiens paired box gene 2 (PAX2), transcript variant e, mRNA 


NM 003989 


Homo sapiens paired box gene 2 (PAX2), transcript variant d, mRNA 


NM 003988 


Homo sapiens paired box gene 2 (PAX2), transcript variant c, mRNA 


NM 003987 


Homo sapiens paired box gene 2 (PAX2), transcript variant a, mRNA 


NM 000278 


Homo sapiens paired box gene 2 (PAX2), transcript variant b, mRNA 


NM 000221 


Homo sapiens ketohexokinase (fructokinase) (KHK), transcript variant a, mRNA 


NM 000115 


Homo sapiens endothelin receptor type B (EDNRB), transcript variant 1, mRNA 


NM_000755 


Homo sapiens carnitine acetyltransferase (CRAT), nuclear gene encoding 
mitochondrial protein, transcript variant mitochondrial, mRNA 


NM 001292 


Homo sapiens CDC-like kinase 3 (CLK3), transcript variant phclk3/ 152, mRNA 


NM 001291 


Homo sapiens CDC-like kinase 2 (CLK2), transcript variant phclk2/139, mRNA 


NM_001282 


Homo sapiens adaptor-related protein complex 2, beta 1 subunit (AP2B1), 
mRNA 


NM 001272 


Homo sapiens chromodomain helicase DNA binding protein 3 (CHD3), mRNA 


NM 001268 


Homo sapiens chromosome condensation 1-like (CHC1L), mRNA 


NM 000734 


Homo sapiens CD3Z antigen, zeta polypeptide (TiT3 complex) (CD3Z), mRNA 


NM_000657 


Homo sapiens B-cell CLL/lymphoma 2 (BCL2), nuclear gene encoding 
mitochondrial protein, transcript variant beta, mRNA 


NM_000633 


Homo sapiens B-cell CLL/lymphoma 2 (BCL2), nuclear gene encoding 
mitochondrial protein, transcript variant alpha, mRNA 


NM 000055 


Homo sapiens butyrylcholinesterase (BCHE), mRNA 


NM_003594 


Homo sapiens transcription termination factor, RNA polymerase II (TTF2), 
mRNA 


NM_003722 


Homo sapiens tumor protein 63 kDa with strong homology to p53 (TP63), 
mRNA 


NM 003856 


Homo sapiens interleukin 1 receptor-like 1 (IL1RL1), mRNA 


NM 003140 


Homo sapiens sex determining region Y (SRY), mRNA 


NM_003615 


Homo sapiens solute carrier family 4, sodium bicarbonate cotransporter, member 
7 (SLC4A7), mRNA 


NM_003759 


Homo sapiens solute carrier family 4, sodium bicarbonate cotransporter, member 
4 (SLC4A4), mRNA 


NM 002980 


Homo sapiens secretin receptor (SCTR), mRNA 


NM_002890 


Homo sapiens RAS p21 protein activator (GTPase activating protein) 1 
(RASA1), transcript variant 1, mRNA 


NM_003624 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-a, 
mRNA 


NM_002817 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 13 
(PSMD13), mRNA 


NM_000447 


Homo sapiens presenilin 2 (Alzheimer disease 4) (PSEN2), transcript variant 1, 
mRNA 


NM_000021 


Homo sapiens presenilin 1 (Alzheimer disease 3) (PSEN1), transcript variant I- 
467, mRNA 


NM 002768 


Homo sapiens procollagen (type HI) N-endopeptidase (PCOLN3), mRNA 


NM 002752 


Homo sapiens mitogen-activated protein kinase 9 (MAPK9), mRNA 


NM_002656 


Homo sapiens pleomorphic adenoma gene-like 1 (PLAGL1), transcript variant 
1, mRNA 


NM 002635 


Homo sapiens solute carrier family 25 (mitochondrial carrier; phosphate carrier), 
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member ^ fST i "nuclear pene encoding mitochondrial nrotein transcriDt 
variant lb, mRNA 


MM fifr7^R4 
IN lvl U UZ O *+ 


Unmn ccmipnc r*£urf»H Hrw ctptip 7 fPA"5T7i tranQP/rirtT variant 1 rtVR7\TA 


NM 000280 


Homo sapiens paired box gene 6 (aniridia, keratitis) (PAX6), mRNA 


IN JVx_U UZ DDD 


xTonio sapiens soiuic t/aixicr ldmiiy zz ^uigdiiiL/ uduon udiibpuiici^, iiicmuci i 
IiVp f<5T P99 A 1 T » mPTsTA 


XTM fififiQfi7 


Watha cQni p»n c Tiatrinrptir* r>pr\ti^p rpppntrvr "ft/oiianvlfitp pvpI^qp R f'arHonarrilireriC 
XXU11IU sdUJ.CJ.lo lid 11 lull CilL/ pcpuuc 1 CrL»C/ L/ tui xji QJLaiiy laiv vji/iaoc u ^auiuuauiuititiw 

■npritirie rerentor 13 » fMPR7 i rnRNA 


NM_002515 


Homo sapiens neuro-oncological ventral antigen 1 (NOVA1), transcript variant 
1 mRNA 


NM 003204 


Homo sapiens nuclear factor (erythroid-derived 2)-like 1 (NFE2L1), mRNA 


iNlVl \j\Jjy/\J 


nomo sapiens rnyoinesin ^ivx-pruicinj ^ioji\±/j ^ivxx wivi^^, iiuvi^/a. 


NM 000899 


Homo sapiens KIT ligand (KITLG), mRNA | 




iiorno sapiens soiuie carrier iamiiy jj ^aenvators 01 Qioasic ana neutral dnnno 
acid transport), member 2 (SLC3 A2), mRNA 


JNJVl_UUlo / y 


xiomo sapiens mannan-Dmamg lectin serine protease i ^v^.h/v^z aciivaLing 
component of Ra-reactive factor) (MASP1), mRNA 


IN lVx__U \)Z.jD d 


riomo sapiens tumor-associaLea caicium signal iransaucer z ^i/\v^o 1 l^z,^, 

mPTSJA 


NM_002341 


Homo sapiens lymphotoxin beta (TNF superfamily, member 3) (LTB), transcript 
variant 1, niKiN/^ 


>jm nnooQA 
in ivi__u u z z y H 


nomo sapiens lysooomdi-dbbot/idicLi niciiiuidiic piuLcni ^jl>/a_lvix j, Liaiiow/iipi 
variant LAMP2A, mRNA 


JNM UUZZ04 


riomo sapiens Karyopnenn aipna 1 ^lmponm aipna d ) ^xs^riN/\i j, miviN/Y 


iNlVx_UUZZO 1 


riomo sapiens Killer ceil lecun-nice receptor suuidimiy v_^, memoer j yjsjussx^j j 9 
transcript variant NKG2-E, mRNA 


IN1V1 UUZZJU 


iioino sapiens junction piaKogioum v.jujt^, Lrdiioui ipi vdiiduL i, itixvin^v 


NM_001566 


Homo sapiens inositol polyphosphate-4-phosphatase, type I, 107kD (INPP4A), 
transcript variant d, mx\j.N/\ 


NM 002164 


Homo sapiens indoleamine-pyrrole 2,3 dioxygenase (INDO), mRNA 


"MM nA^S299 
1N1VI Uvj OZZ 


xiomo sapiens nuciear receptor suDiamiiy d, group /\ y memoer z \inxxj/az,j, 


NM_000836 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2D 


NM_000828 


Homo sapiens glutamate receptor, ionotrophic, AMPA 3 (GRIA3), transcript 

Vdildllt llUp, IIlXViN/\ 


rNlvi UUiUJD 


Wattia cciY^i^'nc rr1iitaTriiTn^_"fTnir»tAc/a_^_T^Kr\c-r»l*»5»i"f a trnncflmtriJicp 1 ( ^"rT^PT 1 i mT?"WA 

XXVJllHJ odpiCllo ^ILilallllllC 11 LlL'lUoC"*V^~pilLlopilClLC 11 Clllou.il ill laow i JL X 1 J 9 1 1 J-l VI ^ 


NM_000161 


Homo sapiens GTP cyclohydrolase 1 (dopa-responsive dystonia) (GCH1), 

nVRNA 

lIJUVlNiTV 


NM_000159 


Homo sapiens glutaryl-Coenzyme A dehydrogenase (GCDH), nuclear gene 

ClIL'^JCllllg, 1111 LULrlldllUX ldl piULClllj LldlloL/lipL VallaUL 1, 1 1 IX VI > A 


1N1V1 uUjO't't 


XXUlllvJ odpiCllo tjIVJWLll dliCoL~opCW'lllL' / ^vJjTxlj / J 3 Li aiioUvi ipi vdlldllL a, uii\i>r\ 


NM 000K17 

1N1VX WuUO I / 


TTr»mr» ^anipn<; crlntcimQ tf^ r1#»r*5irV»r»Y'v/1ncf k 1 i^hrain 671^*1^)^ T(*tATj1 l tranQf , rir>t 

XXl^lllU ocipitillo glUlLdliJdLC UCL/dl UlXAyidoC; 1 ^Uiaill, U/ISJ-/^ ^VJjTVJ-/iy 5 Li OllOwl lJJt 

variant GAD67, 111RNA 


1N1V1 UvuOl J 


^T/mtio C5»T»i^nc frommo -imin r\V\T ii~vrr~ir» qoiH ( C~~* A A i A rPP.RntfM" V>f*tf> 7 
xxoiiiu acipidio gdiiuiid~diiiiiiuuu.iyi iu dfwiu ^vjiUJiA j lc^/cpuji, ucia 

(GABRB2), transcript variant 2, mRNA 


NM 000146 


Homo saniens ferritin liffht nolvnentide TFTLV mRNA 


NM 001996 


Homo sapiens fibulin 1 (FBLN1), transcript variant C, mRNA 


NM_001995 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 1 (FACL1), nuclear 
gene encoding mitochondrial protein, mRNA 


NM_001973 


Homo sapiens ELK4, ETS-domain protein (SRF accessory protein 1) (ELK4), 
1 transcript variant a, mRNA 
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NM 003991 


Homo sapiens endofhelin receptor type B (EDNRB), transcript variant 2, mRNA 


NM 001925 


Homo sapiens defensm, alpha 4, corticostatm (DEFA4), mRNA 


NM_001359 


Homo sapiens 2,4-dienoyl CoA reductase 1 5 mitochondrial (DECR1), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 001337 


Homo sapiens chemokine (C-X3-C) receptor 1 (CX3CR1), mRNA 


NM_001835 


Homo sapiens clathrin, heavy polypeptide-like 1 (CLTCL1), transcript variant 1, 
mRNA 


NM_001834 


Homo sapiens clathrin, light polypeptide (Lcb) (CLTB), transcript variant 
nonbrain, mRNA 


NM 003992 


Homo sapiens CDC-like kinase 3 (CLK3), transcript variant phclk3, mRNA 


NM 003993 


Homo sapiens CDC-like kinase 2 (CLK2), transcript variant phclk2, mRNA 


NM 001286 


Homo sapiens chloride channel 6 (CLCN6), transcript variant ClC-6a, mRNA 


NM_001285 


Homo sapiens chloride channel, calcium activated, family member 1 (CLCA1), 
mRNA 


NM 001825 


Homo sapiens creatine kinase, mitochondrial 2 (sarcomeric) (CKMT2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 003465 


Homo sapiens chitinase 1 (chitotriosidase) (CH1T1), mRNA 


NM_001783 


Homo sapiens CD79A antigen (immunoglobulin-associated alpha) (CD79A), 
transcript variant 1 , mRNA 


NM_001199 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
1, mRNA 


NM 001669 


Homo sapiens arylsulfatase D (ARSD), transcript variant 1 , mRNA 


NM 001170 


Homo sapiens aquaporin 7 (AQP7), mRNA 


NM_001160 


Homo sapiens apoptotic protease activating factor (APAF1), transcript variant 2, 
mRNA 


NM_001149 


Homo sapiens ankyrin 3, node of Ranvier (ankyrin G) (ANK3), transcript variant 
2, mRNA 


NM_001625 


Homo sapiens adenylate kinase 2 (AK2), nuclear gene encoding mitochondrial 
protein, transcript variant AK2A, mRNA 


NM_001135 


Homo sapiens aggrecan 1 (chondroitin sulfate proteoglycan 1, large aggregating 
proteoglycan, antigen identified by monoclonal antibody AO 122) (AGC1), 
transcript variant 1, mRNA 


NM 001123 


Homo sapiens adenosine kinase (ADK), transcript variant ADK-short, mRNA 


NM_003812 


Homo sapiens a disintegrin and metalloproteinase domain 23 (ADAM23), 
mRNA 


NM_001095 


Homo sapiens amiloride-sensitive cation channel 2, neuronal (ACCN2), 
transcript variant 2, mRNA 


NM_016184 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, superfamily member 6 (CLECSF6), mRNA 


NM 003186 


Homo sapiens transgelin (TAGLN), mRNA 


NM 004084 


Homo sapiens defensin, alpha 1, myeloid-related sequence (DEFA1), mRNA 


NM 022908 


Homo sapiens hypothetical protein FLJ12442 (FLJ12442), mRNA 


NM_022906 


Homo sapiens hypothetical protein FLJ13 195 similar to stromal antigen 3 
(FLJ13 195), mRNA 


NM 022903 


Homo sapiens hypothetical protein FLJ12S00 (FLJ12800), mRNA 


NM 022902 


Homo sapiens hypothetical protein FLJ12496 (FLJ12496), mRNA 


JNM 022900 


Homo sapiens hypothetical protein FLJ21213 (FLJ21213), mRNA 


NM 022895 


Homo sapiens hypothetical protein FLJ12448 (FLJ12448), mRNA 


NM_006997 


Homo sapiens transforming, acidic coiled-coil containing protein 2 (TACC2), 
mRNA 


NM_020979 


Homo sapiens adaptor protein with pleckstrin homology and src homology 2 
domains (APS), mRNA 
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XTAyf A1 QZS.*7 

NM__UIo:> J / 


Jtiomo Sapiens low density iipoprotein-reiatcu piutcm ix> ^ucicieu m luinuibj 
^JUxvJr 1DJ, IilrvrN/V 


JNM ui^yzi 


JtlOmO SapiCllb ICCiOIIlCUlIl-'X- ^JVl/V/\vOi.l 7, IIlX\J.^.rv 


XTN/f (1141 10 


T-T^vrvir* oom'pnc t-r-i r»l-i r^t-Vi in rvnli c» 1 0 n rr*» a 1 CAmHrAmP T oaup iTPP^ll 1 TrVR"NfA 
XiUXilU SapiCIlo lliOnurillliUpilalallgCal byllUXiJIXlC X gCllC ^1J\X01^ } UllVLNrV 


xnv/T aapk^q 

IN M__UU U Dj7 


JlOniO SapiCIlo XllOUtjpoiIJL ^Upolll Z., 1UU piglUC-llty l^icuiiiLii pigliicii uj;>a *t, 
antncnmal HnminanA fPTTO^ tvVR"NTA 

CtULL/oUlllCtl UVJilJLlliaiJLLjl ^AVAAVv*^, lIULXJLX^i. 




UAmA QanipriQ trnn QmpmhTfl tip aptivatoT* and OAlViT ititerflctor fTAdT^ mRNA 

XXU1I1U oaplCllo Ll ai lolliwliiui alls* avii YCiiUJL aim v-/-rxj.viju njiLvJLavi\Ji y x ii.v—'j. aiian-l^^ 1. 


INM UU^JO^ 


TInrriA 0 0 T"\i p»n c f~roTt c fYPM m 9 1 TP A lx T XJ9 1 tv\ T< l\l A 
XXUIilU bdpiCIla LlallogClill ^ 1 -TYvJX_/lNZ» llUViN^V 


INM UUD0.3Z 


Tlnmn canipnc c nrt i~cx r» tt° n ciccor^icj+^^l iTiTr^tf»iTi 1 1 f^MXWAPI 1 TnT?"NTA 
XIUIIIU odpiCllb lvUIlLa.lv till aa&UOlaLCU UlVJLdll 1 ^VylN lli/U 1 J 9 IIULnJL >XT. 


JNIYI UUODUO 


TJ A n coniAnc P AC r%9 1 rirrkt^in ar>t\\ri*tr\r 9 /T? A 9^ nVRlSJA 

XlOITlO SapiCllS XV/\lj pZ- 1 prUlClIl aL/LlvaLUI ^ JSoCA.O^VX^ , ! 


JNM U144Z/ 


jn.orno Sapiens copme vu ^vvJtinij/ j, ttuvin/a. 


JNM UUoUJZ 


jtiomo sapiens copme vi ^neuronai^ ^v^xinho^, irir\j.N/\ 


NM 005338 


Homo sapiens huntingtin interacting protein 1 (HIP1), mRNA 


MM 0219/3 


Homo sapiens heart and neural crest derivatives expressed 2 (HAND2), mRNA 


NM IHoiiy 


Homo sapiens huntingtin interacting protein 2 (HIP 2), mRNA 


XTlVif AOIAOA 

jnm uziyzu 


Homo sapiens secretin (SCT), mRNA 


jnm uio4yi 


xiomo sapiens mitocnonanai noosomai protein / ^ivjjvrLj / j, mivtN^ 


XTA 4 A1 /I'll 1 

NM U14Z11 


Jtiomo sapiens ganima-anTinoDUiyric acia \^uada ) j\ receptor, pi ^vjt/ajdivx j, 

ml? XT A 


NM UU40JO 


xiomo sapiens jk/Vo protein acuvator nice 1 v^vj^vx i iikc^ ^ivfvorvivi^, iiixvin^v 


XTTV/r AA/1CA*7 


xiomo sapiens neparan sunate o-vj-suiiotransierase ^xiooo 1 j, ttuvin/y 


NM UUZoZZ 


jtiomo sapiens preioiam i ^rruiN i mtviN/v 


XTTVA" AA<^ 1 O/C 

NM UlOloO 


xiomo sapiens caipam i, ynu/i; large suounit ^v^/vtin i ) 9 ituvin/v 


XT1V/T AA1 7 A 0 

iNM UU1 /4o 


xiomo sapiens caipam z, ynu i±) large suDunn ^^/vjtinzj, nxxvi\/\ 


jnm ui4zyy 


xiomo sapiens Dromoaomain-contammg ^xjxsjl^h ^, irixviN/\ j 


JNM UU/ZUo 


xiomo sapiens miiocnonuriai riDOsomai protein \->j ^ivxxvx *->-> j, rnxviN/\ 


NM 022838 


Homo sapiens hypothetical protein FLJ12969 (FLJ12969), mRNA 


JNM UZZoj / 


Jtiomo sapiens nypotneticai protein jtx^jzzoj^ ^jt-L/Jzzoojj, mxviN/\ 


NM 022830 


Homo sapiens hypothetical protein FLJ22347 (FLJ22347), mRNA 


NM UZZoiV 


Homo sapiens phospholipase A2, group UF (PLA2G2F), mRNA 


NM 020245 


Homo sapiens tubby super-family protein (TUSP), mRNA 


NM__020061 


Homo sapiens opsin 1 (cone pigments), long-wave-sensitive (color blindness, 
protan) (UrjNll^W), mKJNA 


NM_000513 


Homo sapiens opsin 1 (cone pigments), medium- wave-sensitive (color blindness, 

/-Ioii+ot^ fTM>XT1 A/T\aA -rviTJXTA 

aeutan^ ^UxiN nvi w j, tiuvlna. 


XTA4" AA1 ^7AQ 
NM UU1 /Uo 


Jtiomo sapiens opsin i ^cone pigments ), snon-wave-sensmve ^coior Diinuncbb, 

TXltan ) [KJr IN loW), nixsJ.N/V 


NM 016363 


Homo sapiens glycoprotein VI (platelet) (GP6), mRNA 


NM ozzi^y 


jtiomo sapiens vjijiNr 1 iamny receptoi aipna h- ^orxv/vH^, mxvLN/\ 


XTA/T AA.9/l£^ 
INM UUZ46D 


jtiomo sapiens iNijmegen oreaKage synarome i ^niDrtn^ ^injdiji j, itixvln/y 


NM 006052 


Homo sapiens Down syndrome critical region gene 3 (DSCR3), mRNA 


NM UUDoo/ 


Homo sapiens Down syndrome critical region gene 4 (DSCR4), mRNA 


XTAyf AACAC7 

NM__U050o / 


Homo sapiens fragile X mental retardation, autosomal homolog 1 (FXR1), 
mRNA 


NM 004403 


Homo sapiens deafness, autosomal dominant 5 (DFNA5), mRNA 


XTNyf AAA/11 1 

NM_0UU4ii 


Homo sapiens neutrophil cytosolic factor 2 (65kD, chronic granulomatous 

UlbCdoC, aULUoUIIlai Z. ) ^lN^rZ /, IlIXSJ/N-rt. 


NM 000111 


Homo sapiens solute carrier family 26, member 3 (SLC26A3), mRNA 


NM_000044 


Homo sapiens androgen receptor (dihydrotestosterone receptor; testicular 
feminization; spinal and bulbar muscular atrophy; Kennedy disease) (AR), 
mRNA 


NM 000333 


Homo sapiens spinocerebellar ataxia 7 (olivopontocerebellar atrophy with retinal 
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degeneration) (SCA7), mRNA 


NM_003776 


Homo sapiens nuclear localization signal deleted in velocardiofacial syndrome 
(NLVCF), mRNA 


NM 003941 


Homo sapiens Wiskott-Aldrich syndrome-like (WASL), mRNA 


NM 020680 


Homo sapiens N-terminal kinase-like (NTKL), mRNA 


NM 022789 


Homo sapiens interleukin 17E (IL17E), mRNA 


NM_022787 


Homo sapiens NMN adenylyltransferase; nicotinamide mononucleotide adenylyl 
transferase (NMNAT), mRNA 


NM 022786 


Homo sapiens likely ortholog of yeast ARV1 (ARV1), mRNA 


NM 022785 


Homo sapiens hypothetical protein FLJ23588 (FLJ23588), mRNA 


NM 022775 


Homo sapiens hypothetical protein FLJ22127 (FLJ22127), mRNA 


NM 022773 


Homo sapiens hypothetical protein FLJ12681 (FLJ12681), mRNA 


NM 022772 


Homo sapiens hypothetical protein FLJ21935 (FLJ21935), mRNA 


NM 022761 


Homo sapiens hypothetical protein FLJ23499 (FLJ23499), mRNA 


NM 022756 


Homo sapiens hypothetical protein FLJ1 1730 (FLJ1 1730), mRNA 


NM 022739 


Homo sapiens E3 ubiquitin ligase SMURF2 (SMURF2), mRNA 


NM 022725 


Homo sapiens Fanconi anemia, complementation group F (FANCF), mRNA 


NM 017646 


Homo sapiens tRNA isopentenylpyrophosphate transferase (IPT), mRNA 


NM_005443 


Homo sapiens 3'-phosphoadenosine 5'-phosphosulfate synthase 1 (PAPSS1), 
mRNA 


NM_004670 


Homo sapiens 3-phosphoadenosine 5'-phosphosulfate synthase 2 (PAPSS2), 
mRNA 


NM_001084 


Homo sapiens procollagen-lysine, 2-oxoglutarate 5-dioxygenase 3 (PLOD3), 
mRNA 


NM 022720 


Homo sapiens DiGeorge syndrome critical region gene 8 (DGCR8), mRNA 


NM 007331 


Homo sapiens Wolf-Hirschhorn syndrome candidate 1 (WHSC1), mRNA 


NM_007123 


Homo sapiens Usher syndrome 2A (autosomal recessive, mild) (USH2A), 
mRNA 


NM 000553 


Homo sapiens Werner syndrome (WRN), mRNA 


NM_006531 


Homo sapiens Probe hTg737 (polycystic kidney disease, autosomal recessive, in) 
(TG737), mRNA 


NM 018962 


Homo sapiens Down syndrome critical region gene 6 (DSCR6), mRNA 


NM 018848 


Homo sapiens McKusick-Kaufman syndrome (MKKS), mRNA 


NM_0 17424 


Homo sapiens cat eye syndrome chromosome region, candidate 1 (CECR1), 
mRNA 


NM 015889 


Homo sapiens TP A inducible gene-1 (TIG-1), mRNA 


NM 016430 


Homo sapiens Down syndrome critical region gene 5 (DSCR5), mRNA 


NM 004414 


Homo sapiens Down syndrome critical region gene 1 (DSCR1), mRNA 


NM 013441 


Homo sapiens Down syndrome critical region gene 1-like 2 (DSCR1L2), mRNA 


NM 012436 


Homo sapiens sperm associated antigen 8 (SPAG8), mRNA 


NM 012227 


Homo sapiens Pseudoautosomal GTP-binding protein-like (PGPL), mRNA 


NM 007173 


Homo sapiens protease, serine, 23 (SPUVE), mRNA 


NM_000501 


Homo sapiens elastin (supravalvular aortic stenosis, Williams-Beuren syndrome) 
(ELN), mRNA 


NM 006025 


Homo sapiens protease, serine, 22 (PI 1), mRNA 


NM_005609 


Homo sapiens phosphorylase, glycogen; muscle (McArdle syndrome, glycogen 
storage disease type V) (PYGM), mRNA 


NM 004991 


Homo sapiens myelodysplasia syndrome 1 (MDS1), mRNA 


NM_004600 


Homo sapiens Sjogren syndrome antigen A2 (60kD, ribonucleoprotein 
autoantigen SS-A/Ro) (SSA2), mRNA 


NM_004380 


Homo sapiens CREB binding protein (Rubinstein-Taybi syndrome) (CREBBP), 
mRNA 
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NM 000551 


Homo sapiens von Hippel-Lindau syndrome (VHL), mRNA 


IN iVJ_U KJ \JH OZ 


U/xmn coni c iihimiitin TYrntpin licrflQP P"} A fllliman narvilloma vitTlS E6- 

associated protein, Angelman syndrome) (UBE3 A), mRNA 




Uomn c^nipnc tranclrpfnlacp rWpTrnrlfP-TCor^alc'nfT ^VTldrOTTlP^ fTTCTl. ITlRNA 

rXtJIIHJ odJJlCIlO vl CllloJVt LUlCtOw ^ YV UllllVyivv iVUl OfllVUlJL O jf 11UJL UUlwy yxx'v.x /j iiuviix v 


NM 000356 


Homo sapiens Treacher Collins-Franceschetti syndrome 1 (TCOF1), mRNA 


NM_UUU4!>-> 


riomo sapiens serine/inreonine Kinase 1 1 yr cuizrjegiicib oynuiuiiic^ ^oajn^i lj 9 
mRNA 


"XTA A AAOOC1 

NM_U02iD 1 


riomo sapiens oriz comam protein jL^uncdii 5 aiseabe ^lympiiopiuiiiciaLivo 
syndrome) (SH2D1A), mRNA 


NM__UUU3Jo 


xiomo sapiens soaium cnannei, nonvouage-gateu 1, oeid ^i^iuuic byiiuiumc^ 
CSCNN1B"), mRNA 


xTiv a r\r\c\i q c 
NM_UUU33:> 


Homo sapiens soaium cnannei, voitage-gaxea, type v , aipna poiypepuuc viong 
(electrocardiographic) QT syndrome 3) (SCN5A), mRNA 


NM_000318 


rlomo sapiens peroxisomal memorane protein d {ddklj, /Zellweger synaromej 
(PXMP3), mRNA 


NM_0003 1 1 


rlomo sapiens prion protein {pz /-j\J) ^reutzieia-jaK.OD aiscase, oersimdnii- 
o trans ler-ocneinKer synurome, iatai iairiiiiai insoiruiia) ^jrrvrNjr^, njxsaN/^ 


NM_000299 


Homo sapiens plakophilin 1 (ectodermal dysplasia/skin fragility syndrome) 

/T3T/-T) 1 *\ —-I'D XT A 


NM_00026J 


rlomo sapiens pnospnoaiesterase or>, c^ivir-speciiic, roa, ueui ^congcmidi 
stationary 7 nignt oiinuness j, autosomal uuniiiiaiiLy ^rur/UDj, iiir\j/N.rv 


NM 003731 


Homo sapiens Sjogren's syndrome nuclear autoantigen 1 (SSNA1), mRNA 


XT> ft AAA1 /Z[\ 


rlomo sapiens myosin vix/v ^usner synurome id ^autosomal rcucobivc, bcvcicy^ 
(MY07A), mRNA 


JNJVl UUJ /ZU 


riomo sapiens uown synurome critical region gene z ^i^ov^rvz;, iiiivln/^ 


NM 000195 


Homo sapiens Hermansky-Pudlak syndrome (HPS), mRNA 


NM 000194 


Homo sapiens nypoxantnme pnospnonDOsyitransierase i ^l^escn-iNynan 
synurome j ^rix iv 1 1 ) 3 mKiN/\ 


NM_000171 


Homo sapiens glycine receptor, alpha 1 (startle disease/hyperekplexia, stiff man 
synurome j ^oj^xv/\i ), mKi\i/v 


NM_003494 


Homo sapiens dysferlin, limb girdle muscular dystrophy 2B (autosomal 
recessive ) {D x or ), ttuvln/v 


jNJVl UUUUol 


riomo sapiens v^neuiaK-riigasni synurome i ^noi ), iiixsj-n/^ 


JN JVL__UUUU!) Z 


riomo sapiens i\ix ase, ^-att^ transponing, aipna poiypcpLiuc ^ivicnivcis 
synurome ) y/\ i r / /vj, mrviN -rv 


NM_001635 


Homo sapiens amphiphysin (Stiff-Mann syndrome with breast cancer 128kD 
autoantigen^ ^/\ivir ri mrviN/\. 


lNlVl UZZODj 


riomo sapiens v_> 1 r\v_jrj- 1 protein ^lAUD-ijj iiix\j.Nr j i 


iNlVI UZZOOZ 


riomo sapiens meiotic cnecKpomt reguiaior ^iviv^a jxy, huvln^v 


NM 022658 


Homo sapiens homeo box C8 (HOXC8), mRNA 


JN1V1_UUU J OJ 


nomo sapiens rc iragment 01 lgvj, low aninity ma, rcv/cpiui iux ^wiu^i 
^Jr\^orvo/\.j, mxviN/\ 




Womn Qnr»ipriQ folafp rpppntnr 1 faHnlt^ TFOT "R 1 transcrint variant 2 mRNA 


IN J.VX \JVJ\J Zs X 


T-Trkmn c^t^i pti c vinr* finopr nrfifpin 1 Q7 /'TT^JPI QV^ mRNA 


NM_0 18946 


Homo sapiens N-acetylneuraminic acid phosphate synthase; sialic acid synthase 


NM 003979 


Homo sapiens retinoic acid induced 3 (RAO), mRNA 


NM 021785 


Homo sapiens retinoic acid induced 2 (RAI2), mRNA 


NM 001436 


Homo sapiens fibrillarin (FBL), mRNA 


NM_012151 


Homo sapiens coagulation factor VHI-associated (intronic transcript) (F8A), 
mRNA 


NM 007170 


Homo sapiens testis-specific kinase 2 (TESK2), mRNA 
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NM_O06285 


Homo sapiens testis-specific kinase 1 (TESK1), mRNA 


NMJU6424 


Homo sapiens cisplatin resistance-associated overexpressed protein (LUC7A), 
mRNA 


NM_012152 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- 
coupled receptor, 7 (EDG7), mRNA 


NM_007360 


Homo sapiens DNA segment on chromosome 12 (unique) 2489 expressed 
sequence (D12S24S9E), mRNA 


NM 004924 


Homo sapiens actinin, alpha 4 (ACTN4), mRNA 


NM 001102 


Homo sapiens actinin, alpha 1 (ACTN1), mRNA 


NMJH2128 


Homo sapiens chloride channel, calcium activated, family member 4 (CLCA4), 
mRNA 


NM 014551 


Homo sapiens hypothetical protein 384D8 6 (384D8-2), mRNA 


NM 018977 


Homo sapiens neuroligin 3 (NLGN3), mRNA 


NM 001103 


Homo sapiens actinin, alpha 2 (ACTN2), mRNA 


NM 022569 


Homo sapiens N-deacetylase/N-sulfotransferase 4 (NDST4), mRNA 


NM 005892 


Homo sapiens formin-like (FMNL), mRNA 


NM 016370 


Homo sapiens RAB9-like protein (RAB9L), mRNA 


NMJH2135 


Homo sapiens DNA segment on chromosome 6(unique) 2654 expressed 
sequence (D6S2654E), mRNA 


NM_007161 


Homo sapiens DNA segment on chromosome 6 (unique) 49 expressed sequence, 
NK cell triggering receptor, p30 (D6S49E), mRNA 


NM_006114 


Homo sapiens DNA segment on chromosome 19 (unique) 1 177 expressed 
sequence (D19S1177E), mRNA 


NM_006014 


Homo sapiens DNA segment on chromosome X (unique) 9879 expressed 
sequence (DXS9879E), mRNA 


NM_004699 


Homo sapiens DNA segment on chromosome X (unique) 9928 expressed 
sequence (DXS9928E), mRNA 


NM_003683 


Homo sapiens DNA segment on chromosome 21 (unique) 2056 expressed 
sequence (D21S2056E), mRNA 


NM 015484 


Homo sapiens GCIP-interacting protein p29 (P29), mRNA 


NM 013263 


Homo sapiens bromodomain-containing 7 (BRD7), mRNA 


NM 022157 


Homo sapiens Rag C protein (GTR2), mRNA 


NM 014604 


Homo sapiens Tax interaction protein 1 (TIP-1), mRNA 


NM 001915 


Homo sapiens cytochrome b-561 (CYB561), mRNA 


NM 012188 


Homo sapiens forkheadbox 11 (FOXI1), mRNA 


NM 016148 


Homo sapiens somatostatin receptor-interacting protein (SSTRIP), mRNA 


NM 022482 


Homo sapiens hypothetical protein FLJ21794 (FLJ21794), mRNA 


NM 022493 


Homo sapiens hypothetical protein FLJ21988 (FLJ21988), mRNA 


NM 022489 


Homo sapiens hypothetical protein FLJ22056 (FLJ22056), mRNA 


NM 022485 


Homo sapiens hypothetical protein FLJ22405 (FLJ22405), mRNA 


NM_022464 


Homo sapiens endoplasmic reticulum chaperone SBL1, homolog of yeast (SBL1), 
mRNA 


NM_022456 


Homo sapiens hypothetical protein FLJ22548 similar to gene trap PAT 12 
(FLJ22548), mRNA 


NM_022450 


Homo sapiens hypothetical protein FLJ22357 similar to epidermal growth factor 
receptor-related protein (FLJ22357), mRNA 


NM 022443 


Homo sapiens myeloid leukemia factor 1 (MLt 1 ), mKJNA 


NM_022136 


Homo sapiens SAM domain, SH3 domain and nuclear localisation signals, 1 
(SAMSN1), mRNA 


NM 012217 


Homo sapiens mast cell tryptase (TPSD1), mRNA 


NM_020366 


Homo sapiens retinitis pigmentosa GTPase regulator interacting protein 1 
(RPGRJPl), mRNA 
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rNJ.Vj._l/ 1 OJ*t 1 


TTnmo <:anipn«: cnianine nuelporidp hindinff nrotein 13. gamma fGNG13^ niRNA 

XHJlllV/ ouUlC/Uo liUlclXXlllw llUv 1V/VJ LIV-IV^ L/ll ivlix y 111 J o ^vjiivj x y , 1,4 *■ 


NM_004204 


Homo sapiens phosphatidvlinositol glycan, class Q (PIGQ), mRNA 


MM Ol AQA& 


TlAmn ccimpn q c'nnctir* nnfanlpoij* 4 fai vfo^omal dominant* snastini rSPC*i4i 

XXOIIHJ odL/lCllo oUajLlO |Jdl dJJItgld **T ^dLiLVJoUlIlCi.1 UWilUliaill) opuouu^ \ V -* J - ' ,/ 5 

nVRMA 


MM 099146 


Unmn csmipnQ npiirnnpnridp RF 1 * RFamidp-rplated nentide recentor fOT7T022V 
mRNA 


TsjA/r 004RKS 
J7N iYx___y u*+ OoJ 


Wnmn canipnc npnronpntidp G nrntpin-roivnlpd recentor* neuronentide FF 2 
fMPGPR^ mRNA 

^l^lX VJX -IV/, 1 1 JUL N_L ^ Xi. 


MM 009QSR 

XN1V1 


Unmn Qanipn*? RYTC recentor-like tvrosine kinase (RYKi mRNA 


MM 009Q11 


TTrvmn Qsmipn<5 rincr finc^er nrofpin 1 rRTNGl i mRNA 


NM 09 1 1 1 1 


Homo <;anien«; reversion-inducinff-cvsteine-rich nrotein witli kazal motifs 
(RECK), mRNA 


NM 0016SS 

1>(1V1 \J\J 1 Vy*J-> 


T-Tnmrv QanipriQ artVhain 1 TARC1N1 i mRNA 


NM 016639 


Homo sapiens type I transmembrane protein Fnl4 (FN14), mRNA 


MM 0066R6 


Mnmo cpnipriQ nrtin-liVp 7R TACTT 7Ri mRNA 


NM 006687 


Homo sapiens actin-like 7A (ACTL7A), mRNA 


NM_UU-)cOO 


iiomo sapiens receptor ^caiciioninj aciiviLy moGiiymg protcirj o yjs~t\iyLx dj 9 
mRNA 


iNIM_0U:>o;>4 


rlomo sapiens receptor ^calcitonin) activity moaiiymg protein z ^j*v/-vivj_rz.^, 
mjviN/v 


IN 1V1_UU D OJJ 


TTy-k-rvtrk coniprtc rp^pntAr /-» o 1 r* 1 fTM^> 1T1 "\ Ctr»tl\7lt\^ mnHl f\/7"n C TTrotPTn 1 ^T? A. TV/TP 1 1 

ixorno sapiens rcC'Cptur \ya- 1^11011111^ d.L»nviLy imjuiiyni^, jjiulcih 1 ^xvrvLvxx xy, 
mRNA 


xNiVl_UULKf / Z> 


Urt-rvi/i compnc -nn^lpar T-f*r*f>-ntf\r cnVvfiimil^/ 0 OT*r\lir\ TYIPTTlnPI" 1 iMPOR 1 1 

xiomo sapiens nuoicdr rct/cpuji buuiaiiuiy v, giuup i-> 5 mcxnud i ^x^xwux^. 


MM OOS_0^ 


y nrnn cnnipnQ R AN hindincr nrnfpin Q ^R ANRP9i mRNA 

XXLFllHJ Od^Jldlo XV-TVLN L*XliVXlXlg U71V/Lt/Xll J ^IVTUlX»l S J 7 !XXX"\_l^^i- 


mm 004.6^4. 


Unmn oatvipnc hrnmnHnrnflin and PT-TTj fino^pr PCmtairnnf* 1 TT^RPFl i mRl^JA 

XXvllllU odpiCllo Ul V/lllvlLiUlllcllll dlltX 1 ILL/ XXXXgt^X ^/VJiiLaxxxiiig, a ^uxvi x x. y, nuvi^i »- 


>JM 00014.0 


T-T/vmr* cnnipnc "fprrrirnplata^p ^nrrito'nnrnVivtHa i fFFCTFTi nuclear crene encoding 

XXUlllVJ odLllCllo ICllUL'llC'la.LCl.BW yyf L\JL\J \J\JL ^JLLy L ICk. J "^x x<vxiy; iiuwivai gvxxv ^nwvuni^ 

mitnrnrindrial nrofpiTi mRNA 

I 111 LvJl/llVJllUl 1<XX JJXVt^Xllj XIXXVX^OT. 


NM 000031 


Homo sapiens aminolevulinate, delta-, dehydratase (ALAD), mRNA 


"NTM 000097 


Mnmn cnnipnc aQnai^A/ldnprvQa minida^P ( AG A i mRNA 

XXAJlllv* OdjJldlO doJ-Jdl \.y 1^1 Li^V/OClll 1111 H^iCiOV^ y/WJ JT\. J } 1X1X'V1>I^1. 


NM 000026 


Homo sapiens adenylosuccinate lyase (ADSL), mRNA 


"NTM 00009 S 


HnmA cnnipnc ndrpnproip npta-*^- rppPT*»trkT* ( AFjRTi'^^ mRNA 

XxVJlllVJ OdjJJLdlo CH-llVlltl UWla"J , IVV&piV/l y-Ti-L/lVLJ-' y, "H^i. 


NM 000020 


Homo sapiens activin A receptor type H-like 1 (ACVRL1), mRNA 


MM OOOOIQ 


TJAmA e?oT\-i^»i-io ar*e*'t\T'\—C^f\e*r\T\rr\"\e* A QCf*t~\r] iTOTkcff^T*^ cp 1 ( c» c.f* tT%a r*.p1~vl l OPTiTA/TTIP A 
xxOmO Sdpicnb dCCiyi-V_/UCllz»yillC duCLyiUaUjiciaow l \a^^\\j<x\^\^vy i v_-\jv_-iiz J _y iii»^ 

thiolase) (ACAT1), nuclear gene encoding mitochondrial protein, mRNA 


XTX/T OOOO 1 £ 


xiomo sapiens acyi-v^oenzyme j\ uenycirogenabc, very long oiid.ni \r\\^^Lj v ±->j 9 
nuciear gene euL/Uuuig iiiiiuviiuuuricii piuiciu, 11 ixvln-t^. 


NTM OOOO 17 


xxomo sapiens auyi -v^ucuziyiiic r\ u.ciiytiivjgciia.oc, v^-z. lu j anwit uiiaxu 
/ AP ATi^ nnflpar ctptip pnmHino mitr*r»nnnH"ria1 "nrotpin mRN^A 

ySW^x\XJtj) 9 illlOlCcll gdlV CXll/VJll.Allg 1111 LUV-/11W11U1 Idl jJXWLWlll, UUV11XT. 


MM 000016 

1N1V1 \J\J\J\J 1 U 


Wnmn cemipne p r vl -Phph 7vmp A dpnvdrrifypna^ip G-4 to G-12 straight chain 

XXvJllixJ odL/lCI lo aUy 1 VyUWlltjJ' lilt x\. Ll&lljrul v^Wliao^j ~ lv i*< fw ui 5 111 wuuui 

r ACADM^ nuclear gene encoding mitochondrial nrotein mRNA 


NM 000476 


Homo ^aniens adenvl ate kinase 1 TAKl^ mRNA 


NM 0018^0 


Homo «;anien^ chloride channel 4 TCLCN4^ mRNA 


NM 022365 


Homo sapiens hypothetical protein similar to mouse Dnajll (DNAJL1), mRNA 


1 > J.V1 UXiLJJv 


Uomn cnnipnQ aminnnpntida^p C\ 00641671 mRNA 

XXVJlllU odjJlCllo dlliiinJ L-'v^j-' uuaaw ^Xjwout i \j / y , nixvi > z\. 


NM 022335 


Homo sapiens hypothetical protein PR02849 (PR02849), mRNA 


NM 005259 


Homo sapiens growth differentiation factor 8 (GDF8), mRNA 


NM 001789 


Homo sapiens cell division cycle 25 A (CDC25 A), mRNA 


NM_022006 


Homo sapiens FXYD domain-containing ion transport regulator 7 (FXYD7), 
mRNA 


NM_022003 


Homo sapiens FXYD domain-containing ion transport regulator 6 (FXYD6), 
mRNA 
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NM 020655 


Homo sapiens junctophilin 3 (JPH3), mRNA 


NM.002855 


Homo sapiens poliovirus receptor-related 1 (herpesvirus entry mediator C; 
nectin) (PVRL1), mRNA 


NM_0 12340 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 
dependent 2 (NFATC2), mRNA 


NM_006599 


Homo sapiens nuclear factor of activated T-cells 5, tonicity-resonsive (NFAT5), 
mRNA 


NM_006162 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 
dependent 1 (NFATC1), mRNA 


NM 022061 


Homo sapiens ribosomal protein LI 7 isolog (LOC63875), mRNA 


NM_022095 


Homo sapiens hypothetical C2H2 zinc finger protein FLJ22504 (FLJ22504), 
mRNA 


NM 022091 


Homo sapiens dJ467Nll.l protein (DJ467N11.1), mRNA 


NM 022084 


Homo sapiens hypothetical protein dJ102H19.4 (DJ102H19.4), mRNA 


NM 022077 


Homo sapiens hypotheticaTprotein dJl 141E15.2 (DJ1 141E1 5.2), mRNA 


NM 022098 


Homo sapiens hypothetical protein LOC63929 (LOC63929), mRNA 


NM 022081 


Homo sapiens hypothetical protein bK1048E9.5 (BK104SE9.5), mRNA 


NM 021081 


Homo sapiens growth hormone releasing hormone (GHRH), mRNA 


NM 022168 


Homo sapiens melanoma differentiation associated protein-5 (MDA5), mRNA 


NM 022165 


Homo sapiens Lin-7b protein (LIN-7B), mRNA ! 


NM 022161 


Homo sapiens livin inhibitor-of-apotosis (LIVIN), mRNA 


NM 022159 


Homo sapiens ETL protein (ETL), mRNA 


NM 022156 


Homo sapiens PP3 1 1 1 protein (PP3 111), mRNA 


NM 022151 


Homo sapiens MAP-1 protein (MAP-1), mRNA _j 


NM 022150 


Homo sapiens RFamide-related peptide precursor (RFRP), mRNA 


NM 022149 


Homo sapiens MAGEF1 protein (MAGEF1), mRNA 


NM 022144 


Homo sapiens myodulin protein (LOC64102), mRNA 


NM 022141 


Homo sapiens gamma-parvin (PARVG), mRNA 


NM 022134 


Homo sapiens glycoprotein beta-Gal 3'-sulfotransferase (GP3ST), mRNA 


NM 022131 


Homo sapiens calsyntenin-2 (CS2), mRNA 


NM 022129 


Homo sapiens MAWD binding protein (MAWBP), mRNA 


NM 022123 


Homo sapiens basic-helix-loop-helix-PAS protein (NPAS3), mRNA 


NM 022121 


Homo sapiens p53-induced protein PIGPC1 (PIGPC1), mRNA 


NM 022120 


Homo sapiens hypothetical protein FKSG25 (FLJ00030), mRNA 


NM 022114 


Homo sapiens PR domain containing 16 (PRDM16), mRNA 


NM 022112 


Homo sapiens p53-regulated apoptosis-inducing protein 1 (P53AIP1), mRNA 


NM 022111 


Homo sapiens homolog of Xenopus Claspin (CLASPIN), mRNA 


NM 022101 


Homo sapiens hypothetical protein FLJ22965 (FLJ22965), mRNA 


NM 022087 


Homo sapiens hypothetical protein FLJ21634 (FLJ21634), mRNA 


NM 022083 


Homo sapiens niban protein (NIBAN), mRNA 


NM 022078 


Homo sapiens hypothetical protein FLJ12455 (FLJ12455), mRNA 


NM 022076 


Homo sapiens hypothetical protein IMAGE 109914 (LOC63904), mRNA 


NM 022072 


Homo sapiens hypothetical protein FLJ22609 (FLJ22609), mRNA 


NM 022067 


Homo sapiens hypothetical protein FLJ12707 (FLJ12707), mRNA 


NM 022049 


Homo sapiens G-protein coupled receptor 88 (GPR88), mRNA 


NM 022044 


Homo sapiens stromal cell-derived factor 2-like 1 (SDF2L1), mRNA 


NM_022042 


Homo sapiens solute carrier family 26 (sulfate transporter), member 1 
(SLC26A1), mRNA 


NM_022039 


Homo sapiens split hand/foot malformation (ectrodactyly) type 3 (SHFM3), 
mRNA 


NM 021173 


Homo sapiens polymerase (DNA-directed), delta 4 (POLD4), mRNA 


NM 016371 


Homo sapiens hydroxysteroid (17-beta) dehydrogenase 7 (HSD17B7), mRNA 
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NM_000023 


Homo sapiens sarcoglycan, alpha (50kD dystrophin-associated glycoprotein) 
(SGCA), mRNA 


NM_005099 


Homo sapiens a disintegnn-hke and metalloprotease (reproiysrn type; with 
thrombospondm type 1 motit, 4 (ADAM 1 a4), mKJNA 


NM 016590 


Homo sapiens prostate androgen-regulated transcript 1 (takjl i) 9 mKJNA 


NM 014223 


Homo sapiens nuclear transcription tactor Y, gamma (JNr iC), mKJNA 


NM 006166 


Homo sapiens nuclear transcription factor Y, beta (NFYB), mRNA 


NM 002268 


Homo sapiens karyophenn alpha 4 (importin alpha 3) (KJPNA4), mRNA 


NM 005229 


Homo sapiens ELK1, member of ETS oncogene iamily (fcLKl), mKJNA 


NM 021796 


Homo sapiens placenta-specific 1 (PLAC1), mRNA 


NM 015596 


tt 111*1 # 1*1 /VT T^ - 1 0\ "F>"KT A 

Homo sapiens kalhkrem 13 (KLK13), mRNA 


NM_003553 


Homo sapiens olfactory receptor, family 1, subiamily fc,, member 1 (UKlJbi), 
mRNA 


NM 021926 


Homo sapiens aristaless-like homeobox 4 (ALX4), mRNA 


NM 021957 


Homo sapiens glycogen synthase 2 (liver) (GYS2), mRNA 


NM 020980 


Homo sapiens aquaporin 9 (AQP9), mRNA 


NM 001614 


Homo sapiens actin, gamma 1 (ACTG1), mRNA 


NM 018690 


Homo sapiens apolipoprotem B48 receptor (APOB48R), mRNA 


NM_005230 


Homo sapiens ELK3, ETS-domain protein (SRF accessory protein 2) (ELK3), 
mRNA 


NM_003816 


Homo sapiens a disintegrin and metalloproteinase domain 9 (meltrin gamma) 
(ADAM9), mRNA 


NM 000847 


Homo sapiens glutathione S-transferase A3 (GST A3), mRNA 


NM_021814 


Homo sapiens homolog of yeast long chain polyunsaturated fatty acid elongation 
enzyme 2 (HELOl), mRNA 


NM 021628 


Homo sapiens arachidonate lipoxygenase 3 (ALOXE3), mKJNA 


NM 012419 


Homo sapiens regulator of G-protein signalling 17 (RGS17), mRNA 


NM_0 14685 


Homo sapiens homocysteine-inducible, endoplasmic reticulum stress-inducible, 
ubiquitm-hke domain member 1 (HERPUD1), mRNA 


NM 005705 


Homo sapiens pan-hematopoietic expression (PHEMX), mRNA I 


NM 004906 


Homo sapiens Wilms 1 tumour 1-associatmg protem (KIAA0105), mRNA 


NM_003101 


Homo sapiens sterol O-acyltransferase (acyl -Coenzyme A cholesterol 
acyltransferase) 1 (SOAT1), mRNA 


NM 021965 


Homo sapiens phosphoglucomutase 5 (PGM5), mRNA 


NM_003555 


Homo sapiens olfactory receptor, family 1, subfamily G, member 1 (OR1G1), 
mRNA 


NM_003552 


Homo sapiens olfactory receptor, family 1, subfamily D, member 4 (UKliJ4), 
mRNA 


NM 001345 


Homo sapiens diacylglycerol kinase, alpha (bukU) (IJCjJsa;, mKJNA 


NM 021620 


Homo sapiens PR domain containing 13 (PRDM13), mKJNA 


NM 020999 


Homo sapiens neurogemn 3 (NbUROCjij, mKJNA 


NM 020227 


Homo sapiens PR domain containing 9 (PkJL>M9), mKJNA 


NM 020226 


tt • T*T> j • i _ * • o /"D"Di~Y1V ^"0*\ ~^»T) ~N.T A 

Homo sapiens PR domain containing 8 (PRDMe), mKJNA 


NM 020229 


Homo sapiens PR domain containing 1 1 (PRDM1 1), mRNA 


NM 020228 


Homo sapiens PR domain containing 10 (PRDM10), mRNA 


NM 016412 


Homo sapiens insulin-like growth factor 2, antisense (IGF2AS), mRNA 


NM 006161 


TT * 1 /\TPTTT> T>\T A 

Homo sapiens neurogemn 1 (NEUKOG1), mKJNA 


NM 005734 


Homo sapiens homeodomain-interacting protein kinase 3 (HBPK3), mRNA 


NM_001818 


Homo sapiens aldo-keto reductase family 1, member C4 (chlordecone reductase; 
3 -alpha hydroxysteroid dehydrogenase, type I; dihydrodiol dehydrogenase 4) 
(AKR1C4), mRNA 


NM 004363 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 5 
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(CEACAM5), mRNA 


NM 002841 


Homo sapiens protein tyrosine phosphatase, receptor type, G (PTPRG), mRNA 


NM_002716 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit A (PR 
65), beta isoform (PPP2R1B), mRNA 


NM 001785 


Homo sapiens cytidine deaminase (CD A), mRNA 


NM_003554 


Homo sapiens olfactory receptor, family 1, subfamily E, member 2 (OR1E2), 
mRNA 


NM_021961 


Homo sapiens TEA domain family member 1 (SV40 transcriptional enhancer 
factor) (TEAD1), mRNA 


NM_002847 


Homo sapiens protein tyrosine phosphatase, receptor type, N polypeptide 2 
(PTPRN2), mRNA 


NM_002778 


Homo sapiens prosaposin (variant Gaucher disease and variant metachromatic 
leukodystrophy) (PSAP), mRNA 


NM_000934 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade F (alpha-2 
antiplasmin, pigment epithelium derived factor), member 2 (SERPINF2), mRNA 


NM_000932 


Homo sapiens phospholipase C, beta 3 (phosphatidylinositol-specific) (PLCB3), 
mRNA 


NM_000709 


Homo sapiens branched chain keto acid dehydrogenase El, alpha polypeptide 
(maple syrup urine disease) (BCKDHA), mRNA 


NM 001666 


Homo sapiens Rho GTPase activating protein 4 (ARHGAP4), mRNA 


NM_021815 


Homo sapiens solute carrier family 5 (choline transporter), member 7 (SLC5A7), 
mRNA 


NM 014885 


Homo sapiens anaphase-promoting complex 10 (APC10), mRNA 


NM_021948 


Homo sapiens chondroitin sulfate proteoglycan BEHAB/brevican (BCAN), 
mRNA 


NM 021946 


Homo sapiens hypothetical protein FLJ1 1362 (FLJ1 1362), mRNA 


NM_021942 


Homo sapiens hypothetical protein FLJ12716 (FLJ12716), mRNA 


NM 021940 


Homo sapiens hypothetical protein FLJ13159 (FLJ13159), mRNA 


NM 021922 


Homo sapiens Fanconi anemia, complementation group E (FANCE), mRNA 


NM 002644 


Homo sapiens polymeric immunoglobulin receptor (PIGR), mRNA 


NM_002470 


Homo sapiens myosin, heavy polypeptide 3, skeletal muscle, embryonic 
(MYH3), mRNA 


NM 001700 


Homo sapiens azurocidin 1 (cationic antimicrobial protein 37) (AZU1), mRNA 


NM 003949 


Homo sapiens huntingtin-associated protein 1 (neuroan 1) (HAP1), mRNA 


NM_021021 


Homo sapiens syntrophin, beta 1 (dystrophin-associated protein Al 3 59kD, basic 
component 1) (SNTB1), mRNA 


NM 018953 


Homo sapiens homeo box C5 (HOXC5), mRNA 


NM 012120 


Homo sapiens CD2 -associated protein (CD2AP), mRNA 


NM_007121 


Homo sapiens nuclear receptor subfamily 1, group H, member 2 (NR1H2), 
mRNA 


NM 006753 


Homo sapiens surfeit 6 (SURF6), mRNA 


NM 006200 


Homo sapiens proprotein convertase subtilisin/kexin type 5 (PCSK5), mRNA 


NM 006426 


Homo sapiens dihydropyrimidinase-like 4 (DPYSL4), rnRNA 


NM_005670 


Homo sapiens epilepsy, progressive myoclonus type 2, Lafora disease (laforin) 
(EPM2A), mRNA 


NM 006877 


Homo sapiens guanosine monophosphate reductase (GMPR), mRNA 


NM 004619 


Homo sapiens TNF receptor-associated factor 5 (TRAF5), mRNA 


NM 002627 


Homo sapiens phosphofructokinase, platelet (PFKP), mRNA 


NM 002433 


Homo sapiens myelin oligodendrocyte glycoprotein (MOG), mRNA 


NM 002207 


Homo sapiens integin, alpha 9 (ITGA9), mRNA 


NM 002113 


Homo sapiens H factor (complement)-like 1 (HFL1), mRNA 


NM 002074 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 1 
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ftTNTRI^ mRNA 


xNiVx, UvJ /->-J 


TTnmn <;anipn<; 7'-S , olipoadenv1ate svnthetase-like fOASLi. mRNA 


mm 009^1 


Unmn QanipnQ nlfartorv renpntnr familv 3 subfamilv A member 2 (OR3A2). 
mRNA 


MM oo9^rq 


TTnmn <:anipn<; mpmhranp pnfantnr nrotein f(TT)46 tTonhoblast-lvmnhocvte crOSS- 

reactive antigen) (MCP), mRNA 


MM 000R70 

INxVl UUuO / U 


Unmn ca-rvip-nc ^-hvdrnTrvtrvntarrrinp ^erntonin ) recentor 4 flFTTR4i mRNA 


MM 00061 1 


TTr»mp* ca-ni F*n c bprnonPYin f H P"3^\ mRNfA 

X7A.VIIIV odjvlt^lio AlvAAIVLJ va.111 ^lll yv y 5 A 1 J_L V.L ^ .rv 


NM_000377 


Homo sapiens Wiskott-Aldrich syndrome (eczema-thrombocytopenia) (WAS), 

IIXXvlN.fi. 


mm oo/^qb 1 

1N1V1 UU070 1 


Wp*mrk ccmipnc rmplpar rpppntnr Qiibfamilv 4 oTnun A mpmhftr 3 fNR4A3^ 

JxVlXAV OC*lJlGIl& AXlAL/lV/dX IC-wOULVI OlAUXaAAAAAjr *T 5 glvup AAAV/AAAL/V/l -J yX * 1.VT1U j , 

mRNA 

1 1 ULV.I > -TV 


NM 000368 


Homo sapiens TSC1 gene (hamartin) (TSC1), mRNA 


mm oi74i£ 

1N1YI Ul /HID 


TTrvmr* coni pn c intprlpiilrin 1 T<=»f*pr\tAT ap P PQQPiTV nrOi"pin-1l1cP 9 TTT 1RAPT^2l 

mRNA 


mm oo^9R6 


TTnmn oanipnc tnnni crnn pra fTYWA I T ('T'OPI^ mRNA 

JTHJIXlvX bO-JJl Clio HJ|J*JloL/lllt/XCl&^ \^ J— A J A \^ 1 VI X J} L l U-NJ. ^1 zv 


mm no 1 oar 

INxVi. UU1UDO 


Wnmo cn-nipTiQ tnnnknmprfltip fTVMA t TT beta (\ SOIcD'i TTOP2B) mRNA 


MM 090470 
iNlvl vZUH 1 / U 


T-Irkinr* canipnc nntjitivp trflnQmpmhrflTiP nrntpifl* botnoloP 1 nfveast CtO 1 P"l 
mpmbranp nrntein Yifln rVinln-interactiriff factor 1 T54TMi mRNA 


NM_006562 


Homo sapiens transcription factor similar to D. melanogaster homeodomain 

nrrktein ladv bird latp TT "RX1 ^ m^NA 


NM 017545 


Homo sapiens hydroxyacid oxidase (glycolate oxidase) 1 (HAOl), mRNA 




nomo sapiens reguiaxor 01 vjr-proiein signalling xw ^ixuoii;^ iiixvin^v 


NM 012263 


Homo sapiens tubulin tyrosine ligase-like 1 (TTLL1), mRNA 


1nxVL_UU1ZxZ 


Jciomo sapiens compiemeni component 1, q suocomponenL Dinumg piuiciii 
(C1QBP), nuclear gene encoding mitochondrial protein, mRNA 


MA A 0004Q1 


riomo sapiens complement component 1, q buutoriipuiiciiL, ucia puiypcpnuc 

1 v^Xj j 9 IIXTvXNx^. 


MM 004790 

JLN1YI \J\JH / ZAJ 


TTr\mn cqtvi pnc *=»nHnthp1ia1 diffprpntiatimi Iv^rmbriQ'nbatidip amd rT-nrotPin- 

XlUIXliX iapiCllb CllLiU LllCIlai iXixx^XvlXLiciiivxi, iy ovFj^ixwo^-'iici.tivj.iL/ ai/iu vj piui^iii 
poimlpd rpppntnr 4 ^Pl n )rir4^ mRNA 


NM 006717 


T-Tp*mn Qanipn<: <5Prinp (c\r pv^fpinp^ nrnteinaRe inhibitor clade I (Yieuroseroin\ 

XXVyll.1V/ OdLFlWllO OV-llllv^ 1 VJL V/ Jf O Ivlllv J Ul VlwllllWV LLXLll L'l l-VA y A. ^llVWi 1'^' 1 ^) 

member 2 (SERPINI2), mRNA 


MM 01K793 
IN XVA UIO/ 


TTomrv Qar>ipriQ atavin 9_KinHi'n<y "nrotpiTi 1 rA9RR1^ mRNA 

X XVII IV/ OO-VlwllO dLdA-111 ^ LflllU-Xllg IJXV/LV/lll A ^iLfaJ JX X J 9 lllXVJ.^^*. 


MM 004S43 


TTrvmn Qanipn^: npbulin rTsTPT-^^ mRNA 

AAU111U oCLLyA^Alo U LI 1111 y^X> f y, AAAXVA>JxV 


NM 016151 


Homo sapiens prostate derived STE20-like kinase PSK (PSK), mRNA 


mm oi^s9S 

INxVl. UIOJZO 


PTrtnin c?»'r»i<=»'nc Vtv/Httivx/qpiH nYiHacp ^ (mf*f\ n im — pb a in l irTAtlA 1 TTiRrJ A 
xxviiivJ odpiciio iiytxxuA.yd.C/iu. UAiuaoc 3 ^aiicuauaia vaacaaia^ ^aat\w j ^, iaax\j.^^y 


mm oooi 

IN XVI. V Vv lOJ 


TTnmn canipnc Qp"Hr»f* (cvr rvctpinp^ TiTPifpinaQP inbibitor nladp T") rbPDarin 

XX VI 11V &d.VI^'AIo C?CI 1I1C \VI V*yoLwXXXvvl L/I VlV/AAluOVv AAXL11 Ullvl , V/ldViV/ \^llv^|^tJ-i lll 

cofactori member 1 rSElvPINDl 1 mRNA 


NM 005410 


Homo saoiens selenotirotein P olasma 1 fSEPPl^ iriRNA 


NM_005226 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 
recentor 3 CEDG3 1 mRNA 


"MM 00517? 


TTomo sarjiens atonal hnmolot* 1 fDrosonhilai TAXOHl^ rixRNA 

XXV111V OULflvllij CtlV/llOl 1 IV^ 1 1 l\J L\J LzL 1 ( 1 voupilliu- / >— 'J-j. x. ullvx v 


"NTIVT 00S10Q 


Wnmn ^anipnci Pividativp-^trp^^ TP^nnn^ivp 1 (OSR1 1 mRNA 

X XVII IV Oapivilo UAluall VC aUCoo 1 t/o VVlioA V V/ l ^\/ui\i j 5 iilivl ix ». 


NM 001408 


Unmo <?anipn^ crliitamafp-pvQtpinp lica^p catalvtic subunit (CiCTL^CTS mRNA 

XXVAAAV oCAL^AV/AAo ^A LiLalllcXLV' "^jrotC'AAAw AA^CAow, l/aiaijr iiv ouuuiiii ^VJV/UV^j iiuvi"(r\ 


NM 00^999 

1NIVX v/V0.7Z..£. 


T-TnmPi ^nnipriQ bppt ^bnmnlncrrvi 1 q tn fhp P6-AP rtJBE3A^ carboxvl terminus^ 

XX.VAAAV OuUlvllO ll^Ll \ 11 VillVl V ci V LlO LV Ll IV/ XJ\J X»JL ^VUAj«/i l^ VOX L/V//VJf X l>vlllllllUOy 

domain and RCC1 (CHClVlike domain ORLD) 1 (HERC1), mRNA 


NM 002061 


Homo sapiens glutamate-cysteine ligase, modifier subunit (GCLM), mRNA 


NM 001088 


Homo sapiens arylalkylamine N-acetyl transferase (AANAT), mRNA 


NM 021828 


Homo sapiens heparanase-like protein (HPA2), niRNA 


NM 021826 


Homo sapiens hypothetical protein FLJ13149 CFLJ13149), mRNA 


NM 021823 


Homo sapiens hypothetical protein MDS018 (MDS018), mRNA 


NM 021820 


Homo sapiens MDS024 protein (MDS024), mRNA 
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NM 021819 


Homo sapiens ERGL protein (ERGL), mRNA 


NM021818 


Homo sapiens WW Domain-Containing Gene (WW45), mRNA 


NM_021S12 


Homo sapiens blepharophimosis, epicanthus inversus and ptosis, candidate 1 
(BPESC1), mRNA 


NM 021809 


Homo sapiens TGF(beta)-induced transcription factor 2 (TGIF2), mRNA 


NM 021805 


Homo sapiens single Ig EL-lR-related molecule (SIGIRR), mRNA 


NM 021803 


Homo sapiens interleukin 21 (IL21), mRNA 


NM 021798 


Homo sapiens interleukin 21 receptor (IL21R), mRNA 


NM 020982 


Homo sapiens claudin 9 (CLDN9), mRNA 


NM 006657 


Homo sapiens formiminotransferase cyclodeaminase (FTCD), mRNA 


NM 021784 


Homo sapiens hepatocyte nuclear factor 3, beta (HNF3B), mRNA 


NM 014375 


Homo sapiens fetuin B (FETUB), mRNA 


NM 021032 


Homo sapiens fibroblast growth factor 12 (FGF12), mRNA 


NM 019595 


Homo sapiens intersectin 2 (ITSN2), mRNA 


NM 018991 


Homo sapiens DKFZp434A0131 protein (DKFZP434A0131), mRNA 


NM 014574 


Homo sapiens nuclear autoantigen (GS2NA), mRNA 


NM 021002 


Homo sapiens interferon, alpha 6 (IFNA6), mRNA 


NM_001676 


Homo sapiens ATPase, H+/K+ transporting, nongastric, alpha polypeptide 
(ATP12A), mRNA 


NM_0 19886 


Homo sapiens carbohydrate (N-acetylglucosamine 6-0) sulfotransferase 7 
(CHST7), mRNA 


NM_017581 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 9 (CHRNA9), 
mRNA 


NM_001695 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
42kD (ATP6C), mRNA 


NM 006303 


Homo sapiens JTV1 gene (JTV1), mRNA 


NM 014413 


Homo sapiens heme-regulated initiation factor 2-alpha kinase (HRI), mRNA 


NM 012149 


Homo sapiens double homeobox, 5 (DUX5), mRNA 


NM 012146 


Homo sapiens double homeobox, 1 (DUX1), mRNA 


NM 021733 


Homo sapiens testis-specific kinase substrate (TSKS), mRNA 


NM_004339 


Homo sapiens pituitary tumor-transforming 1 interacting protein (PTTG1IP), 
mRNA 


NM 004219 


Homo sapiens pituitary tumor-transforming 1 (PTTG1), mRNA 


NM_003860 


Homo sapiens Breakpoint cluster region protein, uterine leiomyoma, 1 ; barrier to 
autointegration factor (BCRP 1 ), mRNA 


NM 007281 


Homo sapiens scrapie responsive protein 1 (SCRG1), mRNA 


NM 0066 IS 


Homo sapiens putative DNA/chromatin binding motif (PLU-1), mRNA 


NM 005797 


Homo sapiens epithelial V-like antigen 1 (EVA1), mRNA 


NM 005508 


Homo sapiens chemokine (C-C motif) receptor 4 (CCR4), mRNA 


NM 005283 


Homo sapiens chemokine (C motif) XC receptor 1 (CCXCR1), mRNA 


NM 002547 


Homo sapiens oligophrenin 1 (OPHN1), mRNA 


NM_020056 


Homo sapiens major histocompatibility complex, class II, DQ alpha 2 (HLA- 
DQA2), mRNA 


NM_001085 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 3 (SERPINA3), mRNA 


NM 013974 


Homo sapiens dimethylarginine dimethylaminohydrolase 2 (DDAH2), mRNA 


NM_001756 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 6 (SERPINA6), mRNA 


NM 000450 


Homo sapiens selectin E (endothelial adhesion molecule 1) (SELE), mRNA 


NM 006228 


Homo sapiens prepronociceptin (PNOC), mRNA 


NM 001319 


Homo sapiens casein kinase 1, gamma 2 (CSNK1G2), mRNA 


NM 000444 


Homo sapiens phosphate regulating gene with homologies to endopeptidases on 
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trie A. cnromosome ^nypopnospnaieinia, viidrxiiii jl/ icMbuuu iiokcu>^ yrriizs^), 
mRNA 


XTTV If AO 1 1 OO 

NM_021 lo3 


TT ^ pr>«io«f> l>\m/\iVi/ati/«Ql «\rAfom cimtlor cm C1 1 1 T\t* AT^l Y"l C ^CTV^PI oil "\7 T? AP_ 

riomo sapiens nypoineiicai proiem similar 10 Miiaii vjr proteins*, cbpcvviany x\j\sr- 
2A (LOC57826), mRNA 


XTTVVT AO 1 1 ^70 

JNJVL 021 1 ly 


riomo sapiens nypoineucai proiem jl»wv_j> / oz. i v^^^^ ' i hun^I" 


xttv x c\(\^n a a 
NM 002/44 


riorno sapiens proiem Kinase v_,, zeia ^jt jcsjsa^z^, nu\j.N/\ 


"V ttv K AAA/TO/I 

NM_U 00624 


xiomo sapiens serine ^or cysteine^ proteinase lnniuitor, ciauc r\. ^aipna-i 
anuproteinase, anuTrypsinj, memuer ^ ^ojc,rsjriiN/\*> iruxrN/\ 


X TTV A Af\n^AO 

NM_000o02 


Urvmrk n i o carina { rvr m;rfomA\ nrr\tpinOCA ITllriVvi t AY* onP H mPYITl 

riomo sapiens serine \or cysteine j proteinase mniuiior, uiauc c \iicaiii, 
plasminogen activator inhibitor type 1), member 1 (SERPINE1), mRNA 


XTTV A AO A /lOO 

NM 020422 


rlomo sapiens nypotneticai proiem irom cione /yo {l^kjk^d / i^foj, itii\j.n/\ 


NM 020183 


Homo sapiens transcription factor BMAL2 (LOC56938), mRNA 


NM 019598 


Homo sapiens kallikrein 12 ^rvLK.12), niKJNA 


NM 019103 


Homo sapiens hypothetical protein (LOC55954), mRNA 


NM_0 12397 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 13 (oJbKJ^UNr>iJj, mKJNA 


NM_000527 


Homo sapiens low density lipoprotein receptor (familial hypercholesterolemia) 


XTTV/T A1 /COAA 

JNM_01o2UU 


rlomo sapiens uo snrviN/\-associaica om-iiKc proiem i_»omo ^r.uL/jio7i^, 

ot-iT) XT A 


xttv/t Ai/n/C/C 
JNM 014/OO 


rlomo sapiens jvi/va.u i y d gene proauct y)SAj\j\\jLy3), iiirviNA 


XTTV/T AI AI A A 

NM 014309 


rlomo sapiens kjn/v Dinaing moin proiem y ^rvDivi^j, mrviN/v 


XTTV/f A 1 /1AOA 

JNM 014060 


rlomo sapiens ouai oxiaase-iiKe aomams ^ j, iilcvln^v 


NM 014516 


Homo sapiens CCR4-NOT transcription complex, subunit 3 (CNOT3), mRNA 


XTA A AI CAT) 

NM 015032 


Tj rtW „ " „ ^ T7TA A A07Q T^mfoin /VTA A nQ r 7Q N \ mPM A 

rlomo sapiens j^Lr\/vuy ty protein ^ivi/\/\uy / y ), uis\i\j j v 


NM 014656 


Homo sapiens KIAA0040 gene product (KIAA0040), mRNA 


XTTV/T AI 

NM 015383 


Homo sapiens nypotneticai protein (1JJ oZoriiy.i^i.i nTr<jN/v 


NM 012407 


Homo sapiens protein kinase C, alpha binding protein (PRKCABP), mRNA 


NM_002208 


Homo sapiens integrin, alpha E (antigen CD 103, human mucosal lymphocyte 
antigen 1; alpha polypeptide) (ITGAE), mRNA 


NMJ)02309 


Homo sapiens leukemia inhibitory factor (cholinergic differentiation factor) 
(LIP), mRNA 


NM_006919 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 3 (bERJr IN B3), mKJNA 


NM_006220 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
anuproieinase, anutrypsinj, memuer z ^oi^rvr iisr\jC) 9 mxsj.N.rv 




nomo sapiens serine ^or cysteine^ pruLcmabc iiihiuiloi, nauc t\. ^aipua a 
antiproteinase, antitrypsin), member 4 (SERPINA4), mRNA 


XTTA/f AAAAO 1 

NM U00UZ1 


riomo sapiens oeieteQ in lympnocytic leuKemia, ^l/le-uzj, huvln/tl. 


XTA/f AA^Q57 


nomo sapiens aeieteu in lympnocyuc leuKcrnia, i \ljl^i^kj i j, iiirvi>i^v. 


NM 005603 


Homo sapiens ATPase, Class I, type 8B, member 1 (ATP8B1), mRNA 


NM 005232 


Homo sapiens ripriAl (r^JrrlAi ), mKJNA 


NM_005024 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 

ma^UA^ 1 A /"CCD "DTXTD 1 A^ t,iD"M A 

member 10 (oiiKr^lJNrJlOj, niKJNA 


XTTV/T AAyfnfl 

NM 0047 /y 


rlomo sapiens CCK4-1NU1 transcription complex, suoumt o ^rNVjioj, mrviN/\ 


NM_004155 


nomo sapiens serine ^or cystemej proteinase lnmuiior, ciaue r> ^ovaiuuminj, 
member 9 rSERPTNB9 > ) mRNA 


NM_004568 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 6 (SERPINB6), mRNA 


NM 004408 


Homo sapiens dynamin 1 (DNM1), mRNA 


NM 004409 


Homo sapiens dystrophia myotonica-protein kinase (DMPK), mRNA 


NM 004717 


Homo sapiens diacylglycerol kinase, iota (DGKI), mRNA 
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NM_000214 


Homo sapiens jagged 1 (Alagille syndrome) (JAG1), mRNA 


NM 001347 


Homo sapiens diacylglycerol kinase, theta (1 lOkD) (DGKQ), mRNA 


NM 003454 


Homo sapiens zinc finger protein 200 (ZNF200), mRNA 


NM_003334 


Homo sapiens ubiquitin-activating en2yme El (A1S9T and BN75 temperature 
sensitivity complementing) (UBE1), mRNA 


NM_000354 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 7 (SERPINA7), mRNA 


NM_000945 


Homo sapiens protein phosphatase 3 (formerly 2B), regulatory subunit B (19kD), 
alpha isoform (calcineurin B, type I) (PPP3R1), mRNA 


NM 000305 


Homo sapiens paraoxonase 2 (PON2), mRNA 


NM_000928 


Homo sapiens phospholipase A2, group IB (pancreas) (PLA2G1B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_000295 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 1 (SERPINA1), mRNA 


NM_002640 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 8 (SERPINBS), mRNA 


NM_002639 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 5 (SERPINB5), mRNA 


NM_002615 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade F (alpha-2 
antiplasmin, pigment epithelium derived factor), member 1 (SERPINF1), mRNA 


MM_002575 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 2 (SERP1NB2), mRNA 


NM_000220 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 1 
(KCNJ1), mRNA 


NM_000191 


Homo sapiens 3-hydroxymethyl-3-methylglutaryl-Coenzyme A lyase 
(hydroxymethylglutaricaciduria) (HMGCL), mRNA 


NM_001978 


Homo sapiens erythrocyte membrane protein band 4.9 (dematin) (EPB49), 
mRNA 


NM 003646 


Homo sapiens diacylglycerol kinase, zeta (104kD) (DGKZ), mRNA 


NM 001346 


Homo sapiens diacylglycerol kinase, gamma (90kD) (DGKG), mRNA 


NM 003647 


Homo sapiens diacylglycerol kinase, epsilon (64kD) (DGKE), mRNA 


NM_001235 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade H (heat shock 
protein 47), member 2 (SERPINH2), mRNA 


NM_001694 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
16kD (ATP6L), mRNA 


NM_000488 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade C (antithrombin), 
member 1 (SERPINC1), mRNA 


NM 021156 


Homo sapiens hypothetical protein (DJ971N18.2), mRNA 


NM 000875 


Homo sapiens insulin-like growth factor 1 receptor (IGF1R), mRNA 


NM 000605 


Homo sapiens interferon, alpha 2 (IFNA2), mRNA 


NM 021647 


Homo sapiens KIAA0626 gene product (KIAA0626), mRNA 


NM 021645 


Homo sapiens KIAA0266 gene product (KIAA0266), mRNA 


NM 021109 


Homo sapiens thymosin, beta 4, X chromosome (TMSB4X), mRNA 


NM_021642 


Homo sapiens Fc fragment of IgG, low affinity Ha, receptor for (CD32) 
(FCGR2A), mRNA 


NM 021240 


Homo sapiens testis-specific protein (LOC58524), mRNA 


NM 021189 


Homo sapiens hypothetical protein rJLJ1069o (LUUo /oo:>;, mKJNA 


NM_021129 


Homo sapiens pyrophosphatase (inorganic) (PP), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 015140 


Homo sapiens KIAA0153 protein (KIAA0153), mRNA 


NM 021635 


Homo sapiens UC28 protein (UC28), mRNA 


NM 021631 


Homo sapiens apoptosis inhibitor (FKSG2), mRNA 
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NM_021615 


Homo sapiens carbohydrate (iN-acetyigiucosamine o-vj) sunouransierase o 
(CHST6), mRNA 


NM 012334 ! 


riomo sapiens myosin .a. ^ivi i vjiuj, iiii\j.n/\ 


NM 020363 


Homo sapiens deleted in azoospermia 2 (DAZ2), mRNA 


NM 020364 


Homo sapiens deleted in azoospermia 3 (DAZ3), mRNA 


NM 017445 


Homo sapiens H2B histone family, member S (H2BFS), mRNA 


NM_021132 


Homo sapiens protein phosphatase 3 (formerly 2B), catalytic subunit, beta 
isoform (calcineurin A beta) (PPP3CB), mRNA 


NM 021016 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 3 (FbG3), mRJNA 


NM 015705 


Homo sapiens hypothetical protein (DJ1042K10.2), mRNA 


NM_021572 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 5 (putative 
function) (ENPP5), mRNA 


NM_021216 


Homo sapiens endothelial zinc finger protein induced by tumor necrosis factor 
alpha (EZFIT), mRNA 


NM_001332 


Homo sapiens catenin (cadherin-associated protein), delta 2 (neural plakophilin- 
related arm-repeat protein) (C 1 NJNDz), mKJN A 


NM_021185 


Homo sapiens hypothetical protem DlsJrZ,p434AlUzz (iJisJ^ zjrqo^fAiuzzj, 
mRNA 


NM 018955 


Homo sapiens ubiquitm B (UBB), mKJN A 


NM 017533 


Homo sapiens myosin, heavy polypeptide 4, skeletal muscle (MYH4), mRNA 


NM 014621 


yt • 1 _ i t~\ a /TTAVT\^\ — T) XT A 

Homo sapiens homeo box D4 (HOXD4), mRNA 


NM 000618 


Homo sapiens insulin-like growth factor 1 (somatomedia C) (IGF1), mRNA 


NM 021571 


Homo sapiens ICEBERG caspase-1 inhibitor (ICEBbRCj), mKJNA 


NM 000045 


Homo sapiens arginase, liver (ARG1), mRNA 


NM_005692 


Homo sapiens ATP-brndmg cassette, sub-family F (GCN20), member 2 
(ABCF2), mRNA 


NMJD01090 


Homo sapiens ATP-bindmg cassette, sub-family F (GCN20), member 1 
(ABCF1), mRNA 


NM_002S58 


Homo sapiens ATP-bmdmg cassette, sub-family D (ALD), member 3 (ABCD3), 
mRNA 


NM_001172 


Homo sapiens arginase, type II (ARG2), nuclear gene encoding mitochondrial 
protein, mRNA 


NM_001117 


Homo sapiens adenylate cyclase activating polypeptide 1 (pituitary) 
(ADCYAP1), mRNA 


NM 004036 


Homo sapiens adenylate cyclase 3 (ADCY3), mKNA 


NM 019843 


Homo sapiens eIF4E-transporter (4E-T), mRNA 


NM 006454 


TT TV If .1 A t_ I /■» JT A _^.T) \T A 

Homo sapiens Mad4 homolog (MAIM), mRNA 


NM_002355 


Homo sapiens mannose-6-phosphate receptor (cation dependent) (MoPK), 
mRNA 


NM 014287 


Homo sapiens pM5 protein (PM5), mRNA 


"V TH AT f\t\ A 1 f\^\ 

NM_004l02 


Homo sapiens fatty acid binding protein 3, muscle and heart (mammary-derived 
growth inhibitor) (FABP3), mRNA 


NM 000134 


Homo sapiens tatty acid binding protein 2, intestinal ABrz), mKJNA 


NM 005354 


Homo sapiens jun D proto-oncogene (JUND), mRNA 


NM 005159 


Homo sapiens actm, alpha, cardiac muscle (AC1 C), mRJSI A 


•V r-» /f A1 AO ^ O 

NM 019848 


TT * ~ TT " TTO /DOT wiD\T A 

Homo sapiens Protem P3 (P3), mKJNA 


XTTV/f nn^OAR 
IN ivl__UU O y*f o 


Uory.^ conione r>u/>1i-n Af*r\i=>'nr\f>'nt lv'ir»?icf>-1 9 /T^Of^-relntpH Vina<;p^ rr^lDTCT 9^ 
nOIIiO sapiens cycim-QCpcuu-Ciit rvj.iiaoC-iiivC ^v^jl/v_^^.-jl cxdiwu jsaixaov^/ ^v^x-zxvj^^y, 

mRNA 


NM_021131 


Homo sapiens protein phosphatase 2A, regulatory subunit B' (PR 53) (PPP2R4), 
mRNA 


NM 021268 


Homo sapiens interferon, alpha 17 (IFNA17), mRNA 


NM 002339 


Homo sapiens lymphocyte-specific protein 1 (LSP1), mRNA 
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NM 001166 


Homo sapiens baculoviral JAP repeat-containing z (jtsiKL/Zj, mKJNA 


NM_003399 


Homo sapiens X-prolyl aminopeptidase (aminopeptidase P) 2, membrane-bound 
(XPNPEP2), mRNA 


NM 000541 


Homo sapiens S-antigen; retina and pineal gland (arrestin) (SAG), mRNA 


NM 013262 


Homo sapiens myosin regulatory light chain interacting protein (MIR), mRNA 


NM 005393 


xt • _ i T"* O /TXT "V/~MT>1\ _T"J \T A 

Homo sapiens plexm B3 (PLXNB3), mRNA 


NM_021098 


Homo sapiens calcium channel, voltage-dependent, alpha 1H subunit 

/" v— 1 A ✓-^■V T A 1 T T\ T*> "X T A 

(CACNAIH), mRNA 


NM 021257 


TT * 1 1_ * /""K. T T"X "\ ■ Tfr X T A 

Homo sapiens neuroglobm (NGB), mRNA 


NM 021253 


Homo sapiens ring finger protein 23 (RNr23), mRNA 


NM 021247 


Homo sapiens protamine 3 (PRM3), mRNA 


NM 021242 


Homo sapiens hypothetical protein S1KAI1 1 1499 (blKAil 1 14yy), mKJNA 


NM 021238 


TT T*T7TX A a . ' . /' 1 1 1 ' TJ A \ , . , T> XT A 

Homo sapiens TERA protein (lfcJRA), mKNA J 


NM 021223 


Homo sapiens myosin light chain 2a (LOC58498), mRNA 


NM 021221 


Homo sapiens G5b protem (G5B), mRNA _j 


NM 021210 


Homo sapiens MUM2 protem (MUM2), mRNA 


NM 021208 


Homo sapiens EST- YD 1 protein (EST- YD 1), mRNA 


NM 021200 


Homo sapiens PH domain containing protein m retma 1 (PHRET1), mRNA 


NM_021199 


Homo sapiens CGI-44 protein; sulfide dehydrogenase like (yeast) (GCrI-44), 
mRNA 


NM 021198 


tt * it tx / " 4. -i * _ j x*_ _ 4. _ _ /~\TT T TT7\ mD\T A 

Homo sapiens nuclear LIM mteractor-mteracting tactor (NiLl-lr), mKJNA 


NM 021193 


TT i _ 1 O ATAVTM^ r>XT A 

Homo sapiens homeo box D12 (HOXD12), mRNA 


NM 021192 


Homo sapiens homeo box Dl 1 (HOXD1 1), mRNA 


NM 021188 


Homo sapiens clones 23667 and 23775 zmc finger protein (LOC57862), mRNA 


NM 021184 


tt y- — \ a , / a \ TiTwT A 

Homo sapiens G4 protein (G4), mRNA 


NM 021177 


Homo sapiens U6 snRNA-associated Sm-hke protem (LSM2), mRNA 


NM 021174 


Homo sapiens p30 DBC protem (LOC57805), mRNA 


NM_021167 


Homo sapiens hypothetical protein WTJGSC:H_RG083M05.2 (LOC57798), 
mRNA 


NM 021159 


Homo sapiens RAP1, GTP-GDP dissociation stimulator 1 (RAP1GDS1), mRNA 


NM 021155 


Homo sapiens CD209 antigen (CD209), mRNA 


NM 021147 


Homo sapiens uracil-DNA glycosylase 2 (UNG2), mRNA 


NM_021140 


Homo sapiens ubiquitously transcribed tetratricopeptide repeat gene, X 
chromosome (UTX), mRNA 


NMJ)21139 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B4 (UGT2B4), 
mRNA 


NM 021138 


T T T^X TTi j , -1 , /rpTi A T~"^ \ TT* "VTA 

Homo sapiens TNF receptor-associated factor 2 (TRAF2), mRNA 


NM_021137 


Homo sapiens tumor necrosis factor, alpha-induced protein 1 (endothelial) 
(TNFAJP1), mRNA 


NM 021136 


Homo sapiens reticulon 1 (RTN1), mRNA 


NMJ)21135 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 2 (RPS6KA2), 
mRNA 


NM_021133 


Homo sapiens ribonuclease L (2 ,5 -ohgoisoadenylate synthetase-aependent) 

/TJXT A OT7T \ T*» TV T A 

(RNASEL), mRNA 


NM 021130 


Homo sapiens peptidylprolyl isomerase A (cyclophilin A) (PP1A), mRNA 


NM_021120 


Homo sapiens discs, large (Drosophila) homolog 3 (neuroendocrine-dlg) 

rr\j t~ix\ mPMA 
{LJLsVJj J, mivlN/\ 


NM 004239 


Homo sapiens thyroid hormone receptor interactor 1 1 (TRIP1 1), mRNA 


NM 004238 


Homo sapiens thyroid hormone receptor interactor 12 (TRIP 12), mRNA 


NMJ504745 


Homo sapiens discs, large (Drosophila) homolog-associated protein 2 
(DLGAP2), mRNA 


NM 004687 


Homo sapiens myotubularin related protein 4 (MTMR4), mRNA 
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NM 004348 


Homo sapiens runt-related transcription factor 2 (RUNX2), mRNA 


NM 021096 


Homo sapiens calcium channel, voltage-dependent, alpha 11 subunit 
(CACNA1I), mRNA 


NM 021105 

X 1 XYX. \J A-t XXV/ 


Homo sapiens phospholipid scramblase 1 (PLSCR1), mRNA 


NM 002957 


Homo sapiens retinoid X receptor, alpha (RXRA), mRNA 


NM 006268 


Homo sapiens requiem, apoptosis response zinc finger gene (REQ), mRNA 


NM 001106 


Homo sapiens activin A receptor, type 1TB (ACVR2B), mRNA 


NM 001616 

l/N IVX \J\J 1U1U 


Homo «saniens activin A recentor. tvoe II ( ACVR2), mRNA 


NM 001 10S 

1 > IVX \J\J I L\J~S 


Homo sapiens activin A receptor, type I (ACVR1), mRNA 


NM 005570 


Homo sapiens lectin, mannose-binding, 1 (LMAN1), mRNA 


"KTN/f 091 


Homo <;anien<? TCell blood qttoud nrecursor (TVlcLeod Dhenotvpe") (XK), mRNA 


MM 0139SX 

1N1V1 V 1 jZ-JO 


Homo <?anien<s anonto sis-associated sneck-like nrotein containing a CARD 
f ASCl mRNA 


NM 006518 


Homo sapiens small proline-rich protein 2C (SPRR2C), mRNA j 


XTTV/T 00^^07 


Wrvmn Qanien*; regenerating islet-derived 1 beta (oancreatic stone protein, 
nanrreatie thread nrotein^ fREGlB^ mRNA 

JJClxl^X ^ullv Li XI V_/CXVJ 1-/X LV^XXX y ^XVLi\- » J. •»-*_/ 9 x 


IN1V1 UvOjOj 


TTrvmn ^aniens TCmnnel-like factor 1 fervthroid^ fKLFlV mRNA 

X lvJll 1VJ ocxjjlt-xio J-^-i. txj^/LJvyX x xxvv^ laviui x \*»'x j lxxx uiu j \ /J '* *- 


ATM 0069SR 


Uftmn s aniens nrotein kinase cGMP-denendent. tvoe I (T*RKG1), mRNA 


1MIV1 UvUjJJ 


iinmn saniens hiph-mobilitv eroun (nonhistone chromosomal) nrotein 17-like 3 
rHMG17L3 > ) mRNA 

iXXIVXvJ X > XJw> 1, XXJUL>uX IX X 


NM_005987 


Homo sapiens small proline-rich protein 1 A (SPRR1 A), mRNA 




TTrvmn saniens metallothioneiii IX TMXlXi mRNA 


NM 00SQS0 


T-Tomn santen*; metallothionein 1G rMTlGV mRNA 


NM 00S699 

1NJ.VX \J\J *s 


Homo «;ar>ien<? interleukin 18 bindins nrotein fIL18BP\ mRNA 


NM 00461 R 


Homo saniens tonoisomerase (DNA"> III alpha (TOP3A), mRNA 


NM_001136 


Homo sapiens advanced glycosylation end product-specific receptor (AGER), 
mRNA 

11XX.VJ. > JX 


T\TM 000866 

lNJLVA UuUOUU 


Hnmo «;anien«; S-hvdroxvtrvntamine ^serotonin") recentor IF fHTRlFV mRNA 


NM 000637 


Homo sapiens glutathione reductase (GSR), mRNA 


MM 000636 


TTrvtnn Qanien*? <5imernxide di^muta^e 2 mitochondrial (SOD2\ mRNA 


NMJ)00635 


Homo sapiens regulatory factor X, 2 (influences HLA class II expression) 


NM 00067Q 


Unmn QanienQ interferon falnha beta and omeea^ recentor 1 (IFNAR1), mRNA 


MM 0006">S 


Uftmn Qanien«: nitnc oxide ^vntha^e 2 A ^inducible henatocvtes^ (NOS2A\ 
mRNA 


NM_003998 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
1 Cn105^ HSFFKBI^ mRNA 


INXVX \J\J\J\J4* x. 


Romn ^anien<; S-hvdroxvtrvDtamine Tserotonin^ recentor 2 A (HTR2A), mRNA 


NM 000620 


Homo sapiens nitric oxide synthase 1 (neuronal) (NOS1), mRNA 


MM 000610 


TTrvmr* coni e*r\ c in tf*r'f&mry ggmtna ^ 1 J^"W(*t I thkNA v 
XxLUllU odpiCllo UllC'i IClUllj gel 11 ill lex \*-*- JLNVjy, iiuvi 


NM_000617 


Homo sapiens solute carrier family 1 1 (proton-coupled divalent metal ion 

trn nennrtpr^ member 2 fST CI 1 A 2^ mRNA 


NM OOOfilfi 


Homo ^aniens CD4 antieen Cn55^ (CD4^ mRNA 

X. lUillU od JJi^llo V— ^J--' ' cxxxLXgv^xx y^J s -J J ^v-zx^ - ry, xxxx.vx^ixx. 


NM_000611 


Homo sapiens CDS 9 antigen pi 8-20 (antigen identified by monoclonal 
antihorlies 16 ^A5 EJ16 EJ30 EL32 and G344HCD59), mRNA 


NM_000610 


Homo sapiens CD44 antigen (homing function and Indian blood group system) 
(CD44), mRNA 


NM 000603 


Homo sapiens nitric oxide synthase 3 (endothelial cell) (NOS3), mRNA 


NM_000597 


Homo sapiens insulin-like growth factor binding protein 2 (36kD) (IGFBP2), 
mRNA 


NM_000594 


Homo sapiens tumor necrosis factor (TNF superfamily, member 2) (TNF), 
mRNA 
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NM 000585 


Homo sapiens interleukin 15 (IL15), mRNA 


NM 000586 


Homo sapiens interleukin 2 (IL2), mRNA 


NM 000577 


Homo sapiens interleukin 1 receptor antagonist (ELIRN), mRNA 


NM 000576 


Homo sapiens interleukin 1, beta (EL IB), mRNA 


NM_000574 


Homo sapiens decay accelerating factor for complement (CD55, Cromer blood 
group system) (DAF), mRNA 


NM 000572 


Homo sapiens interleukin 10 (DL10), mRNA 


NM_000570 


Homo sapiens Fc fragment of IgG, low affinity mb, receptor for (CD 16) 
(FCGR3B), mRNA 


NM 000567 


Homo sapiens C-reactive protein, pentraxin-related (CRP), mRNA 


NM_000566 


Homo sapiens Fc fragment of IgG, high affinity la, receptor for (CD64) 
(FCGR1A), mRNA 


NM_000564 


Homo sapiens interleukin 5 receptor, alpha (EL5RA), mRNA 


NM 000561 


Homo sapiens glutathione S-transferase Ml (GSTM1), mRNA 


NM_000555 


Homo sapiens doublecortex; lissencephaly, X-linked (doublecortin) (DCX), 
mRNA 


NM_000298 


Homo sapiens pyruvate kinase, liver and RBC (PKLR), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 000259 


Homo sapiens myosin VA (heavy polypeptide 12, myoxin) (MY05A), mRNA 


NM_000525 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 1 1 
(KCNJll),mRNA 


NM 021090 


Homo sapiens myotubularin related protein 3 (MTMR3), mRNA 


NM 021077 


Homo sapiens neuromedin B (NMB), mRNA 


NM 021068 


Homo sapiens interferon, alpha 4 (IFNA4), mRNA 


NM 006512 


Homo sapiens serum amyloid A4, constitutive (SAA4), mRNA 


NM 006607 


Homo sapiens pituitary tumor-transforming 2 (PTTG2), mRNA 


NM_021075 


Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotein 3 (lOkD) 
(NDUFV3), mRNA 


NM 005951 


Homo sapiens metallothionein 1H (MT1H), mRNA 


NM 000330 


Homo sapiens retinoschisis (X-linked, iuvenile) 1 (RSI), mRNA 


NM_005597 


Homo sapiens nuclear factor I/C (CCAAT-binding transcription factor) (NFIC), 
mRNA 


NM 005268 


Homo sapiens gap junction protein, beta 5 (connexin 31.1) (GJB5), mRNA 


NM_004268 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 6 
(77kD) (CRSP6), mRNA 


NM_004355 


Homo sapiens CD74 antigen (invariant polypeptide of major histocompatibility 
complex, class II antigen-associated) (CD74), mRNA 


NM 002760 


Homo sapiens protein kinase, Y-linked (PRKY), mRNA 


NM_002520 


Homo sapiens nucleophosmin (nucleolar phosphoprotein B23, numatrin) 
(NPM1), mRNA 


NM_002167 


Homo sapiens inhibitor of DNA binding 3, dominant negative helix-loop-helix 
protein (ID3), mRNA 


NM 002028 


Homo sapiens farnesyltransferase, CAAX box, beta (FNTB), mRNA 


NM_003491 


Homo sapiens N-acetyltransferase, homolog of S. cerevisiae ARD1 (ARD1), 
mRNA 


NM 001770 


Homo sapiens CD 19 antigen (CD 19), mRNA 


NM 001664 


Homo sapiens ras homolog gene family, member A (ARHA), mRNA 


NM 003919 


Homo sapiens sarcoglycan, epsilon (SGCE), mRNA 


NM_003841 


Homo sapiens tumor necrosis factor receptor superfamily, member 10c, decoy 
without an intracellular domain (TNFRSF10C), mRNA 


NM 003455 


Homo sapiens zinc finger protein 202 (ZNF202), mRNA 


NM 003452 


Homo sapiens zinc finger protein 189 (ZNF189), mRNA 
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nm noin^ 

XNxvX Uujj 1 D 


xxuinu odpicria icixdirioopepiiue repeat Qomdin -> i wj, iiix\J.n/\. 


NMJ)03166 


Homo sapiens sulfotransferase family, cytosolic, 1 A, phenol-preferring, member 
1 f<sTTT T1 Al"l mPNA 

D \£j VJ 1 1AJ J, IXXXVlN/TL 


xnv/T Oftl 1 1 7 

XNIV1 \J\JJ Lit 


xxoiiio odpicno opcnii duncoion moiecuie i \jtxx-zo iiydiuroniuase, zona peiiuciua 
rvinrlincA fSPAMI^ mPNA 

UlllvAlllgJ ^ul .fvAVX X J) llXCViNx^. 


NM 009979 

XN1VX vyZ.iiiZ« 


xxoiiio odpicno mooitoi x,H,j-iripixospnaic xcocpior, lype i ^lirivi J, itix\j.n/\ 


NM_001532 


Homo sapiens solute carrier family 29 (nucleoside transporters), member 2 


NM 001417 

XNIVX 1 *TJ / 


xioino sapiciio estrogen receptor z ^niv oetaj ^xi/oxvZ ) 9 rnxviN/v. 


NM 001111 

XNXVX uu 1 J J 1 


xioino odpicno tdienin ^cacinerin-associaieci. protemj, aeita 1 ^^iinIn.L'I ), rniviN/v 


NM 001107 

X^ilVX \J\J L Jv / 


TTnmn canipnc r-1 irlin 7 /T^T TY\J'7^ mPMA 


NM 001 194 

XNXVX VI V 1 1^*T 


numu bdpicnts nyperpoianzauon aciivaieu cycnc nucieonae-gaieo potassium 
channel 2 CHCN2^ mRNA 


NM 001 175 

X^IJLYX \J\J J. X / «y 


XXtJllHJ oo-piwllo JXXJAJ VJX-/X UIocsLlUldLlUIl llllllUlLVJl ^vJ VJl.) UCld. ^/VlNjrx\J-L>'lX>^, IIli\J.N/\ 


NM 000916 

XNIVX V/V/V/.7wHJ 


XXUIIIVJ oa.pi Olio pdilV^l CClllW lipdoC ^JrlN.L/XJr Jy I1X1\J.N^Tl 


NM 000641 

XNIVX v/V/v/W-r 1 


xTHJllJlVJ oapiCllo lilLCl ICUlviXl 1 1 ^JJUl 1 J, IT1x\J.n/\ 


NM 000640 

1 N1VX uuvutu 


xxvjxiwj bctpiciib iiiLcricuivj.il ij receptor, aipna z ^ijui^xv/v^j, mjtvLN/\ 


NM 000615 

XNXVX VJWWUlw' 


xioiiio bapieiio neural t>cn aunesion moiecuie i ^Inv^/vivii ), xru\i\£\ 


NM 000609 

1N1VX \J\J\J\J\sZ7 


xx*jiinj odpiciio ouuiiiai ucii-vien vecx id.cior 1 ^ox^jt 11, nixviN/\ 


NM 000600 


nomo sapiens mieneuKin o ^mterieron, oeta z ) \\±^o ), miviN/v 


NM 000599 


xiomo sapiens msunn-iiKe growrn iactor Dinoing proxem d ^lOrJrrSrD ), ituvin/a. 


NM 000590 

XNXVX 


XXUlllU odpiCllo 1HLC11CUKXI1 !7 UllVlN/V 


NM 000584 


Homo sapiens interleukin 8 (IL8), mRNA 


NM 000581 

INXVI UvvJOl 


nomo sapiens giuuiimone peroxiaase i ^Lji^y^i ), lojsjsj\ 


NM 0005^0 
xnIYI UUUJOU 


xiomo sapiens iujj antigen {k^ddd), rniviN/A 


INiVI UUUjZo 


Homo sapiens mannosidase, alpha, class 2B, member 1 (MAN2B1), mRNA 


NM 000404 


Homo sapiens galactosidase, beta 1 (GLB1), mRNA 


MM 001975 
xNlvl UUIZ/J 


Homo sapiens chromogranin A (parathyroid secretory protein 1) (CHGA), 

IIxxvxn/A. 


NM 00676R 

ANXVX \J\J\J I VJO 


xnjiinj odpiciio r>xvv^/\i dooueidLcu proiein ^jdxv/vt j, mxvtN/\ 


NM 003469 

a nay a vujtuy 


-txwiiiu octpiciio oCL/i civjgi diim xx ^ciirunxogranin \^) ^ov^vjrz^, rrix\j.>/\ 


NM 012196 


xxuiiiu dctpiciio mieroLUDuie-associaiea protein, ivr /City iamuy, memoer d 
(MAPRE3), mRNA 


NM 091057 

ANAVA 17^- 1 / 


XXiJlllU octpiCllo lllLClxCron, aipna / ^JU71n/\/ ) 9 TllxvlN/A 


NM 0^1069 

AN1VA Va<1UU^ 


rnjiiiu oapieiio xizx3 nisione iamiiy, memoer jt ^xrizoJrjr j, mrviN/\ 


NM 091061 

XNXVX \J 1 UUJ 


xiomo a dpi ciio nzjD niSLone iamiiy, memoer Jt> ^xxzr>rx3 J, mjxiN/v 


NM 091065 

XNXVX \JZ, 1 vUJ 


nomo sapiens xiz/\ nisione iamiiy, memoer vj ^Jtiz/Vrijrj, itxKIn/\ 


NM_004146 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 7 (18kD, 

"R1 R i rKTnTTR"R7 » mT?XTA 


NM 001746 


Homo sapiens calnexin (CANX), mRNA 


NM 001661 

XNIVX UujUOI 


nomo bdpiens apoiipoprotein JL {J\rKJLs), mrvlNA 


NM 091059 

XNJLVX \JZ L\J JZ 


nomo sapiens riz/v m stone ramny, memoer J\ ^rxz/vr/v^, mrviN/v 


NM 0909SR 


Homo sapiens guanine nucleotide binding protein (G protein), alpha activating 

a.^Liviiy poiypcpuue w ^vjriN/VvJl J, irLlvlN/\ 


NM 000111 

XNXVX \J\J\J 1 J J 


xioiiio odpieiib coagulation iactor ia plasma tnromDopiastic component, 

v_xlix loLiiido uiacaaC, IlClIlOpiUlld Dj \Sryj 9 IIlrvlN A 


NM 000130 


Homo sapiens coagulation factor V (proaccelerin, labile factor) (F5), mRNA 


NM_001993 


Homo sapiens coagulation factor III (thromboplastin, tissue factor) (F3), mRNA 


NM_020689 


Homo sapiens sodium calcium exchanger (NCKX3), mRNA 


NM 021033 


Homo sapiens RAP2A, member of RAS oncogene family (RAP2A), mRNA 


NM 021023 


Homo sapiens complement factor H related 3 (FHR-3), mRNA 


NM 021026 


Homo sapiens ret finger protein-like 1 (RFPL1), mRNA 
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NM_021008 


Homo sapiens suppressm (nuclear deformed epidermal autoreguiatory tactor-i 
(DEAF-l)-related) (SPN), mRNA 


NM 020993 


Homo sapiens B-cell CLL/lymphoma 7 A (BCL7A), mKJNA 


NM 020994 


Homo sapiens cancer/testis antigen 2 (CTAG2), mRNA 


MM 021000 


Homo sapiens pituitary tumor-transforming 3 (JFl 1U3), mKJNA 


NM 020997 


Homo sapiens left-right determination, factor B (LEFTB), mRNA 


NM 021014 


Homo sapiens synovial sarcoma, X breakpoint 3 (SSX3), mKJNA 


NM 021015 


Homo sapiens synovial sarcoma, X breakpomt 5 (bbX5), mKJNA 


NM_021007 


Homo sapiens sodium channel, voltage-gated, type II, alpha 2 polypeptide 
(SCN2A2), mRNA 


NM_021012 


Homo sapiens potassium inwardly-rectitymg channel, subiamny J, memoer iz 
(KCNJ12), mRNA 


NM 020995 


Homo sapiens haptoglobin-related protein (HPR), mRNA 


NM_000347 


Homo sapiens spectrin, beta, erythrocytic (includes spherocytosis, clinical type I) 
(SPTB), mRNA 


NM 007032 


Homo sapiens putative nuclear protein (HRIHFB2122), mKJNA 


NM 001320 


Homo sapiens casein kinase 2, beta polypeptide (CSNK2B), mKJNA 


NM_0 13252 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, superfamily member 5 (CLECSF5), mRNA 


NM 020978 


Homo sapiens amylase, alpha 2B; pancreatic (AMY2B), mKJNA 


NM 020636 


Homo sapiens zinc finger protein 275 (ZNF275), mRNA 


NM 020547 


Homo sapiens anti-Mullenan hormone receptor, type 11 (AJVLtiKZ), mKJNA 


NM 020974 


Homo sapiens CEGP1 protein (CEGP1), mRNA 


NM 020681 


Homo sapiens HT018 protein (HT018), mRNA 


NM 020676 


Homo sapiens lipase protein (LOC57406), mRNA 


NM 020672 


Homo sapiens SlOO-type calcium binding protein A14 (LOC57402), mKJNA 


NM 020661 


Homo sapiens activation-mduced cytidme deaminase (A1UJA), mKJNA 


NM 020657 


Homo sapiens zinc finger protein 304 (ZNF304), mRNA 


NM 020654 


Homo sapiens sentnn/SUMO-specific protease (bfcNF /), mKJNA 


NM 020646 


Homo sapiens reserved (ASCL3), mRNA 


NM 020640 


Homo sapiens RP42 homolog (RP42), mRNA 


NM 020639 


Homo sapiens ankyrin repeat domain 3 (ANKRD3), mKJNA 


NM_020632 


Homo sapiens ATPase, H(+)-transporting, lysosomal, noncatalytic accessory 
protein IB (ATP6N1B), mRNA 


NM 020648 


Homo sapiens twisted gastrulation (TSG), mRNA 


NM 018970 


Homo sapiens G protein-coupled receptor 85 (GFK85 ), mKJNA 


NM 003901 


Homo sapiens sphmgosine-1 -phosphate lyase 1 (bCjFLl), mKJNA 


NM 014292 


Homo sapiens chromobox homolog 6 (CBX6), mKJNA 


NM 006735 


Homo sapiens homeo box A2 (HOXA2), mRNA 


NM_019041 


Homo sapiens similar to prokaryotic-type class I peptide chain release factors 
(LOC54516),mRNA 


NM_014428 


Homo sapiens tight junction protein 3 (zona occludens 3) (1 JK3), mKJNA 


NM 020466 


Homo sapiens hypothetical protein dJ12208.2 (DJ122U8.2), mRNA 


NM 020448 


Homo sapiens hypothetical protein (IJ462023.2 (DJ462023.2), mKJNA 


NM_020425 


Homo sapiens hypothetical protein DKJbZp586biy/3 (VKf^r^ocLyzi), 
mRNA 


NM 020424 


Homo sapiens nypotneticai protein a-zi iv_^o.i ii_rwv^ ' 1^7;, ^u-vi>i^v 


NM 020317 


Homo sapiens hypothetical protein dJ465N24.2.1 (DJ465N24.2.1), mRNA 


NM 020315 


Homo sapiens hypothetical protein dJ37E16.5 (DJ37E16.5), mRNA 


NM 020313 


Homo sapiens hypothetical protein (LOC570 1 9\ mRNA 


NM 019897 


Homo sapiens olfactory receptor, family 2, subfamily S, member 2 (OR2S2), 
mRNA 
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iNivi u i you j 


TTomo 9anien<? hvnothetical protein fDJ667H12.2}, mRNA 


in ivl vj i yo\j l 


TTomo ^aniens Sushi domain (SCR repeat) containing (BK65A6.2), mRNA 


INIVI U 1 OHjj 


TTomo qanien<; nutative zinc fineer protein (LOC55818), mRNA 


xnv/T oiqock 
INivi v lyvyj 


TTomo ^aniens hvnothetical protein (LOC54675), mRNA 


IN IV1_U 1 


TTomo qar>ien«; hairv and enhancer of split (Drosophila) homolog 2 (HES2), 
mRNA 


JNJV1 UI07OZ 


u nmn canipn<; hviwrtietical nrotein (~DJ167A19.1^ mRNA 

XTHJllXw odL/lt/llo XX y I-'" UXvllvui \* V y ? 


XTN/f A 1 QG9/1 


TTrvmo QnnipnQ unrQ^ ff 1 eleeans^ homoloe A (TJNC93AV mRNA 




Unmn <;anipTi<; nutative ourinertric receptor (P2Y10\ mRNA 


INIVL UZUjju 


Unmn <;anipn<; onco^tatin M fOSM) mRNA 


xnv/f A9fK9Q i 
in ivl_uzu j zy 


TTnmn Qfmipnt; nuclear factor of kapoa lieht polvpeptide eene enhancer in B-cells 
inhibitor alpha fNFKBIA), mRNA 


IN IVi v/ 1 vt 


Homo sapiens BCL2-related ovarian killer (BOK), mRNA 


l\J\/f 090S97 


TTomo <?aniens HUG1 eene fHUGl\ rnRNA 


inivi uuouyj 


TTnmn Qanien«; nroteofflvcan 3 fPRG3\ mRNA 


IN 1V1 \J u D J 


Unmn sanien<; mucolipin 1 fMCOLNlV mRNA 


NM 007345 


Homo sapiens zinc finger protein 236 (ZNF236), mRNA 


XTNyT 0099 1 *7 


"Wrvmn c5*nif»r»Q r»re -a1r>ha ^fflohulin^ inhibitor H3 polvpeptide (TITH3), mRNA 


NM 018693 


Homo sapiens vitiligo-associated protein VTT-1 (VIT1), mRNA 


jNJyi uuo / / / 


JnLOmO odpiCUb XVdlbiJ ^ZjiNxr-ivtxi&u^, xxxxvl^-ty 


XTNyT A9A/11£ 


Tinmn ccjr^i^nc ciTYiilar to ^lAT T 1 ^al filrosonhilaVlike rLOC57167), mRNA 


XTTVvf AO A 1/11 
NJVMJ2U14Z 


TTnrvirk con i Ar)C XT A TiW'ii'Kirn linAnp nviHnrefli irta <;e TVTT.RO subunit homoloe 
riomo sapiens in/yj^itl.liuivjl*iiiijiiw \jA.i*j\jxt/vxu^i.cik>t/ xvxx-»aa»v^ ouuuiui iivinuiug 

^ju^v^ J oyu 1 ), iiirviN^v 


XTA/f AOA1 91 

JNM_UzUlZ3 


U/ATvirt cortipnc H r\m ^mhra n p Tvrrvfpin pm"n70 nrecursor isolotz rLOC56889 K 

XTLOlllO ISdUlCllo CllLlL/lIldllUl ClxlG lyXV/Lt»lxx y^lliy 1 \J yji \-<v/ ui ovi uviwg, \ ^^-y y ? 
IlJXvlN/A. 


XTTV/T A 1 CCA< 
JNJVL ULooHD 


T-Tr\mn canipnc cfrnm^l rpll nrotein ^LOC55974^ mRNA 

XT.OIUO odpiCIlo oUUiiiai L*t>ii YsiyjiXsiii \i^\s\— ~> s litivni *- 


IN IVI \J 1 0 OhZ 


Womn Qnnipns insulin recentor tvrosine kinase substrate 0LOC55971), mRNA 


INIVL ulo oH 1 


TTnmo <;anien«; G-nrotein eamma-12 subunit (LOC55970), mRNA 


1N1V1 ulOOJy 


TTomo qanien^ n47 nrotein TLOC55968V mRNA 


1N1Y1 UIOjJl. 


Homo saniens carboxvoentidase A3 TLOC51200), mRNA 


NM 016302 


Homo sapiens protein x 0001 (LOC51 185), mRNA 


INIVI UlHOJ>Z 


TTomo Qarvien<: «;mall muscle nrotein X-l inked fSMPXV mRNA 


XTIV/T HI RQ4R 
INIVL UlO7^0 


TTrkmn canipnc Gene HVTTG-6V mRNA 


INIVL Ul*tJO/ 


TTomo Qfinipric; ^RV Tsex determining reeion YVbox 8 fSOX8), mRNA 


KTKA OfK74^ 
INIVI \J\JD 1 HO 


TTomo ^aniens accessorv nroteins BAP31/BAP29 (DXS1357E), mRNA 


IN iVl_y uiuyt 


TTomo c?inipn<; amiloride-sensitive cation channel 1. neuronal (degenerin) 
TACCNl^ mRNA 


NM 019609 


Homo sapiens metallocarboxypeptidase CPX-1 (CPX-1), mRNA 


INIVL Ulo oM-H 


TTomo <;anien<? R-cell recentor-associated protein BAP29 (BAP29), mRNA 


NM 017572 


Homo sapiens G protein-coupled receptor kinase 7 (GPRK7), mRNA 


NM 016418 


Homo saniens clone FLB5214 (LOC51219), mRNA 


XTTV/f A1 £1 A1 

JNJVL UICOUI 


TTr^mrk canipnc rkrrvh^in v 0004 /'T OPS 1 1 R4i mRNA 

xxomo bdpieno piuiciii a v/uv/*t ^j_#wv-/j x x o*t^, xxxxvx^^. 


JNM_UL 5do 1 


TJ^r>-irt conipnc i iTvinnirir\1 .rvtfiPriTf»mp c rprluntase comnlex C7 2 IcD^ THSPC051\ 

xlUIIlO odpiCUo L1U1U LllllVJl v>/ V UL/Wlll Ulilt' \t ituuviao^ ^v/iiij^i^^v ' AV -*-^y v 

rniviN/\ 


XTAyf AlA/tAG 

NJVL_UzU4oy 


tTr\Tv-irx coni c APH T*lr»r»H ctttm m ^trancfpra<;p A alnha 1 -3-1X1- 
rioino sapiens /vdu oiooci group ^uoiioiciaot ai ^ ua x ^ 

Qnp'i-v/i aal^rtnc^rninvltrariQfpra^p* tran^fierase B. alpha l-3-2alactosvltransferase) 
(ABO), mRNA 


NM 020445 


Homo sapiens actin-related protein 3-beta (ARP3BETA), mRNA 


NM 020435 


Homo sapiens connexin46.6 (CX46.6), mRNA 


NM 020426 


Homo sapiens lysozyme homolog (LOC57151), mRNA 


NM 020379 


Homo sapiens 1 ,2-alpha-mannosidase IC (HMIC) 5 mRNA 


NM 020407 


Homo sapiens Rh type B glycoprotein (RHBG), mRNA 
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NM 020406 


Homo sapiens polycythemia rubra vera i, ceii suriaue icucptui ^riv v lj, xiuvi>-n. 


NM_020377 


Homo sapiens cysteinyl leuKotnene v^ysLiz receptor, v*uis**\ jtox^vih-u uum 
clone PLACE1006979 (LOC57105), mRNA 


NM 020355 


Homo sapiens HRPAP20 short torm (LOCo /uyu), mKJNA 


NM 020350 


_ . a r i \ a t* » • /A ' 1 1 1 > A Ti\ ■- L -,T> "XT A 

Homo sapiens ATRAP protein (ATRAP), mRNA 


NM 020380 


Homo sapiens AF15ql4 protein (AF15Q14), mRNA 


NM 020368 


Homo sapiens disrupter of silencing 10 (SAblU), mKJNA 


NM_020344 


Homo sapiens solute carrier tamily 24 (soaium/potassium/caicium excnanger;, 
member 2 (SLC24A2), mRNA 


NM 020396 


Homo sapiens BCL2-hke 10 (apoptosis iacilitator) U3<^lzj_,iu;, iiuvina 


NM 020384 


Homo sapiens claudm 2 (ClJJJNz;, mKJNA 


NM 007260 


Homo sapiens lysophosphohpase U (LYKLAZ), mKJNA 


NM 000390 


Homo sapiens choroideremia (Rab escort protein i ) ^Jtiivij, tilkjn/y 


NM 001994 


Homo sapiens coagulation tactor Xlll, n poiypepnae ir i^dj, mruN/Y 


NM 000129 


Homo sapiens coagulation factor Xm, Al polypeptide (F13A1), mRNA 


NM 000505 


Homo sapiens coagulation factor XII (Hageman tactor) (r 1Z), mKJNA 


NM 000504 


Homo sapiens coagulation factor X (F10), mRNA 


NM 005509 


Homo sapiens Dmx-like 1 (DMXL1), mRNA 


NM 001300 


Homo sapiens core promoter element binding protein (COPEB), mRNA 


NM_0 12089 


Homo sapiens ATP-bindmg cassette, sub-family B (MDR/TAP), member 1U 
(ABCB10), nuclear gene encoding mitochondrial protein, mRNA 


NM_007188 


Homo sapiens ATP-bmdmg cassette, sub-family B (JVEDR/l AP), member b 
(ABCB8), nuclear gene encoding mitochondrial protein, mRNA 


NM_005689 


Homo sapiens ATP-bmdmg cassette, sub-family B (JVLDR/1 Ar), member b 
(ABCB6), nuclear gene encoding mitochondrial protein, mRNA 


NM 001216 


Homo sapiens carbonic anhydrase IX (CA9), mRNA 


NM 000717 


Homo sapiens carbonic anhydrase IV (CA4), mRNA 


NM 001218 


Homo sapiens carbonic anhydrase XII (CA12), mRNA 


NM 001217 


Homo sapiens carbonic anhydrase XI (CA1 1), mRNA 


NM_006384 


Homo sapiens calcium and integrin binding protein (DNA-dependent protein 
kinase interacting protem) (SIP2-28), mRNA 


NM_0 16734 


Homo sapiens paired box gene 5 (B-cell lineage specific activator protem) 
(PAX5), mRNA 


NM 000687 


Homo sapiens S-adenosylhomocysteine hydrolase (AHCY), mRNA 


NM_004482 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgalactosammyltransferase 3 (GalNAc-T3) (GALNI3), mRNA 


NM_004481 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgalactosammyltransferase 2 (GalNAc-T2) (GAJLJN iz), mKJNA 


NM_000512 


Homo sapiens galactosamine (N-acetyl)-6-sulfate sulfatase (Morquio syndrome, 

i 1 -j • , tt r a \ f A T "KTC\ ^_T> XT A 

mucopolysaccharidosis type IV A) (GALNS), mRNA 


NM 000403 


Homo sapiens galactose-4-epimerase, UUr- v CjAJLiij, hikina 


NM 020310 


Homo sapiens MAX binding protem (MN 1 ), mKJNA 


NM 006250 


Homo sapiens prolme-nch protein Haeffl subtamily i ^rKiii ), huuna 


NM_005164 


Homo sapiens ATP-bmdmg cassette, sub-iamuy D (ALU;, member z (A^tJJZj, 
mRNA 


NM 020300 


Homo sapiens microsomal glutathione S-transferase 1 (MGST1), mRNA 


JNM U00/2e> 


xiomo sapiens udiciiomn-rciaicu. pLuypcptiuc, u&La / ' uuvim. 


NM 020127 


Homo sapiens tuftelin 1 (TUFT1), mRNA 


NM 020040 


Homo sapiens tubulin, beta polypeptide 4, member Q (TUBB4Q), mRNA 


NM 020126 


Homo sapiens sphingosine kinase type 2 isoform (SPHK2), mRNA 


NM_020203 


Homo sapiens matrix, extracellular phosphoglycoprotein with ASARM motif 
(bone) (MEPE), mRNA 
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NM 020231 


Homo sapiens x 010 protein (MiJoU iuj, mruN/\ 


NMJ)20132 


Homo sapiens lysopnospnatiaic acia acyitransierase-ganima i ^ljt/\a i - 
gamma 1), mKJNA 


NM_020246 


Homo sapiens cation-cnloricie cotransporxer-mxeracung proiem ^lu^jo^^oj, 
mKJNA 


NM 020243 


Homo sapiens mitocnonanai import receptor ioixl^z ^w^jo77jj 3 nir^±><^v 


NM 020240 


Homo sapiens non-icmase l^qchz eiiecior protein oi^jca^z, vj_,vjv_/jij;7;7v//, liixsaN^-v 


NM 020184 


Homo sapiens ancient conserved aomam proiem *-* ^l\j^ju7J7;, nuviNn. 


NM 020178 


Homo sapiens Carbonic arihydrase-related protein 10 (LOC56934), mRNA 


NM 020155 


Homo sapiens chromosome 1 1 nypotnencai protein vJIvth ^luljdojh;, iiu\j.n/-v 


NM 020179 


Homo sapiens FN5 protein (FN5), mRNA 


NM 020187 


Homo sapiens DC 12 protein (JDC12;, mKJNA 


NM_020156 


Homo sapiens corel UDP-galactose:N-acetylgalactosamine-aipna-K oeia i,^- 
galactdsyltransf erase (C1GALT1), mRNA 


NM_000352 


Homo sapiens ATP-bmding cassette, sub-iamily C (L,r lK/MKrj, memoer 6 
(ABCC8), mRNA 


NM 000374 


Homo sapiens uroporphyrinogen decarboxylase (UKUiJj, mjKJN/\ 


NM_002872 


Homo sapiens ras-related C3 botulinum toxin substrate 2 (rho family, small GTP 
binding protein Racz) (KAL2), mKJNA 


NM 004152 


Homo sapiens ornithine decarboxylase antizyme 1 (OAZ1), mRNA 


NM 002527 


Homo sapiens neurotrophm 3 (JN ird>), mKJNA 


NMJ)02295 


Homo sapiens lammin receptor l (p/KL), noosomai proiem ^/^ivuvi^, 
mRNA; 


NM 002293 


Homo sapiens lammin, gamma 1 (tormeny j^aivldzj ^/vivicij, mtu.M/Y 


NM 002292 


Homo Sapiens laminin, beta 2 (laminin S) (LAMB2), mRNA 


NM 002290 


tt 1 ■ _ 1 1 _ a /T a A yf A /l \ ___T) "NT A 1 

Homo sapiens lammin, alpha 4 (LAJVLA4), mKJNA 


NM 006192 


Homo sapiens paired box gene 1 (PAX1), mRNA 


NM 019896 


Homo sapiens DNA polymerase epsilon plz subunit (r 12), mKJNA 


NM_000583 


Homo sapiens group-specific component (vitamin D binding protein) (GC), 
mRNA i 


NM_0 19891 


Homo skpiens endoplasmic reticulum oxidoreductin 1-Lbeta (ER01-L(BETA)), 
mRNA i 


NM_006705 


Homo sapiens growth arrest and DNA-damage-inducible, gamma (GADD45G), 
mRNA ! 


NM_001924 


Homo sapiens growth arrest and DNA-damage-inducible, alpha (GADD45A), 
mRNA: 


NM_0 19844 


Homo sapiens solute carrier family 21 (organic anion transporter), member 8 
(SLC21A8), mRNA 


NM_0 19644 


Homo sapiens testis-specific ankyrin motif containing protein (LOC5631 1), 
mRNA 


NM_0 19842 


Homo sapiens potassium voltage-gated cnannei, Ki^i-iiKe suoiamny, memoer j 
(KCNQ5), mRNA 


NMJ 12281 


Homo sapiens potassium voltage-gated cnannei, anal-related suoramiiy, memoer 
2 (KCND2), mRNA 


NM 019857 


Homo sapiens CTP synthase 11 (ClPbz), mKJNA 


NM_019839 


Homo sapiens seven transmembrane receptor BLTR2; leukotriene B4 receptor 
BLT2 (BLTR2), mRNA 


MTV/f 

1n1V1_UUJ / D / 


TTr>Tnn cor\i^rtQ r^"^14-tvnp *7inr finder nrotein* similar to E) melano caster 
muscleblind B protein (MBLL), mRNA 


NM_004299 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 7 
(ABCB7), nuclear gene encoding mitochondrial protein, mRNA 


NM 004683 


Homo sapiens regucalcin (senescence marker protein-30) (RGN), mRNA 
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NM 019618 


Homo sapiens interleukin-1 homolog 1 (BL-1H1), mRNA 


NM 018950 


ry ^ ' ^nirtr Vkic+nnom-ncitiKilitv nomnlex. class I. F (rlLA-F), mRNA 

tiomo sapiens major msioconrpauDiiiiy tuuipivA, ^ iuoij a 5 v-^ x -*• /> _ — 


NM 019610 


tiomo sapiens nypotnencai protein 007 yLs^jK^Jv^v * hia\j.^_-». 


NM 000523 


Homo sapiens nomeo dox did ^ri*_J_vu 1 _>;, iiuvln^ _ 


NM 019607 


Homo sapiens hypothetical protein plj i izo / ^j/a-j i i--u / j, ___i>_l>_-». 


NM_0 19604 


TT ♦ _ «i«oci t tv/thy"" 1 -rp»cfr*ir'tp»r1 X r^ll n~.~fjciatecl molecule fCRTAtvlh 

JlOmO sapiens ClaSS-l IViXlv^-reStriCietl I cell aaauuiai^u niui^ui^/ ^i\ixuTi;, 

mRMA . — . — — 


NM 012328 


tt _ rw^rAVQCpnkr <*nrlnfhplia1 differentiation &ene 1 (JVUDCjrlV mRNA 

.tiomo sapiens microvascular cnuuiiiciidi u.ii-n-i umauun b vuv a v.itx^>j*/, 


NM 013303 


Homo sapiens fetal hypothetical protein (HSU84971), mRNA 


NM 013298 


Homo sapiens nypotneucai protein jxiou /^zjz^, iiuvin^. _ 


NM 013386 


Homo sapiens nypotneticai protein ^jlusjtz^pjoovjvaz,.^, uuvln-tv 


NM 013313 


Homo sapiens nypotneticai protein v/vruouoozj, ituvln/^ 


NM 019116 


Homo sapiens similar to ubiquitm omamg protein ^ursrrxj, iiuvln^v 


NM_018961 


Homo sapiens ubiquitin associated and SH3 domain containing, A (UBASH3A), 
mRNA — 


NM 018968 


Homo sapiens syntropnm, gamma z ^oin luzj, mt^iN/v 


NM 018967 


Homo sapiens syntropnm, gamma i ^ojnioi;, mrsj.N^ 


NM 018969 


Homo sapiens super conserved receptor eAprc£>s>cu m uiam ^ v° injjA/j /? lllAU 


NMJ) 18964 


tt * ^ ^, ^.i nnmor- Tci-rvt-iixf ^ T ( cr]\j c f**r c\\ -T\ Vi o qtiVi a t p trfm snorter^. 

Homo sapiens solute carrier iamny d i ^giyceroi-j-priubpiiaLc uauapuiiw;, 

memoer i ^olv^j //^i iiiiNaN^ 


NM 018945 


Homo sapiens pnospnoQiesterase /r> ^rj-^n/o^, iiuvtn^ 


NM 019066 


Homo sapiens MAOli-liKe z vJViAvjiii^z j, iiiisj.n/\ 


NM 019060 


Homo sapiens JNlCli-1 protein jJNic».c>-i ), uusi^/\ 


NM 019099 


Homo sapiens nypotneticai pioicin ^lu^jj^^t;, AAiAN - L> - i 


NM 019003 


Homo sapiens spmaiin-iike ^jlucd^ooj, hixxin/a. 


NM 018952 


Homo sapiens nomeo box JtJo (J1U-<vdoj, nuuNA — 


NM 018951 


Homo sapiens nomeo dox /\iu vri^j^v^i uj ? iiunj.n^. 


NM 018942 


Homo sapiens nomeo dox ^rio iamny; i ^xaivi^vi ;, hjjvi>i^ 


NM 019109 


Homo sapiens oeta-i,^- mannosyitr<iTibicrd.i>c va^i v -»-a lj-> aiuv^^ 


NM 019052 


tj^^ oo-rki^nc T-tr^p ^n-ripliv milpH-roil rod riomoloeue^ fHCRV mRNA 


NM 018985 


Homo sapiens nypotnencai protein vax^^j 1 v ^ )■» liUU>A _ — 


NM 019096 


Homo sapiens LjIJt Dinamg protein z v^j a rr>r ^j, llLLV1>ii ^ . 


NM 018949 


Homo sapiens vj protem-coupiea receptor ^urivi'ti, iiuvi^rx 


NM 019048 


Homo sapiens nypotneticai protein ^n-jzu/jz^, iiixvin^ 


NM 019086 


Homo sapiens nypotneticai protein .tjujzuo/h- ^ ^j^^u / ^r^, ixix^a^^ 


NM 019040 


Homo sapiens nypotneticai protein ^ri^jzuH^o^ nuuNn 


NM 018988 


Homo sapiens nypotneticai protein ^ru^v/jju;, iiiavj-^-tv 


NM 019005 


Homo sapiens nypotneticai protein ^rjbjzu->^.jj, uiru^n. 


NM 019027 


.tiomo sapiens nypotneticai proLcm yri^j^xj^ / j> ii - u - vj -^ jr »- 


NM 019008 


1-lomo sapiens nypotneticai proicm \ r j, * iaav± ^ _____ 


NM 019000 


Homo sapiens nypotnencai protein ^rLj_uiJ-;, hu.xj.n_-l — 


NM 019087 


jtiomo sapiens nypotneticai protein ri_j -wuj j. ^j. _^j--v/v/^ i^, x 


NM 018996 


Homo sapiens nypotneucai protein ^rLJzuvij;, iiixvi>_-_ 


NM 019021 


Homo sapiens nypotneticai protein vri_jzuuiu^ s ii_rvi.>i_-_ 


NM 019018 


Homo sapiens nypotneticai protein ^rbj i / 


NM 019084 


Homo sapiens hypothetical protein FLJ10895 (FLJ10895), mRNA 


NM 019070 


Homo sapiens hypothetical protein (FU10432), mRNA 


MM 019088 


Homo sapiens hypothetical protein F23 149 1 (F23149 1), mRNA 


NM 019002 


Homo sapiens ETAA16 protein (ETAA16), mRNA 


NM 019114 


Homo sapiens EHM2 gene (EHM2 - ), mRNA 


NM 018973 


Homo sapiens dolichyl-phosphate mannosyltransferase polypeptide 3 (DPM3), 
mRNA 



450 



<WO 0307465JA2_L> 



WO 03/074654 



PCT/US03/05028 



NM 018959 


Homo sapiens jj/yz, associated protein i v J - >, ' rt ^' r ^ *)> 1AAavi> ^ 


NM 019098 


Homo sapiens cyclic nucleotide gated channel beta 3 (CNGB3), mRNA 


NM 018958 


Homo sapiens chromosome ID open reading irame z ^uwivr^j, huvin^ 


NM 000379 


Homo sapiens xanthene dehydrogenase {j^utx), mnjN/v 


MM 000552 


Homo sapiens von Willebrand factor (VWF) 9 mRNA 


NM_000362 


Homo sapiens tissue inhibitor ot metaiioproteinase 3 ^oorsoy iunuus uyt>uupny, 
pseudoinflammatory) (TIMP3), mRNA 


NM 003255 


Homo sapiens tissue inhibitor ot metaiioproteinase z ^invirzj, mruN/\ 


NMJ)03001 


Homo sapiens succinate dehydrogenase complex, suounit v^, integral mcmordiic 
protein, 15kD (SDHC), nuclear gene encoding mitochondrial protein, mRNA 


NM_003000 


Homo sapiens succinate dehydrogenase complex, subunit B, iron sulfur (Ip) 
(SDHB), nuclear gene encoding mitochondrial protein, mRNA 


NM 006745 


Homo sapiens sterol-C4-methyl oxidase-like (^t4MUL), mKJNA 


NM 006860 


Homo sapiens putative GTP -binding protein similar to KAY/KAJ3iv_x jjsaxi^j, 
mRNA 


NM_00O531 


Homo sapiens ornithine carbamoyltransierase (UlLj, nuciear gene cnuuumg 
mitochondrial protein, mRNA 


NM 000607 


Homo sapiens orosomucoid l ^vjKivii;, nuciN/\ 


NM 002538 


Homo sapiens occludm (UCJLNj, mKJNA 


NM .002301 


Homo sapiens lactate dehydrogenase C (^LUriL.), transcript variant i, nirvj-N^ 


NM 017448 


Homo sapiens lactate dehydrogenase ^JLUri^;, transcnpL vanani z, nuviNn 


NM 000892 


Homo sapiens kalhkrem B, plasma (rietcner iactor; i ^JSJ-vi?vr>i; 5 nu^NA 


NM 002193 


Homo sapiens mhibin, beta B (activin AB oeia poiypepnae; ^u>inj5r>j, iiuvin/^ 


NM 002191 


Homo sapiens mhibm, alpha (LIN HA), mKJNA 


NM 002015 


Homo sapiens torkhead box U1A (rnaDaomyosarcomaj \r\jj^yjit\)* husa.^i^ 


NM 004473 


Homo sapiens lorkhead box ±si vtnyroia transcription iactor zj ^uat,!;, iiuvj.n^v 


NM 000804 


Homo sapiens folate receptor 3 (gamma) (FOLR3), mRNA 


NM 000803 


Homo sapiens folate receptor 2 (tetal) (rUJLKzj, mKJNA 


NM 004742 


Homo sapiens BAH -associated protein 1 (BAIAP1), mRNA 


NM 004925 


Homo sapiens aquaponn 3 (AQP3), mRNA 


NMJ)07182 


Homo sapiens Ras association (RalODS/Ar-o) domain iamiiy 1 (KA^or i), 
mRNA 


NM_0 18941 


Homo sapiens ceroid-hpotuscmosis, neuronal o ^epilepsy, progressive witn 
mental retardation) (CLN8), mRNA 


NM 016936 


Homo sapiens ubinuclem 1 (UBN1), mRNA 


NM 012406 


Homa sapiens PR domain containing 4 (rKJJiVL4), mKJNA 


NM 018728 


Homo sapiens myosin 5C (MY05C), mKJNA 


NM_0 17540 


Homo sapiens h^othetical protein JJJvrzvpDooiiuoz^ ^jjjsj^Zvp^conuozj);, 
mRJNA 


NM 018651 


Homo sapiens zinc finger protein (ZFP), mRNA 


NM 017503 


Homo sapiens surteit z (bUKrzj, mKJNA 


NM 018419 


Homo sapiens SRY (sex determining region x j-oox 10 ^uaio;, iiuvl>j^ 


NM 018427 


Homo sapiens KJNA polymerase l transcription iactor ivrsj^o yryjsnjj, hijxjn^v 


"v Tk jT a 1 or ii r 

NM 018545 


Homo sapiens hypothetical protein rKAJzyjj ^rivuz^jj;, nuxi^/^ 


NM 018525 


Homo sapiens hypothetical protein rKUZJoy ^rKuzjo?;, nuuNn 


NM 018520 


Homo sapiens hypothetical protein rKUzzoo (rKUzzooj, mru.N/\ 


NM 018605 


tt • r,_ ^^+1,^4^ „- rt f^« r>T>m HHH HP>T?01 HHH\ mRT^JA 

Homo sapiens hypothetical protem rKUl / / / (tisaji / / hu^±n^ 




Wnmn ^aniens hvnothetical nrotein PRO1068 (PRO1068), mRNA 


NM 018572 


Homo sapiens hypothetical protein PRO1051 (PRO10S1), mRNA 


NM 018569 


Homo sapiens hypothetical protein PRO0971 (PRO0971), mRNA 


NM 018592 


Homo sapiens hypothetical protein PRO0800 (PRO0800), mRNA 


NM 018563 


Homo sapiens hypothetical protein PRO0758 (PRO0758), mRNA 
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NM 018699 


riomo Sapiens x ix aoniain containing -> yr xxx>uvx-»j 3 uumna 


NM_017534 


riomo sapiens myosin, neavy poiypeptiue z., bJvciv^Lai niu&tit, auuu yxvx x xx^y, 


TvTTV If AI O/1/CI 

NM_ulo4ol 


Unmni cotmahc ivr» f»Vi*»-ro r» tp-riV pa 1 It pm a tnTT ai pti a ^ t pin /r>rr> p^ti 1 tor cells Drotein 
rxOuio sapiens unonaiaoicriZfCLi 11c1naLopoivvi.1v oi^ni/ piug^imm ^wuo piutvui 


TvTTV A A 1 Q < O 

INM uiojjy 


tTrxmr* cemipne lir*AT»AlvQarr iSariHe ^neeific resT>onse-7 Tvrotein fLSR7 1. mRNA 

jnLOlTltl octpiCilo 11 popOl j'oaC'Oliai ll_lVv opwixivs ivopvuow / ^jx wivni V ^ /? * 


NM 018694 


Homo sapiens HSVI binding protein (LOC55913), mRNA 


■x TTV A A1 QtZtZI 


UftrviA c>lr\ipnc OOlrTlO TTPTTTVI CnTYTQl TTlPTTVKrPAP AT*AtPTA-1llCP iT" ,OC]5 5 895 1 TTLRN A. 

llOinO SaplCllo Z.Z.KJU'ci JJCI UAloOl liai lllt'lllL/1 anv/ pi ulv>jlu iaavv/ ^i^v/v^»/ 5 -i-t *. 


TvTX A A 1 O/C/1 A 

NM 0l6o4U 


xiomo sapiens neuronal spct/iiit/ ixaiioC'iipiivii xox^iajl ±^r\.± a ^x_»v^v^«^«/uuw/^ 3 jau.xj.'w x 


NM 01oo39 


TJ rtTM rv conione /~^Q Uav r»fMrtQinin CT TTTATP1 A C[ DPS SRS4^ ITll^NA 

nomo sapiens v^o Dox-conuiuiiiig wi/ piuicui jooty, iiixvx>^v 


NM 01o449 


UnmA cqwatic ATi AI O -nrnfpin /T Of^SSR^^^ m"RNA 

rlomo sapiens /vl/~u i z proxein ^j-»vyv^«jjoo->^, iihvjl>j^v 


NM_0 18658 


Homo sapiens potassium inwaraiy-rec iiiy mg tndimci, ^uuiaiiuiy j > uicinuci i \* 

/Tv^/-^XTT1 ^ mPTvJ A 

^fVVvlNJ lOj. mxviN/\ . _ 


TvTTV 4" A1 0/C7 1 

NM 018671 


rlomo sapiens nypoinencai protein yjj\\j\jDy / iiuviNrv 


TvTTVvf A1 O/JIO 

NM U 18439 


rlOiTio sapiens nypoiiicut/ai pxuiciii jjlvxx av^ x ^jj.vj_i r\v> a ^, aaiavx^^v 


TvTTV A A1 

NM 017521 


rlomo sapiens riiv proxein ^xaoi^N-fVriiv j, ititvin^v 


NM 017526 


rlomo sapiens lepxm recepior genc-reiaica proLcui v s - ni - 5V -^ J - > - CVVJXNjr )■> liAAV - L ^ jrv 


XTN A A 1 7C 1 1 

NM 017513 


tt ^ (lAMiortc rMf»tor\]iocA pVirrtmn cnmp T^rAtpiTT 1 rFTSMrR i 0 1 m RTSJ A 

rlomo sapiens meiapnasc t/iiruiiiuoi , iiic piutcui i v xj.t3ivj.\-/x\.jvy > imvi^i^. 


NM 017532 


rlomo sapiens poD protein yri.or\j £had inrviNrv 


XTA If A1 O/TOI 

NM 018682 


rlomo sapiens nypotneticai protein rij-^v^iviv^vj^+r v rxj->'v-«iviv«/\j*tjr^, uiiNa^-rv 


-K nv >r ai oztoa 

NM 018680 


rlomo sapiens nypotneticai protein rjj_/^vjrv_^^ i r v xxl/v^vjv_.z. u iiixNo-^-nk. 


■XTTV If A 1 O/IIO 

NM 018428 


riomo sapiens nepatoeeiiuiar oarojjiuiiia-aoo*jL/ia.tcu. ctiiLigcn v»v» \iiv^auu;, nuvxiii 


NM 01 /528 


TJ^^rt conifir o rmfatix^P mf>tVlA^1 f-ra TT cfpr^ CP fTT A SI T4447^ TTlRNA 

riomo sapiens putative mctnyitiaiiaiciu.ac \ k xiAOjt*t*tz,ij iiu.\^±^r^ 


NM 017964 


rlomo sapiens nypoineticai protein rivjzuoj / ^rijjzuoj nixs-LNrv ^ 


TvTTV /T A 1 TOCO 

NM 01 /952 


TT Avnn conipno rTT/r\r*triptTPC»l YTTATPTA PT T907SR rFT T907S8^ mRNA 

riomo sapiens nypotnetit/ai piuLcui / jo \ri^j~\s / jo^, hjxvj.^^ 


NM 01 /93o 


TT ATY ,rv canine rr^mAtrTptip^l ArAfpiA FT T70707 rFT T20707^ mRNA 
riomo sapiens nypotneticai piuiciu ri^jz-u / w / ^j. i^^u iyj * A1AAVJ - ^-'^ 


TvT7\ jf A 1*7 AOO 

NM Ul /933 


Uriyi-irt oanipno rTArr»otrTptrpjil TTrofpiA PT T70701 rRT T70701^ mRNA 
riomo sapiens nypotnctiuai pujicin r joj^u /ui j_»jw^ / \j i j 9 nuvi^n 


XTTV A AI *7Q1 1 

NM Ul /93 1 


tl^TT-iri oanipnc rT^/r*Atrrptira1 ATAtPiA FT TFT 120699^ mRNA 

rxomo sapiens nyputticLiuai piuLciii x »_ > j y\. i^+j s j y 3 ixianj.^^t. 


XTTV/T fll *7Q1 1 

NM Ul /91 1 


Tj Amrk cdr\ipnc rr\rAAtrTptip5i1 ATAtpin FT T70fi^S ^1.120635 1 mRNA 


XTA/f AI TQQQ 

NM Ul /oyo 


u OTTin cnnipric rTVTTAthptiral nrAtem FT T20605 (T 7 LJ20605 i mRNA 


XTTV A A 1 H C* C Q 

NM Ul /bob 


TJrvmA coniPTic rT\/T-ir*trTPtrP5i1 ATAfpiA FT T20S81 (VI T205R1 i mRNA 
riomo sapiens nypotnetit/ai protein iti^j^\jjol ^jjj^ujoi/, iiuvi>/t. 


NM Ul /boO 


ll nmA eoTviPTTc rTT-mAtrTPtrral ArAtpin FT T20S31 fFT T20531 i mRNA 

nomo sapiens nypotnetit/ai piutcin i l^j ^xj^j^j l \± j u ~> lj 9 miVL^i i. 


XTTV A AI TOCC 

NM 01 /855 


TJrtmrt canipnc rTAmrktrTPtl<-5»l ArAtpin FT T90S 1 ^ fFT T90S 1 't 1 mRNA 

nomo sapiens nypotncut/ai piuicni rLj^vju ^r ±-,j^\j*j i j^, 1 1 ix v± ^ 


XTTV/T f\iHQA(X 

NM 01 /849 


UAtY>n eam'ptio Vn/T-k^trTP»trp^1 tyt atpia FT T90S07 fFT T90S07 1 mRNA 
nomo sapiens nypotneticai pruicin rjujiiuju / ^ri/jLUJu / 


XTTV A A 1 HQ A 

NM 01 7845 


iTrk-m^ conipnc rriTT-irktrTpfiral tttatpi a FT T90S09 fFT T90S02 1 mRNA 
nomo sapiens nypotneticai piuicm r ±~,j z,ujuz, ^rijj^ujuz,;, iiu.nj."xx^ 


XTTV A A1 'TO/IO 

NM 01/ o4Z 


TT Amr . coniPnc VkT.7r»rktrTPti ral ArAfpiA FT T904R9 fFT T204R9i mRNA 

nomo sapiens nypotneiit/ai piutem rjuj^v'+oy v. A "-/j^w-to^ /, nuviirv 


XTTVyf AITCOH 

NM Ul /oZU 


tt^ canipno ViA/TTAtrTptipal ArAfpiA FT T90433 fFT T20433^ mRNA 
nomo sapiens nypotricLit/ai piuiciu x joj ^u^jj ^x jjj^u'Tjjy, ■ Lijj - x - L ^' rv 


XTTV/T A1 TOn^ 

NM 017806 


TT ArnA ninipnc ln"irrrrvtrTPTTr»5il nrAtPiA FT T9040fi fFT T90406 1 mRNA 

nomo sapiens nypotneucai protein rL/j^unuu x^j^vy-rwu nixvi^i-v 


XTTV/T AI TO AH 

NM 01 /8UU 


Wi-krrrr* canipnc rTT./T>AtrrptiPa1 rrr At PI A FT T903Q3 fFT T20393 I mRNA 

nomo sapiens nypoincuuai pioLcni rjLjA.vj7j \± i/j^uj^j / 9 ixix\_L^.n- 


XTTV/T AmO^ 

NM Ul / /9j 


fj/^mrt oonmnc Vi\rr*rktTTpfTpc»1 ArAtpin FT T9037R fFT T9037R i mRNA 
nomo sapiens nypotneucai piotcm rx_*jzru_> /o ^x x^j^\jj / o^, iiuvi^/t. 


XTTV A AT770/I 

NM Ul / /94 


Lr nmr . o<mipnc "hT,/TT.r\trTptip5»1 ArAfpiA FT T9037S fFT T9037^ i mRNA 
nomo sapiens nypotneticai protein rjuj/-uj / -j v a x-/j^w j / xxxixj.^^. 


XTTV iT A 1 T7/TO 

NM 017768 


nomo sapiens nypotneucai protein ruzujji ^rivjxvjj ij, iiixvi^rY 


XTTV/T A1*7*7<'7 
NM 01 / /5 / 


W/M-rrrk co-r^Pno rT-tmrktrrptrVcil nrrktPiA FT T90307 fFT T20307 l mRNA 

nomo sapiens nypotneucai protein rL»j^uju/ \l a~>j i j, huv^a ^ 


XTTV/T AI 11 AO 

NM Ul / /Hy 


UrvT-nrA conipnc rT\/r*AtrTPtrpal rrrAtPlA FT T90994 fFT T20294i mRNA 

nomo sapiens nypotneticai pioicm rjLj^uz.7t v x x-*j^.v^^*t/ 3 uumi/t^ 


XTTV/T AI T'7'2'1 
NM Ul / 


u Anin caTMPTic tTA/riAtrTptiP5il ArAfpiA FT T9026S CFTJ2026^ i mRNA 
nomo sapiens nypotneucai ixioicni x x-jj \x x-ij jl*\j~> axxivj-^x^. 


N1VI Ul / / jZ 


Waata csiaipac rrvAAtrrptipal ArAtpin FT T20262 fFLJ20262 1 mRNA 

XxOIUO Sapiens IiypOUlCUCal piOlCiii x Lfj^u^u^ ^x x^j^j\j^.\j^ j } xil±.\^l xii ^ 


NM 017730 


Homo sapiens hypothetical protein FLJ20259 (FLJ20259), mRNA 


NM 017723 


Homo sapiens hypothetical protein FLJ20245 (FLJ20245), mRNA 


NM 017720 


Homo sapiens hypothetical protein FLJ20234 (FLJ20234), mRNA 


NM 017715 


Homo sapiens hypothetical protein FLJ20216 (FLJ20216), mRNA 


NM 017667 


Homo sapiens hypothetical protein FLJ20097 (FLJ20097), mRNA 


NM 017652 


Homo sapiens hypothetical protein FLJ20070 (FLJ20070), mRNA 
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NM 017635 ] 
NM 017632 
NM 017624 


Homo sapiens hypothetical protein FLJ20039 (bUZUUjyj, mKJNA 
Homo sapiens hypothetical protein FLJ20036 (FLJ20036), mRNA 
Homo sapiens hypothetical protein FLJ20019 (FLJ20019), mRNA 


NM 017623 


Homo sapiens hypothetical protein FLJ20018 (FLJ20018), mRNA 


NM 018390 


Homo sapiens hypothetical protein FLJ1 1323 (FLJ1 1323), mRNA 


NM 018382 
NM 018337 


Homo sapiens hypothetical protein FLJ1 1292 (FLJ1 1292), mRNA 
Homo sapiens hypothetical protein FLJ1 1 137 (FLJ1 1 137), mRNA 


NM 018320 


Homo sapiens hypothetical protein FLJ1 1099,(FLJ1 1099), mRNA 


NM 018317 

J. Till V IU>-' A ' 


Homo sapiens hypothetical protein FLJ11082 (FLJ1 1082), mRNA 


NM 018301 


Homo sapiens hypothetical protein FLJ1 1016 (FLJ1 1016), mRNA 


NM 018295 


Homo sapiens hypothetical protein FLJ1 1000 (FLJ1 1000), mRNA 


NM 018291 


Homo sapiens hypothetical protein FLJ10986 (FLJ10986), mRNA 


NM 018290 

X ^ XV X V X KJ** ^ v 


Homo sapiens hypothetical protein FLJ10983 (FLJ10983), mRNA 


NM 018280 


Homo sapiens hypothetical protein FLJ10945 (FLJ10945), mRNA 


NM 018^66 

X^ilVX VJ x w 


Homo sapiens hypothetical protein FLJ10902 (FLJ10902), mRNA 


NM 018263 


Homo sapiens hypothetical protein FLJ10898 (FLJ10898), mRNA 


NM 018^49 

i. > XVX \J A \J*^T^ 


Homo sapiens hypothetical protein FLJ 10867 (FLJ 10867), mRNA 


NM 018233 


Homo sapiens hypothetical protein FLJ10826 (FLJ10826), mRNA 


NM 018202 

X i XVX \J X \J£*\J4* 


Homo sapiens hypothetical protein FLJ10747 (FLJ10747), mRNA 


NM 018194 

X XVX \J A U X ✓ ■ 


Homo sapiens hypothetical protein FLJ10724 (FLJ10724), mRNA 


"MM 018191 

IN 1VX U It) 1 7 1 


Homo sapiens hypothetical protein FLJ10716 (FLJ10716), mRNA 


NM 018134 


Homo sapiens hypothetical protein FLJ10547 (FLJ10547), mRNA 


NM 018131 


Homo sapiens hypothetical protein FLJ 10540 (FLJ 10540), mRNA 


NM 018124 


Homo sapiens hypothetical protein FLJ10520 (FLJ10520), mRNA 


NM 018114 

X> XVX V 1 U 1 AT 


Homo sapiens hypothetical protein FLJ10496 (FLJ10496), mRNA 


NM 018107 


Homo sapiens hypothetical protein FLJ10482 (FLJ10482), mRNA 


NM 01S098 


Homo sapiens hypothetical protein FLJ10461 (FLJ10461), mRNA 


NM 018085 


Homo sapiens hypothetical protein FLJ10402 (FLJ10402), mRNA 


NM 018079 

X ^1 X VX \J X \J v * 


Homo sapiens hypothetical protein FLJ10379 (FLJ10379), mRNA 


NM 018063 

X ^ XVX \J X V W— ' 


Homo sapiens hypothetical protein FLJ10339 (FLJ10339), mRNA 


NM 018062 


Homo sapiens hypothetical protein FLJ10335 (FLJ10335), mRNA 


NM 018059 


Homo sapiens hypothetical protein FLJ10324 (FLJ10324), mRNA 


NM 01S053 

A ^4 XVX \J AW*-'—' 


Homo sapiens hypothetical protein FLJ10307 (FLJ10307), mRNA 


NM 018046 

X N i_> X V/ A UV/~v 


Homo sapiens hypothetical protein FLJ10283 (FLJ10283), mRNA 


NM 018006 


Homo sapiens hypothetical protein FLJ10140 (FLJ10140), mRNA 


NM 018004 

X a» x v/ A vj w r 


Homo sapiens hypothetical protein FLJ10134 (FLJ10134), mRNA 


NM 017999 


Homo sapiens hypothetical protein FLJ101 1 1 (FLJ101 1 1), mRNA 


NM 017992 


Homo sapiens hypothetical protein FLJ10083 (FLJ10083), mRNA 


NM 017991 


Homo sapiens hypothetical protein FLJ10081 (FLJ10081), mRNA 


NM 017979 


Homo sapiens hypothetical protein FLJ10043 (FLJ10043), mRNA 


NM 017975 

a>xvx v x / y i ~j 


Homo sapiens hypothetical protein FLJ10036 (FLJ10036), mRNA 


NM 017973 


Homo sapiens hypothetical protein FLJ10034 (FLJ 10034), mRNA 


MM 017610 


Homo sapiens hypothetical protein DKFZp761D081 (DKFZp761D081), mRNA 


NM 018457 


Homo sapiens DKFZp564J157 protein (DKFZP564J157), mRNA 


NM 017S90 


Homo sapiens hypothetical protein DKFZp434K0920 (DKFZp434K0920), 
mRNA 


NM_0 17566 


Homo sapiens hypothetical protein DKFZp434G0522 (DKFZp434G0522), 
mRNA 


NM_017612 


Homo sapiens hypothetical protein DKFZp434E2220 (DKFZp434E2220), 
mRNA 


NM 018641 


Homo sapiens chondroitin 4-O-sulfotransferase 2 (C4S-2), mRM A 


NM 01 8659 Homo sapiens cytokine-like protein C17 (C17), mRNA 
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NM 018656 


Homo sapiens bladder cancer overexpressed protein (BLOV1), mRNA 


NM_0 18702 


Homo sapiens double-stranded RNA specific adenosine deaminase (ADAR3), 
mRNA 


NM 014160 


Homo sapiens HSPC070 protein (HSPC070), mRNA 


NM_004288 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains, binding 
protein (PSCDBP), mRNA 


NM 004060 


Homo sapiens cyclin Gl (CCNG1), mRNA 


NM 006521 


Homo sapiens transcription factor binding to IGHM enhancer 3 (TFE3), mRNA 


NM 007035 


Homo sapiens keratocan (KERA), mRNA 


NM 000546 


Homo sapiens tumor protein p53 (Li-Fraumeni syndrome) (TP53), mRNA 


NM 003015 


Homo sapiens secreted frizzled-related protein 5 (SFRP5), mRNA 


NM 003012 


Homo sapiens secreted frizzled-related protem 1 (SFRP1), mRNA 


NM 017414 


Homo sapiens ubiquitin specific protease 18 (USP18), mRNA 


NM 016525 


Homo sapiens ubiquitin associated protein (UBAP), mRNA 


NM 017442 


Homo sapiens toll-like receptor 9 (TLR9), mRNA 


NM 016937 


Homo sapiens polymerase (DNA directed), alpha (POLA), mRNA 


NM 016931 


Homo sapiens NADPH oxidase 4 (NOX4), mRNA 


NM 017433 


Homo sapiens myosin IIIA (MY03A), mRNA 


NM 016946 


Homo sapiens junctional adhesion molecule (JAM), mRNA 


NM 005536 


Homo sapiens inositol(myo)-l(or 4)-monophosphatase 1 (IMPA1), mRNA 


NM 017410 


Homo sapiens homeo box CI 3 (HOXC13), mRNA 


NM 017409 


Homo sapiens homeo box C10 (HOXC10), mRNA 


NM_015922 


Homo sapiens NAD(P) dependent steroid dehydrogenase-hke; H105e3 
(H105E3), mRNA 


NM 004129 


Homo sapiens guanylate cyclase 1, soluble, beta 2 (GUCY1B2), mRNA 


NM_017423 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgalactosaminyltransferase 7 (GalNAc-T7) (GALNT7), mRNA 


NM 016947 


Homo sapiens G8 protein (G8), mRNA 


NM 017434 


Homo sapiens dual oxidase 1 (DUOX1), mRNA 


NM 012143 


Homo sapiens tuftelin-interacting protein (TTP39), mRNA 


NM 017418 


Homo sapiens deleted in esophageal cancer 1 (DEC1), mRNA 


NM 016929 


Homo sapiens chloride intracellular channel 5 (CLIC5), mRNA 


NM 017413 


Homo sapiens apelin; peptide ligand for APJ receptor (APELIN), mRNA 


NM 000477 


Homo sapiens albumin (ALB), mRNA 


NM_007235 


Homo sapiens exportin, tRNA (nuclear export receptor for tRNAs) (XPOT), 
mRNA 


NM_0045S5 


Homo sapiens retinoic acid receptor responder (tazarotene induced) 3 
(RARRES3), mRNA 


NM 002134 


Homo sapiens heme oxygenase (decycling) 2 (HMOX2), mRNA 


NM 002100 


Homo sapiens glycophorin B (includes Ss blood group) (GYPB), mRNA 


NM 002099 


Homo sapiens glycophorin A (includes MN blood group) (GYP A), mRNA 


NM 005708 


Homo sapiens glypican 6 (GPC6), mRNA 


NM_013280 


Homo sapiens fibronectin leucine rich transmembrane protein 1 (FLRT1), 
mRNA 


NM 001304 


Homo sapiens carboxypeptidase D (CPD), mRNA 


NM_013410 


Homo sapiens adenylate kinase 3 (AK3), nuclear gene encoding mitochondrial 
protein, mRNA 


NM_002161 


Homo sapiens isoleucine-tRNA synthetase (IARS), transcript variant short, 
mRNA 


NM_013417 


Homo sapiens isoleucine-tRNA synthetase (IARS), transcript variant long, 
mRNA 


NM 015836 


Homo sapiens tryptophanyl tRNA synthetase 2 (mitochondrial) (WARS2), 
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• 


nuclear gene encoding mitochondrial protein, mRNA 


NM 004992 


Homo sapiens methyl CpG binding protein 2 (Rett syndrome) UYUiur Z), iiikina 


NM 003926 


Homo sapiens methyl-CpG binding domain protein 5 uvlbjj^;, mi<u>i/\ 


NM 006150 


Homo sapiens L1M domain only 6 (LMOo), mKJNA 


NM_0 13431 


Homo sapiens killer cell lectm-like receptor suotamiiy ^ memoer h ^jsj^isj^hj, 
mRNA 


NM 001427 


Homo sapiens engrailed nomolog z (rJNZj, iiuuna 


NM 001426 


Homo sapiens engrailed nomolog 1 (.bJN l),,iQKJNA 


NM 003445 


Homo sapiens zinc finger protein 155 (pHZ-yo) (ZJNr 4 iroj, m*u.N/v 


NM 016220 


Homo sapiens zmc finger protein (ZJt«D2S) (Z^JbUZD), mKJNA 


NM 015855 


Homo sapiens Wilms tumor associated protein ( W 1 1 - l ), mKJNA 


NM 015873 


Homo sapiens villin-hke (VILL), mRNA 


NM 016379 


Homo sapiens variable charge protein on X with eight repeats (VLA-arj, nuu\n 


NM 016378 


Homo sapiens variable charge protein on X with two repeats (VCX-2r), mRNA 


NM 016437 


Homo sapiens tubulin, gamma 2 (TUBG2), mRNA 


NM 016575 


Homo sapiens TU 1 2B 1 -TY protein (iUlZtsl-lY), mKJN a 


NM 016089 


Homo sapiens KRAB-zinc finger protein SZF1-1 (SZF1), mRNA 


NM_013272 


Homo sapiens solute earner family 21 (organic anion transporter), member 1 1 
(SLC21All),mRNA 


NM 015926 


Homo sapiens putative secreted protein (SIGH), mRNA 


NM_0 16224 


Homo sapiens SH3 and PX domain-containing protein SH3FA1 Ottirxij, 
mRNA 


NM 016276 


Homo sapiens serum/glucocorticoid regulated kinase 2 (SGK2), mRNA 


NM 015884 


Homo sapiens S2P protein (S2P), mRNA 


NM 016356 


Homo sapiens RU2S (RU2), mRNA 


NM 016321 


Homo sapiens Rh type C glycoprotein (RHCJti), mRNA 


NM_0 15900 


Homo sapiens phosphatidylsenne-specinc pnospnoiipase Aiaipna i.ro ri^j^ij, 
mRNA 


NM 016533 


Homo sapiens nmjunn 2 (N1NJ2), mRNA 


NM 016641 


Homo sapiens membrane interacting protein ot KUb lb (MiKioj, mKJN/\ 


NM 014319 


Homo sapiens integral inner nuclear membrane protein (JVLAJN 1 ), mKJN/v 


NM_0 16249 


Homo sapiens melanoma antigen, family E, 1, cancer/testis specific (MAGEE1), 
mRNA 


NM 016153 


Homo sapiens LW-1 (LW-1), mRNA 


NM 016551 


Homo sapiens seven transmembrane protein lM/brJ (iJVl/^r JJ, mKiN/\ 


NM_016529 


Homo sapiens ATPase, aminophosphohpid transporter-like, ^iass 1, type o/\, 
member 2 (ATP8A2), mRNA 


NM 016432 


Homo sapiens synoretm (LOC5 1749), mKJNA 


NM 016362 


Homo sapiens ghrelm precursor (LOC5 173b), mKJNA 


NM 016270 


Homo sapiens Kruppel-hke factor (LOC5 1713), mHJN A 


NM 016243 


Homo sapiens cytochrome b5 reductase 1 (B5R.1) (LULM/Ub), ttikjna 


NM 016231 


Homo sapiens nemo-like kinase (LOC5 1 70 1), mRNA 


NM 016225 


Homo sapiens RhD type Ilia protein (LOC5 169b), mKJNA 


NM 016219 


Homo sapiens alpha 1 ,2-mannosidase (LOC5 IW/), mKJNA 


NM 016217 


Homo sapiens hHDC for homolog of Drosophila headcase (LOC51696), mRNA 


NM_016199 


Homo sapiens U6 snRNA-associated Sm-like protein Lbm/ (LULD low;, 
mRNA 


JNJV1 Uloi / 1 


Wnrnn «?anien<; nrnthvmosin al4 TLOC51685), mRNA 


NM_0 16447 


Homo sapiens MAGUK protein p55T; Protein Associated with Lms 2 
(LOC51678), mRNA — 


NM 016126 


Homo sapiens HSPC034 protein (LOC51668), mRNA 


NM 016118 


Homo sapiens NY-REN- 18 antigen (LOC51667), mRNA 
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NM 016079 


Homo sapiens CGI-149 protein (LOC51652), mRNA 


NM 016062 


Homo sapiens CGI-128 protein (LOC51647), mRNA 


NM 016057 


Homo sapiens CGI-120 protein (LOC51644), mRNA 


NM 016056 


Homo sapiens CGI-1 19 protein (LOC51643), mRNA 


NM 016047 


Homo sapiens CGI-1 10 protein (LOC51639), mRNA 


NM 016016 


Homo sapiens CGI-69 protein (LOC5 1 629), mRNA 


NM 016008 


Homo sapiens CGI-60 protein (LOC5 1 626), mRNA j 


NM 015995 


Homo sapiens Kruppel-like factor 13 (KLF13), mRNA 


NM 015980 


Homo sapiens HMP19 protein (LOC51617), mRNA 


NM 015958 


Homo sapiens CGI-30 protein (LOC5161 1), mRNA 


NM 015941 


Homo sapiens CGI-1 1 protein (LOC5 1606), mRNA j 


NM 015937 


Homo sapiens CGI-06 protein (LOC5 1 604), mRNA 


NM 015929 


Homo sapiens lipoyltransferase (LOC51601), mRNA 


NM 015921 


Homo sapiens divalent cation tolerant protein CUTA (LOC5 1596), mRNA 


NM 015908 


Homo sapiens arsenate resistance protein ARS2 (ARS2), mRNA 


NM 015875 


Homo sapiens unnamed HERV-H protein (LOC51581), mRNA 


NM 015874 


Homo sapiens H-2K binding factor-2 (LOC51580), mRNA 


NM 016283 


Homo sapiens adrenal gland protein AD-004 (LOC51578), mRNA 


NM 016644 


Homo sapiens mesenchymal stem cell protein DSC54 (LOC5 1334), mRNA 


NM 016643 


Homo sapiens mesenchymal stem cell protein DSC43 (LOC51333), mRNA 


NM 016642 


Homo sapiens beta V spectrin (BSPECV), mRNA 


NM 016638 


Homo sapiens SRp25 nuclear protein (LOC51329), mRNA 


NM 016637 


Homo sapiens ncaml (LOC51328), mRNA 


NM 016633 


Homo sapiens EDRF protein (LOC5 1 327), mRNA 


NM 016625 


Homo sapiens hypothetical protein (LOC5 1319), mRNA 


NM 016622 


Homo sapiens hypothetical protein (LOC51318), mRNA 


NM 016621 


Homo sapiens hypothetical protein (LOC51317), mRNA 


NM_0 16609 


Homo sapiens hBOIT for potent brain type organic ion transporter (LOC51310), 
mRNA 


NM 016606 


Homo sapiens SGC32445 protein (LOC51308), mRNA 


NM_0 16591 


Homo sapiens core 2 beta-l,6-N-acetylglucosaminyltransferase 3 (LOC51301), 
mRNA 


NM 016585 


Homo sapiens testicular haploid expressed gene (THEG), mRNA 


NM 016573 


Homo sapiens Gem-interacting protein (LOC51291), mRNA 


NM_0 16568 


Homo sapiens G-protein coupled receptor SALPR; somatostatin and angiotensin- 
like peptide receptor (LOC51289), mRNA 


NM 016566 


Homo sapiens pparl (LOC51288), mRNA 


NM 016563 


Homo sapiens Ris (LOC51285), mRNA 


NM 016548 


Homo sapiens golgi membrane protein GP73 (LOC51280), mRNA 


NM 016499 


Homo sapiens hypothetical protein (LOC51259), mRNA 


NM 016490 


Homo sapiens hypothetical protein (LOC51252), mRNA 


NM 016466 


Homo sapiens hypothetical protein (LOC51239), mRNA 


NM 016459 


Homo sapiens hypothetical protein (LOC51237), mRNA 


NM 016449 


Homo sapiens hypothetical protein (LOC51233), mRNA 


NM 016440 


Homo sapiens VRK3 for vaccinia related kinase 3 (LOC51231), mRNA 


NM_0 16427 


Homo sapiens transcription elongation factor (SEQ) elongin A2 (TCEB3L), 
mRNA 


NM 016423 


Homo sapiens zinc finger protein 219 (ZNF219), mRNA 


NMJ316361 


Homo sapiens LPAP for lysophosphatidic acid phosphatase (LOC51205), 
mRNA 


NM 016353 


Homo sapiens rec (LOC51201), mRNA 


NM 016349 


Homo sapiens susceptibility protein NSG-x (LOC51198), mRNA 
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NM 016341 


Homo sapiens pancreas-enriched phospholipase C (LOC51 196), mRNA 




Wrmm ^aniens cvclin-E binding protein 1 (LOC51 191), mRNA 


"MTV if A1 CJ\ 1 1 


"Rrvmn saniens neutral snhineomvelinase (LOC51190), mRNA 


JNJVl UlOZoO 


Homo saniens carbonvl reductase (LOC51181), mRNA 


"KTA A A 1 AO AQ 


Wrm-m saniens Ivmnhoid enhancer binding factor-1 (LOC51176), mRNA 


JNJM_U I OZ^O 


Homo saniens retinal short-chain dehydrogenase/reductase retSDR2 
fLOC51170) mRNA 


JNJVl U10Z41 


TTr\mo saniens enrlomucin-1 fLOC51169), mRNA 


JN1VI UJOZJU 


TTnmA saniens flavohemoDrotein b5+b5R (LOC51 167), mRNA 


NM 016221 


Homo sapiens dynactin p62 subunit (LOC51 164), mRNA 


XTA A A 1 /CO 1 
JNJVl UlOZlJ 


Wrvmn samens NFTT1 nrotein TLOC51 162), mRNA 


TvTTV/f A1 AO 1 A 
JNJVl UIOZIU 


Homo Q^niens e20 nrotein fLOC51 161), mRNA 


JNJVl UlOlOl 


u^m^ canipnc «ir*lna-l 4->J-anetvlp1ucosaminvltransferase (LOC51146), mRNA 


XTK yf A 1 A 1 0 ^ 
JNJVl UiOlZ.} 


TJVxmn cQni^nc mitativp nrotein kinase NY-REN -64 antigen (LOC51 135), mRNA 


TvTlV A A 1 A 1 0 A 
JNJVl UlOlZU 


u nnin co n iAnc mitative ring zinc fineer nrotein NY-REN-43 antigen 
(10051132^ mRNA 


JNJVl U 1 0103 


Homo saniens CGI-90 nrotein CLOC51115), mRNA 


"MTV/T AIAA^O 
JNIVI UIOUjZ 


Homo saniens CGT-89 nrotein CLOC511 14), mRNA 


TvTA>T A1AA1A 

JNJVl UIOUjU 


TTnmn saniens rOT-87 nrotein fLOCSll 12), mRNA 


xtx a r\ i /TAO Q 
JNJVL UlDUZo 


u nTTin Qo n i Pn c COT-RS nrotein fLOC5 1111^, mRNA 


TVTTV/f A 1 AAO 7 
JNJVL UIOUZ/ 


Wnmo ^aniens CGI-83 nrotein (LOC51 1 10), mRNA 


VTN/f A 1 AAOO 
JNJVL U1DUZZ 


Wnmn Qar>if*n<; CGT-78 nrotein CLOC51107), mRNA 


"MTV/f A 1 AA 1 R 
JN1VL UJOUlo 


Rnmo <?anien<? CGI-72 nrotein CLOC5 1 105), mRNA 


TvTA A A 1 A A 1 1 
JN1VL UlOUl-J 


tj nTnn caniens CGI-65 nrotein fLOC51103), mRNA 


xr\/r A 1 AA 1 1 
JNJVl UlOUll 


u nmn canien<; CGI-63 nrotein HLOC51102), mRNA 


XTN/f A 1 AAAA 
JN1V1 K) 1 OUUO 


Homo ^aniens CGI-58 nrotein CLOC51099), mRNA 


jnivi KjiDyyy 


T4r\Tnn qanien<; PGT-45 nrotein CLOC51094), mRNA 


TvTTV/T A1 ^QRO 
JNJVl UlZ>^oZ 


TTr^mrk car^i^nQ aerm cell snecific Y-box binding protein (LOC51087), mRNA 


XTA/T A1 ^QA^ 
JNIVI U1J70j 


Homo ^aniens CGI-36 nrotein CLOC51078), mRNA 


INiVl U1J7J7 


Homo saniens CGI-31 nrotein (LOC51075), mRNA 


XTN/f A1 ^Q^O. 
1N1V1 \J LDyDKJ 


Homo saniens CGI-2 9 nrotein (LOC5 1069), mRNA J 


1N1V1 U1J7JO 


Homo sapiens CGI-07 protein (LOC51068), mRNA 


NM 015916 


Homo sapiens hypothetical protein (LOC51063), mRNA 


JNJVL 


Hnmo <?anien«; hvi^othetical nrotein CLOC51061), mRNA 


JNJVl U1J711' 


Uawja «ianif*n«i hvnothetical nrotein fLOC51057), mRNA 


vnv/f A1 ^QA1 

jnjm ui~>yui 


U n m n conipnc lmlmnwn (J OCS 1 055^ mRNA 


"MTV/f AT ^CQQ 

JNJVl UIDoVji 


u att1 a canipnc nrer»mnro1actin-releasin a nentide fLO(J5l052), mRNA 


NM_015887 


Homo sapiens putative peroxisome microbody protein 175.1 (LOC51051), 
mRNA 


XTNA A1 ^RRO 

iNivi uijo oyj 


Homo saniens RTG-like 14-1 CLOC51047), mRNA 


1N1YI \J U O / / 


Homo saniens Krunnel -associated box nrotein (LOC51045), mRNA 


JNJVl UlDoOJ 


U nrnn onriipnc enrfaptant nrotein B TLOC5 1041V mRNA 


IN 1VI_U IJOJH 


Homo saniens retinoic acid recentor-beta associated open reading frame 
CLOC51036^ mRNA 


XTTV/f A1 ^R40 

1N1V1 Ul J OH7 


Homo saniens nancreatic elastase EDB (LOC51032), mRNA 


xnvA niA07^ 

iNlYl UIOU/ J 


Homo saniens CGI-145 Drotein (LOC51028), mRNA 


NM 016074 


Homo sapiens CGI-143 protein (LOC51027), mRNA 


NM 016063 


Homo sapiens CGI-130 protein (LOC51020), mRNA 


NM 01604S 


Homo sapiens CGI-1 11 protein (LOC51015), mRNA 


NM 016044 


Homo sapiens CGI-105 protein (LOC51011), mRNA 


NM 015947 


Homo sapiens CGI-1 8 protein (LOC51008), mRNA 


NM 016058 


Homo sapiens CG1-121 protein (LOC51002), mRNA 



457 

BNSDOCID: <WO 03074654A2_I_> 



WO 03/074654 



PCT/US03/05028 



NM 015948 


Homo sapiens CGI- 19 protein (LOC5 1000), mKNA 


NM 016040 


Homo sapiens CGI-100 protem (LOC50999), mRNA 


NM 016571 


Homo sapiens lengsm (LGS), mRNA 


NM 015868 


Homo sapiens NK-receptor (KIR-023GB), mRNA x 


NM_0 16281 


Homo sapiens STE20-like kinase (JIK), mRNA 


NM 016358 


Homo sapiens iroquois homeobox protein 4 (IRX4), mRNA 


NM 016291 


Homo sapiens mammalian inositol hexakisphosphate kinase 2 (1F6K2), mRNA 


NM 015848 


Homo sapiens cytokeratin 2 (HUMCYT2A), mRNA 


NM 016506 


Homo sapiens hypothetical protein (HSPC252), mRNA 


NM 016498 


Homo sapiens hypothetical protein (HSPC242), mRNA 


NM 016460 


Homo sapiens hypothetical protein (HSPC192), mRNA 


NM 016390 


Homo sapiens hypothetical protem (HSPC109), mRNA 


NM 016091 


Homo sapiens HSPC025 (HSPC025), mRNA 


NM 016522 


Homo sapiens neurotnmm (HNT), mRNA 


NM 016258 


Homo sapiens high-glucose-regulated protein 8 (HGRGS), mRNA 


NM 016173 


Homo sapiens HEMK homolog 7kb (HEMK), mRNA 


NM 016516 


Homo sapiens tumor antigen SLP-8p (HCC8), mRNA 


NM 016540 


Homo sapiens G protein-coupled receptor 72 (GPR72), mRNA 


NM 012196 


Homo sapiens G antigen 8 (GAGE8), mRNA 


NM 015898 


Homo sapiens HIV-l inducer of short transcripts binding protein (FBIl), mRNA 


NM_016357 


Homo sapiens epithelial protem lost m neoplasm beta (EPLIN), mRNA 


NM 016218 


Homo sapiens polymerase (DNA-directed) kappa (POLK), mRNA 


NM 016240 


Homo sapiens CSR1 protein (CSR1), mRNA 


NM 016073 


Homo sapiens CGI-142 (CGI-142), mRNA 


NM 016315 


Homo sapiens CED-6 protein (CED-6), mRNA 


NM 016620 


Homo sapiens hypothetical protein (BM-005), mRNA 


NM 015896 


Homo sapiens BLu protein (BLu), mRNA 


NM 016426 


Homo sapiens G-2 and S-phase expressed 1 (GTSE1), mRNA 


NM_015928 


Homo sapiens androgen-induced prostate proliferative shutoff associated protein 
(AS3), mRNA 


NM 016238 


Homo sapiens anaphase-promoting complex subunit 7 (APC7), mRNA 


NM 016376 


Homo sapiens ANKHZN protem (ANKHZN), mRNA 


NM 016282 


Homo sapiens adenylate kinase 3 alpha like (AKL3L), mRNA 


NM 016453 


Homo sapiens SH3 protein (AF3P21), mRNA 


NM 016614 


Homo sapiens TRAF and TNF receptor-associated protein (AD022), mRNA 


NM_015365 


Homo sapiens Alport syndrome, mental retardation, midtace hypoplasia and 
elliptocytosis chromosomal region, gene I (AMMECR1), mRNA 


NM 007126 


Homo sapiens valosin-containing protein (VCP), mRNA 


NM 001059 


Homo sapiens tachykinin receptor 3 (TACR3), mRNA 


NM_005963 


Homo sapiens myosin, heavy polypeptide 1, skeletal muscle, adult (MYH1), 
mRNA 


NM 005561 


Homo sapiens lysosomal-associated membrane protein 1 tl-AMrl), mRJNA 


NM 006407 


Homo sapiens vitamin A responsive; cytoskeleton related (JWA), mRNA 


NM 000854 


Homo sapiens glutathione S-transferase theta 2 (GSTT2), mRNA 


NM 002046 


Homo sapiens glyceraldehyde-3 -phosphate dehydrogenase (GAPD), mRNA 


NM_001953 


Homo sapiens endothelial cell growth factor 1 (platelet-derived) (ECGF1), 
mRNA 


NM_000927 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 1 
CABCB1), mRNA 


NM 015686 


Homo sapiens TED protein (TED), mRNA 


NM 014070 


Homo sapiens STG protein (STG), mRNA 


NM 014069 


Homo sapiens SPR1 protein (SPR1), mRNA 
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NM 014068 

1 liVA v/ x r \y V/ V/ 


Homo sapiens SEEK1 protein (SEEK1), mRNA 


NM 014051 


Homo sapiens PTD011 protein (PTD011), mRNA 


NM 014109 

A 1J.TX V/ X T A. V/-^ 


Homo sapiens PRO2000 protein (PRO2000), mRNA 


NM 014107 

X ^X»JL V X • X V/ # 


Homo sapiens PRO 1992 protein (PRO 1992), mRNA 


NM 014095 


Homo sapiens PRO 1600 protein (PRO 1600), mRNA 


NM 014084 

± > XVA VATVOT 


Homo saniens PRO0806 nrotein (PRO0806), mRNA 


NM 014130 


Homo sapiens PRO0483 protein (PRO0483), mRNA 


"NFM 01408? 


Homo saniens PRO0197 nrotein fPRO0397Y mRNA 

A XVJlliw Od^vJLwlld A XW/V/J7 / JJAVlwAAA ^A, i\.V/UJ7 / ^jXlllVi>(XA 


NM 014125 


Homo saniens PRO0327 nrotein fPRO0327^ mRNA 


NM 014081 


Homo saniens PRO0297 nrotein fPRO0297 1 mRNA 


NM 0140^7 


Homo saniens NTT5 nrotein fNTT5^ mRNA 

IXV/lllv OCALJAwAAO A^t A A -J plUlwul V /j li.AXVA^.t ». 


NM 015^67 


Homo saniens MTT 1 nrotein fMTT.l^ nuclear eene encoding mitochondrial 
Drotein mRNA 


NM 014060 


Homo saniens MCT-1 nrotein fMCT-l\ mRNA 


NM 014892 


Homo saniens KIAA1 116 protein (K1AA1 116), mRNA 

JL XV/l XXV/ OCX L/lvllu XV 1 / XX X X X X V/ 1--' A V/ L W 1 J, X X ^ X.Vu *w* A, X, -L x , w ^ ^ a a ' «* *■ 


NM 014968 

A^IAVA Vy X *s \J 


Homo saniens KIAA1 104 nrotein (KIAA1 104), mRNA 

JL JLV/XXXV/ ijU-|JIV1aU JLVXi XX XXX w i |_y X V/ IVlll \1VL1 X_x x x. x w \ j ^ aauvi ^ *^ 


NM 014915 


Homo saniens KIAA1074 nrotein rKXAA1074i mRNA 


NM 014911 

A^i AVA \J A *T.7 1 1 


Homo saniens KIAA1048 nrotein rKIAA1048^ mRNA 


NM 014965 


Homo saniens KIAA1042 nrotein ( r KIAA1042) mRNA 

li.Uli.lU O CX pivl IO l\ll LT1 1 |ylV/lvlll ^IVIi IX L i VT^ A< 11uu.11 r 


NM 014947 


Homo saniens KIAA1041 nrotein fKIAA1041') mRNA 


NM 014923 

X^IXVA \J A^T_XA»_J 


Homo saniens KIAA0970 nrotein (KIAA0970), mRNA 


NM 015310 


Homo saniens KIAA0942 nrotein rKIAA0942^ mRNA 

XXVSXX.LV/ uUUlwXlO lVXi Li iv ✓ 1 A* L/l vr iVlll y XV XX XX wy » ^ 1 j A aaavj. > 


NM 015057 


Homo saniens KIAA0916 nrotein (KIAA0916), mRNA 

llvll.lv O CX JJ1 V/ 11 1_> XVI/ XX XV/ X V/ f-'l- V/ LVlll ylV U XX *-V/ A w y ^ AAAAVi i J. a. 


NM 014944 


Homo saniens KIAA091 1 nrotein (KIAA091 1) mRNA 


NM 014961 


Homo saniens KTAA0871 nrotein (KIAA0871 > ) mRNA 


NM 014941 

1 T iVA V/A^^^A 


Homo saniens KTAA0852 nrotein rKIAA0S52 > l mRNA 


NM 015S76 


Homo saniens KT A AO 846 nrotein (TCIAA0S46") mRNA 


NM 014715 

A AV A V/ A ~T 1 X ~J 


Homo saniens KIAA0712 eene nroduct 1TQAA0712") mRNA 


NM 014871 

A ~ XVA V i~U / A 


Homo saniens KIAA0710 eene nroduct fKIAA0710i mRNA 


NM 014799 


Homo saniens Henhaestin (TIEPH i mRNA 

XJLV/XXXV/ OCiL/lVHQ UvL/lliiViJ till \ X llvl X X f ^ IaaXVL 11 X 


NM 014678 


Homo saniens KIAA0685 eene nroduct fKIAA0685 mRNA 


NM 014011 

JL llYX V/ X T\s X X 


Homo saniens KIAA0671 eene nroduct rKIAA0671\ mRNA 


NM 014741 

X 1 ATA Vr A / T A 


Homo saniens KIAA0652 eene nroduct (KIAA0652 ). mRNA 


NM 014662 


Homo saniens KIAA0645 ^ene nroduct fKIAA0645 1 mRNA 

XXV/XXXV/ OllplvXxO X.VXX XX XV/ V/ ^jVAlv Vvlllv I* yXx 1 / XX Lv v ■ ^ y ^ A***-*^ ' ^ 


NM 014838 

X ™ XT JL Vr X T U «/ V* 


Homo sapiens KIAA0637 gene product (KIAA0637), mRNA 


NM 014774 


Homo saniens KIAA0494 eene nroduct (KIAA0494\ inRNA 


NM 014870 


Homo saniens KIAA0478 eene nroduct (TGAA0478), mRNA 

JL XV/lllVf OCXL/lwllO XVXl kl XV/ T / \J ^vllv L/l V/Vll4vV yJLV-XX XX XV/ / V-r J ^ ^ 


NM 014856 


Homo sapiens KIAA0476 gene product (KIAA0476), mRNA 


NM 014864 


Homo saniens KIAA0475 eene nroduct fKIAA0475), mRNA 

JkJLV/XXXV/ uUL/lVlXO XV XX Xl XV/ ■ / */ ^wllv pi vUUvt yX\ 1 I XX W 1 / ili - LVJ - 


NM 014857 


Homo saniens KIAA0471 eene nroduct fKIAA0471), mRNA 

x xv/ xx xv/ iJU'^/iviik? xv 1 1 xx xv/ r / x ^viiv pi v/uuvv xx » / a ^ a*.*-*.^^- 


NM 014812 


Homo saniens KIAA0470 eene nroduct fKlAA0470), mRNA 

JLXV/XXXV/ UUL/lVliLJ JLVXX XX XV/ T / Vf ^WllV pix/^AUVV ^1X1* *>X fcw 1 / V J } aaaa^a, ^ 


NM 014826 


Homo sapiens KIAA0451 gene product (KIAA0451), mRNA 


NM 014675 


Homo saniens K1AA0445 eene nroduct fKIAA0445), mRNA 

JL JLV/XXXV/ OML/lwllu JLVXX XX IV I T %/ ^vllv pi VViVivV y^JLVll T • W / j A A * 


NM 014751 


Homo saniens KIAA0429 eene nroduct (1CIAA0429), mRNA 

JLJLV/JiXXV/ mUI/aVIIiJ JLVXX XX XV/ iX#y Elwliv V/VlUVt yx. VX J i-V i^-rf-^ J» j aaaawa ' ^- *■ 


NM 014724 


Homo sapiens K1AA0426 gene product (KIAA0426), mRNA 


NM 014684 


Homo sapiens KIAA0373 gene product (K1AA0373), mRNA 


NM 014809 


Homo sapiens KIAA0319 gene product (K1AA0319), mRNA 


NM 014727 


Homo sapiens K1AA0304 gene product (KIAA0304), mRNA 


NM 014807 


Homo sapiens KIAA0285 gene product (KIAA0285), mRNA 


NM 014767 


Homo sapiens KIAA0275 gene product (KIAA0275), mRNA 


NM 014785 


Homo sapiens KIAA0258 gene product (KIAA0258), mRNA 
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NM 015153 


Homo sapiens isJ-AAUZh^ proiem v.isj-^^-^^'^^/j 11JXV - L ^^ rk 


NM 014747 


tj /n «. a r,««;,a*-ic VTA AAO'3'7 rr^Ti^ Tvrvw-lnr't rtCTA AO'? ^7^ mRNA 

rlomo sapiens jviAlAUZ d / gene proauci vx^-i^vrvv^ j / iw^^s-l 


NM 014873 


Homo sapiens kjlaauzu j gene proauoi ^isj-fvrw^v^, hixvin^. 


NM 014846 


Homo sapiens KIAA0196 gene product (KIAA0196), mRNA 


NM 014738 


tt ■ y t a a Ai ftc rv A -na «t-/\/1iiot /VTA AOI Q^*\ mT?T\J A 

Homo sapiens JMAAU195 gene proauct (jsJLA/Yuiio;, mtviNA 


NM 014640 


tt - T/"T A A _„ _ J, _ /T/T A A A 1 'TON -m"PT\J A 

Homo sapiens KIAA0173 gene proauct (Jsjaau i / jj, itikjn a 


NM 014666 


tt TT T A A A 1 *7 1 ^ «rA/4iiflf /T/'T A A A 1 *7 1 "\ mPMA 

Homo sapiens KIAA0171 gene proauct (Jsjaaui / 1), mKJNA 


NM 014641 


Homo sapiens KIAA0170 gene product (KIAA0170), mRNA 


NM_014737 


Homo sapiens Ras association (KalulJo/Ar-o; domain iamuy z ^KAoorz;, 
mRNA 


NM 014770 


Homo sapiens KIAA0167 gene proauct (KIAAuio / >, mKJNA 


NM 014739 


Homo sapiens KIAA0164 gene proauct (KlAAUio'rj, itikina 


NMJ) 14865 


Homo sapiens chromosome conaensation-relatea ^Jvic-associaiea protein 1 
(KIAA0159), mRNA 


NM 014748 


Homo sapiens K1AA0064 gene proauct (KJLAAUUo^ >, mKJN/\ 


NM 014876 


Homo sapiens KlAAOuoi gene proauct (^jjLJLA/vuuo^ j, misJN/\ 


NM 014764 


Homo sapiens DAZ associated protein z (JDA/^/vrz j, mKJN a 


NM 014875 


tt i T/T a A AA/IO /va«^ «fn/4nnf n^TA A A f\AO\ fnT?T\TA 

Homo sapiens rLiAAl)U4Z gene proauct {jsaj\j\\j\j**z ), rruviN/\ 


NM 014642 


Homo sapiens KIAA0036 gene product (KIAA0036), mRNA 


NM 015340 


Homo sapiens leucyl-tKJNA syntnetase, nutocnonanai {jsaj\j\v\jzc>), uusa\j^. 


NM 014634 


Homo sapiens KIAA0015 gene proauct (KJLA/vuuid;, niKJN/v 


NM 014783 


Homo sapiens KIAA0013 gene proauct (K1AAUUI3), mKJNA 


NM 014008 


TT * TX <C "1 _ j _ ' _ / TTV Vf 1 \ , T~> \T A 

Homo sapiens JM1 protein (JM1), mRJSIA 


NMJ)14066 


Homo sapiens HT002 protein; hypertension-related calcium-regulated gene 
(HT002), mRNA 


NM 014154 


Homo sapiens HSPC056 protein (HSrCioo), mKJNA 


NM 014153 


Homo sapiens HSPC055 protein (HbrUUDDj, mKJNA 


NM 014150 


Homo sapiens HSPC052 protein (MbrCU^zj, nuciNA 


NM 014149 


Homo sapiens HSPC04y protein (H.i)JrCU4y;, mKJNA 


NM 014029 


Homo sapiens HSPC022 protein (HSPC022), mRNA 


NM 014027 


Homo sapiens HSPCO lb protein (H^rUUIoj, mKJNA 


NM 014019 


Homo sapiens HSPC009 protein (iHSrCUUV;, itikjn a 


NM 015372 


Homo sapiens hypothetical protein (HbJN44A4A j ), mKJNA 


NM 015343 


Homo sapiens hypothetical protein (H6AU1 lyioj, itikjn a 


NMJ) 14063 


Homo sapiens src homology 3 domain-containing protein i±ur-DD ^tiiroj i, 

T> Tv T A 

mRJSIA 


NM 014052 


Homo sapiens OWlzb protein (kjvv Izoj, mKJNA 


NM 014888 


Homo sapiens preaictea osteoDJast protein ^uoj /ooj, mxsj.>j/\ 


NM 014030 


rlomo sapiens vj protem-coupiea receptor Kinabe-iiiicrd.^Lux 1 ^vj±j. 11, uiru>in. 


NM 014077 


Homo sapiens JJJ&JrZJr3ooiJUiziJ protein ^uivr^rjoQuu i^v/;, iiuu^n. 


NM 015425 


rlomo sapiens JJKJ^Z/rr>ooiviuizz proxem \^LJss^^xJo\jiyi\ji.^^j, nixvi^^v 


NM 015456 


rlomo sapiens iJJMrZ,r2>oor>UDiy proiem ^jjrvrz,r jouduj 171, humn/\ 


NM 015393 


rlomo sapiens JL)lsJr , Z,r jo4UUoZo proiem ^iJrvr'Z^r^jO^+vjuoz.oi, iiuxin^v 


NM 015421 


Homo sapiens JL'JKJrZ.rDo4KZUo/ protein ^j^jsJ H z-,x'jo £ fJs.zuoz), ituxin/a. 


NM 015415 


Homo sapiens lJj<LrZ,r jo4r>lo/ protein {Lsb^z J rDO £ *r>LO/ 1, itiisj.n/\ 


NM 015527 


Homo sapiens DJKJrZF434rl /dU protem (ujsjz,™^! /->^> 5 ttttun/v 


1N1V1 V 1 o 


Homo <;ar)ien«; DKFZP434K171 nrotein (DKFZP434K171), mRNA 


NM 015599 


Homo sapiens N-acetylglucosamine-phosphate mutase (AGM1), mRNA 


NM 015434 


Homo sapiens DKFZP434B168 protein (DKFZP434B168), mRNA 


NM 015699 


Homo sapiens hypothetical protein (DJ159A19.3), mRNA 


NM 015697 


Homo sapiens hypothetical protein (CL640), mRNA 


NM 015702 


Homo sapiens hypothetical protein (CL25022), mRNA 



460 

BNSDOCID:<WO 03074654A2 I > 



WO 03/074654 



PCT/US03/05028 



NM 015703 


Homo sapiens CGI-96 protein (CGI-96), niRNA 


NM 015380 


Homo sapiens CGI-51 protein (CGI-51), mRNA 


NM 014143 


Homo sapiens B7-Hlj>rotein (B7-H1), mRNA 


NM 014062 


Homo sapiens ART-4 protein (ART-4), mRNA 


NM 014596 

J. T i.Y_L \_/ X -X W 


Homo sapiens zinc ribbon domain containing, 1 (ZNRD1), mRNA 


NM 014519 


Homo sapiens zinc finger protein 232 (ZNF232), mRNA 


NM 014417 

xNxVJL v/ IttJ / 


Homo sapiens zinc/iron regulated transporter-like (ZIRTL), mRNA 


MM OlS^frt 

±>lxVX V/ 1 JJ \J-J 


Homo sapiens zinc finger, imprinted 2 (ZIM2), mRNA 




Homo sapiens vesicle-associated membrane protein 2 (synaptobrevin 2) 
(VAMP2), mRNA 


NM 014233 


Homo sapiens upstream binding transcription factor, RNA polymerase 1 (UB Lb), 
mRNA 


NM 014235 


Homo sapiens ubiquitin-like 4 (UBL4), mRNA 


NM 014383 


Homo sapiens testis zinc finger protein (TZFP), mRNA 


NM 014547 

X n XVX V/ A T mJ r / 


Homo sapiens tropomodulin 3 (ubiquitous) (TMOD3), mRNA 


NM 014548 


Homo sapiens tropomodulin 2 (neuronal) (TMOD2), mRNA 


"MM 014464 


Homo sapiens tubulointerstitial nephritis antigen (TIN- AG), mRNA 


NM 014258 


Homo sapiens synaptonemal complex protein 2 (SYCP2), mRNA 


NM 014370 


Homo sapiens serine/threonine kinase 23 (STK23), mRNA 


NM 014264 


Homo sapiens serine/threonine kinase 18 (STK18), mRNA 


NM 014467 


Homo sapiens sushi -repeat protein (SRPUL), mRNA 


NM 014230 


Homo sapiens signal recognition particle 68kD (SRP68), mRNA 




Homo ^aniens nutative heme-bindine orotein (SOUL), mRNA 


NM 014426 


Homo sapiens sorting nexin 5 (SNX5), mRNA 


NM_014311 


Homo sapiens single-strand selective monofunctional uracil DNA glycosylase 


NM 014970 


Unmn Qanien*? solute carrier familv 7 (cationic amino acid transporter, y+ 
svstem, member 9 CSLC7A9), mRNA 


NM 014252 


Homo sapiens solute carrier family 25 (mitochondrial carrier; ornithine 
transporter) member 15 (SLC25A15), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 014251 


Homo sapiens solute carrier family 25, member 13 (citrin) (SLC25A13), mRNA 


NM 014442 


Homo sapiens sialic acid binding Ig~like lectin 8 (SIGLEC8), mRNA 


NM 014521 


Homo sapiens SH3-domain binding protein 4 (SH3BP4), mRNA 


"NTM 014SS4 


Homo saniens sentrin/SUMO-SDecific nrotease (SENP1), mRNA 




Homo ^aniens sDondvloeniDhvseal dvsnlasia, late (SEDL), mRNA 


NM_014191 


Homo sapiens sodium channel, voltage gated, type VIE, alpha polypeptide 
CSCN8AV mRNA 


NM_014139 


Homo sapiens sodium channel, voltage-gated, type XII, alpha polypeptide 
TSCN12A), mRNA 


NM 014361 


Homo sapiens spastic ataxia of Charlevoix-Saguenay (sacsin) (SACS), mRNA 


NM 014285 


Homo sapiens homolog of Yeast RRP4 (ribosomal RNA processing 4), 3-5'- 
exoribonuclease (RRP4), mRNA 


NM 014496 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 6 (RPS6KA6), 
mRNA 


NM 014245 


Homo sapiens ring finger protein 7 (RNF7), mRNA 


NM 014372 


Homo sapiens ring finger protein 1 1 (RNF1 1), mRNA 


NM 014314 


Homo sapiens RNA helicase (RIG-I), mRNA 


NM 014470 


Homo sapiens GTP-binding protein (RH06), mRNA 


NM 014248 


Homo sapiens ring-box 1 (RBX1), mRNA 


NM 014226 


Homo sapiens renal tumor antigen (RAGE), mRNA 


NM 014488 


Homo sapiens RAB30, member RAS oncogene family (RAB30), mRNA 
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NM 014353 


Homo sapiens RABzo, member KAb oncogene iamiiy {ssu\r>z.o) 9 mtviN/v 


NM 014410 


Homo sapiens clustenn-like 1 (retinal) (L-lAJJLij, mKJNA 


NM 015725 


Homo sapiens photoreceptor outer segment all-trans retinol dehydrogenase 

/TT»T» T"fc T\TT\ — T)\T A 

(PRRDH), mRJNA 


NM_005973 


Homo sapiens papillary renal cell carcinoma (translocation-associated) (PRCC), 

r\\T A 

mRNA 


NM 014337 


Homo sapiens peptidylprolyl isomerase (cyciopmiinj-iiKe z ^rriLz;, iiixu.n/\ 


NM_0 14348 


Homo sapiens similar to rat integral membrane glycoprotein POM121 

/~T-\S~\~K AT 1 ^ 1 T 1 \ -~-.Tl XT A 

(POM121L1), mKJNA 


NM 015720 


Homo sapiens endoglycan (PODLX2), mRNA 


NM 014386 


Homo sapiens polycystic kidney disease z-like z (rKlJZLZj, mtCN a 


NM 014390 


Homo sapiens EBNA-2 co-activator (lOOkD) (plOO), mRNA 


NM_0 14321 


Homo sapiens origin recognition complex, subunit 6 (yeast homolog)-like 
(ORC6L), mRNA 


NM_0 14566 


Homo sapiens olfactory receptor, family 1, subiamily D, member f> (OKlLoj, 
mRNA 


NM_0 14565 


Homo sapiens olfactory receptor, family 1, subfamily A, member 1 (OR1A1), 
mRNA 


NM 014352 


Homo sapiens POU transcription factor (OCT1 1), mRNA 


NM_0 14581 


tt J . i • j ■ ^ ■ _ " ^T> / /"\T> TIOT) \ . _ , T> "NT A 

Homo sapiens odorant-bmding protein 2B (OBP2B), mRNA 


NM 014582 


Homo sapiens odorant-bmdmg protein 2A (OBr2A), mKJNA 


NM_0 14142 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 5 
(NUDT5), mRNA 


NM_0 14502 


Homo sapiens nuclear matrix protein NMP200 related to splicing lactor FKF iy 
(NMP200), mRNA 


NM 014328 


Homo sapiens nesca protein (NbbCA), mKJNA 


NM_0 14222 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 8 
(19kD, PCjIV) (JNUUrAo), mKJNA 


NM 015678 


Homo sapiens neurobeachin (NBEA), mRNA 


NM 014461 


Homo sapiens contactm o vv^n unoj, rnxuN/v 


NM 014520 


Homo sapiens MYB binding protein (P 160) la (MYBBP1A), mRNA 


"X TTk JT /"VI yliTl 1 

NM 014221 


Homo sapiens mature 1 -cell proliieration i ^jyl i K^r i ) 9 mKJN/Y 


NM 005927 


Homo sapiens microtibnllar-associatea protem 3 (JVLrAr jj, mKJN/\ 


NM 014623 


Homo sapiens male-enhanced antigen (ME A), mRNA 


NM 014462 


Homo sapiens Lsml protein (LoMl), mKJNA 


NM_0 14622 


Homo sapiens loss of heterozygosity, 1 1 , chromosomal region 2, gene A 
(LOH1 1CR2A), mRNA 


NM 014240 


Homo sapiens L1M domains containing 1 (LIMD1), mRNA 


NM 014564 


Homo sapiens LJM homeobox protein 3 (l^HJvJ ), mKJNA 


NM 014553 


Homo sapiens LBP protein (LBP-9), mRNA 


NM 014387 


Homo sapiens linker tor activation ot 1 cells (LAlj, mKJNA 


NM 014379 


Homo sapiens neuronal potassium channel alpha subunit (KV8.1), mRNA 


NM_014514 


Homo sapiens killer cell immunoglobulin-like receptor, three domains, short 
cytoplasmic tail, 1 (KIR3DS1), mRNA 


NM_014513 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, short 
cytoplasmic tail, 5 (KIR2DS5), mRNA 


JNJYl_U140 1Z 


nomo sapiens Killer ceu immunogio ou im-iiKc recepior, iwu uumamb, onuit 
cytoplasmic tail, 1 (KIR2DS1), mRNA 


NM_014511 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 3 (KIR2DL3), mRNA 


NM_014219 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 2 (KIR2DL2), mRNA 
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NM_014218 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 1 (KIR2DL1), mRNA 


NM_0 14765 


Homo sapiens translocase of outer mitochondrial membrane 20 (yeast) homolog 
(I<IAA0016),mRNA 


NM_0 14406 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, beta member 3-like (KCNMB3L), mRNA 


NM_0 14407 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M beta member 3 (KCNMB3), mRNA 


NM 014216 


Homo sapiens inositol 1,3,4-triphosphate 5/6 kinase (ITPK1), mRNA 


NM 014425 


Homo sapiens inversin (INVS), mRNA 


NM 014214 


Homo sapiens inositol(myo)-l(or 4)-monophosphatase 2 (EVEPA2), mRNA 


NM_0 14271 


Homo sapiens interleukin 1 receptor accessory protein-like 1 (IL1RAPL1), 
mRNA 


NM 014339 


Homo sapiens interleukin 17 receptor (TL17R), mRNA 


NM 014443 


Homo sapiens interleukin 17B (3L17B), mRNA 


NM 014333 


Homo sapiens immunoglobulin superfamily, member 4 (IGSF4), mRNA 


NM 014262 


Homo sapiens hypothetical protein B (HSU47926), mRNA 


NM_0 14424 


Homo sapiens heat shock 27kD protein family, member 7 (cardiovascular) 
(HSPB7) 5 mRNA 


NM 014473 


Homo sapiens putative dimethyladenosine transferase (HSA9761), mRNA 


NM 015370 


Homo sapiens hypothetical protein (HS747E2A), mRNA 


NM 015371 


Homo sapiens hypothetical protein (HS322B1A), mRNA 


NM 014345 


Homo sapiens endocrine regulator (HRJHFB2436), mRNA 


NM 014255 


Homo sapiens transmembrane protein 4 (TMEM4), mRNA 


NM 014257 


Homo sapiens CD209 antigen-like (CD209L), mRNA 


NM 014213 


Homo sapiens homeo box D9 (HOXD9), mRNA 


NM 014620 


Homo sapiens homeo box C4 (HOXC4), mRNA 


NM 014212 


Homo sapiens homeo box CI 1 (HOXC1 1), mRNA 


NM 014260 


Homo sapiens HLA class II region expressed gene KE2 (HKE2), mRNA 


NM 014356 


Homo sapiens HGC6.2 protein (HGC6.2), mRNA 


NM 014354 


Homo sapiens HGC6. 1 . 1 protein (HGC6. 1.1), mRNA 


NM_0 14571 


Homo sapiens hairy/enhancer-of-split related with YRPW motif-like (HEYL), 
mRNA 


NM 014606 


Homo sapiens hect domain and RLD 3 (HERC3), mRNA 


NM 015726 


Homo sapiens H326 (H326), mRNA 


NM 014619 


Homo sapiens glutamate receptor, ionotropic, kainate 4 (GRIK4), mRNA 


NM 014626 


Homo sapiens G protein-coupled receptor 58 (GPR58), mRNA 


NM 014627 


Homo sapiens G protein-coupled receptor 57 (GPR57), mRNA 


NM 014498 


Homo sapiens type II Golgi membrane protein (GPP130), mRNA 


NM 014373 


Homo sapiens putative G protein-coupled receptor (GPCR150), mRNA 


NM 014236 


Homo sapiens glyceronephosphate O-acyltransferase (GNPAT), mRNA 


NM_015710 


Homo sapiens glioma tumor suppressor candidate region gene 2 (GLTSCR2), 
mRNA 


NM_015711 


Homo sapiens glioma tumor suppressor candidate region gene 1 (GLTSCR1), 
mRNA 


NM 015715 


Homo sapiens group HI secreted phospholipase A2 (GIH-SPLA2), mRNA 


NM_0 14291 


Homo sapiens glycine C-acetyltransf erase (2-amino-3-ketobutyrate coenzyme A 
ligase) (GCAT), mRNA 


NM_0 14364 


Homo sapiens glyceraldehyde-3 -phosphate dehydrogenase, testis-specific 
(GAPDS), mRNA 


NM 015714 


Homo sapiens putative lymphocyte G0/G1 switch gene (G0S2), mRNA 


NM 014489 


Homo sapiens FGF receptor activating protein 1 (FRAG1), mRNA 
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NM_0 14585 


Homo sapiens solute carrier family 11 (proton-coupled divalent metal ion 
transporters), member 3 (SLC1 1 A3), mRNA 


NM 014344 


Homo sapiens putative secreted ligand homologous to fix! (t JXi), mKJNA 


NM 014439 


Homo sapiens Interleukin-1 Superfamily z (FILl(ZETA)), mRNA 


NM 014440 


Homo sapiens Interleukin-1 Superfamily 1 (FILl(EPSILON)), mRNA 


NM 014438 


Homo sapiens Interleukin-1 Superfamily e (FEL1), mRNA 


NM 014210 


Homo sapiens ecotropic viral integration site 2A (EVI2A), mRNA 


NM 014355 


Homo sapiens enolase alpha, lung-specific (ENOIB), mRNA 


NM 014600 


Homo sapiens EH-domain containing 3 (EHD3), mRNA 


NM 014601 


Homo sapiens EH-domain containing 2 (EHD2), mRNA 


NM 014503 


Homo sapiens down-regulated in metastasis (DRIM), mRNA 


NM 014549 


Homo sapiens DKFZp434P211 protein (DKFZP434P211), mRNA 


NM_014388 


Homo sapiens novel putative protein similar to YIL091C yeast hypothetical 84 
kD protein from SGA1-KTR7 (DJ434014.5), mRNA 


NM_014618 


Homo sapiens deleted in bladder cancer chromosome region candidate 1 
(DBCCR1), mRNA 


NM 014392 


Homo sapiens neuron-specific protein (D4S234E), mRNA 


NM 004389 


Homo sapiens catenin (cadherin-associated protein), alpha 2 (CTNNA2), mRNA 


NM 014343 


Homo sapiens claudin 15 (CLDN15), mRNA 


NM 0148S7 


Homo sapiens hypothetical protein fromBCRA2 region (CG005), mRNA 


NM 014207 


Homo sapiens CD5 antigen (p56-62) (CD5), mRNA 


NM 014335 


Homo sapiens chromosome 15 open reading frame 3 (C1SORF3), mRNA 


NM 014206 


Homo sapiens chromosome 11 open reading frame 10 (CI lorflO), mRNA 


NM 014453 


Homo sapiens putative breast adenocarcinoma marker (32kD) (BC-2), mRNA 


NM_014382 


Homo sapiens ATPase, Ca++ transporting, type 2C, member 1 (ATP2C1), 
mRNA 


NM_014570 


Homo sapiens ADP-ribosylation factor GTPase activating protein 1 
(ARFGAP1), mRNA 


NM 014278 


Homo sapiens heat shock protein (hspl 10 family) (APG-1), mRNA 


NM 014495 


Homo sapiens angiopoietin-like 3 (ANGPTL3), mRNA 


NM_004037 


Homo sapiens adenosine monophosphate deaminase 2 (isoform L) (AMPD2), 
mRNA 


NM 014324 


Homo sapiens alpha-methylacyl-CoA racemase (AMACR), mRNA 


NM 014476 


Homo sapiens alpha-actinin-2-associated LIM protein (ALP), mRNA 


NM 014423 


Homo^sapiens ALL1 fused gene from 5q31 (AF5Q31), mRNA 


NM_0 14590 


Homo sapiens endogenous retroviral family W, env(C7), member 1 (syncytin) 
(ERVWE1), mRNA 


NM 014486 


Homo sapiens neuronal thread protein (AD7C-NTP), mRNA 


NM_014384 


Homo sapiens acyl-Coenzyme A dehydrogenase family, member 8 (ACAD8), 
mRNA 


NM 014274 


Homo sapiens Alu-binding protein with zinc finger domain (ABP/ZF), mRNA 


NM 014444 


Homo sapiens gamma tubulin ring complex protein (76p gene) (76P), mRNA 


NM_007082 


Homo sapiens RAB, member of RAS oncogene family-like 2A (RABL2A), 
mRNA 


NM_013412 


Homo sapiens RAB, member of RAS oncogene family-like 2A (RABL2A), 
transcript variant 1, mRNA 


NM_005036 


Homo sapiens peroxisome proliferative activated receptor, alpha (PPARA), 
mRNA 


NM_000793 


Homo sapiens deiodinase, iodothyronine, type II (DI02), transcript variant 2, 
mRNA 


NM_013989 


Homo sapiens deiodinase, iodothyronine, type II (DI02), transcript variant 1, 
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NM 004323 


Homo sapiens BC-Lz-associatea atnanogene ^daui;, irnvrs^ 


NM 000156 


Homo sapiens guaniamoacetate jN-meinyiixansiercibc j, huun/v 


NM 002782 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 6 (PSG6), mRNA 


NM 005523 


Homo sapiens homeo box Al 1 (HUAAl I mKJN/v 


NM 007050 


Homo sapiens protein tyrosine phosphatase, receptor type, T (PTPRT), mRNA 


NM 006249 


Homo sapiens prolme-nch protein BstNl subtamily 3 (rK±J3 ), itlkina 


NM 005529 


Homo sapiens heparan suliate proteoglycan 2 (penecan; ^n^ruzj, nusaNA 


NM_005187 


Homo sapiens core-binding factor, runt domain, aipna suounn: z, translocated 10, 
3 (CBFA2T3), mRNA 


NM_0O5565 


Homo sapiens lymphocyte cytosohc protein 2 {priz domain-containing 
leukocyte protem of 76kD) (LCP2), mKJNA 


NM 002298 


Homo sapiens lymphocyte cytosolic protein 1 (L-plastin) (LCP1), mRNA 


NM 005190 


Homo sapiens cychn C (CCNC), mRNA 


NM_005415 


Homo sapiens solute carrier family 20 (phosphate transporter), member 1 
(SLC20A1), mRNA 


NM 001040 


Homo sapiens sex hormone-binding globulin (SHBG), mRNA 


NM_002777 


Homo sapiens proteinase 3 (serine proteinase, neutrophil, Wegener 
granulomatosis autoantigen) (PRTN3), mRNA 


NM_005199 


Homo sapiens cholinergic receptor, nicotinic, gamma polypeptide (CllKJNUj, 
mRNA 


NM_0 13936 


Homo sapiens olfactory receptor, family 12, subfamily D, member 2 (OR12D2), 
mRNA 


NM_0 13937 


Homo sapiens olfactory receptor, family 11, subtamily A, member 1 (OKI 1A1), 
mRNA 


NM_013940 


Homo sapiens olfactory receptor, family 10, subfamily H, member 1 (.OKlUiil), 
mRNA 


NM_013941 


Homo sapiens olfactory receptor, family 10, subfamily C, member 1 (UKIUCIJ, 
mRNA 


NM_013938 


Homo sapiens olfactory receptor, family 10, subtamily rl, memoer ^ ^K.iun^;, 
mRNA 


NM_013939 


Homo sapiens olfactory receptor, family 10, subfamily H, member 2 (OR10H2), 
mRNA 


NM 013452 


Homo sapiens vanable charge, X chromosome (VLa), mKJNA 


NM 013437 


Homo sapiens potential tumor suppressor (ST7), mRNA 


NM 013440 


Homo sapiens paired immunoglobulin-like receptor beta (PILR(BETA)), mRNA 


NM_0 13439 


Homo sapiens paired immunoglobulin-like receptor alpha LLK^ALrtiAj;, 
mRNA 


NM 013446 


Homo sapiens makonn, ring finger protein, 1 (JVU<a<JN l j, mKJN/v 


NM 007267 


Homo sapiens expressed in activated T/LAK lymphocytes (LAK-4P), mRNA 


NM_0 13450 


Homo sapiens bromodomam adjacent to zmc finger domain, 2B (BAZ.2BJ, 
mRNA , 


NM_0 13448 


Homo sapiens bromodomam adjacent to zinc finger domain, 1A (BAZ.IA), 
mRNA 


NM_000033 


Homo sapiens ATP-bmdmg cassette, sub-family D (ALD), member 1 (AtJCUi;, 
mRNA 


NM 002593 


Homo sapiens procollagen C-enaopeptiaase enhancer {rLAji^xij, iiikina 


NM UU4MJ4 


xiomo sapiens riiv-i ivev umumg ^jiutciii y±±i\j^j, ull^x^^ 


NM_004131 


Homo sapiens granzyme B (granzyme 2, cytotoxic T-lymphocyte-associated 
serine esterase 1) (GZMB), mRNA 


NM 000791 


Homo sapiens dihydrofolate reductase (DHFR), mRNA 


NM 004335 


Homo sapiens bone marrow stromal cell antigen 2 (BST2), mRNA 


NM 001197 


Homo sapiens BCL2-interacting killer (apoptosis-inducing) (BIK), mRNA 
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NM 000487 


Homo sapiens arylsulfatase A (ARSA), mRNA 


NM_004597 


Homo sapiens small nuclear ribonucleoprotein D2 polypeptide (16.5kD) 
(SNRPD2), mRNA 


NM 006194 


Homo sapiens paired box gene 9 (PAX9), mRNA 


NM 013330 


Homo sapiens NME7 (NME7), mRNA 


NM 012476 


Homo sapiens ventral anterior homeobox 2 (VAX2), mRNA 


NM 012253 


Homo sapiens transketolase-like 1 (TKTL1), mRNA 


NM 012268 


Homo sapiens similar to vaccinia virus Hindm K4L ORF (HU-K4), mRNA 


NM 002017 


Homo sapiens Friend leukemia virus integration 1 (FLU), mRNA 


NM 006769 


Homo sapiens LIM domain only 4 (LM04), mRNA 


NM_002260 


Homo sapiens killer cell lectin-like receptor subfamily C, member 2 (KLRC2), 
mRNA 


NM 005317 


Homo sapiens granzyme M (lymphocyte met-ase 1) (GZMM), mRNA 


NM 004417 


Homo sapiens dual specificity phosphatase 1 (DUSP1), mRNA 


NM 012125 


Homo sapiens cholinergic receptor, muscarinic 5 (CHRM5), mRNA 


NM 001236 


Homo sapiens carbonyl reductase 3 (CBR3), mRNA 


NM 013343 


Homo sapiens NAG-7 protein (NAG-7), mRNA 


NM 013344 


Homo sapiens leucine zipper-like protein (LZLP), mRNA 


NM 013236 


Homo sapiens like mouse brain protein E46 (E46L), mRNA 


NM 013380 


Homo sapiens zinc finger protein 228 (ZNF228), mRNA 


NM 013362 


Homo sapiens zinc finger protein 225 (ZNF225), mRNA 


NM 013398 


Homo sapiens zinc finger protein 224 (ZNF224), mRNA 


NM 013361 


Homo sapiens zinc finger protein 223 (ZNF223), mRNA 


NM 013360 


Homo sapiens zinc finger protein 222 (ZNF222), mRNA 


NM 013359 


Homo sapiens zinc finger protein 221 (ZNF221), mRNA 


NM 013250 


Homo sapiens zinc finger protein 215 (ZNF215), mRNA 


NM 013249 


Homo sapiens zinc finger protein 214 (ZNF214), mRNA 


NM 013256 


Homo sapiens zinc finger protein 180 (HHZ168) (ZNF180), mRNA 


NM 013371 


Homo sapiens interleukin 19 (IL19), mRNA 


NM 013403 


Homo sapiens zinedin (ZIN), mRNA 


NM 013378 


Homo sapiens pre-B lymphocyte gene 3 (VPREB3), mRNA 


NM 013270 


Homo sapiens testes-specific protease 50 (TSP50), mRNA 


NMJ313381 


Homo sapiens thyrotropin-releasing hormone degrading ectoenzyme (TRHDE), 
mRNA 


NM_013315 


Homo sapiens transmembrane phosphatase with tensin homology (TPl M), 
mRNA 


NM 013353 


Homo sapiens tropomodulin 4 (muscle) (TMOD4), mRNA 


NM 013390 


Homo sapiens transmembrane protein 2 (TMEM2), mRNA 


NM 013319 


Homo sapiens transitional epithelia response protein ( ItiKHi), mRNA 


NM 013254 


Homo sapiens TANK-binding kinase 1 (TBK1), mRNA 


NM_013309 


Homo sapiens solute carrier family 30 (zinc transporter), member 4 (SLC30A4), 
mRNA 


NM 013356 


Homo sapiens monocarboxylate transporter 3 (SLC16A8), mRNA 


NM 013257 


Homo sapiens serum/glucocorticoid regulated kinase-like (SGKL), mRNA 


NM 013376 


Homo sapiens CDK4-binding protein p34SEIl (SEI1), mRNA 


NM 013243 


Homo sapiens secretogranin HI (SCG3), mRNA 


NM_013352 


Homo sapiens squamous cell carcinoma antigen recognized by 1 cell tbAKi-z;, 
mRNA 


NM 013401 


Homo sapiens RAB3A interacting protein (rabin3)-like 1 (RAB3DL1), mRNA 


NM 013237 


Homo sapiens pxl9-like protein (PX19), mRNA 


NM 013261 


Homo sapiens peroxisome proliferative activated receptor, gamma, coactivator 1 
1 (PP ARGC 1 ) , mRNA 
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Homo sapiens placental protein 13 (PP13), niRNA 


NM 013382 


Homo sapiens putative protein O-mannosyltransferase (POMT2), mRNA 


NM 013232 


Homo sapiens programmed cell death 6 (PDCD6), mRNA 


KM 013397 

IN 1YJL Ul JJ/ / 


Homo sapiens over-expressed breast tumor protein (OBTP), mRNA 


NM_013389 


Homo sapiens NPC1 (Niemann-Pick disease, type CI, gene)-hke 1 (NPC1L1), 
mRNA 


MM 01^26 

J.NJLVA U1JJZ.U 


Homo sapiens colon cancer-associated protein Micl (MIC1), mRNA 


TsjTV/f 013238 


Homo sapiens DNAJ domain-containing (MGI), mRNA 


NM 013269 


Homo sapiens lectin-like NK cell receptor (LLT1), mRNA 


XTIV/T m ^2R0 


Homo sapiens killer cell immunoglobulin-like receptor, three domains, long 
cytoplasmic tail, 1 (KIR3DL1'), mRNA 


xtm n 1 ^ ^ 1 1 


Hnmo <;ar)iens insulin irostream factor 1 (IUF1), mRNA 


NM 013278 


Homo sapiens interleukin 17C (LL17Q, mRNA 


KTN/T 0119Q9 
iNlVl_U 1j^7^ 


Homo saoiens (clone PWHLC2-24) myosin light cham 2 (HUMMLC2B), 
mRNA 


NM_0 13288 


Homo sapiens DNA binding protein for surfactant protein B (HIJMBINDC), 
mRNA 


NM_0 13244 


Homo sapiens XJDP-N-acetylglucosamine:a-l,3-D-mannoside beta-l,4-N- 
on^/lfrlnmcnminvltrfinsferase IV-homoloe (HGNT-TV-H), mRNA 


INlvl UIj^O^ 


w^mn c^nipn^ CTrnifldntTonin-reeulated testicular RNA helicase (GRTH), mRNA 


NM_013281 


Homo sapiens fibronectin leucine rich transmembrane protein 3 (FLRT3), 

IILCvlN/T. — 


NM_0 13231 


Homo sapiens fibronectin leucine rich transmembrane protein 2 (FLRT2), 

ITUNJLn/A. . - 


NM 013241 


Homo sapiens FH1/FH2 domain-containing protein (FHOS), mRNA 


JNJV1_U 1 J 


ii ftmft earners TCF3 fE2A^ fusion partner (in childhood Leukemia) (TFPT), 
mPN A 


NM_0 13246 


Homo sapiens cardiotrophin-like cytokine; neurotrophm-l/B-cell stimulating 

fartor-3 (CLO mRNA 


XTN/f fil ^ ^ 79 
iNiVl_U LDD 1 £ 


Rnmo <?aniens cvsteine knot superfamily 1, BMP antagonist 1 (CKTSF1B1), 
mRNA 


NM 013397 


Homo sapiens CGI-56 protein (CGI-56), mRNA 


NM 013930 


Homo sapiens CD24 antigen (small cell lung carcinoma cluster 4 antigen) 
(CD24), mRNA 


NM 013276 


Homo sapiens carbohydrate kinase-like (CARKL), mRNA 


NM 013399 


Homo sapiens chromosome 16 open reading frame 5 (C16orf5), mRNA 


NM 006765 


Homo sapiens Putative prostate cancer tumor suppressor (N33), mRNA 


NM 0067Q9 


Homo sapiens mortality factor 4 (MORF4), mRNA 


NM 000397 


Homo sapiens cytochrome b-245, beta polypeptide (chronic granulomatous 
disease") fCYBBY mRNA 


NM 00S09R 


Homo sapiens musculin (activated B-cell factor-1) (MSC), mRNA 


NM 006144 


Homo sapiens eranzvme A (granzyme 1, cytotoxic T-lymphocyte-associated 
serine esterase 3) (GZMA), mRNA 


NM 009047 

IN IV A \J\J ^xf^e l 


Hom^ sapiens glycyl-tRNA svnthetase (GARS), mRNA 


NM 004405 

J. > IV X \J\J \ \\J \J 


Homo sapiens distal-less homeo box 2 (DLX2), mRNA 


NM 004371 


Homo sapiens coatomer protein complex, subunit alpha (COP A), mRNA 


NM 005181 


Homo sapiens carbonic anhydrase HI, muscle specific (CA3), mRNA 


NM 001663 


Homo sapiens ADP-ribosylation factor 6 (ARF6), mRNA 


NM 001662 


Homo sapiens ADP-ribosylation factor 5 (ARF5), mRNA 


NM 001660 


Homo sapiens ADP-ribosylation factor 4 (ARF4), mRNA 


NM 001658 


Homo sapiens ADP-ribosylation factor 1 (ARF1), mRNA 


NM 000492 


Homo sapiens cystic fibrosis transmembrane conductance regulator, ATP- 
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binding cassette (sub-iamily C, member /) (Or IK), mKiNA 


NM_003560 


Homo sapiens phospholipase A2, group vi ^cytosonc, caicium-inaepenaeni; 
(PLA2G6), mRNA 


NM 004004 


Homo sapiens gap junction protein, beta z, zoku (connexm zo; (ojrizj, iiuum a 


NM 005198 


Homo sapiens choline kmase-like (CHKLJ, mKJN A 


NM 012482 


Homo sapiens zinc finger protein 281 (ZJNrzb 1), mKJN A 


NM 012256 


Homo sapiens zinc finger protein 212 (ZINrzlz), mKJNA 


NMJ) 12479 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, gamma polypeptide (Y WJtiAvj), mKJNA 


NM 012255 


Homo sapiens 5 -3 exoribonuclease 2 (XKJN2), mKJNA 


NM 012474 


Homo sapiens undme monophosphate kinase (UMrJsj, mKJNA 


NM 012473 


Homo sapiens thioredoxm, mitochondrial (1XJN2), mKJNA 


NM 012466 


Homo sapiens tetraspanm TM4-B (1M4-B), mKJNA 


NM 012465 


Homo sapiens tolloid-hke 2 (ILL2), mKJNA 


NM 012464 


xx j. 11 • j i "1 1 /TT T 1\ ^,T)\TA 

Homo sapiens tolloid-hke 1 (TLL1), mRNA 


NM 012290 


Homo sapiens tousled-like kinase 1 (TLK1), mRNA 


NM 012455 


Homo sapiens SEC7 homolog (TIC), mRNA 


NM 012454 


Homo sapiens T-cell lymphoma mvasion ana metastasis l\Y iajviz;, hikina 


NM 012251 


Homo sapiens transcription factor A 5 mitochondrial (IJbAM), mKJNA 


NM 012451 


Homo sapiens synaptogynn 4 (SYNGR4), mRNA 


NMJH244S 


Homo sapiens signal transducer and activator of transcription 5B (STAT5B), 
mRNA 


NM 012447 


Homo sapiens stromal antigen 3 (STAG3), mRNA 


NM 012445 


Homo sapiens spondm 2, extracellular matrix protein (SPON2), mRNA 


NM 012443 


Homo sapiens sperm associated antigen 6 (SPAG6), mRNA 


NMJ>12244 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 8 (SLC7A8), mRNA 


NMJ 12243 


Homo sapiens solute earner family 35 (UDP-N-acetylglucosamme (UUF- 
GlcNAc) transporter), member 3 (SLC35 A3), mRNA 


NM_012434 


Homo sapiens solute carrier family 17 (anion/sugar transporter), member 5 
(SLC17A5), mRNA 


NM 012432 


Homo sapiens SET domain, bifurcated 1 (SETDB1), mKJNA 


NM 012427 


-r-»- * 1 11*1 * C T T7~ C \ T** \T A 

Homo sapiens kalhkrem 5 (KLK5), mRNA 


NM 012236 


Homo sapiens sex comb on midleg homolog 1 (SCMH1), mRNA 


NMJ 12424 


Homo sapiens ribosomal protein So kinase, 52kD, polypeptide 1 (RF^oKtlj, 
mRNA 


NM 012421 


Homo sapiens rearranged L-myc fusion sequence (KLr), mKJNA 


NM 012415 


Homo sapiens RAD54, S. cerevisiae, homolog ot, B (KADj4r>), mKJNA 


NMJ 12410 


Homo sapiens type I transmembrane receptor (seizure-related protein) (PSK-1), 
mRNA 


NM 012409 


Homo sapiens prion gene complex, downstream (tKindj, mKJN a 


NM 012402 


Homo sapiens partner of RAC1 (arfaptin 2) (POR1), mRNA 


NM 012400 


xx i t i • A*** - ■■ ■ TfT\ /TT>T A 1Pir\\ •*■»-» "D"KT A 

Homo sapiens phospholipase A2, group HD (PLA2G2D), mRNA 


NM 012399 


xx 1 1 i • _l 1 • 1 i,„ - . ____ _j. 'Lain /TVT* i L I >"N. t I > \ xx*"D^T A 

Homo sapiens phosphotidyhnositol transfer protein, beta trlli'iNJhi), mKJNA 


NM 012088 


Homo sapiens 6-phosphogluconolactonase (PGLS), mKJNA 


NM 012395 


Homo sapiens PFTAIRE protein kinase 1 (PFTK1), mRNA 


NJVi_uizjy i 


xiomo sapiens prostaxe epiLneiiLini-apcL'iiiu i_/La iia.iibL'iiptiwii lauiui j_^j-»x 
mRNA 


NM 012385 


Homo sapiens p8 protein (candidate of metastasis 1) (P8), mRNA 


NM 012383 


Homo sapiens osteoclast stimulating factor 1 (OSTF1), mRNA 


NM 012375 


Homo sapiens olfactory receptor, family 52, subfamily A, member 1 (OR52A1), 
mRNA 
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NM_U123o6 


Ur\mA eonipnc nl-faptnrv rpppntor familv 2 subfamily C, member 1 COR2C1), 
mRNA 


xta>t mo^^n 


Hnmr. cnr>ipn<! olfaetnrv recentor familv 1 subfamily F, member 8 (OR1F8), 
mRNA 


XTA K AIOHO 


Hnmn conipnc nlfflotnrv recentor familv 1 subfamily A, member 2 (OR1A2), 

IIUviN/\ 


XTA A (\ 1 0 1 ^ 1 


u nrnri ccm i PnQ rkifflrtnrv receDtor familv 10 subfamily J, member 1 (OR10J1), 

mRNA 


XTAvf CiM'XA^. 
JNiVl UlZj>^J 


TTnmn Qanien<: nuclear fraeile X mental retardation protein interacting protein 1 
fNFTTFTPl^ mRNA 




TTnmn Qa-nipn<? neurotensin recentor 2 fNTSR2\ mRNA 


NM 012343 


Homo sapiens nicotinamide nucleotide transhydrogenase (NNT), mRNA 


JNiVl UlZJ^fZ ! 


Wrvmo cam"pn<; nutarive rransmembrane Drotein fNlVIAV mRNA 


XTA4" 

JNM U1Z:>_>/ 


u rtTnn cqrtipTi«; na^nnharvnaeal enithelium specific protein 1 (JNKSG1), mRNA 


NM 012330 


Homo sapiens histone acetyltransferase (MORF), mRNA 


XTA/T A1 Ofl/^/l 

JNM U1ZU04 


T4i-\T>ir\ cc»T^ip>riQ mainr intrinsic nrotein of lens fiber (1VLLFV mRNA 


NM_012214 


Homo sapiens mannosyl (alpha- 1,3 ^-glycoprotein beta-l,4-N- 
oooi-i/l rrli lrr^c^miViA/ltranQfera^p i<;oen7vme A rMXjrAT4A). mRNA 


XTA li AnTtl 

NM Ulzzlj 


TUi-v-rv-n-» conipnc TYic*irin\/l-r^r» A rlpparHoxvla^p fTvTT „YC^1~) ) . mRNA. 

nOlnO S dpi Clio IlldlOliy 1 v^U/V UC^ai WAyiaot/ ^iya.l« x V -^ J -^/ j uu.vi n »- 


NM_012325 


Homo sapiens microtubule-associated protein, RP/EB family, member 1 

(MAtKJd 1 ), niixIN/V 


NM_012318 


Homo sapiens leucine zipper-EF-hand containing transmembrane protein 1 
^lilivn ), miviN/v 


NM 012317 


Homo sapiens leucine zipper, down-regulated in cancer 1 (LDOC1), mRNA 


NM_012314 


Tj/v,«rt PA«ioT»e v-i 1 1 r»tf»n immiTnocrlf>Knlin-lil^"p rp.cp.ntor two domains, short 
fiomo sapiens iviiier ecu iiiuiiliiiij^ivj uuiin nivv^ i vuw f » *.ww xj.vai.iiaij.ao, u4 * vi * 

cytoplasmic tail, 4 (KIR2DS4), mRNA 


NM_01 23 13 


UAnin coTMPnc iriii*>t- r«pii i mrm in r^crl nHi ilin-1 iVe recentor two domains, short 

MrfAnkcmir tail ^ rKTRO'D^^^ mRNA 

Cytoplasmic tail, j ^jnjjx^j_^oj^, Hirudin. . _ 


JNM_Ulz3 1Z 


Tj Arnn oQm'pnc Villpr ppll immimocrlobiiliTi-Hlce recentor two domains, snort 

pirtnnlncmir tail ? fK'TR?!^??^^ mRNA 

CyiOpidomiC Ldli, jL ^JNJJX^J-ViJ^^, iJUvi^/rv 


JN1V1__U1 ZoU / 


Womrk cjmipriQ rliffprpntiallv exnres^ed in adenocarcinoma of the lung 
n<TTAA0QS7^ mRNA 


NM 012306 


Homo sapiens lifeguard (KIAA0950), mRNA 


INlYi UiZoUZ 


Wnmn canipnQ latronhilin iTCTAA0786^ mRNA 


NM 012295 


Homo sapiens calcineurin binding protein 1 (KIAA0330), mRNA 


XTAyf ftlOOQG 
JNiVl UiZZCSo 


TTnmn qanienq TR AM-like nrotein rKJAA0057\ mRNA 


xta/t ruoosA 
JNM UIZZoO 


Tj ATYin cQTvipnc "N/TORF-rplated aene X (1CIAA0026\ mRNA 


JNM_UlZZo3 


Tj nrnn cam'pnc notiicQiiim vnltapp-^ated channel subfamily G, member 2 
('KrNG?! mRNA 


INivl_U 1 ZZoZ 


Unmn canipTm nota<!sium voltaee-eated channel, Isk-related family, member 1- 
like (KCNE1L), mRNA 


XTA /f n 1 O O *7 Q 
JNM UlZZ/o 


i-Tr*mn ennipne intporin hpta 1 hindinff nrotein fmelusin) 2 (H OB1BP2), mRNA 


NM 012211 


Homo sapiens integrin, alpha 11 (ITGA11), mRNA 


XTAyf A1 'Jill 
JNM UiZZ / / 


T_Tr»mn eonipno r»aTiprpatir hpta cell PTOWth factor (TNGAPV mRNA 


xta/t nnn^ 
JNM UIZZ/j 


tj Arnft cornpnc irtfprlpnVin-1 rpcpntor antagonist homolog 1 (LLlHYl\ mRNA 


NM_0 12259 


Homo sapiens hairy/enhancer-of-split related with YRPW motif 2 (HEY2), 
mRNA 


NM_012258 


Homo sapiens hairy/enhancer-of-split related with YRPW motif 1 (HEY1), 
mRNA 


NM 012257 


Homo sapiens HMG-box containing protein 1 (HBP1), mRNA 


NM_012087 


Homo sapiens general transcription factor HJC, polypeptide 5 (63kD) (GTF3C5), 
mRNA 
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NMJ) 12203 


Homo sapiens giyoxyiate reauctase/nyuruAypyiuvait l^uuwioo^ a v/» 

mKJNA . - 


>JM_0 12202 


riOITlO SSpienS guanine nucieouue uiuuiug piutcm ^vj H A v V? c> 

^OiNvjr j j, iniviNrY — . — 


NM 012084 


Homo sapiens Glutamate dehydrogenase-2 (GLUD2), mRNA 


NM 012191 


U/\rv\A oanionc ni if ofi"\7*=» fllTYirvr CI 1 T"\TM"P Q CAf fV\ IS 9.^ TTlIvNA 


S JM 012185 


rlomo sapiens iorKneau dox hz ^ruAr»z,^, iiu\j.n-tv 


NM 012183 


rlomo sapiens iorKneau dox jlo ^ruAi/jj, iiuvln^v 


NM 012153 


Homo sapiens rits no mo 10 go us iat/iur ycjnr j 9 iiusj.^^. 


NMJ) 12080 


Homo sapiens ujn/v segmenx, ntunerous uupica, cApico&^vi puuw v vjlj a e vii v 
(DXF68S1E), mRNA 


NM 012148 


Homo sapiens double nomeoDox, j ^udjs.d), itli\j.n^v 


NM 012147 


Homo sapiens double nomeoDox, z. mrsj.N/Y 


"V TR /T A1 'M /IT 

NM 012145 


lionio sapiens deoxyxnyniiuyiaie Kinase ^iiiyiniu.yiaic ivniaov^ v j -' A 


NM 012144 


Homo sapiens oynein, axonemai, lnierrncumic puiypc^uu-c;, 1 uuvi111 


NM_012140 


Homo sapiens solute earner lamiiy zj ^miiut/iiuiiuiiai tainw, uiwuuuAjrioiv 
transporter memoer iu ^ol^jaiu;, iiixvlnx^. 


NM_012137 


Tj„tv,rt po«io«c /-i-i -•-»-» <a tV* a ot- rrini-n p» HiTTiptri\7lflTrii"noTiVflrnlase 1 (DDAH1 ). mRNA 
xlonio sapiens Qiirietnyi<iTginiiic uiiiicLiiyicuiijj.iv7iijrijj-vria.i3w i v.- 1 -^ •^ la - l /? ■ la 


NM 012134 


rlomo sapiens leiomoum i ^smooin muisL/ic^ ^iyivxvvi-/i uu\i^/\ 


NM 012133 


Homo sapiens coatomer protein compicA, £>uuuiiil gaimna y<->^± mixnix 


NM 012132 


Homo sapiens claudin 8 (CLDN8), mRNA 


NM 012131 


Homo sapiens claudin i / ^l^urs i rnxuN/v 


NM 012130 


Homo sapiens claudin 14 (CLDN14), mRNA 


NM_012129 


Homo sapiens claudin 12 (CLDlNlz;, xnKJN/\ 


NM 012127 


Homo sapiens Cipl -interacting zinc linger protein ^iz^i;, mI^J.^-rv 


NM_012126 


Homo sapiens carbohydrate (N-acetylglucosamine 6-0) sulfotransferase 5 
(CHST5), mRNA 


NM_0 12075 


Homo sapiens Conserved gene teiomeric to aipna gioom cluster ^^vjixix>^ ? 
mRNA 


NM 012122 


Homo sapiens carboxyiesterase 3 ^Dram; {k^zlodj, huvln/^ 


TV TTW VT A1 ITI 1 Z' 

NM_012116 


Homo sapiens cas-or-ivi ^munnej cctropic rciruvnai nanMuinniig ov-^ w^ 1 ^^ w 
(CBLC), mRNA 


NM 012113 


rlomo sapiens caroonic annyurase ^sj. v ^-rviH-j, nuviN.rv 


NM 012071 


Homo sapiens r>ur protein ^oujtj, miviN/\ 


\t» K A1 't 1 1 A 

NM 012H0 


rlomo sapiens cystem-ncn nyaropnooiw uuiiidni uu^Nn. 


NM 012109 


Homo sapiens Drain-specmc memDrane-duonuicu piutcm ^ujivii-u. j, aiax> ^ ^ v 


NM_0l2l07 


Homo sapiens Dromoaomain coniammg proicm / j jsj^a nunian iivniv»iv/g yu*. / ^j, 
mRNA 


\r» jr A1 'l 1 A/1 

NM 012104 


rlomo sapiens oeta-site /\x r -cieaving cnzynic ymw^isj, nuvi^n. 


NM 012105 


Homo sapiens beta-site Ar^r-cieaving enzyme z ^o/^^j^z,;, nuu^n. 


NM 012103 


Homo sapiens ancient ubiquitous protein 1 (AUP1), mRNA 


NM 012102 


Homo sapiens argmme-giutamic acia aipepuac v 1 ^ 0 ^ icpt/o-Lo ^ivi^ivu;, iAAAvx ^- rv 


NM_0l2099 


Homo sapiens L^u^-epsuon-associatea protein, diiu&cii&t; lvj ^ iv ^^ 1 v.^^-^ a /j 
mKJNA - 


NM 0120yo 


rlomo sapiens angiopoienn-iiKe l, \j\r^\jr ij--^;, uixvi^r-v 


XTN4" fkl On/17 

JNJVl_UlZUO/ 


Uaitia conipnc ^r\c\ v<=>trk rpHnrtaQp familv 7 member A3 faflatoxm aldehyde 
reductase) (AKR7A3), mRNA 


NM 012093 


Homo sapiens adenylate kinase 5 (AK5), mRNA 


NM 012066 


Homo sapiens hypothetical protein (20D7-FC4), mRNA 


NM 006276 


Homo sapiens splicing factor, arginine/serine-rich 7 (35kD) (SFRS7), mRNA 


NM 007054 


Homo sapiens kinesin family member 3A (KIF3A), mRNA 


NM 002201 


Homo sapiens interferon stimulated gene (20kD) (ISG20), mRNA 
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NM 007274 

1> IV J. \J\J 1 4* t —r 


Homo sapiens cytosolic acyl coenzyme A thioester hydrolase (HBACH), mRNA 


NM_004174 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 3 
(SLC9A3), mRNA 


NM 004525 


Homo sapiens low density lipoprotein-related protein 2 (LRP2), mRNA 


NM 003129 


Homo sapiens squalene epoxidase (SQLE), mRNA 


NM 003628 


Homo sapiens plakophilin 4 (PKP4), mRNA 


NM_003734 


Homo sapiens amine oxidase, copper containing 3 (vascular adhesion protein 1) 
fAOn i mRNA 


TsTM 003322 

IN 1VJL UUJ Ji«i« 


Homo sapiens tubby like protein 1 (TULPl),* mRNA 


NM 002747 

1N1YX \J\J 1^1 


Homo sapiens mitogen-activated protein kinase 4 (MAPK4), mRNA 


NM _002078 


Homo sapiens golgi autoantigen, golgin subfamily a, 4 (GOLGA4), mRNA 


IN 1VJL vv/U'tZ, 1 


3omo sapiens brefeldin A-inhibited guanine nucleotide-exchange protein 1 
(BIG1), mRNA 


NM 004282 


Homo sapiens BCL2-associated athanogene 2 (BAG2), mRNA 


IN JVX uv*tj 


Hnmn <;arriens ananlastic lvmnhoma kinase (Ki-1) (ALK), mRNA 


NM_001626 


Homo sapiens v-akt murine thymoma viral oncogene homolog 2 (AKT2), 
mRMA 


NM 000686 


Homo sapiens angiotensin receptor 2 (AGTR2), mRNA 


IN1VI__UUOZO / 


u nTT1 n c5mieTi<: ti<?«*np factor nathwav inhibitor flinoprotein-associated coagulation 
inhibitor) (TFPI), mRNA 


XTA/T f\ClCiQAA 
iNiVl Wyjy^rH 


Wmno t:nnien<; nrotein nhosnhatase 3 (formerly 2B), catalytic subunit, alpha 
iQofnrm fcalcineurin A alnha^ CPPP3CAV mRNA 


TVJA/T 00 1 1 42 


Homo sapiens amelogenin (X chromosome, amelogenesis imperfecta 1 ) 
f AMF/LXY mRNA 


NM_001171 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 6 
( ABCC6) mRNA 


NM 007351 


Homo sapiens mul timer in (MMRN), mRNA 


NM 007355 


Homo sapiens heat shock 90kD protein 1 , beta (HSPCB), mRNA 


NM" 0071S4 


Hnmn «;aniens mutative GR6 nrotein (GR6\ mRNA 


TsTM" 0071^ 

J.N1VX V/V/ J 1 


Homo saniens euanine nucleotide binding protein (G protein) alpha 12 (GNA12), 
mRNA 


NM 007366 


Homo sapiens phospholipase A2 receptor 1, 180kD (PLA2R1), mRNA 


NM_007350 


Homo sapiens pleckstrin homology-like domain, family A, member 1 
(PHLDA1), mRNA 


NM 007364 


Homo sapiens integral type I protein (P24B), mRNA 


NM 007342 


Homo sapiens nucleoporin-like protein 1 (NLP 1), mRNA 


NM 007361 


Homo sapiens nidogen 2 (NID2), mRNA 


MM 007341 

IN IVX V/ \J 1 -J~ A 


Homo sapiens SH3 domain binding glutamic acid-rich protein (SH3BGR), 
mRNA 


NM 007370 

J. lit X VU f — r t V 


Homo sapiens replication factor C (activator 1) 5 (36.5kD) (RFC5), mRNA 


NM 007348 


Homo sapiens activating transcription factor 6 (ATF6), mRNA 


NM 004850 


Homo sapiens Rho-associated, coiled-coil containing protein kinase 2 (ROCK2), 
mRNA 


NM 005574 


Homo sapiens LIM domain only 2 (rhombotin-like 1) (LM02), mRNA 


NM 006094 


Homo sapiens deleted in liver cancer 1 (DLC1), mRNA 


NM 003658 


Homo sapiens BarH-like homeobox 2 (BARX2), mRNA 


NM 004209 


Homo sapiens svnaptogyrin 3 (SYNGR3), mRNA 


NM 004879 


Homo sapiens etoposide-induced mRNA (PIG8), mRNA 


NM 005385 


Homo sapiens natural killer-tumor recognition sequence (NKTR), mRNA 


NMJ)05957 


Homo sapiens 5,10-methylenetetrahydrofolate reductase (NADPH) (MTHFR), 
mRNA 


NM 002248 


Homo sapiens potassium intermediate/small conductance calcium-activated 



471 



BNSDOCID: <WO 03074654A2J_> 



WO 03/074654 



PCT7US03/05028 





rVinnnel <;uhfami1v N memher 1 fKCNNH mRNA 


MTV/T 0015^ 


Wrvmn c aniens int^rnlintnrprpntnr matrix rvroteofflvcan 1 (TTVI POT 1 mRNA 


NM 005266 


Homo sapiens gap junction protein, alpha 5 5 40kD (connexin 40) (GJA5), mRNA 


NM_001874 


Homo sapiens carboxypeptidase M (CPM), mRNA 


INM UU/joZ 


Jriomo sapiens anKyrin-iiKe wiin xransmcmDianc uurndinb i ^/vlni\.ixvxa i, iiixvin/a. 


NM 003313 


Homo sapiens tissue specific transplantation antigen P35B (TSTA3), mRNA 


NM_0014y4 


Homo sapiens GDP dissociation inhibitor 2 (GDI2), mRNA 


\tk /r aa i 

NM_001607 


Homo sapiens acetyl -Coenzyme A acyltransferase 1 (peroxisomal 3-oxoacyl- 
coenzyme j\ xnioiasej ^/\v^/\/vi nuciear gene encouing miiocnonunai protein, 
mRNA 


INM__UU:5 14 J 


Homo sapiens signal sequence receptor, beta (translocon-associated protein beta) 

(OoJvZ ), mivxN/\ 


xnvyf aaab^o 


riomo sapiens giuxaxnione o-tiansierase pi ^oo ir 1 j, mjcviNrv 


JNM UUUoZ/ 


riomo sapiens giuiamaie receptor, lonotropic, /vlvix /\ 1 ^oivi/\i ), mivLN/\ 


1NM_UU!>Z.>Z 


Homo sapiens v-fos KB J murine osteosarcoma viral oncogene homolog (FOS), 

yy.pVr A 

mKiNA. j 


xttv/t aa^oai 
INM UUDcSUJ 


Jtiomo sapiens iioxiiim i ^ri^vji i ), nir\jLN/\ 


JNJV1 UU44jy 


riomo sapiens ieiai /vizneimer antigen ^it/vlz^j, mi>jLN/\ 


"MTV if AA/1AB1 

iNM UU4Uol 


riomo sapiens aeieieu m azoospermia v.u/vZ/j, mrvxN/\ 


NM 004055 


Homo sapiens calpain 5 (CAPN5), mRNA 


XTA/f AA/IA/IO 


riomo sapiens aryisunaxase r {/\i\.2>r ) 9 mr\jN/\ 


xTA/r aaqac^ 


riomo sapiens synuciem, oeia ^oiNv^.r>j, mtviN/v 


"MTVyf AAA/CIO 
JNM UUUOlZ 


Jriomo sapiens insulin-nice growxn iacior z ^somaiomeam t\j ^lvjrz^, tiiixxn^v 


jnm uuoyyD 


Jtiomo sapiens Dutyropnnin, suDiamiiy z, memoer /\z ^diinzaz;, mrviN-tt. 


NM_005739 


Homo sapiens RAS guanyl releasing protein 1 (calcium and DAG-regulated) 

(KAouJvr 1 ), mixiN/V 


JNM UUoZo/ 


riomo sapiens iv/vin Dinaing protem z ^xv/\iNr>jrzj, mrviN/\ 


JNM UUZooZ 


riomo sapiens Jtv/MN Dinamg proiem i ^rvrviNJDjr i ), ituvin/^ 


JNM 


riomo sapiens p^uu/v-xDi^-associaiea iacior \r \^i\r ), itiivin/\ 


"ATA /f AA^O^Q 
JN M_UUO ZD o 


riomo sapiens vji it cycionyoroiase i ieeuoacK reguiaLory protem ^o^rxrrv^, 

ml? TsJA 


"MiV/f nni i ^a 

1N1V1 UUl IjU 


riomo sapiens aniino-xei ininai ennancer 01 spnt ^/iudo^, iijj\_ln/a. 


"MTV/f AA1AQQ 


nOIIlO odpiCIlo auiti pilUopildLaaC, piUolalC ^A^l i J, LxU\Jl\s\ 


NM 005155 


Homo sapiens palmitoyl-protein thioesterase 2 (PPT2), mRNA 


JNM UUooyo 


riomo sapiens nomeo dox dd yrx^jsjjj ), irirviNA 


NM 006894 


Homo sapiens flavin containing monooxygenase 3 (FM03), mRNA 


XTA ft A A /I 111 

NM 004111 


Homo sapiens flap structure-specific endonuclease 1 (FEN1), mRNA 


INM OOlbzo 


Homo sapiens Charot-Leyden crystal protein (CLC), mRNA 


XTA A AAT3 1 C 

JNM_007315 


Homo sapiens signal transducer and activator of transcription 1, 91kD (STAT1), 

mPlSJA 


xr\>r aa^aa^ 
IN M_U U D U \J z> 


nomo sapiens in ai jh oenyurogenase ^uoiqumonei i uctd. buocompicA, y ^z.z,isj_7, 
R?9^ fNT>TTPR0% mT?NA 


MM AO'} 16? 

X^XVX wjjOZ 


Wnmn cQni f*t\ q ittcioiI-X^TnT A crl\rr»r\c\/lcic^ f\ TT\T|t 1 TnR"NrA 
X Xvililw oajJiwllo LXl <x\j\.X glj'C'Llojr laoC ^UliVJ i, illlvl>i». 


IN 1V1 \J\JJ 1 


T-I/~\rn A cctTki^nc! Hictul-lpoc VtAmpn V*ay ^ ( \\ i tyiT? 7\T A 
rxUIlKJ odpiCIlb tiloLd.l-ICi>o Ilt>IllCU ULlA J ^X/Xj/VJ i-lXtvX>( A 


i> ivi vkjvjh / y 


T-Tatv»a CQnipnc arrf i _lV/f 1 ill ^-ricm Vi rvrr*r*» c\t\ <=» A1V^*I-T 1 TYlP T^A 
XXLUIUJ oaJJlCIlo ctllLl-iVlUHCL lall IlOlIIiUilC yr\X\x±XJ^ 1 1 xtvx N r\ 


NM 005160 


Homo sapiens adrenergic, beta, receptor kinase 2 (ADRBK2), mRNA 


NM 001619 


Homo saniens adrenercrir beta recentor kinase 1 fADRBKl ) mRNA 


NM 001611 


Homo sapiens acid phosphatase 5, tartrate resistant (ACP5), mRNA 


NM 003403 


Homo sapiens YY1 transcription factor (YY1), mRNA 


NM 003793 


Homo sapiens cathepsin F (CTSF), mRNA 


NM_001922 


Homo sapiens dopachrome tautomerase (dopachrome delta-isomerase, tyrosine- 
related protein 2) (DCT), mRNA 
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IN JLV1 \J\J U*t 1 


Homo saniens l-acylglycerol-3-phosphate O-acyltransferase 2 (lysophosphatidic 
acid acyltransferase, beta) (AGPAT2), mRNA 


MM 000810 


Homo sapiens gamma-aminobutync acid (GABA) A receptor, alpha 5 
(GABRA5), mRNA 


mm 000430 


Homo sapiens platelet-activating factor acetylhydrolase, isoform lb, alpha 
subunit (45kD) (PAFAH1B1), mRNA 


KTN/T OO1006 


Homo sapiens selectin P ligand (SELPLG), mRNA 


NM 002634 


Homo sapiens prohibiten (PHB), mRNA 


xta/t 009410 


Homo saniens mannosvl (alpha- 1,6-)- glycoprotein beta-l,6-N-acetyl- 

X lull IV-/ oci uiwi i j uiuiiiivuji y j o j i 

glucosaminyltransferase (MGAT5), mRNA 


KTK/f 0094.00 


Homo saniens mannosvl faeta-l,4-)-glycoprotein beta-l,4-N- 

XAVJAIAVJ OilL/ivllu iiiu.iiiJ.VLi y i ^***^^v»* ) J J XT 

acetylglucosaminyltransferase (MGAT3), mRNA 


xnv/f OO9J.0R 

INJVJ. UUZH-UO 


Homo saniens mannosvl ( alpha- 1, 6- V glycoprotein beta-l,2-N- 
acetylglucosaminyltransferase (MGAT2), mRNA 


IN JVl_U U Z**U D 


PTr»mri Qaniprn; mannosvl (alnha-1.3-V£lvcoprotein beta-l,2-N- 
aretvltrliico^ammvl transferase (MX3AT1), mRNA 


"KTA/f OO^Q91 
JNJV1 UUJ7Zj 


TTnTrin s?mipns mito sen-activated protein kinase kinase kinase 5 (MAP3K5), 
mRNA 


MTVyf 00999S 


Homo saniens isovalervl Coenzyme A dehydrogenase (IVD), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 001480 


Homo sapiens galanin receptor 1 (GALR1), mRNA 


NM 001992 


Homo sapiens coagulation factor II (thrombin) receptor (F2R), mRNA 


XTTvA OO0677 


Homo saniens adenosine A3 receptor (ADORA3), mRNA 


NM 002969 


Homo sapiens mitogen-activated protein kinase 12 (MAPK12), mRNA 


TvTTV/T OOI *\96 


TTrkmn Qnniens hvnocretin forexin) receptor 2 (HCRTR2), mRNA 


NM_003605 


Homo sapiens O-linked N-acetylglucosamine (GlcNAc) transferase (UDP-N- 

pn/l aliirn^aTnine-nol\r>entide-N-aceWlelucosaminyl transferase) (OGT), 
mRNA 


NM 000885 


Homo sapiens integrin, alpha 4 (antigen CD49D, alpha 4 subunit of VLA-4 
recentorl CITGA4~) mRNA 


>JA/f 001 1 Q7 


Homo sapiens transcription elongation factor B (Sill), polypeptide 1-like 
CTCEBIL) mFNA 


NM 0061 83 


Homo sapiens neurotensin (NTS), mRNA 


NM 009524 


Homo sapiens neuroblastoma RAS viral (v-ras) oncogene homolog (NRAS), 
mRNA 


"NTM 00947R 


Homo sapiens myogenic factor 3 (MYOD1), mRNA 


NM 002451 


Homo sapiens methylthioadenosine phosphorylase (MTAP), mRNA 


"NTM 009A16 


Homo sapiens membrane protein, palmitoylated 1 (55kD) (MPP1), mRNA 


NM 002377 


Homo sapiens MAS1 oncogene (MAS1), mRNA 


>jivr 009^0^ 

IN IVl \J\J £ DKJJ 


Homo saniens lectin ealactoside-binding, soluble. 1 (galectin 1) (LGALS1), 
mRNA 


T\TM 000RS7 

IN IVl \J\J\JQ O / 


Homo sapiens integrin, alpha X (antigen CD1 1C (pl50), alpha polypeptide) 
(TTGAX) mRNA 


NM 000419 


Homo sapiens integrin, alpha 2b (platelet glycoprotein lib of Hb/HIa complex, 
antigen CD41B) (ITGA2B), mRNA 


NM_002203 


Homo sapiens integrin, alpha 2 (CD49B, alpha 2 subunit of VLA-2 receptor) 
(ITGA2), mRNA 


NM 003637 


Homo sapiens integrin, alpha 1 0 (ITGA10), mRNA 


NM 000843 


Homo sapiens glutamate receptor, metabotropic 6 (GRM6), mRNA 


NM 000838 


Homo sapiens glutamate receptor, metabotropic 1 (GRM1), mRNA 


NM_000835 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2C 
(GRIN2C), mRNA 
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NM_000834 


Homo sapiens glutamate receptor, lonotropic, iN-meinyi u <ii>p<truuc ^.d 
(GRIN2B), mRNA 


NM_000833 


Homo sapiens glutamate receptor, lonotropiu, i> mcuiyi i-' oopanoiv -t-j-x 
((jrKJJNzTY), mKJN/v . 


NM 002084 


Homo sapiens glutathione peroxiaase d ^p idblIlc v wm^^j, im>>xm 


NM 000805 


XT - * _ Jr> _ _ _. . . i * _ , / A C\ xv»"I? "^T A 

Homo sapiens gastrin (LjAo), mKiNA 


NMJ)01940 


Homo sapiens dentatoruDrai-paiiiaoiuysian aixopixy ^auuyimi L ) *^ 

T> "XT A 

mRNA 


NM 001219 


Homo sapiens calumenm ^/vlu i, rnxviN/v 


NM 007155 


Homo sapiens zona pellucida glycoprotein ^pcna ictc^im; xi — > -^' t *• — 


NM 007136 


tt _- . r;-^- ■r*T«r\f^iTi frVT1 7^ f Y N H'ftf) \ mRNA 

Homo sapiens zinc linger protein ou ^pii/ ) ><-r ov/;, uun^r-v. 


NM 007250 


Homo sapiens Kruppel-like iactor o trw.uroj, mxuNA 


NM 007167 


Homo sapiens zmc tmger protein zjo ^iNr-ijo », iiun-in/-- 


NM 007153 


Homo sapiens zinc linger protein -.uo ^z-riNrz,vo^ 3 iiixvl^^v 


NM 007152 


Homo sapiens zinc finger protein 195 (ZNF195), mRNA 


NM 007150 


tt - _ 4r-„ n ~r v.fA+ain 1 n TA/1 Homain^ r '/ is] K I X 5 ) mRNA 

Homo sapiens zmc linger protein loD v LiiVl aomamj ^ i>ir iOJ /> nuu ^ n - 


NM 007147 ! 


Homo sapiens zmc tmger protem i / d (.oiNr i /:?;, mis_N/^ 


NM 007145 


Homo sapiens zmc linger protein 140 ^z,iNr i^fo;, mis-rs^ 


NM 007127 


Homo sapiens villin 1 (VIL1), mRNA 


NMJ)07125 


Homo sapiens ubiquitously transcribed tetratncopepnae repeat gene, x 

-t /T T' 1 ' \ 7*\ T>\T A 

chromosome (UTY), mRNA 


NM 007124 


Homo sapiens utropmn (homologous to aystropmnj ix^ln;, irir^iNrv 


NM 007122 


Homo sapiens upstream transcription iactor i iuor ij, mruN^t 


NMJ)07120 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B (UGT2B), 
mRNA 


NM 007106 


Homo sapiens ubiquitm-lilce 5 (\J&L5), mtuN>v 


NM 007118 


Homo sapiens triple iunctional domain (r irKr interacting; ^iivlv^;, iiuxi>r-v 


NM 007117 


Homo sapiens tnyrotropm-releasmg normone ^ i x^n;, mrLL>j /\ 


NM_007218 


Homo sapiens patched related protein translocated m renai canoci ^uvv^o;, 
mRNA 


NM 007233 


Homo sapiens TP53 target gene 1 (TP53TG1), mRNA , 


NM 007114 


Homo sapiens T ATA element modulatory iactor l ^xivir ij, nuu>in 


NM 007112 


Homo sapiens thrombospondin 3 (THBS3), mRNA 


NM 007111 


Homo sapiens transcription iactor Up-i {iruri), misjN/\ 


NM 007109 


Homo sapiens transcription factor 19 (SCI) (TCF19), mRNA 


NM_007108 


Homo sapiens transcription elongation iactor hJ v oiiij, poiypepnae z v ioko^ 5 
elongin B) (TCEB2), mRNA 


NM_007105 


Homo sapiens solute carrier tamiiy zz v orgamc cation ixdiibpuiLci;, uiwuuti l 
like antisense (bi.LzZAll^oj, rnKJNA 


NM_007163 


Homo sapiens solute carrier iamiiy i^ ^urea transput lci^, mcniuci ^^i-rr^.;, 
mRNA 


NM 007101 


Homo sapiens sarcosine dehydrogenase (SARDH), mRNA 


NM 007165 


Homo sapiens splicing iactor 3a, suounit z, ooku ^orj/u;, iiuvi^.rt. _ 


NM 007252 


Homo sapiens Retma-denvea r'vju-aomain iactor- 1 ^ivrr ij 9 ij.uvi>r^. 


NM 007273 


Homo sapiens B~cell associated protein tiui/vj, mtuN/\ . 


NM 007195 


Homo sapiens polymerase (DNA directed) iota (POLI), mRNA 


1NJ.VJL \J\J / Z»0*t 


Homo ^aniens nrotein tyrosine kinase 9-like (A6-related protein) (P1K9L), 
mRNA 


NM 007196 


Homo sapiens kallikrein 8 (neuropsin/ovasin) (KLK8), mRNA 


NM 007171 


Homo sapiens protein-O-mannosyltransferase 1 (POMT1), mRNA 


NM 007215 


Homo sapiens polymerase (DNA directed), gamma 2, accessory subumt 
(POLG2), mRNA 
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NM 007254 

JL > 1VJ. \J\J I 

NM 007221 
NM 007183 


Homo sapiens polynucleotide kinase 3'-phosphatase (PNKP), mRNA 1 
Homo sapiens polyamine-modulated factor 1 (PMF1), mRNA _j 
Homo sapiens plakophilin 3 (PKP3), mRNA 


isnvr 007169 

IN IVi. \j\J 1 lu/ 


Homo sapiens phosphatidylethanolamine N-methyltransferase (PEMT), mRNA J 


NM_007229 


Homo sapiens protein kinase C and casein kinase substrate in neurons 2 j 
^PA<~'ST^^'' , ), mRNA 


iNivi \J\J i iy\j 


Homo sapiens Sec23 -interacting protein pi 25 (PI 25), mRNA 


NM_007160 


Homo sapiens olfactory receptor, family 2, subfamily H, member 3 (OR2H3), 

rrYRNA 


NM_007256 


Homo sapiens solute carrier family 21 (organic anion transporter), member y 
(ETCMAQTi mRNA 


"NTTV/f flft7179 
INivi yjyj / 1 / £ 


Homo sapiens nucleoporin 50kD (NUP50), mRNA 


NM 007103 


Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotem 1 (51kD) I 
rNmTTFVn mRNA 


KT\A 0071 Rl 
1NJ.V1 \J\J / 1 0 1 


Homo saoiens mitogen-activated protein kinase kinase kinase kinase 1 
(TVIAP4K1) mRNA 


"MM 0072^0 

INiVl \J\J / 


Homo sapiens mannosidase, alpha, class IB, member 1 (MAN1B1), mRNA 


lSTN/f 007 1 64 

IN XVI \J\J I HJ*t 


Homo sapiens mucosal vascular addressin cell adhesion molecule 1 j 
(MADCAM1), mRNA — 


"NTM 007216 

J.NJLVA \J\J / l\j 


Homo sapiens alpha integrin binding protein 63 (KIAA1017), mRNA 


NM 007213 


Homo sapiens JM4 protein (JM4), mRNA 1 


"MIVT 00710? 


Hnmn sapiens jmanvlate cyclase activator 2B (uroguanylm) (GUCA2B), mRNA 


NM 007227 

IN J.VX VJVJ f 1 


Homo sapiens G protein-coupled receptor 45 (GPR45), mRNA j 


"MM 00727S 


TJnmn Qflrne.ns lune cancer candidate (FUS1), mRNA 


NM 007262 


Homo sapiens RNA-binding protein regulatory subunit (DJ-1), mRNA 


NM 007166 


Homo sapiens Clathrin assembly lymphoid-myeloid leukemia gene (CLTH), J 
mRNA 


NM 007186 


Homo sapiens centrosomal protein 2 (CEP2), mRNA 


XNiVl UUOJOJ 


Hnmn ^aniens chaneronin containing TCP1, subunit 8 (theta) (CCT8), mRNA 


NM 007185 


Homo sapiens trinucleotide repeat containing 4 (TNRC4), mRNA 


TvTN/f O0790O 
iNlVl_UU 1 LAS) 


TTnmn ^aniens carbonic anhvdrase VB, mitochondrial (CA5B), nuclear gene 1 
encoding mitochondrial protein, mRNA 


1N1V1 \j\J / luu 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
subunit e (ATP5I), mRNA 


>JM 007231 


Homo sapiens solute carrier family 6 (neurotransmitter transporter), member 14 j 
(SLC6A14), mRNA 


NM 007203 


Homo sapiens A kinase (PRKA) anchor protein 2 (AKAP2), mRNA 1 


NM 007202 


Homo sapiens A kinase (PRKA) anchor protein 10 (AKAP10), mRNA 1 


NM_007168 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 8 j 
(ABCA8), mRNA 


NM 000S06 

_LN 1YA \J\J\J \J\J 


Homo sapiens coagulation factor II (thrombin) (F2), mRNA 


NM 004343 


Homo sapiens calreticulin (CALR), mRNA 


"NTM 006736 


Homo sapiens heat shock protein, neuronal DNAJ-like 1 (HSJ1), mRNA 


NM 006S53 


Homo sapiens erythroid differentiation and denucleation factor 1 (HFL-EDDG1), j 
mRNA 1 


NM 006984 


Homo sapiens claudin 10 (CLDN10), mRNA 


NM_005502 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 1 
(ABCA1), mRNA 


NM 005809 


Homo sapiens peroxiredoxin 2 (PRDX2), mRNA 


NM 006977 


Homo sapiens zinc finger protein 46 (KUP) (ZNF46), mRNA 


NM 006965 


Homo sapiens zinc finger protein 24 (KOX 17) (ZNF24), mRNA 


NM 006963 


Homo sapiens zinc finger protein 22 (KOX 15) (ZNF22), mRNA 
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NM_00697S 


u™-.^ o«™*»nc rrin/- -finfTf»r T^rot<=»in l /HRTNG fineer C3HC4 tvr>e) (ZN±*183), 
Jtiomo sapiens zinc linger protein ioj ^jmi^vj nng^i, whvt t vF*-v v <4 - / - L ^- , /3 

rnKJN/\ . - — 


NM 0069j3 


TT^mn nonipnc i vrrvr»l c»lrin ^ rTTPTC^^ mRNA 


NM UOoiOZ 


TJrtrrnrv eoi-»if»nc nrrmlnVin 1 T\ fTTPIClB^ mRNA ' 


NMJ)06951 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase 11, u, yi/vr^L/^ imvi^n. . — 


X TJV K f\(\ £.C\SZ.f\ 

NM 006950 


Jtlomo sapiens synapsm i yo x x\ l j, uuvin^v _. _ — _ — 


NM 007056 


rr„w, rt nn^^^n PiinrtrocoAr r*f* wliitf* nTvrir»fit TinmoloP^ 2 fS^A/AP2h mRNA. 

xloino sapiens suppressor 01 wnnc apuout iivjinwiug ^ v» j »* ■*»-■■ x *• 


NM 006949 


Jtlomo sapiens syniaxm oinuing pruiciii ^ v° 1 ■ /va - >j - -w? iaax ^ l ^ z v 


NM_006948 


jtiomo sapiens stress /u protein unapciunc, niioiuouiii^ aoouwoiw, v,v/ivj ^ 

1 rilrsJNA 


NM 006946 


TT nvv , rt Pftwionc mPAirin V»i=»tc» n ATI -^T*\/"fhr r»f*> Vtl C 1. 1 Sf*Tl^N2 1. mRN^A 

Homo sapiens spectrin, ueid, iiun-ci _yuu j n*-' ^ v° A xux^^7 ? axax ^ 


NM 00694!) 


Ur\mr\ oonipnc ctm^II Tirnline-ri nrotein TSPRR2B\ mRNA 
riorno sapiens sman proiinc-iiL/ii yi\ji^xxi v^- 1 a^v^xj;, 


NM 006944 


TT/xtviA oim'pno cf*r>r{=*tf*r\ "r»Vir\QnVjnr>rntpin 2 241cD TSPP2 1. mRNA. 


NM 007009 


T T ~ ^ oorvionc r7/-\na ir»lH a HlTlHinO" "nTOtP.ITi ( S P3 X ) TTlRNA 


NM 00oy4U 


Tj rtrvin p „ n :o nP cp v /"cpy Hf^tf rminin cr recHnn Y^-box 5 TSOX5K mRNA 

xiOmo sapiens ^sca ciclci iiuiiiiig iwgivjn x / ^ ^ /? ^ 


NM 007017 


Homo sapiens SRY (sex determining region Y)-box 30 (SOX30), mRNA 


NM 006943 


Homo sapiens oKi ^sex aeiermining rcgiun i ;-uua z.^. ^ov/vz.^,;, iaix> ^ ^ 


NM 007084 


Homo sapiens SRY (sex determining region Y)-box 21 (SOX21), mRNA 


NM 006942 


Homo sapiens SKY (sex determining region i j-doa zaj iiixvxn^ 


NM 006941 


Homo sapiens SRY (sex determining region Y)-box 10 (SOX10), mRNA 


NM__006934 


Homo sapiens solute carrier tamiiy o (neurouansmiuer trdn^purLci, ^iy^m^j, 
member 9 (SLC6A9), mRNA 


NM_006933 


Homo sapiens solute earner iamiiy d ^mositui ixd-iiapuiicia^, ha^hiu^i ^ 
(SLC5A3), mRNA 


NM_006931 


tt ~ • ^ „ rt i„+ a *-»r»i-^»i<i-i- -fo-m-ii-x/ 9 ( r»i li tc^tf^H crlnpr\Qp trfln^no'Ttcr^ member 3 

Homo sapiens solute earner iamny z ^idt/iiiLd-Lcu ^iul/u&c uauayuiiw;, invmuw 

/CT r^o A 1\ *nD\T A 

(oLC2A3), mKJNA . 


NM 006930 


t t „ „_ _ 0 nVi«5o» L-ir^cs cp^ Qccr\r»i ^tF»H -nrntpin 1 A (vi 1 Q A ^ TSKJP1A). mRNA 

rlomo sapiens o-pnase Kinase-asbot^iciLcu. piuucni i^v. vf 1 ^ ^) v^^^^ - t - r ^-/> 


NM 006925 . 


Homo sapiens splicing factor, arginine/serine-rich 5 (SFRS5), mRNA 


NM_006924 


Homo sapiens splicing iactor, arginine/sennc-riuii 1 xcx^^i ^, c*i iwnai^ 
Splicing iactor) (orKo 1 mruN/\ 


NM 006917 


Homo sapiens retinoia j\. receptor, gdirmici ^jvyvxsAj^, niivi^-rv 


NM 006987 


u „ 0 ^„T_T>VtiliV» i A 1iVp> /'witViniit r^9 domain^ fRPH3 AT mRNA 
_tiomo sapiens raopninn j^\-iiKe ^wimuui v^z, uuniaiiia^ v iVA njn-^;, *■ 


NM_007055 


Tj„ mA „ - onc ^nUmnprocp /T>>J A^ TTT (DNA directed^ H 55kD") fRPC155\ 
riomo sapiens polymerase ^JtviN/\^ in ^j-zin/a. unct v 1 -^^ ivj ^/ v ava ^^^^j, 

mKJN/\ — — 


NM 006915 


tt _ _ Pn «ioMP -r-i=»fi-ni+i c r\\ frm^ntocii *7 inVpfl rece^sive^ TR-P2). irilvN A 
Jtlomo sapiens retinitis piginciitooa. ^yv-niii\.c;u. ltuwaiw; ~ /•> ^-^ *• 


NM 006914 


Homo sapiens RAR-related orphan receptor B (RORB), mRNA 


NM 006913 


Homo sapiens nng linger protein ^ ^ru.Mr j^, iiiinj.n^-v _ 


NM 006911 


Homo sapiens reiaxm 1 ^rii ) ^xsjuin i j, huss^j^ . 


NM 007043 


Homo sapiens HF/-1 rev binding protein 2 (HRB2), mRNA 


-v TX JT AAH A1 1 

NM 007033 


Homo sapiens similar to o. cerevisiae rsJiivi ^ruixvi j, iiuvi^rv 


NM_007081 


Homo sapiens KAd, memoer 01 iv/\o oncogene imruiy ^utu^^xj;, 

___T> ivT A 

mKJNA . . ■ — 


NM 00690!) 


Tj AmA pn«ior»p nrpmignpv <mf*pifip V»ptfl-1 -ol venrvrotein 1 ( It'SQj 1 ), mKJNA 
nomo sapiens prcgiidnt/y opcuiiiC' ucia i gijuufjiuiviii ± v a 


NJVMJ07016 


Tj^-rtrt ^ rtrAfpin cimil tn f*r*li vHHcr anH TZ. cansulatus niiR3 (x P35 K 
jtlomo sapiens proxem birruidr tu _y nug, anu xv. ^apouiuiuo \ j 

mKiN/v . 


NM 007024 


Homo sapiens PL6 protein (PL6), mRNA 


NM 007030 


Homo sapiens brain-specific protein p25 alpha (p25), rnRNA 


NM 006901 


Homo sapiens myosin IXA (MY09A), mRNA 


NM 007075 


Homo sapiens JM5 protein (JM5), mRNA 


NM 007003 


Homo sapiens JM27 protein (JM27), mRNA 


NM 006S99 


Homo sapiens isocitrate dehydrogenase 3 (NAD+) beta (IDH3B), mRNA 
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1\TM 0070*31 

I/N1V1 \J\J 1 \J J X 


3omo sapiens heat shock transcription factor 2 binding protein (HSF2BP), 
mRNA 


NM 007011 

X * XV X \J\J I \J X X 


Homo sapiens putative transmembrane protein (HS 1 -2), mRNA j 


NM 006896 


Homo sapiens homeo box A7 (HOXA7), mRNA 


"NTM 00704S 


^fomo saniens FGFR1 oncogene partner (FOP), mRNA 


"NTM 0070S1 

J.N1V1 Uu l\J J x 


Homo saniens Fas (TNFRSF6) associated factor 1 (FAF1), mRNA 


NM 006979 


Homo sapiens HLA class II region expressed gene KE4 (HKE4), mRNA 


JN1V1 UU/UlJ 


T4Vvmr\ cQnipnc r»"hnnHrnmf>Hii1in T nrenursor (CHiVI-I) mRNA 


IN iVl__U U O o y U 


iinmn carvipns parpinnpmbtvnnie an ripen -related cell adhesion molecule 7 
ff , FACAM7 > > mRNA 


lsJTV/f 00701 R 


PTnmn saniens eentrosomal nrotein 1 (CEP IV mRNA 

. L A V/ A 1 X\J OA(JiwllO w villi UO\Jlllttl r A \ J i iiu.vaiii 


IN 1VJL_UU Oo o y 


Homo saniens CDS 6 antigen (CD28 antigen lieand 2, B7-2 antigen) (CD86), 
mRNA 


1N1V1 WLlJ'OZ* 


Homo sapiens cartilage paired-class homeoprotein 1 (CART1), mRNA 


1N1V1 UU / \JJ O 


Unmn ^anien 1 ? calnain 1 1 fCAPNUV mRNA 


xnvr OO^RRK 

INlVl uWOOOO 


Nnmo qanien<; calmodulin 1 (nhosnhorvlase kinase, delta) (CALM1), mRNA 


XT1VA 007047 


u n mn Qanien<; "hntvronhilin subfamilv 3 member A2 (BTN3A2), mRNA 


NM 007048 


Homo sapiens butyrophilin, subfamily 3, member Al (BTN3A1), mRNA 


TvTA/T OO^OGO 

JNivi uuoyyz 


nomo Sapicno r> i piuicni \jd i ^, liuvi^ir^. 


NM 006885 


Homo sapiens AT-binding transcription factor 1 (ATBF1), mRNA 


JNM UU/UZz 


Urktvirt rq-nipnc -rvn+a'fiT/** ti lmrtr ci i nnrp c C CW /'lOlT^'fil HlR N A 

xiomo sapiens puiauvc luiiiui i>u.ppicoaui ^ j> iiuvi^ri. 


JNJV1 vvooy / 


Unmr* conipnc r»icr"ili»ti"n rpcicfjiTiff* a^i^np-iated rCRA ) mRNTA 

JCxOmO Sapiens UlopiaLUl ICololcHlC/C aadUuiaivU y\^x\u~xjy xxxxy^x ^ jrx. 


JNJVl_UUooZo 


iinmn com'pnc "Krrncmp ^.mnnnAYVPPTifl Qp/trvntonhan 5-monooxvtrenase 
activation protein, theta polypeptide (YWHAQ), mRNA 


1N1VJ._UU0 / 0 1 


T^T/^mr^ conipnc ■k/tt»citip ^-mnnAAYVffpna^e/trvDtonhan 5-monooxv2enase 

XlOmO o<llJlCIlt> LyUJolllv J XXX\JXX\J\Jj\.y gwiaov/ ti y ^7 1.10.1.3. ~t iiivnwu/vjr gwuuuv 

activation protein, epsilon polypeptide (YWHAE), mRNA 


JNJVL UUO/o4 


ti Arrm ocinipnc AATD rpr»f»5it Hnmnin ^ ^\A/T)p 'X\ -mRNA 
nOIuO Sa.piCIlo VV XJ icpcal UAJiiidiJU ^> yvv ±sx\~j j 9 lxxm.^±^x^. 


JNIVI UUOo^O 


ti ATY1ft conipnc cpririp r»mtpa«;p inhibitor ICazal tvne 5 (SPINK.5). mRNA 

XIOIIWJ od.piC.llo oCililw ^llv/tva.o& iiuiiL/iLtfi ? iva^ai \-y \J^^ ^ \^ u.iAwy 5 hu.»j. ». 


InJVL_UUOoJU 


TJ An1A canipnc 1 iV\irminrkl-PA/i"or > VirO'mP C TPdllcta^e ( 6 41cD^ SUbunit nJOCRl. 
nOlnU odL/lCilo LiUlUUlllUi l\J\^XXX \JXXX\f V X ^UUVLao^ y\j j ouuuah i. v^'-'- 1 

m"R>JA 


xnvr nn^70R 

1N1V1 UUO / 70 


TTnmn Qanipn<? T1T)P fflvcosvltransferase 2 familv, Dolvneptide Al (UGT2A1), 
mRNA 


NM 006757 


Homo sapiens troponin T3, skeletal, fast (TNNT3), mRNA 


MTVT 006R97 

1N1Y1 WOOa / 


TTnmo ^aniens transmembrane traffickinc nrotein fTMP21\ mRNA 




Homo saniens kallikrein 1 1 (KLK1 1\ mRNA 


NM_006811 


Homo sapiens tumor differentially expressed 1 (TDE1), mRNA 


JNJVL UUO/ jO 


ti nmn cqnipnc trancprir^rinn plnnpation factor A ( STH 1 (TCEAl^ mRNA 

JClOmU bapiCIlo LI dlloOl IpllUll \>iKJXX^a.\.iyjxi luutui jtx \u±±j 9 x y x j. j , uu.vi. * 


JN 1VL__U U O UZ^f 


T-T/M-i-irk conipnc Toy 1 /'Vniman X-ppII Ipiikemia virus tvne binding nrotein 1 

nOUlO bdUlCnS ldAl ^llUllldll ± — iv uxvLUija vuuo i,y x.j Lruiuuig j/iutvui *. 

(TAX1BP1), mRNA 


JNiVL UUO/DZ 


nomo sdpiciio buriciu j ^ovjivitj^, i i u-nj- > 


iNivi^uuoo i y 


Hnmn Qanipnc qttp <:«:-inflnrpH-nhosnhonrotein 1 rHsn70/HsD90-or2anizins 

XXvJl 1 IvJ OUUlCllo OUvOO lllLlUwvvl UllWOpilV^l V tvill X ^XXi?p / V7/AA«J^y-yw ^**m.m.*.*um.m.*.^ 

nmtein^ TSITTP1 ^ mRNA 


"MM 0067S0 


Homo saniens SMA3 (SMA3V mRNA 


MM 00674Q 
INlVl _\J\J\J t*-ry 


Homo saniens solute carrier familv 20 (nhosnhate transporter), member 2 
(SLC20A2), mRNA 


"MM 006747 


Hrvmo <5anien<; <?i«ma1-induced uroliferation-associated eene 1 fSIPAl), mRNA 


NM 006873 


Homo sapiens stoned B/TFUA-alpha/beta-like factor (SALF), mRNA 


NM 006788 


Homo sapiens ralA binding protein 1 (RALBP1), mRNA 


NM 006871 


Homo sapiens receptor-interacting serine-threonine kinase 3 (RIPK3), mRNA 


NM_006867 


Homo sapiens RNA-binding protein gene with multiple splicing (RBPMS), 
mRNA 


NM 006743 


Homo sapiens RNA binding motif protein 3 (RBM3), mRNA 
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NM OOoooo 


u n _,„ C5 ,r>i(»n<5 R AT*3 1 member R AS oncogene family (RAB3 1), mRNA 




UnmM canienc inner membrane rirotein mitochondrial (mitofilin) (IMMT), 


NM 006812 


Homo sapiens amplified in osteosarcoma (OS-9), mRNA 


NM UUoo!>o 


TT/vmrk cnnipnQ <;ia1iHa«;e 3 (membrane sialidase) (NETJ3), mRNA 


NM 006791 


Homo sapiens MORF-related gene 15 (MRG15), mRNA 


nM 0067 do 


Unmn pn^Ano ^ir»r« fincrer nrntein M0 (/ N F'220^ mRNA 

norno sapiens /Lino iingci piutcm _^_-v ^-ja^-. ,_»_jv/, A ^^z_r^ : 


NM 006804 


TT rtW rt oonionr c-+<ar-i-\-irir*frf>nir» Qpntp reonlatnrv nrotein related rfVTT ,N 6 4 ) „ mRNA 


NM_006770 


Homo sapiens macrophage receptor with collagenous structure (MARCO), 

mKJNA 


NM_006785 


Homo sapiens mucosa associated lymphoid tissue lymphoma translocation gene 
1 (MTvL 1 1 J, mivlN/\ _ 


NM 006767 


Homo sapiens leucine-zipper-like transcriptional regulator, 1 (LZTR1), mRNA 


NM_006840 


TT A _,n • „ 0 Uni-A^rfp immur incrlnbiilin-li Ve recervtor s ub f ami 1 v B (with 1 JVl 
rlomo sapiens leuicocyic liiuiiuiiugiuuuiiii njvt/ i^w^-^wx, o-njAw-mij v t * *>* 

and ITIM domains), member 5 (LDLRB5), mRNA 


NM_006866 


tt^ _ .<A.«-rN 1 i1^^x/->-\ rte* immiir ir\cr1ribntin-1 1 Ve TPPPntOT ^ubiamilv A. ("With 1 JV_. 

riomo sapiens leuKocyce lmmunogioDuiui-iiJvc icocjjiui, auuxan-i-jr ^ v^ 1 " 1 
domain), member 2 (LILRA2), mRNA 


NM_006863 


Homo sapiens leuKocyte mmiunogioDuim-iuvc rcc/cpwji, &uuia---_iy r-%. v wiui a-™- 
domain), member 1 (LILRA1), mRNA 


NM_006847 


Homo sapiens leukocyte lrnmunogioDuim-iiice receptor, buui<uiuiy _j ^wim 
ana 1 1 1M domains), memoer ^jj^isjdh-j, iiirviN^ 


NM_006865 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily A (without 
1M domain), memoer j> {l\±->kj\~> ), uitviN/-v . — 


NM_006864 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 
and 11JJVL aomainsj, memoer d ^j^u^ssjdjj, iiix\j.>-r_ 


NM 006738 


Homo sapiens lymphoid blast crisis oncogene (LBC), mRNA 


NM_006762 


Homo sapiens jLysosomai-associateu muiLi_»p<iiuiiiig lh^iliukxh^ pw^ ui 
(LAtIMj ), niKJN/V 


NM_006737 


tj«*v,« rr>«ic.nr iriii^f r»*=»n immnnncrl nbiilin-liVe recentor three domains, lone 
riomo sapiens Kiuer ceu lniLiiuiiugiuuuiiii n^-v i ^o^^/ lkjl , uuvw \j.\jx±±**x*.±<> i * w o 

mrlA-nlocmir foil 9 rKTR ^"DT 7^ mRNA 

cyiopiasmic lan, \ < ^issjjiji^,z. j i iii_>-Nrv 


"VTIVyf AA/CCA1 

JNM_UUooU 1 


T-Trkmrk c^nienQ TTDFT H vc- A sn-Glu-Leu'i endoplasmic reticulum protein 

rptpntinn rpppntnr 1 fl<CDPT Rl 1 mRNA 




Wnmn <ianien«; ilvB Abacterial acetolactate svnthase)-like (ILVBL), mRNA 


NM 006858 


Homo sapiens putative T1/ST2 receptor binding protein (IL1RL1LG), mRNA 


JNM 0Uo/o4 


tjatyia cQr»i<=»nc in terfemn -related develonmental resulator 2 (JFJRJD2), mRNA 


XTA if AA—TO^ 1 

NM OOooJl 


XJrt-rtA conipnc ATP/frTP-hinHincr nrntem f HKAR) mRNA 

Jtiomo sapiens _^ix^/vjijr-uinu.iiig piutcui v- 1 A1 ^- r *- l - J y ? aajj - vj - ^ x 


NM 006794 


Urtmn com'pnc f» nrAfpin _r»m ir>1 f>c\ renentnr 7 S TCtRR75^ mRNA 
Jriomo sapiens vj proiciii~wuu.picu. icl/c-plui / u v v - ,j - Av ' ^ / ? aaaj - > - l x 


NM 00o7oJ 


TinrviA caTvi#»«c oc\t\ i ii nr'ti nn nrotein beta 6 fcotmexin 30^ fGJB6), mRJNA 

rlOIUO a dpi CliO J^tip j Hills 11 vJll \JL \J IV 111, CV^LCl V ^V/UlUlV/AUl — ' ^ / y\j«_^wyj ***_.«. 


NM_00o73J 


T-T/vrv-rt canipnc PQT-T ririmiirvr reQnnnce (T RPR1 rat^ homolofi 1 (JhSHFKHl ), 

iruviN/v — — — 


JNM UUo/31 


u nrnn canienQ FnWnvama tvne congenital muscular dvstrophv (b CMJD), mRNA 


NM 006730 


Homo sapiens deoxyribonuclease I-like 1 (DNASE1L1), mRNA 


JNM 0U43OO 


TJai-ma eanipnc oblotHH^ r»bc»nnf*1 9 l (.1 1 nTrvf\J a\ 


NM 006725 


Homo sapiens CD6 antigen (CD6), mRNA 


NM OOooOo 


UntnA canipnc T^Tri famib/ member ^ ( H lTr^^ mRNA 

rlomo sapiens d i vj iamuy, rnciiiuci _> \xj i*- j /) Lx - LL> - t ^- r *- 


NM 006763 


rlomo sapiens rsio iamuy, meniDci <£> x huvi^jt. 


NM 006789 

_>±VA \J\J\J I 


Homo sapiens apolipoprotein B mRNA editing enzyme, catalytic polypeptide- 
like 2 (APOBEC2), mRNA 


NM_006793 


Homo sapiens peroxiredoxin 3 (PRDX3), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 006818 


Homo sapiens ALL1 -fused gene from chromosome lq (AF1Q), mRNA 


NM 004289 


Homo sapiens nuclear factor (ervthroid-derived 2)-like 3 (NFE2L3), mRNA 
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NM 006526 


Homo sapiens zinc finger protein 217 (ZNF217), mRNA 


NM 006523 


Homo sapiens X-prolyl aminopeptidase (aminopeptidase P)-like (XPNPEPL), 
mRNA 


NM 006537 


Homo sapiens ubiquitin specific protease 3 (USP3), mRNA 


NM 006564 


Homo sapiens G protein-coupled receptor (TYMSTR), mRNA 


NM 006573 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 13b 
(TNFSF13B), mRNA 


NM_001561 


Homo sapiens tumor necrosis factor receptor superfamily, member 9 
(TNFRSF9), mRNA 


NM 006528 


Homo sapiens tissue factor pathway inhibitor 2 (TFPI2), mRNA 


NM 006520 


Homo sapiens t-complex-associated-testis-expressed 1-like (TCTE1L), mRNA 


NM 006519 


Homo sapiens t-complex-associated-testis-expressed 1-hke 1 (TCTEL1), mRNA 


NM 006602 


Homo sapiens transcription factor-like 5 (basic helix-loop-helix) (TCFL5), 
mRNA 


NM 006593 


Homo sapiens T-box, brain, 1 (TBR1), mRNA 


NM 006679 


Homo sapiens putative opioid receptor, neuromedin K (neurokinin B) receptor- 
like (TAC3RL), mRNA 


NM 006682 


Homo sapiens fibrinogen-like 2 (FGL2), mRNA 


NM 006558 


Homo sapiens Sam68-like phosphotyrosine protein, T-STAR (T-STAR), mRNA 


NM 006603 


Homo sapiens stromal antigen 2 (STAG2), mRNA 


NM 006717 

xnxyx v/ i x / 


Homo sapiens spindlin (SPIN), mRNA 


NM 006542 


Homo sapiens S-phase response (cyclin-related) (SPHAR), mRNA 


NM 006654 

1 N 1VX UWUUJ i 


Homo sapiens sue 1 -associated neurotrophic factor target (FGFR signalling 
adaptor) (SNT-1), mRNA 


NM 0066^2 


Homo sapiens serum-inducible kinase (SNK), mRNA 


NM 006696 


Homo sapiens thyroid hormone receptor coactivatmg protein (SMAP), mRNA 


NM 006516 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 1 
(SLC2A1), mRNA 


NM 006612 


Homo sapiens solute carrier family 17 (sodium phosphate), member 3 
(SLC17A3),mRNA 


NM 006517 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 2 (putative transporter) (SLC16A2), mRNA 


NM 006598 


Homo sapiens solute carrier family 12 (potassium/chloride transporters), member 
7(SLC12A7),mRNA 


NM 006515 

JLN 1YX \j\J\J-J X »^ 


Homo sapiens SET domain and mariner transposase fusion gene (SETMAR), 
mRNA 


NM 006664 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 27 
(SCYA27), mRNA 


NM 006514 

X N 1VX \J\J\J *J XT 


Homo sapiens sodium channel, voltage-gated, type X, alpha polypeptide 
(SCN10A),mRNA 


NM 006559 

XNXVX \J\J\J+J J 


Homo sapiens GAP-associated tyrosine phosphoprotein p62 (Sam68) (SAM68), 
mRNA 


NM 006511 


Homo sapiens regulatory solute carrier protein, family 1, member 1 (RSC1 Al), 
mRNA 


NM_006583 


Homo sapiens retinal pigment epithelium-derived rhodopsin homolog (RRH), 
mRNA 


NM 006604 


Homo sapiens ret finger protein-like 3 (RFPL3), mRNA 


NM 006605 


Homo sapiens ret finger protein-like 2 (RFPL2), mRNA 


NM 006505 


Homo sapiens poliovirus receptor (PVR), mRNA 


NM 006504 


Homo sapiens protein tyrosine phosphatase, receptor type, E (PTPRE), mRNA 


NM 006503 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 4 
(PSMC4), mRNA 
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NM 006587 


Homo sapiens corin (PRSC), mRNA 


NM U0o55o 


Umnn cnnipnc n Vi r> cn Vi Ampvalnnate kinase fPMVK.), mRNA 


NM 006608 


Homo sapiens putative homeodomain transcription factor (PHTF1), mRNA 


NM 006661 


Homo sapiens pnospnoQiesiera&c iua v> k vy - r *v> iaxx ^ l ^ x *• — 


NM 006674 


TT_ 1V1A „ ' pr ,n A/fTJr^ nlocc T rpmATl ORF fP5-l^ mRNA 

Homo sapiens iviriv^ ciass i region ^ivi v a j aajj ^^ . — 


NMJ)06637 


u«*v% rt r««io«p i-kifor*frkr-i/ -rp»r"p»r\trkr fQTTiil v S subfarnilv I member 1 (OR511j» 
rlonio sapiens oiiaciory reucpiui, iaiimy ouuionuiy j., mwnn/vi ^ \ /» 

mRNA 


•VTTV X f\f\ £ 11 A C\ 

NM_006649 


Un*«rt nofiionc oo<i-rki/^rrir»cilli7 /ipfinpr! poloTi cancer antigen 16 (SJD(JC-Atjl())% 
Homo sapiens serologically ucuhcu uuiuii auug^u x w ^ua^v*— *-w » 

mRNA 


NM 002532 


Homo sapi ens nuc leoponn o o raj \iNuroo;, hixyj. ^ ^ , 


NM 006702 


xlomo sapiens neuropainy target coidaoc; xj^;, ij.aj.n-l^^-v w 


NM_006693 


tt a -, y~v p n «ia«n ^looTronp onH Tir\l\/5» H<»ri vi jiti on snpcific factor 4. 30kD subunit 
ilonio sapiens cleavage dnu puiyau.Giiyiau.vM.* op^v^iiiw/ io^iu* -r, -^v^v^ 

(Lrjr4), ITlivLN-tt. — ■ — 


NM 006669 


TTrttvirk onnipnc ipiiVnrvtf im mi moplobul in-like receptor, subfamily B (with TMi 
rlOino sapiens ieuivuv»/yic liiuiiu-injgivic'Liiiij. ixjv.^ lvvw^wt, '-'^^ ./ \ 

and ITIM domains), member 1 (LILRB1), mRNA 


MM 006533 


riomo sapiens melanoma. lniuoiLuiy a^iiviL_y \ < ±yi.xt^j 9 hu>j^ui__ 


NM 006500 


TT -n-ioMp mplannmo c»Hlipcir*n mr»1 Pf*,n1 r]VT(~^ A jVT^ mRNA 

riomo sapiens meidnoma atiucaiLiii iiiv./iv_l/u.i^ ^iviv>^li»a/, ^ 


NM 006610 


Homo sapiens mannan-binding lectin serine protease 2 (MASP2), mRNA 


NM 006699 


tt ■ -rtn-.vi/vf.i/iopo oiwiic* piocc 1 A mprnhpf 0 ^A/T AN! A2^ mRNA 

Homo sapiens mannosiaase, aipna, ciabb m, mciiiuci ^ivxx-^i> "^"^ 


NM_00649S 


Homo sapiens lectin, gaiacxosiae-oinamg, s>uiuuic, v.B aiCi ^ tlil ^/ v A - yVJjt ^j^^^y, 
mKJNA 


NM 006547 


Homo sapiens ivxr-ii mj\j.N/\-piiiLiuie piutwm _> yxw^v-^i.^, axix^^j i. 


NM_0066ll 


u AWlA • ^^r, 1^11 r»Aii i<»r»+iri-HVp rpnpntnr Qnbfamil v A member 1 (KJ-/RA1), 
Homo sapiens Kiner cen leciin-iiivc icL/cptui ouuiaiimj »-j mwinuvi * v-*-*^ »• * /j 

riXKJN/^ 


■v. tk if f\f\/Z C A 

NM 006546 


TTrtwin PQT%ip«c T^iT? TT TnP"KT A-binHincr nrntein 1 fljVEP-1^ mRNA 

Homo sapiens ivjr -xj. nix\j.NrA.-uii±u.iiig ^lui^m i. ^xxv.u>. i.^, ax - lj -^ 


NM 006665 


Homo sapiens heparanase (HPSE), mRNA 


NM 006497 


Homo sapiens nypermetnyiaieti m od.n^ci 1 ^xxxv^x^, iiixvj.^^ 


NM 004667 


Tj ATVir - CQ ' pnc U^^f HrktriTiim anH PT D 2 THRRC2^ mRNA 

Homo sapiens neci tiuiiid-iii diiu. xvj^<-lv ^ v x - lj - v - lvv - x<i ' /? uuxi ^ *- . — 


NM 006527 


Homo sapiens xiairpm Dinuiiig piuicui, v ajjja /a iiiivi 


NM 006658 


Homo sapiens G-substrate (GSBS), mRNA 


NM_00649o 


Unrort conipnc miQninp rmrlpntiHp bindiTiff nrotein (G nroteinV alt>ha inhibitins 
rlonio sapiens guanine nu.oicutiviC' uhhj-ih^ piuivin v ir / 9 0 

or»T-ixMtA/ -nr\1\mpr*tiHp ^ ^rrNAT^) mRNA 


NM 006529 


UrtTnrv ooi-»itf»"r»c fflvpirip rpppntnr fiitYha 3 TGLRA3 rnR_NA 

nomo sapiens giyL/iiic icucptui, a-ij^na. ^ yvjAJAx-n-jy, ». 


"VTA A f\f\£ZG1f\ 

NM 0065JU 


tt AT yia canip-nc cyl ir^mn -a mnlifipd <spnuence-41 TGAS41\ mRNA 

nonio sapiens giioiiid "*diiipiiiic.va at-nutu^— n ^ziu-ta;, 


NM_0065sl 


Tj/%^-irt com* one xiipnc\/lfraTicfpra<;p 0 fakvha (\ 3 » fucosvltransferase) (FUT9), 
Homo sapiens iucooyiiraiioiC'iciow v<»p iia v i ) j / iu^uo y iu uiwavi u^v; \* v /' 

■mT?"M A 

ITLtviN /\ . — — 


JNM UUo /UU 


u nrT1 A cnnipTic FT TsT?Q apnenroduct (TLN29\ mRNA 


IMM IMJOOOH 


T-T r»mr» Qar»ipnQ rnmnlpmpnt factor H-related 4 (FHR-4), mRNA 


JNJVL UlH-li.3 


TnTomn <?anienq fibroblast erowth factor 12B (FGF12B), mRNA 


TvTNyf f\(\/ZAQ^ 
JNM UU0410 


T-Tr»TY-ir» Qnr^ipnQ pr ntronic viral integration site 2B (EVI2BV mRNA 


NM 006532 


Homo sapiens ELL gene (11-19 lysine-rich leukemia gene) (ELL), mRNA 


NM 0065 oo 


UrvtviA canipnc o/1Vi^*cir*Tl frlx/priT'iTntPITl ^1^) lx A IVT- 1 I TTlR/NA. 


NM 00ooj9 


TJ/vmrk conipnc r'x/ctPinx/l 1pnlrntT1PnP recer>tOT 1 fCYSLTl K TIlRNA 


NM 0065 eo 


U/-»mr» coniArtc +T-imir»l*»nfirl<a rPT\P5it PntltfllTlinff 5 fTNTRC 5 J ITlRNA 

riomo sapiens iTinucieonQe repeal wuiiLaumig u ^imw;, 


NM 006565 


TTrt-mr» co^ionc ^/^/^tt^ Kinrlirk fT fortnr r 7iTip fin per nrotein^ fCXCF). iriRNA 
riomo sapiens i^/V^v^ 1 v^-uincung ldL- lui piuivm/ a ^ x /? 


NM_0065 /4 


Urvmn oonipno r>Vin-n/^rr»itin culffltp r»rnteoerlvcan 5 (neuTOfflvcan C) (CSPG5). 
riomo sapiens cnonoroiLiii ouiiaic pujtV'Vgijrwa.ii. ~> ^uvuiugijvun v /' 

mRNA 


NM 006688 


Homo sapiens Clq-related factor (CRF), mRNA 


NM 006493 


Homo sapiens ceroid-lipofuscinosis, neuronal 5 (CLN5), mRNA 


NM 001750 


Homo sapiens calpastatin (CAST), mRNA 


NM 006624 


Homo sapiens adenovirus 5 El A binding protein (BS69), mRNA 


NM 00669S 


Homo sapiens bladder cancer associated protein (BLCAP), mRNA 
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NM 006716 


Homo sapiens activator of S phase kinase (ASK), mRNA 


NM 006534 


Homo sapiens nuclear receptor coactivator 3 (NCOA3), mRNA 


NM 006670 


Homo sapiens 5T4 oncofetal trophoblast glycoprotein (5T4), mRNA 


NM 00^069 


Homo sapiens guanine nucleotide binding protein (G protein), alpha inhibiting 
activity polypeptide 1 (GNAI1), mRNA 


NM 001 165 

IN IV A \J\J I 1 \J 


Homo sapiens baculoviral LAP repeat-containing 3 (BIRC3), mRNA 


NM 000391 


Homo sapiens ceroid-lipofuscinosis, neuronal 2, late infantile (Jansky- 
Bielschowsky disease) (CLN2), mRNA 


NM 005440 


Homo sapiens GTP-binding protein Rho7 (RH07), mRNA 


NM 005346 


Homo sapiens heat shock 70kD protein IB (HSPA1B), mRNA 


NM 005345 


Homo sapiens heat shock 70kD protein 1 A (HSPA1A), mRNA 


NM 003545 


Homo sapiens H4 histone family, member J (H4FJ), mRNA 


NM 003543 


Homo sapiens H4 histone family, member H (H4FH), mRNA 


NM 003542 


Homo sapiens H4 histone family, member G (H4FG), mRNA 


NM 003540 

1N1V1 vV/J J^v 


Homo sapiens H4 histone family, member C (H4FC), mRNA 


NM 003539 


Homo sapiens H4 histone family, member B (H4FB), mRNA 


NM 003538 


Homo sapiens H4 histone family, member A (H4FA), mRNA 


NM 005323 


Homo sapiens HI histone family, member T (testis-specific) (H1FT), mRNA 


NM 003752 


Homo sapiens eukaryotic translation initiation factor 3, subunit 8(1 lOkD) 
(EIF3S8), mRNA 


NM 004929 


Homo sapiens calbindin 1, (28kD) (CALB1), mRNA 


NM 0061 ">2 


Homo sapiens mannosidase, alpha, class 2 A, member 2 (MAN2A2), mRNA 


NM 006301 

1N1YA \J\J\J~J\J ± 


Homo sapiens mitogen-activated protein kinase kinase kinase 12 (MAP3K12), 
mRNA 


NM 006299 

J.N1VX \J\J\J£— S 


Homo sapiens zinc finger protein 193 (ZNF193), mRNA 


NM 006298 


Homo sapiens zinc finger protein 192 (ZNF192), mRNA 


MM 006385 


Homo sapiens zinc finger protein 211 (ZNF21 1), mRNA 


NM 006296 


Homo sapiens vaccinia related kinase 2 (VRK2), mRNA 


NM 006295 


Homo sapiens valyl-tRNA synthetase 2 (VARS2), mRNA 


NM 006447 


Homo sapiens ubiquitin specific protease 16 (USP16), mRNA 


NM 006294 


Homo sapiens ubiquinol-cytochrome c reductase binding protein (UQCRB), 
mRNA 


NM 006293 

X N XV J. \J\J \J^> -S —J 


Homo sapiens TYR03 protein tyrosine kinase (TYR03), mRNA 


NM 0063 1 1 

J.N1.VX \J\J \J X X 


Homo sapiens nuclear receptor co-repressor 1 (NCOR1), mRNA 


NM_006291 


Homo sapiens tumor necrosis factor, alpha-induced protein 2 (TNFAIP2), 
mRNA 


NM_006290 


Homo sapiens tumor necrosis factor, alpha-induced protein 3 (TNFAIP3), 
mRNA 


NM 006288 


Homo sapiens Thy-1 cell surface antigen (THY1), mRNA 


NM 00fv>8fi 


Homo sapiens transcription factor Dp-2 (E2F dimerization partner 2) (TFDP2), 
mRNA 


NM 006984 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase n, H, 30kD (TAF2H), mRNA 


NM_006342 


Homo sapiens transforming, acidic coiled-coil containing protein 3 (TACC3), 
mRNA 


MM 0062R3 

1N1VJ. \J\J\J£*0 *J 


Homo sapiens transforming, acidic coiled-coil containing protein 1 (TACC1), 
mRNA 


NM 006282 


Homo sapiens serine/threonine kinase 4 (STK4), mRNA 


NMJ)06280 


Homo sapiens signal sequence receptor, delta (translocon-associated protein 
delta) (SSR4), mRNA 


NM 006307 


Homo sapiens sushi-repeat-containing protein, X chromosome (SRPX), mRNA 


NM 006415 


Homo sapiens serine palmitoyltransferase, long chain base subunit 1 (SPTLC1), 
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mRNA 


NM UUo4dU 


rlomO Sapiens Splicing iacior \HDKU) \Or r*t-rj 9 nu\i>n 


NM 006422 


Homo sapiens A kinase (PRKA) anchor protein 3 (AKAP3), mRNA 


NM_006446 


Homo sapiens solute carrier family 21 (organic anion transporter), member 6 
(SLC21A6), mKJNA 


NM_006278 


Homo sapiens sialyltransferase 4C (beta-galactosidase alpha-2,3- 
sialytransterase) (plA14C), mKJNA 


NM_006378 


Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane 
domain (1M) and snort cytoplasmic domain, ^semapnorny {&&i\if\**ijj 9 
mKJNA 


NM_0063 /y 


liomo sapiens sema oomam, immunogioijuiiii uuiiiain »uvu t uaoic- uuuiain, 
secreteo, ^semapnonn^ ^ojDivirvjv^^, ihinj-n^v 


NM_UUoz /4 


xlomo sapiens smaii lnauciuie cyroKinc buuicuiniy *\. yy^y^ \^ys*j, mwiiuti ±^ 


NJVL 


U AmA corvine trsmcHnrin fl-*f*tsA-1ik"P ^ CTRT *W mRNA 

xiomo sapiens tronbtiuL-iii ^ucusj-iijvc; j ^ijjijj^, hum^h. 


NM 006270 


Homo sapiens related RAS viral (r-ras) oncogene homolog (RRAS), mRNA 


NM UUozoy 


riomo sapiens reuniiis pigmentosa 1 ^auiuouinai u.uiiinia.m.y v AVA L Jy 11Ltv - L ^- r ^ 


NM UUo33j 


riomo sapiens nng linger proiem lj yr<±sr ljj> iiusjMrx 


NM 006315 


Homo sapiens ring finger protein 3 (RNF3), mRNA 


NM 006394 


Homo sapiens regulated in glioma (RIG), mRNA 


NM_006263 


Homo sapiens proteasome (prosome, macropain) activator subunit 1 (PA28 
alpha) (FbMbl), mKJNA 


NM 006262 


Homo sapiens peripherin (PRPH), mRNA 


NM_006261 


rlomo sapiens propnet 01 Jriti, pairea-iiKe nomeoaomam iranbL/ripiioii ld-L-tui 
(fKCJrl), mKJNA 


NM_006260 


Homo sapiens protein-kinase, interferon-inducible double stranded RNA 
dependent mniDitor ^risjsjvi), itlkjn/\ 


NM 006259 


Homo sapiens protein kinase, cGMP-dependent, type H (PRKG2), mRNA 


NM 006257 


xlomo sapiens protein Kinase v^, inexa ^xxvjs.v^v*/^, hiinj.n/\ 


NM 006255 


Homo sapiens protein kinase C, eta (PRKCH), mRNA 


NM_006253 


rlomo sapiens protein Kinase, AiviJr-activatea, oeta 1 non-oaiaiyiiu buuuiin 

/T>T> TT A T> 1 \ *-^"D "NT A 

(JrKJvAril), mKJNA 


NM_006252 


Homo sapiens protein kinase, AMP-activated, alpha 2 catalytic subunit 
(rKJ<LAA2), mKJNA 


NM_006251 


Homo sapiens protein kinase, AMP-activated, alpha 1 catalytic subunit 

fX>X>V A A 1 \ »v,"D\TA 

^JrKJvAAl), mKJNA 


NM 006247 


Homo sapiens protein phosphatase 5, catalytic subunit (PPP5C), mRNA 


TvTTV If C\C\iZ^ A C 

NM_0 06246 


rlomo sapiens protein pnospnaiase z, regulatory suounix r> \dd\j), cp&iiun 
isoform (PPP2R5E), mRNA 


NM_0U6245 


rlomo sapiens protein pnospnaiase z, reguiaxory suduiui r> ^djoj, ucua ii>uiuiiii 
(PPP2R5D), mRNA 


NM_006z44 


rlomo sapiens protein pnospnaiase z, reguiaxory suounn r> \dj\jj, ucui i^uiunii 
(PPP2R5B), mRNA 


NM_006243 


rlomo sapiens protein pnospnaiase z, regulatory suouniiis ^djo^ aipiid. l&uiunn 
(PPP2R5A), mRNA 


NM_006241 


rlomo sapiens protein phosphatase i, regulatory ^lnniuitorj suuunit z ^rrnruj, 
mRNA 


NM_006240 


Homo sapiens protein phosphatase, EF hand calcium-binding domain 1 (PPEF1), 
mRNA 


NM_006238 


Homo sapiens peroxisome proliferative activated receptor, delta (PPARD), 
mRNA 


NM 006237 


Homo sapiens POU domain, class 4, transcription factor 1 (POU4F1), mRNA 



482 

BNSDOCID: <WO 03074654A2_I_> 



WO 03/074654 



PCT/US03/05028 



NM 006236 


Homo sapiens POU domain, class 3, transcription factor 3 (POU3F3), mRNA 


NM 006235 


Homo sapiens POU domain, class 2, associating factor 1 (POU2AF1), mRNA 


NM 006231 

X^IXVX \J\J\JM*-J A 


Homo sapiens polymerase (DNA directed), epsilon (POLE), mRNA 


NM 006358 

i. ^ J.YJL \J \J VJ *J *s U 


Homo sapiens solute carrier family 25 (mitochondrial earner; peroxisomal 
membrane protein, 34kD), member 17 (SLC25A17), mRNA 


NM 006227 


Homo sapiens phospholipid transfer protein (PLTP), mRNA 


NM 006226 


Homo sapiens phospholipase C, epsilon (PLCE), mRNA 


NM 006225 


Homo sapiens phospholipase C, delta 1 (PLCD1), mRNA 


IsTM 006224 


Homo sapiens phosphotidylinositol transfer protein (PITPN), mRNA 


NM 006479 


Homo sapiens RAD51 -interacting protein (PIR51), mRNA 


IN IVx__UU OZZ 3 


Homo saniens nrotein (t>eDtidvl-prolyl cis/trans isomerase) NIMA-interacting, 4 
(parvulin) (PIN4), mRNA 




Homo saoiens orotein (peDtidyl-prolyl cis/trans isomerase) NIMA-interacting 1- 
like CPIN1L) mRNA 


NM_006221 


Homo sapiens protein (peptidyl-prolyl cis/trans isomerase) NIMA-interacting 1 
fPTMn mRNA 


NM_006218 


Homo sapiens phosphoinositide-3 -kinase, catalytic, alpha polypeptide 
(T1K3CA) mRNA 


"MM 006211 


Homo sapiens phosphorylase kinase, gamma 1 (muscle) (PHKG1), mRNA 


NM_006305 


Homo sapiens putative human HLA class II associated protein I (PHAP1), 
mRNA 


NM_006212 


Homo sapiens 6~phospholiTicto-2-kinase/xTuctose-2,6-biphosphatase 2 
fPFKFR2i mRNA 


NM 006211 


Homo sapiens proenkephalin (PENK), mRNA 


IN 1VI__UU 0 Z u ;/ 


Homo «;anien«; ectonucleotide nvrophosphatase/phosphodiesterase 2 (autotaxin) 
fENPP2"> mRNA 


XNIVX WU*<UJ 


Homo sapiens phosphodiesterase 6H, cGMP-specific, cone, gamma (PDE6H), 
mRNA 


NM 006204 


Homo sapiens phosphodiesterase 6C, cGMP-specific, cone, alpha prime 
(PDE6C), mRNA 


NM 006198 


Homo sapiens Purkinje cell protein 4 (PCP4), mRNA 


NM 006197 


Homo sapiens pericentriolar material 1 (PCM1), mRNA 


NM 006195 

i. N 1VX \J\J\J X. s ~> 


Homo sapiens pre-B-cell leukemia transcription factor 3 (PBX3), mRNA 


NM 006193 


Homo sapiens paired box gene 4 (PAX4), mRNA 


NM 006191 


Homo sapiens proliferation-associated 2G4, 38kD (PA2G4), mRNA 


NM 006189 


Homo sapiens olfactory marker protein (OMP), mRNA 


NM_006186 


Homo sapiens nuclear receptor subfamily 4, group A, member 2 (NR4A2), 
mRNA 


NM 006185 


Homo sapiens nuclear mitotic apparatus protein 1 (NUMA1), mRNA 


NM 006184 


Homo sapiens nucleobindin 1 (NUCB1), mRNA 


NM 006182 


Homo sapiens discoidin domain receptor family, member 2 (DDR2), mRNA 


NM 006180 


Homo sapiens neurotrophic tyrosine kinase, receptor, type 2 (NTRK2), mRNA 


NM 006372 


Homo sapiens NS1 -associated protein 1 (NSAP1), mRNA 


NM 006177 


Homo sapiens neural retina leucine zipper (NRJL), mRNA 


NM 006176 


Homo sapiens neurogranin (protein kinase C substrate, RC3) (NRGN), mRNA 


NM 006174 


Homo sapiens neuropeptide Y receptor Y5 (NPY5R), mRNA 


NM 006170 


Homo sapiens nucleolar protein 1 (120kD) (NOLI), mRNA 


NM 006169 


Homo sapiens nicotinamide N-methyltransferase (NNMT), mRNA 


NM_006165 


Homo sapiens nuclear factor related to kappa B binding protein (NFRKB), 
mRNA 


NM 006164 


Homo sapiens nuclear factor (erythroid-derived 2)-like 2 (NFE2L2), mRNA 


NM 006163 


Homo sapiens nuclear factor (erythroid-derived 2), 45kD (NFE2), mRNA 
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NM 006160 


Homo sapiens neurogenic differentiation 2 (NEUROD2), mRNA 


•V TX tT AAZ"1 CO 

NM 006158 


rlomo sapiens neiiroiiiameni, ngin puiypw|jtiut> ^mu^; v xia - ,a *-**■» 


NM 006393 


Homo sapiens ne Dinette ^iN±^r>j_/j, iiijxin^ , — 


NM 006316 


u «o^o«e TYNJA ViinHincr trflricrrmrirvnal antivator fNCYlVi^ mRNA. 
rlomo sapiens UiN/v-Dinamg rranboripuuiicu aL/uvaivi v a m;, ^ *■ 


NM 006153 


Homo sapiens NCK adaptor protein 1 (NCK1), mRNA 


NM_006424 


Homo sapiens solute earner iamuy j*+ \bouiuiii pinjopnaic^, m^mi^i. ^ 

(olXo4/V£j, niKiN/Y 


NM 006317 


Homo sapiens brain acid-soluble protein 1 (BASP1), mRNA 


NM 006343 


Homo sapiens c-mer proio-oncogene tyrosine KJiid^c vivii-«iMrw;, mx^±^^ 


NMJ)06457 


Homo sapiens LIM protein (similar to rat protein kinase C-binding enigma) 
(LIM), mRNA 


NM 006148 


Homo sapiens LIM ana brl3 protein i (LAor i), uiivlna 


NM_006383 


tt_ ^ „^ - Q „ t\xta /4*>-r»^ri/^P'nt nt-rfct^i-n IrinaQf* fatal vtic <siibunit-interactin2 

j^iQxno sapiens UiN/\~QepenaenL proicm ivixiaoc ^aim^Li^ auumui miA-iM^mAE, 

protem 2 (Kir 2), mKJNA 


NM_006459 


Homo sapiens similar to i^aenornaoaiub eicgd.ris> piuicm v^«^^v^i.^ ^x^x^v^-t^, 
mRNA 


NM 006147 


Homo sapiens mteneron reguiaxory u ^uvruj, hixvj.^^-v 


NM 006332 


Homo sapiens mteneron, gaiiinid-inuutiuic piutcm ijv ^ iiuui/i 


NM 006337 


Homo sapiens microspneruie proiem 1 ^ivi^ivoiy, iijxsj.>i^x 


NM 006308 


Homo sapiens neat snocK z/ku proicm ^ ^norDj;, iiirvi^/-^ 


NM_006403 


Homo sapiens enhancer of filamentation 1 (cas-hke docking; Crk-associated 
substrate related) (HLi 4 1 ), mKJNA 


NM 006143 


Homo sapiens Cj protem-coupiea receptor iy yyjr r^yy), husa^j^. 


NM 006302 


Homo sapiens glucosiaase 1 (uuoij, ituvln/y 


NM 006478 


Homo sapiens Ly/VoZ-reiatea on enromosome \yjr\j>u^^j, - LAj - LX - L> - r ^ 


NM_006338 


Homo sapiens glioma ampimeu on cxiroiriu&uiiic l jjiuicih ^1^1x^111^ nvn; 

fi~^ AP1\ -rv-kX> XT A 

(CjACI ), mKJNA — 


NM 006360 


rlomo sapiens oenuntic cen proicm v.^^^ / nuvi^-rv 


NM 006329 


rlomo sapiens iiouiin d ^rr^x-.iNjj, niiviN^ 


NM 006404 


Homo sapiens protein C receptor, endothelial (EPCR) (PROCR), mRNA 


NM 006304 


Homo sapiens ueieteQ in spnt-nana/spiiL-iuui i icgiun v 1 ^ 01 - 5 1 /•> AAi - LVi ^ x v 


NM 001355 


Homo sapiens JL/-uopacnrome tautomerasc \xjlj i iiixsaN^Y 


NM 006139 


Homo sapiens CJJzo antigen ^ip^j ^uzoj, mrviN^ 


NM 006371 


Homo sapiens cartilage associated protein (CRTAP), mRNA 


NM_006136 


Homo sapiens cappmg protein ^actin inamentj muscie l-iihc, tupua ^ 

fr^ A Tj r 7 A 0\ _^-,T> TvT A 1 

(CArZA2), mKJNA 


NM 006448 


Homo sapiens trinucieotiae repeat ooniaiimig 1 \iimv/i;, nuvi^iT. 


NM 006333 


Homo sapiens nuciear uiNA-Dinuing piuicui 1 )> iAA - Lvx> - rv 


"X TTV k r\r\ A 1 c\ 

NM_006419 


TT„„, rt * „ c^violl inHnr»iK1r» r*\/+r*lri'nf a ciil^faiTlll V T(~!vS-X-CvS motif), member 

Homo sapiens sman inouciDic cyioKinc r> i>uuianu.iy v V/ j' a ^ v w° iuui11 /' 
lj (o**cen cnernoaiiiav/iaiii; ^ov x j^, nu-xa^-r^ 


NM 005453 


Homo sapiens zinc finger protein 297 (ZNF297), mRNA 


NM 006324 


Homo sapiens cramoiaciai ueveiopmeni proicm i v v^jti_^x iy, nuvun. 


NM 006375 


Homo sapiens cytosolic ovarian carcinoma antigen 1 (COVA1), mRNA 


NM 004466 


Homo sapiens glypican d (orCDj, itikjna 


NM 004484 


Homo sapiens glypican 5 (UrUJ), mKJNA 


NM_002856 


Homo sapiens polio virus receptor-reiateu z ^nerpesvirub cnuy &j 
fPVRT 2) mRNA 


NM_001420 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosoplnla)-like 3 (Hu 
antigen C) (ELAVL3), mRNA 


NM 001634 


Homo sapiens S-adenosylmethionine decarboxylase 1 (AMD1), mRNA 


NM 000483 


Homo sapiens apolipoprotein C-II (APOC2), mRNA 


NM 001645 


Homo sapiens apolipoprotein C-I (APOC1), mRNA 
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NM 000482 


Homo sapiens apolipoprotein A-IV (APOA4), mRNA 


NM 005953 


Homo sapiens metallothionein 2A (MT2A), mRNA 


NM_005954 


Homo sapiens metallothionein 3 (growth inhibitory factor (neurotrophic)) 
(MT3), mRNA 


NM 006007 


Homo sapiens zinc finger protein 216 (ZNF216), mRNA 


NM 006006 


Homo sapiens zinc finger protein 145 (Kruppel-like, expressed in promyelocytic 
leukemia) (ZNF145), mRNA 


NM 006004 


Homo sapiens ubiquinol-cytochrome c reductase hinge protein (UQCRH), 
mRNA 


NM 006003 ! 


Homo sapiens ubiquinol-cytochrome c reductase, Rieske iron-sulfur polypeptide 
1 (UQCRJFS1), nuclear gene encoding mitochondrial protein, mRNA 


NM 006088 


Homo sapiens tubulin, beta, 2 (TUBB2), mRNA 


NM 005999 


Homo sapiens translin-associated factor X (TSNAX), mRNA 


NM_006022 


Homo sapiens transforming growth factor beta-stimulated protein TSC-22 
(TSC22), mRNA 


NM 005998 


Homo sapiens chaperonin containing TCP1, subunit 3 (gamma) (CCT3), mRNA 


NM 006073 


Homo sapiens triad in (TRDN), mRNA 


NM 005997 


Homo sapiens transcription factor-like 1 (TCFL1), mRNA 


NM 006116 


Homo sapiens transforming growth factor beta-activated kinase-binding protein 
1 (TAB 1), mRNA 


NM 005989 


Homo sapiens aldo-keto reductase family 1, member Dl (delta 4-3-ketosteroid- 
5-beta-reductase) (AKR1D1), mRNA 


NM 005988 


Homo sapiens small proline-rich protein 2A (SPRR2A), mRNA 


NM 005986 


Homo sapiens SRY (sex determining region Y)-box 1 (SOX1), mRNA 


NM 006049 


T-Tnmo ciarnpn^ crmall miclpar RNFA antivatinty romnlfx ■nnlvncntide 5 1 QlcT") 
(SNAPC5), mRNA 


NM 006080 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semaphorin) 3 A (SEMA3A), mRNA 


NM_006072 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 26 
(SCYA26), mRNA 


NM 005981 


Homo sapiens sarcoma amplified sequence (SAS), mRNA 


NM 006054 


Homo sapiens reticulon 3 (RTN3), mRNA 


NM 005977 


Homo sapiens ring finger protein (C3H2C3 type) 6 (RNF6), mRNA 


NM 005975 


Homo sapiens PTK6 protein tyrosine kinase 6 (PTK6), mRNA 


NM 005972 


Homo sapiens pancreatic polypeptide receptor 1 (PPYR1), mRNA 


NM 006112 


Homo sapiens peptidylprolyl isomerase E (cyclophilin E) (PPBE), mRNA 


NM 006107 


Homo sapiens acid-inducible phosphoprotein (OA48-18), mRNA 


NM 006067 


Homo sapiens neighbor of COX4 (NOC4), mRNA 


NM 005969 


Homo sapiens nucleosome assembly protein 1-like 4 (NAP1L4), mRNA 


NM 006058 


Homo sapiens Nef-associated factor 1 (NAF1), mRNA 


NM_006097 


Homo sapiens myosin regulatory light chain 2, smooth muscle isoform 
(MYRL2), mRNA 


NM 005955 


Homo sapiens metal-regulatory transcription factor 1 (MTF1), mRNA 


NM_005932 


Homo sapiens mitochondrial intermediate peptidase (MIPEP), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 005931 


Homo sapiens MHC class I polypeptide-related sequence B (MICB), mRNA 


NM 006081 


Homo sapiens MHC binding factor, beta (MHCBFB), mRNA 


NM_005930 


Homo sapiens meningioma expressed antigen 6 (coiled-coil proline-rich) 
(MGEA6), mRNA 


NM 005928 


Homo sapiens milk fat globule-EGF factor 8 protein (MFGE8), mRNA 


NM 005926 


Homo sapiens microfibrillar-associated protein 1 (MFAP1), mRNA 


NM 005925 


Homo sapiens meprin A, beta (MEP1B), mRNA 
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NM_005924 ] 


rlomo sapiens mesenchyme homeo oox z ^growui dirc&i spcuuv 11Uil|CU UUA / 
fMEOX2) 3 mRNA 


NMJ)05920 


Homo sapiens jVLAJJo box transcnpnon eimdiit/ci xa^ujj. ^, p^ a jh^f li ^^ ^ 
(myocyte ennancer iacior xysvcr iiirvi^^. 


NMJ305919 


tt A/f Anc Kay fr^ncrrintinn enhancer factor 2, nolvDeptide B 

j^omo sapiens ivi/vi-Jo dox uanboripuuii cnuonuvi Aavwi *■> ^wy^v|/w«w 

(myocyte ennancer laoiux z-o^ viyj-l^j. ^*-> )■> i *^^ iix — . 


NM_005918 


w^rvin conipTiQ mfllflte dehvdroeenase 2 NAD (mitochondrial) (MDH2), nuclear 
xiomo sapiciio iiididLc vjciiyui vjgwuciov i*> Aiiuy v / \ / ? 

npn /i pnrAHino mitripVinndrial nrotein. mRNA 


MM 005917 


xT rtW , rt ^oicifp* rif»"h\/drrkCTpn5iQp 1 NAT) ( soluble) (MDH1), mRNA 

Homo sapiens maiaie aenyarogciia&c 1 , i^-r*j-/ __ 


NM 005913 


Homo sapiens melanocortin 5 receptor (MC5R), mRNA 


NM 005912 1 


Homo sapiens melanocornn *\ recepior ^ivxv^hj^;, uuu^n 


NM 005911 


Homo sapiens methionine aaenosyiiransierabc <upna y±Yx*\.± j 9 uuvi^ _ — 


NM 005908 


Homo sapiens mannosiaase, oexa /v, iysut>uiiid.i \ivu-u.^imj, ui±^±-*jtl 


NM 005907 


tt • „ .««- rt p;/iAn a ol-r-vVio place 1 A mpmhpr 1 (lVfANl Al^ mRNA 

Homo sapiens mannosiaase, arpna, ciass ia, mcmuci 1 ^vx^iNin-i/, v 


NM_005898 


Homo sapiens membrane component, chromosome 11, surface marker 1 

(Mil SI), mRNA - 


NM 006060 


tt ^ r,;«~ fi«<tprnrAtpin cnhfflrmlv 1 A 1 (Tkaros) (Z.NFN 1 Al ), mRNA 

Homo sapiens zmc linger proiem, buuiauuijr * v jJVC11 ^' 0 ^ v^-l^ x ^ AX ^ } 


NM 006059 


Homo sapiens laminm, gamma 0 ^/\ivi^jj, iiunj-n^-v _ 


NM 006038 


tt - ^ j i-.-i.nf Aftonoci c aocAf T*T ^ 1 fFC T A A0757) mR In A. 

Homo sapiens spermatogenesis associated rui ^js^Lrv^u / ^ t 


NM_006084 


Homo sapiens interferon-stimulated transcription factor 3, gamma (48kD) 
(ISGF3G), mRNA 


NM 005897 


Homo sapiens mtracisternai a parncie-prumuicu puiy^cptiuc ^5 lluxl1 . x 


NM 005896 


tt ~ ~ _ J-rt^f-nto /^^.^Arr?T-r\np»rt^Cf» 1 HSl A1~)P+^ col lib le ( J_L)H 1 ). IXlRNA 

Homo sapiens isocitrate aenyurogenabc i {lsx\±sx^) 9 aumuiv/ ^111;, 


NM 006028 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 3B (HTR3B), mRNA 


NM_006120 


Homo sapiens major nistocompatiDiiiiy complex, ciabb xx, x^iva aipua v Aiij/1 
DMA), mRNA 


NM 006026 


Homo sapiens rll ni stone ramny, memoer imr aj, uum>i/\ 


NM 006051 


Homo sapiens ^JboD-LlKri 2 ^rrioDivZ;, mtuN/\ 


NM_006079 


Homo sapiens Cbp/p300-interacting transactivator, with Glu/Asp-nch carboxy- 
terminal domain, 2 (CI 1 JaUz), mKJN a . = — 


NM__005894 


Homo sapiens CD5 antigen-like (scavenger receptor cysteine rich family) 
(CD5L), mRNA — . 


NM 006016 


Homo sapiens CD154 antigen, sialomucin (tuiw;, nuviN/\ 


NM_006078 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 2 
(CACNG2), mRNA 


NMJ)06030 


Homo sapiens calcium channel, voltage-dependent, alpha 2/delta subunit 2 
(CACNA2D2), mKJNA — 


NM 006085 


Homo sapiens 3 % (2% 5 '-bisphosphate nucleotidase 1 (BPNT1), mRNA 


NMJ)06015 


Homo sapiens oWJ/oJNr related, matrix associaieu, amn ucpdiu-cnt igguiawi v/x 
chromatin, suoiamiiy i, memoer l ^oivi/\xv^r lj, uu\j.^r^ 


NM_006066 


tt ^ j iz-a+ft -roriii^+<ipo fo-m-ii-w i mpTTihpr Al f al deh vde reductase ) 

Homo sapiens aldo-Jceto reauciase iamiiy i, nicniuci n.i ^ aiu ^ u J iwu^u*^ 

(AlsJvlAl ), rnKJNA . 


NM_005891 


TT^^ rt nn«ionn _ _ ,i prtonTirmp a o p <=kt\/i trnn <sfp/r a^e 2 facetoacetvl Coenzyme A 
rlomo sapiens acexyi-v^oenzymc /a. ate iy i u. cmoxv^i. aou x. ^viuuwy i ^/vw**^***^ 

tnioiase j 1 z ulkjn/^ „ 


NM 006020 


Homo sapiens alkylation repair; alkB homolog (ABH), mRNA 


NM 004056 


Homo sapiens caroonic annyorase v ui \^-rvo uuvirri 


NM 005664 


Homo sapiens makorin, ring finger protein, 3 (MKRN3), mRNA 


NM 005662 


Homo sapiens voltage-dependent anion channel 3 (VDAC3), mRNA 


NM 005836 


Homo sapiens translational inhibitor protein pl4.5 (UK1 14), mRNA 


NM_005660 


Homo sapiens solute carrier family 35 (UDP-galactose transporter), member 2 
(SLC35A2), mRNA 


NM 005659 


Homo sapiens ubiquitin fusion degradation 1-hke (UFD1L), mRNA 
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NM 00^706 


Homo sapiens tumor suppressing subtransferable candidate 4 (TSSC4), mRNA 


NM 005723 


Homo sapiens tetraspan 5 (TSPAN-5), mRNA 


NM 005727 


Homo sapiens tetraspan 1 (TSPAN-1), mRNA 


NM 005658 


Homo sapiens TNF receptor-associated factor 1 (TRAF1), mRNA 


NM 005802 


Homo sapiens tumor protein p53-binding protein (TP53BPL), mRNA 


NM 005749 


Homo sapiens transducer of ERBB2, 1 (TOB1), mRNA 


NM 005655 


Homo sapiens TGFB inducible early growth response (TIEG), mRNA 


NM 005653 


Homo sapiens transcription factor CP2 (TFCP2), mRNA 


NM 005654 


Homo sapiens nuclear receptor subfamily 2, group F, member 1 (NR2F1), 
mRNA 


NM 005652 


Homo sapiens telomeric repeat binding factor 2 (TERF2), mRNA 


1STM O05S85 


Homo sapiens similar to S. cerevisiae SSM4 (TEB4), mRNA 


NM 005651 


Homo sapiens tryptophan 2,3-dioxygenase ( TDG2), mRNA 


"MA/f CiO^ftdQ 

1NIV1 ^UJUH? 


Homo sapiens transcription factor 17 (TCF17), mRNA 


NM 005647 


Homo sapiens transducin (beta)-like 1 (TBL1), mRNA 


IN 1V1_U V D OH D 


Homo saniens TATA box binding protein (TBPVassociated factor, RNA 
polymerase H, K, 18kD (TAF2K), mRNA 


JN 1VI_\J UjOhj 


Hr»mo cianienc; TATA box binding protein (TBP)-associated factor, RNA 
polymerase n, I, 28kD (TAF2D. mRNA 


rsllVL__UUDO't 1 


u nmn ^aniens TATA box bindine orotein (TBPVassociated factor, RNA 
nolvmerase II E 70/85kD (TAF2E), mRNA 


XTIVA O0S67Q 

JLN1V1 \J / j7 


Homo saniens TATA box binding protein (TBPVassociated factor, RNA 
nolvmerase I C 1 lOkD (TAF1 CY mRNA 


NM_005681 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
nolvmerase T A 48kP (TAF1 A) } mRNA 


NM 005639 


Homo sapiens synaptotagmin 1 (SYT1), mRNA 


NM 005638 i 


Homo sapiens synaptobrevin-like 1 (SYBL1), mRNA 


NM 005635 


Homo sapiens synovial sarcoma, X breakpoint 1 (SSX1), mRNA 


NM 00SR71 


Homo saniens splicing factor 30, survival of motor neuron-related (SPF30), 
mRNA 


NM 005634 


Homo sapiens SRY (sex determining region Y)-box 3 (SOX3), mRNA 


NM 005686 


Homo sapiens SRY (sex determining region Y)-box 13 (SOX13), mRNA 




Knmo <?aniens solute carrier familv 6 (neurotransmitter transporter, creatine), 
member 8 fST.C6A8V mRNA 


NM 005630 


Homo sapiens solute carrier family 21 (prostaglandin transporter), member 2 
(SLC21A2), mRNA 


NM_005628 


Homo sapiens solute carrier family 1 (neutral amino acid transporter), member 5 
(SLC1A5), mRNA 


NM 005627 


Homo sapiens serum/glucocorticoid regulated kinase (SGK), mRNA 


NM 00SR77 


Homo sapiens splicing factor 3a, subunit 1, 120kD (SF3A1), mRNA 


NM 005625 


Hnmn sanipns svndecan bindine nrotein (svntenin) (SDCBP), mRNA 


NM 00S693 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 8 
(monocyte chemotactic protein 2) (SCYA8), mRNA 


NM 005624 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 25 
(SCYA25), mRNA 


NM 005850 


Homo sapiens splicing factor 3b, subunit 4, 49kD (SF3B4), mRNA 


NM 005772 


Homo sapiens RNA cyclase homolog (RNAC), mRNA 


NM 005614 


Homo sapiens Ras homolog enriched in brain 2 (RHEB2), mRNA 


NM 005777 


Homo sapiens RNA binding motif protein 6 (RBM6), mRNA 


NM 005778 


Homo sapiens RNA binding motif protein 5 (RBM5), mRNA 


NM 005611 


Homo sapiens retinoblastoma -like 2 (pl30) (RBL2), mRNA 


NM 005704 


Homo sapiens protein tyrosine phosphatase, receptor type, U (PTPRU), mRNA 



487 

BNSDOCID: <WO 03074654A2_I_> 



WO 03/074654 



PCT/US03/05028 



NM 005607 


rlomo sapiens Jri ivz protein tyrosine handle ^ v A uuuiri 


NM_0057S9 


TTn^A oorM*p»ne -nmtpQCAmp /^nrAcnmp iriacronain) activator sub unit 3 (PA28 
nomo sapiens proicciooiiic vjjiuaunic;, niauivpoui/ uww»wwi ^ \ 

ooTnmp- TCi"! fP^MF'} » mRNA 


InM UUDo/Z 


TT/M-nr* carnpnc -rvrn^ratp <;tem cell antitren fPSCA\ mRNA 


NM 005865 


Homo sapiens protease, serine, 16 (thymus) (PRSS16), mRNA 


XfN A f\f\ C70 A 

NM 005729 


Uawa conipnc -n^rvH ri-v/lTvrnlvl i^nmpra^e F ^CVCloohilin F) (FFJUV), mRNA 


NM 005604 


Homo sapiens POU domain, class 3, transcription factor 2 (POU3F2), mRNA 


NM 005709 


Homo sapiens rUzL,-/D proiem yrD/^- 1 d/±\ i-v^w ->oys iijjvi^.n. 


NM 005767 


Homo sapiens purmergic recepxor x iamny x\ giuup j; -v? uuvi^n 


NM_005835 


Homo sapiens solute carrier iamiiy i / v soaium pnubpiuiic/, niciiiuci ^ 
(SLCI7A2), mKJNA . . 


NM_005793 


xiomo sapiens nucieosioe aipnospnaic jsj.iid.t>c type \j v iiiim^it^i ui A i*v*w.wwv*. 
apoptosis-aipnaj ^iNivL^o-noj, iiuvin^tv 


NM_005600 


Homo sapiens nitrilase 1 (NTTl), mRNA 


"V TTk /T f\C\ C C C\C\ 

NM 005599 


xiomo sapiens nescient nenx loop neiiA ^ \^L\ni^M^L^}, uix^±^j-l 


\ti «■ r\r\r c c\0 

NM 005598 


Homo sapiens nescient nenx loop nciiA 1 v inxxj^xi.i7, nijx_L>i-v 


NM 005596 


Homo sapiens nuclear iactor i/r> ^iNrLDj, rrnxiNrv. 


NMJ)05665 


Homo sapiens ecotropic viral integration site 5 (EVI5), mRNA 


NM_005594 


Homo sapiens nascent-poiypeptiae-associatea complex aipna. puiypcpuu^ 
(NACA), mRNA 


NM 005593 


Homo sapiens myogenic iactor d (MirDj, nmiNA 


NM 005592 


Homo sapiens muscle, SKeletai, receptor tyrosine Kinase ^iviuojv;, iiixvin^v 


NM_005845 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 4 
(ABCC4), mRNA 


NM_005S74 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 
and 111M domains), memoer z ^lukxjzj, uuvin^v 


NM 005588 


tt„^ a _ _ „ •„ a olnVkfa /PARA -r\p»T^tiHf» "hvHrn1a«;ei HVIFP 1 mRNA 

Homo sapiens mcpnn /v, aipna r\x5/v pepnuc iiyuiuid&c; ^vxj^i iiumixx 


NM_005587 


Homo sapiens MADS box transcription enhancer factor 2, polypeptide A 
(myocyte enhancer iactor z/\; ^iviiirz/vj, mruN/Y 


NM005810 


Homo sapiens Kiuer ceil lectm-iijce receptor bu.uianiiij' vj, iai^ihu&i a ^yuiwj m.j 9 
mRNA 


NM 0055bl 


Tj/xw.n ro«mvin t ntVi<*T"ot-» Klr\r*rl crrr»iir\ ( AiiKptctpt" H antigen included) (LUk ITlRNA 
Homo sapiens JL/Utneran oiooo group ^/iuuci gci u aimg^xi m^iuuvu; v- 1 -'*-^ /> 


NM_00557S 


TT__, rt r.rt-^iia'Mr T TA/T /%rv*t o in r»r\-n tainin CT TTTpfpTTpH frflTl^l OCatlOn DSTtTlGr m ll"DOma 

HOniO Sapiens JLvJUVI QOmam-UOniaimng picicntu uanaiuuauuu paxuivi XA r^ w * 
/T PP\ mPXT A 

(Lrr), rn±viN/\. . 


XTA/T AACCT? 
JNM / / 


TT ~ cortipnc 1i-nr\-r\Tr\t<»in T Ts(t\ i PA V TTI TvlN A 

riomo sapicno lipopioLcni, x^\j\<xj \*-f*. r ^}-> *■ 


NM 0055 /o 


TT AmA coni^nc rwir?5»cp-li Vp 1 0"x^T 1^ mRNfA 
iioino sapiens lysyi oxiuaoc-iiivc; i ^j->^w/^vx_#i 7, ixxxvx^^v. 


NM OuZO/J 


riomo sapiens lamm r> 1 ^juivtin-d i ^, iiuxiNr^ 


NM UU5j/Z 


xiomo sapiens lamm /v^ ^jl>ivii>/a.^, imu>in . 


NM 005568 


xiomo sapiens i_^uyi norncuuox piutt/iii 1 /, aiixxj.^^*. 


NM 005780 


Homo sapiens lipoma HMGIC fusion partner (LHFP), mRNA 


NM 005566 


rlomo sapiens lactate aenyurogenase /v ^j^L/rx^i^, iiix\j.n^ 


NM 005564 


rlomo sapiens npocaim z ^oncogene z-H-p.?,; ^j^v-yi^^^, nixvi>i-r^ 


NM 00555c 


rlomo sapiens laQinin i {L,i\u i ), mrviN-r*. 


NM 005556 


rlomo sapiens Keratm / ysjvi / ruivLN^ 


NM_005557 


TT/Nvrtn pnniowc VoT«n+ir 1 i z' fr\r>ck\ Ti r\n-pr»i Hpi*mo1 vti c TialTTioTil antar lceratoderma) 
xiomo sapiens Keratin 10 ^iocdi noii'cpiuciiiiv^i^yLiv/ ^aunu^ianuu ivuiaw^winn*; 

(!OlT16),mRNA 


NM 005553 


Homo sapiens keratin, cuticle, ultrahigh sulphur 1 (KRN1), mRNA 


NM 005552 


Homo sapiens kinesin 2 (60-70kD) (KNS2), mRNA 


NM 005551 


Homo sapiens kallikrein 2, prostatic (KLK2), mRNA 


NM 005550 


Homo sapiens kinesin family member C3 (KIFC3), mRNA 


NM_005832 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, beta member 2 (KCNMB2), mRNA 
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In xvi__uu d d **y 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 10 (KCNA10), mRNA 


NM 005548 


Homo sapiens lysyl-tRNA synthetase (KARS), mRNA 


NTVT 005547 

XN IVA UuJ / 


Homo sapiens involucrin (IVL), mRNA 


NM 005545 


Homo sapiens immunoglobulin superfamily containing leucine-rich repeat 
(ISLR), mRNA 


NM 005853 


Homo sapiens iroquois-class homeodomain protein (IRX-2A), mRNA 


NM 005544 


Homo sapiens insulin receptor substrate 1 (IRS1), mRNA 


NM 005543 


Homo sapiens insulin-like 3 (Leydig cell) (INSL3), mRNA 


NM 005542 


Homo sapiens insulin induced gene 1 (INSIG1), mRNA 


NM 005541 


Homo sapiens inositol polyphosphate-5-phosphatase, 145kD (INPP5D), mRNA 


NM 005539 

JL >l 1»1 \J\J ~J ~J *s 


Homo sapiens inositol polyphosphate-5 -phosphatase, 40kD (INPP5A), mRNA 


NM 005537 

IN IV X \J\J *J -J 1 


Homo sapiens inhibitor of growth 1 family, member 1 (ING1), mRNA 


NM 005535 


Homo sapiens interleukin 12 receptor, beta 1 (IL12RB1), mRNA 


NM 005532 

XN 1VJL \J\J 2-i 


Homo sapiens interferon, alpha-inducible protein 27 (EFI27), mRNA 


NM 005531 


Homo sapiens interferon, gamma-inducible protein 16 (IFI16), mRNA 


xNxvx Uujjjv 


Hr»mr> cantpns isnr.itrate dehvdroeenase 3 (NAD+) alpha (IDH3A), mRNA 


NM 005808 


Homo sapiens HYA22 protein (HYA22), mRNA 




Hnmn Qaniens heat shock 40kD orotein 2 (HSPF2V mRNA 


NM 005526 


Homo sapiens heat shock transcription factor 1 (HSF1), mRNA 


JNJVi UUjDZj 


Tirkmri canipriQ >iA/Hrnx v<?ternid (\ 1 -beta) dehydrogenase 1 (HSD11B1), mRNA 


xNxvl UUDDZZ 


u nmn cam* en q hnmen box Al fHOXAl). mRNA 


JN1VI_UU03Z 1 


Wnmn Q^inipriQ hnmen box 1 1 fT-cell lvmohoma 3 -associated breakpoint) 
fflCfKI \ \ mRNA 


NM 00551 R 

1NXV1 WJJIO 


Homo saniens 3-hvdroxv-3-methvlelutaryl-Coenzyme A synthase 2 
(mitochondrial) (HMGCS2), mRNA 


MM 005 51 5 

XNXV1 uUJJlJ 


Homo saniens homeo box HB9 (HLXB9), mRNA 


NM 005516 
XNXVl wJj l yJ 


Homo sapiens maior histocompatibility complex, class I, E (HLA-E), mRNA 


TsJM 005719 

XNiVl \J\Ju / 14, 


Homo saniens HERV-H LTR-associating 1 (HHLA1), mRNA 


NM 005844 

1 N XV A \J\J ~J U 1 1 


Homo sapiens PERB11 family member in MHC class I region (HCGIX), mRNA 


NM_005513 


Homo sapiens general transcription factor HE, polypeptide 1 (alpha subunit, 
56kD) (GTF2E1) mRNA 


NM 005683 


Homo sapiens G protein-coupled receptor 55 (GPR55), mRNA 


NM 005684 


Homo sapiens G protein-coupled receptor 52 (GPRS 2), mRNA 


NM 005512 

XNXVl uvJJ 1 


Homo sapiens glycoprotein A repetitions predominant (GARP), mRNA 


NM 005851 

XNXVl VuJOJ 1 


Homo sapiens tumor suppressor deleted in oral cancer-related 1 (DOC-1R), 
mRNA 


NM 005740 

XN1V1 \)\J J / 


Homo saniens dvnein axonemaL light polypeptide 4 (DNAL4), mRNA 


NM 005872 

XNXVl vJUJO/Z, 


Homo sapiens breast carcinoma amplified sequence 2 (BCAS2), mRNA 


NM 005671 


Homo sapiens reproduction 8 (D8S2298E), mRNA 


"MM OO^ROO 
In ivx. U U J o \J\) 


Hnmo ^aniens mVhlv rharaed nrotein (D13S106E), mRNA 


"MM 00^7^7 


Homo ^aniens C-tvne f calcium denendent carbohydrate-recognition domain) 
lectin «;unerfamilv member 1 (cartilage-derived) (CLECSF1), mRNA 


NM 005507 

1N1V1 UUJ J U / 


Homo saniens cofilin 1 (non-muscle) (CFL1), mRNA , 


NM 005895 

XNJLVA uUJ 0/<J 


Homo saniens RAS euanvl releasing protein 2 (calcium and DAG-regulated) 
(RASGRP2), mRNA 


NM 005773 


Homo sapiens zinc finger protein 256 (ZNF256), mRNA 


NM 005774 


Homo sapiens zinc finger protein 255 (ZNF255), mRNA 


NM 005504 


Homo sapiens branched chain aminotransferase 1, cytosolic (BCAT1), mRNA 


NM 005738 


Homo sapiens ADP-ribosylation factor-like 4 (ARL4), mRNA 


NM 005731 


Homo sapiens actin related protein 2/3 complex, subunit 2 (34 kD) (ARPC2), 
mRNA 
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NM_005719 


Homo sapiens actin related protein 2/3 complex, subumt 3 (21 kD) (ARPC3), 
tnRNA 


NM 005883 


Homo sapiens adenomatous polyposis con iikc v-^* v_^; 5 "Amm 

f t • a 1 fX}T>lT A\ or>pV»nr nrnfpin R ( ATC APR^ TTlRNA 


NM 005858 
NM 002023 


Homo sapiens A kinase (rKJvA) ancnor proiem o ^^vr^-viro;? nixv^^ _ 

Homo sapiens iibromodulin (rjviuuj, mm>i/-Y 


NMJXKUOS 


Homo sapiens dihydrolipoamide dehydrogenase ^no oompoucm ui yyiuvatt 
dehydrogenase complex, 2-oxo-glutarate complex, branched chain keto acid 
dehydrogenase complex) (DLL)), mKJNA _ 


NM 001621 


Homo sapiens aryl hydrocarbon receptor ^ -\riK.;, mtuN/v 


NM 001101 


Homo sapiens actin, beta (ACTB), mKNA 


NM 001100 


Homo sapiens actin, alpha 1, skeletal muscle iA^i aij, mruNA 


NM__000054 


Homo sapiens arginme vasopressin receptor z jnepnrogemc aiaucica m&ipiuua; 
(AVPR2), mRNA 


NM 005455 


Homo sapiens zinc linger protein zoj ^lNr^oj;, iiuvin^ 


NM_005433 


Homo sapiens v-yes-1 Yamaguchi sarcoma viral oncogene homolog 1 (YES1), 
mRNA — 


NM 005429 


Homo sapiens vascular endothelial growth factor C (VEGJ^C), mKJNA 


NM 005499 


Homo sapiens SUMO-1 activating enzyme subumt z (^utfAzj, mKJNA 


NM 005427 


Homo sapiens tumor protein p/3 (TP73), mKNA 


NM_005425 


Homo sapiens transition protein 2 (during nistone to protamine replacement.; 
(TNP2), mRNA . 


NM_005424 


Homo sapiens tyrosine kinase with immunoglobulin ana epiaermai gruwm 
homology domains ( 1 Lb), mKJNA — _ 


NM 005423 


Homo sapiens treioil iactor z (spasmolytic protein ^rr^, ""^^ 


NM 005422 


Homo sapiens tectonn alpha v A 1 /vj, mtuN/\ 


NM 005421 


Homo sapiens 1-cell acute lympnocytic leuKemid, ^i/vi^^^j uim^n. 


NM 005420 


Homo sapiens sulfotransferase, estrogen-preferring (STE), mRNA 


NM 005418 


Homo sapiens suppression 01 tumorigemcity d ^ij;, mts^N^v 


NM 005470 


Homo sapiens spectrin SH3 domain binding protein 1 (SSH3BP1), mRNA 


NM 005416 


Homo sapiens small proline-nch protein 5 (piftus^ ), mKJNA 


NM 005460 


Homo sapiens synuclein, alpha interacting protein (synphihn) (SNCAIP), mRNA 


NMJ)05412 


Homo sapiens senne hydroxymethyltransterase z (mitocnonanai; ^nivuz;, 
mRNA 


NM_005408 


Homo sapiens small maucioie cytoione suDiarmiy /v yy-y^'^y^j, uioiuuci 1 
(SCYA13), mRNA 


NMJ)05402 


tt • ^_ _i ^ ' „ - ' „ „ lonl'-AtYiia "\7ito1 nnrT\ rr/^Ti nOTYlOlOQ" A IT3.S related) 

Homo sapiens v-ral simian leuKemia virai oncogene uumuiug ^ x^i**^^ 
(RALA), mRNA 


NM 005397 


Homo sapiens podocalyxm-iiKe ^ruijysj^j, mKJN/v 


NM 005395 


Homo sapiens postmeiotic segregation mcreasea z-iiKe y ^rmo^i^^;, Aiuu^n 


NM 005394 


Homo sapiens postmeiotic segregation mcreasea z-iiKe o ^rivioz.i^oj, nirvi>irv 


NM 005390 


Homo sapiens pyruvate dehydrogenase ^iipoamiae; dipim yr i^i^r^j, nix^^jr^ 


NM_005389 


Homo sapiens protem-L-isoaspartate ^u-aspartaie^ w-metnyiixdii&icia&c 
(PCMT1), mRMA 


NM 005450 


Homo sapiens noggin (JNUU), mKJNA 


NM 005386 


Homo sapiens neuronaun ^jnin/vi huxin/v _j 


NM 005384 


Homo sapiens nuclear factor, interleukin 3 regulated (NFIL3), mRNA 


INiVl VvJjOj 


TTnmn «?ariipn<; <;ialidase 2 fevtosolic sialidase) CNEU2), mRNA 


NM 005382 


Homo sapiens neurofilament 3 (150kD medium) (NEF3), mRNA 


NM 005381 


Homo sapiens nucleolin (NCL), mRNA 


NM 005380 


Homo sapiens neuroblastoma, suppression of tumorigemcity 1 (NBL1), mRNA 


NM_005468 


Homo sapiens N-acetylated alpha-linked acidic dipeptidase-like; ILEAL 
DBPEPTIDYLPEPTIDASE (NAALADASEL), mRNA 
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fTrnno <?aniens membrane protein, palmitoylated 2 (MAGUK p55 subfamily 
member fMPP7) mRNA 


INIYI \J\JDJ/D 


Homo sapiens myeloproliferative leukemia virus oncogene (MPL), mRN A 


IN ivl__UU jj/Z 


Homo sapiens v-mos Moloney murine sarcoma viral oncogene homolog (MOS), 
mRNA 




Homo sapiens myeloid leukemia factor 2 (MLF2), mRNA 


INlVl 


Homo sapiens MCF.2 cell line derived transforming sequence (MCF2), mRNA 


1N1V1 UUJjUO 


Homo sapiens myoglobin (MB), mRNA 




Homo sapiens melanoma antigen, family A, 6 (MAGEA6), mRNA 


NM 005362 


Homo sapiens melanoma antigen, family A, 3 (MAGEA3), mRNA 


1N1V1 UujjO 1 


Homo sapiens melanoma antigen, family A, 2 (MAGEA2), mRNA 


NM 005475 


Homo sapiens lymphocyte adaptor protein (LNK), mRNA 


JN1VL uUjjj / 


TTnmn <^anien<; linase hormone-sensitive (TJPE), mRNA 


NM 005356 


Homo sapiens lymphocyte-specific protein tyrosine kinase (LCK), mRNA 


NM_UU~>4/z 


ttrvmr* csirn^rtQ r»nta<;«:iiim voltaee-eated channel, Isk-related family, member 3 
(KCNE3), mRNA 




TJrvmr* canipnc cnint^ rarrier familv 17 (sodium phosphate), member 4 
(SLC17A4), mRNA 


TnM_00545o 


TTrtmn Pc»t-»ipno T-»-kitr\o-<>r»-5ipH\7ateH nrntein kinase 8 interacting protein 1 
nomo sapiens iniiugcii~civiivaLCAi pi tvin iviiia-o^/ «_> iuivimwui^ 

fN/f AP1<T RTP1 rrVRlSTA ' 


NM_UloJ4J 


TJnmn o^nipnc v-Ha-MQ TTarvev rat sarcoma viral oncogene homolog (HRAS), 
mRNA 


xta /T nn ^ i a i 


o Amn cnnieni hich-mobilitv erouo (nonhistone chromosomal) protein 4 
/WMGA'i nVRNA 


xnv/f nfKizii 

1N1V1 UUDJH-l 


Hnmn wnipnQ OT /UK runnel familv member HKR3 (HKR3), mRNA 


NM 005337 


Homo sapiens hematopoietic protein 1 (HEM1), mRNA 


JNJVL__UU J 4 / / 


w^mrk coniVnc h\meininl a ri nation activated cvclic nucleoti de-gated potassium 
rbannel 4 fHr i N4^ mRNA 


NM 005335 


Homo sapiens hematopoietic cell-specific Lyn substrate 1 (HCLS1), mRNA 


iNlvl UUjjjH 


tiAmn cot^nc Vinat e.ell fa p. tor CA fVP 1 6-accessorv protein) (HCFC1), mRNA 


JNIV1_UUj dd d 


T-T/^mrk cnnienc: bnlorvtnchrome c svnthase fcvtochrome c heme-lyase) (HCCS), 
mRNA 


INIYI UWjj^O 


Homo sapiens hyaluronan synthase 2 (HAS2), mRNA 


iNlVl UuJJi / 


Homo sapiens L-3-hydroxyacyl-Coenzyme A dehydrogenase, short chain 
(HADHSC), mRNA 


INIYI \J\JJD£ L + 


Unmn ^aniens H3 histone. familv 3B (H3.3B) (H3F3B), mRNA 


INJY1 UUJJ^I 


Homo sapiens HI histone family, member 4 (H1F4), mRNA 


NM 005320 


Homo sapiens HI histone family, member 3 (H1F3), mRNA 


1N1V1 UUjj17 


Homo ^aniens HI histone familv member 2 (H1F2), mRNA 


INiVi UU D jZD 


TTrvmn canipn^ H 1 histone familv member 1 (H1F1), mRNA 


INIVI J J) 1 O 


Homo sapiens HI histone family, member 0 (H1F0), mRNA 


INIVI UUJ*tJ7 


Homo sapiens guanylate cyclase activator 1C (GUCA1C), mRNA 


NMJ)05316 


Homo sapiens general transcription factor HH, polypeptide 1 (62kD subunit) 
fGTF^Hl), mRNA 


INIVI VJV/JJl-/ 


Homo sapiens eoosecoid-like (GSCL), mRNA 


NM 005314 


Homo sapiens gastrin-releasing peptide receptor (GRPR), mRNA 


NM 005313 


Homo sapiens glucose regulated protein, 58kD (GRP58), mRNA 


NM_005312 


Homo sapiens guanine nucleotide-releasing factor 2 (specific for crk proto- 
oncogene) (GRF2), mRNA 


NM 005311 


Homo sapiens growth factor receptor-bound protein 10 (GRB10), mRNA 


NM_005309 


Homo sapiens glutamic-pyruvate transaminase (alanine aminotransferase) 
(GPT), mRNA 
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NM 005308 


Homo sapiens G protein-coupled receptor kinase 5 (GPRJO), mRNA 


NM 005286 


Homo sapiens G protein-coupled receptor 8 (GrRo), mRNA 


NM 005285 


Homo sapiens G protein-coupled receptor 7 (GPR7), mRNA 


NM 005284 


Homo sapiens G protein-coupled receptor 6 (GPRo), mRNA 


NM 005458 


Homo sapiens G protein-coupled receptor 51 (GPR51), mRNA 


NM 005282 


Homo sapiens G protein-coupled receptor 4 (GPR4), mRNA 


NM 005306 


Homo sapiens G protein-coupled receptor 43 (GPR43), mRNA 


NM 005305 


Homo sapiens G protein-coupled receptor 42 (GPR42), mRNA 


NM 005304 


Homo sapiens G protein-coupled receptor 41 (GPR41 ), mRNA 


NM 005303 


Homo sapiens G protein-coupled receptor 40 (GPR40), mRNA 


NM 005281 


Homo sapiens G protein-coupled receptor 3 (GPR3), mRNA 


NM_005302 


Homo sapiens G protein-coupled receptor 37 (endothelin receptor type B-hke) 
(GPR37), mRNA 


NM 005301 


Homo sapiens G protein-coupled receptor 35 (GPR35), mRNA 


NM 005300 


Homo sapiens G protem-coupled receptor 34 (GPR34), mRNA 


NM 005299 


Homo sapiens G protem-coupled receptor 31 (GPR31), mRNA 


NM 005298 


Homo sapiens G protein-coupled receptor 25 (GPR25), mRNA 


NM 005297 


Homo sapiens G protein-coupled receptor 24 (GPR24), mRNA 


NM 005296 


Homo sapiens G protein-coupled receptor 23 (GPR23 ), mRNA 


NM 005295 


Homo sapiens G protein-coupled receptor 22 (GPR22), mRNA 


NM 005294 


Homo sapiens G protein-coupled receptor 21 (GPR21), mRNA 


NM 005293 


Homo sapiens G protein-coupled receptor 20 (GPR20), mRNA 


NM 005279 


Homo sapiens G protein-coupled receptor 1 (GPR1), mRNA 


NM 005291 


Homo sapiens G protein-coupled receptor 17 (GPR17), mRNA 


NM 005290 


Homo sapiens G protein-coupled receptor 15 (GPR15), mRNA 


NM 005288 


Homo sapiens G protein-coupled receptor 12 (GPR12), mRNA 


NM 005276 


Homo sapiens glycerol-3 -phosphate dehydrogenase 1 (soluble) (GPD1), mRNA 


NM 005275 


Homo sapiens guanine nucleotide binding protein-like 1 (ON LI), mRNA 


NM_005274 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 5 
(GNG5), mRNA 


NM_005273 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 2 
(GNB2), mRNA 


NM 005271 


Homo sapiens glutamate dehydrogenase 1 (GLUD1), mRNA 


NM_005269 


Homo sapiens glioma-associated oncogene homolog (zinc finger protein) (GLI), 
mRNA 


NM 005264 


Homo sapiens GDNF family receptor alpha 1 (GFRA1), mRNA 


NM 005263 


Homo sapiens growth factor independent 1 (GFI1), mRNA 


NM 005256 


Homo sapiens growth arrest-specific 2 (GAS2), mRNA 


NM 005255 


Homo sapiens cyclin G associated kinase (GAK), mRNA 


NM 005253 


Homo sapiens FOS-like antigen 2 (FOSL2), mRNA 


NM 005249 


Homo sapiens forkhead box GIB (FOXG1B), mRNA 


NM_005251 


Homo sapiens forkhead box C2 (MFH-1, mesenchyme forkhead 1) (FOXC2), 
mRNA 


NM_005248 


Homo sapiens Gardner-Rasheed feline sarcoma viral (v-fgr) oncogene homolog 
(FGR), mRNA 


NM_005246 


Homo sapiens fer (fps/fes related) tyrosine kinase (phosphoprotein NCP94) 
(FER), mRNA 


NM_005234 


Homo sapiens nuclear receptor subfamily 2, group F, member 6 (NR2F6), 
mRNA 


NM 005233 


Homo sapiens EphA3 (EPHA3), mRNA 


NM_005231 


Homo sapiens emsl sequence (mammary tumor and squamous cell carcinoma- 
associated (p80/85 src substrate) (EMS1), mRNA 
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1N1V1 UvJ/<^ / 


Homo sapiens eohrin-A4 (EFNA4), mRNA 


XTTv/T 00S223 


Homo sapiens deoxyribonuclease I (DNASE1), mRNA 


NM 005222 


Homo sapiens distal-less homeo box 6 (DLX6), mRNA 




UrtniA Qanienc: di^tal-le^s homeo box 3 (DLX3), mRNA 


JNJVL_UUjZ 10 


u nmn c^ipnc HnlirV»v1-HiriV»n«;r>hooliffosaccharide-Drotein glvcosyltransferase 

/TYRO^T"* rnRNA 


iNlvl \J\J 1 J 


Homo <;aniens deleted in colorectal carcinoma (DCC), mRNA 


xta/t nn^A^^ 


T-Tattia Qanienc: f)NA segment sinele copy, probe pH4 (transforming sequence, 
thyroid-1, (D10S170), mRNA 


XTA/T nn^oiA 
JN1VI UUjZl'f 


u Amn coni^nc rvtotoxic T-lvmt>hocvte-associated tnrotein 4 (CTLA4), mRNA 


NM 005213 


Homo sapiens cystatin A (stefin A) (CSTA), mRNA 




WrkTriA cani^nQ rvctatin R fev^tatin -related epididvmal specific) (CST8), mRNA 

XJ.OII1U odpiCIlO Id till O \**J OLClLXll IViaiVVl Wl*fAV*A.VA.jr 111U1 ujJVViiivy V ^ ^ / ' 


iNJVl j 


u Arnr , canipni; ra<5pin Vanna fCSNlO^ mRNA 


NM_005211 


Homo sapiens colony stimulating factor 1 receptor, formerly McDonough feline 

cotrAmQ inrsil ( xr-frn cA AnPAOPnP homolo!? fCSFlRl. ITlRNA 


NM_005204 


Homo sapiens mitogen-activated protein kinase kinase kinase 8 (MAP3K8), 

mPXT A 

TTU\JN/\ 


JNJVl UUDZUU 


UrvniA conipnc /-«*»11 mafriv arlliPQiAn TP Ol I lator fCIVtAR^ mRNA. 


NM_005195 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), delta (CEBPD), 

tyVPXJ a 


NM_005194 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), beta (CEBPB), 
rrirvj\j/\ 


XTA^" AA^ 1 


ii nrT1A cor%ip»riQ nan Hal hmp ViAmpA box transcrir>tion factor 4 (CDX4), mRNA 


XTA/T AA^TQI 

JNJV1_UUZ) 1 y 1 


Wrvmr* cQT^i^mc fPFi&n antiapn fPFPft anrieen liffand 1 B7-1 antigen) (CD 80), 
mRNA 


XTA /f A A ^ 1 £ C 

NM_UUMoo 


Tjr,rMA ccniAnc jp'ac 'Rr-X/f ^miirinp^ ppAtrAnir; retrAviral transforming seouence 

jTlQIXlQ 5a.piCIlb V/do~Dl 1V1 I lliLil 111C J \-,\jKJ\,\. \j^JY\.- ivuvvuai uuiioiv/iiuiu^ ov^wvww v 

/T*T*T ^ -mPXJ A 

^OJDl^J, ITllViN/\. 


NM 005185 


Homo sapiens calmodulin-like 3 (CALML3), mRNA 


XTA/T nA^ T QA 

JNJVl UUDlo4 


u Atrir » conipnc r»Qlmr»r^i llin ^ TnriAQnriArvla^e kinase delta^ (CALM3 V mRNA 


xta/t nn^ztc^ 
IN JV1_U U J 4 CO 


U nmA canipnc r'TirAmatin aQQPTrVhlv factor 1 Subunit A (nl50^ (CHAF1A), 
rnRXJ A 


xnvi nn^idzii 

IN 1V1 UUJH^t I 


TTA-mA «?anien<; chromatin assembly factor 1. subunit B (p60) (CHAF1B), mRNA 


NM_005183 


Homo sapiens calcium channel, voltage-dependent, alpha IF subunit 
fCACNAlF^ mRNA 


NM 005182 


Homo sapiens carbonic anhydrase VII (CA7), mRNA 


XTA/T CiCi^AASl 
JNJVx UUDH-H-o 


TTattia ennipne Katif» mArnViAapnetlC TVTOtein 15 ^T^TVIP 15^ mRNA 


XTA/T nn*i 1752 
JNJVl UUZ> I/O 


TJnmn car»i"pr.c R-pp11 PT T /lvmnhoma 3 rBCL3^ mRNA 

XjLUIIIU b dpi Clio D tCll V^J^J_»/ 1^111^1 HJiiA** V v ^ A ~ y ~^ 11 ^ ■ r *- 


XTA/T 

JNJVl UUD III 


T4"attia Qar»ipriQ ATPaqp tran f ;nortine r lvsosomal (vacuolar proton pump) non- 
catalvtic accessory protein 1A (1 10/1 16kD) (ATP6N1A), mRNA 


xnwr nn^ 1 74. 

INlvl V/vJ» 1 /** 


Homo (lanipir? ATP synthase H+ transporting, mitochondrial Fl complex, 
gamma polypeptide 1 (ATP5C1), mRNA 


NM 005173 


Homo sapiens ATPase, Ca++ transporting, ubiquitous (ATP2A3), mRNA 


xjivT nns 171 


Homo «iariien<5 activatinff transcription factor 1 (ATF1), rnRNA 


xnvr nns 167 

a/NIVJ. UvJ 1U/ 


Homo saniens ra<; homoloe eene family, member C (ARHC), mRNA 


INIYI uUJ iUU 


Homo sanien«? amvloid beta (A4) precursor-like protein 1 (APLP1), mRNA 


xta/t nn^i6^ 


Hattia Qanipnc alHAlacp P frnrto^e-bisphosphate (AJLDOC^ rnRNA 


NM_005163 


Homo sapiens v-akt murine thymoma viral oncogene homolog 1 (AKT1), 
mRNA 


NM 005161 


Homo sapiens angiotensin receptor-like 1 (AGTRL1), mRNA 


NM 005095 


Homo sapiens zinc finger protein 262 (ZNF262), mRNA 


NM 005096 


Homo sapiens zinc finger protein 261 (ZNF261), mRNA 


NM 005081 


Homo sapiens zinc finger protein 142 (clone pHZ-49) (ZNF142), mRNA 
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NMJ305121 


Homo sapiens thyroid hormone receptor-associatea proiem, \^xj<x ^uuiuui 
(TRAP240), mRNA 


NM 005079 


Homo sapiens tumor protein D52 ( 1 niKJN/v 


NM 005091 


Homo sapiens peptidoglycan recognition protein ^ul x tsjr ituv±n/y 


NM_005092 


Homo sapiens tumor necrosis factor (hgand) superiamiiy, memoer i o 
(TNFSF18), mRNA 


NM_005118 


Homo sapiens tumor necrosis factor (hgand) supertamny, memoer i o 
(TNFSF15), mRNA 


NM 005147 


Homo sapiens tumorous imaginai discs (Drosopmlaj nomoiog {iiui) 9 mi^iN/v 


NM 005076 


Homo sapiens contactin 2 (axonal) (CNTN2), mRNA 


NM_005116 


Homo sapiens solute carrier family 23 (nucleobase transporters;, memoer 1 
(SLC23A1), mRNA 


NM_005070 


Homo sapiens solute carrier family 4, anion exchanger, memoer 5 \$>\-.k^j*^), 
mRNA 


NM_005074 


Homo sapiens solute carrier family 17 (sodium phosphate), member i 
(SLC17A1), mRNA 


NM_005073 


Homo sapiens solute carrier family 15 (oligopeptide transporter;, memoer 1 
(SLC15A1), mRNA 


NM_005072 


Homo sapiens solute carrier family 12 (potassium/cmonae transporter^, nrcuiua 
4(SLC12A4),mRNA 


NM 005063 


Homo sapiens stearoyl-CoA desaturase (delta-y-aesaturase; i^k^uj, mrsj.N ±\ 


NM 005060 


Homo sapiens RAR-related orphan receptor C (RORC), mRNA 


NM 005059 


Homo sapiens relaxin 2 (H2) (RLN2), mRNA 


NM 005045 


Homo sapiens reehn (RELN), mRNA 


NM_005058 


Homo sapiens RNA binding motif protein, Y chromosome, tamny i, memoer ^vi 
(RBMY1A1), mRNA 


NM_005052 


Homo sapiens ras-related C3 botulmum toxm substrate J {rno iamiiy, smaii i r 
binding protein Rac3) (RACi), mKJNA 


NM 005051 


Homo sapiens glutammyl-tKJNA syntnetase ^/yjs^;, mr^LM/^ 


NM 005048 


Homo sapiens parathyroid hormone receptor z (r Irtish, ) 9 iiuuna 


NM 005044 


Homo sapiens protein kinase, X-lmK:ea (rKis^vj, hikina 


"v ttv k r\r\ e f\ A O 

NM 005043 


TT rt *v, A „„ ' oyic mifnapn Q/^ti\rQ tp»rl T^mtpin Irinfl^p Icinase 7 nvLAP2K7), mRNA 
j^lomo sapiens rniiogen-a.oiivd.icLi piuicui jviiia.ot' ivmao^ / v xvj - x a ' ^ ' 


NM 005042 


Homo sapiens prohne-nch protein Haeuu suDiamiiy z v^j>j-izj> huvln/a. 


NM 005041 


Homo sapiens perforin 1 (preforming protein) (PRF1), mRNA 


NM 005040 


Homo sapiens prolylcarboxypeptidase (angiotensmase ^) iss~>r), mrsj.N^v 


NM 005039 


Homo sapiens proline-rich protein BstNI subfamily 1 (PRB1), mRNA 


NM 005038 


Homo sapiens peptidylprolyl isomerase D (cyclopmnn u) {rriu), mi^iN/\ 


NM 005029 


Homo sapiens paired-like homeodomain transcription factor 3 (PITX3), mRNA 


NM 005027 


Homo sapiens phosphoinositide-3 -kinase, regulatory suounit, poiypepnae z [jpe>D 
beta) (PDC3R2), mRNA 


NM__005026 


Homo sapiens phosphomositide-3 -kinase, catalytic, aeita poiypepnae ^ru^^uj, 
mRNA 


NMJ)05021 


Homo sapiens ectonucleotiae pyropnospnatase/pnospnouicbLcidbc d ±r r ->j, 
mRNA 


NM 005019 


Homo sapiens phosphodiesterase i/v, caimoauim-ucpciiuciit ^r^m;, 


NM 005018 


Homo sapiens programmed cell death l (rutuij, nusaNA 


tsjtwt ononis 


Wnmn saniens hviHaqp ^nvtochrome c) assembly 1-like (OXA1L), mRNA 


NM 005085 


Homo sapiens nucleoporin 214kD (CAIN) (NUP214), mRNA 


NM 005124 


Homo sapiens nucleoporin 153kD (NUP153), mRNA 


NM 005013 


Homo sapiens nucleobindin 2 (NUCB2), mRNA 


NM 005012 


Homo sapiens receptor tyrosine kinase-like orphan receptor 1 (ROR1), mRNA 


NM 005011 


Homo sapiens nuclear respiratory factor 1 (NRF1), mRNA 
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NM 005010 


Homo sapiens neuronal cell adhesion molecule (NRCAM), mRNA 


NM 005009 


Homo sapiens non-metastatic cells 4, protein expressed m (NME4), mRNA 


NM 005007 

X <l _LVX Uu^vu / 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer m B-cells 
inhibitor-like 1 (NFKBBL1), mRNA 


NM 00S004 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 8 (19icD, 
ASHI) (NDUFB8), mRNA 


NM 005001 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 7 
(14.5kD, B 14.5a) (NDUFA7), mRNA 


NM 004988 


Homo sapiens melanoma antigen, family A, 1 (directs expression of antigen 
MZ2-E) (MAGEA1), mRNA 


NM 005097 


Homo sapiens leucine-rich, glioma inactivated 1 (LGI1), mRNA 


NM 004984 


Homo sapiens kinesin family member 5 A (KIF5A), mRNA 


iSTIVT 00408^ 

IN 1V1 UWt 7OJ 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 9 
(KCNJ9), mRNA 


XTN/f OfLlQR? 

iNlVl UU470i- 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member s 
(KCNJS), mRNA 




Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 5 
(KCNJ5), mRNA 


NM 004981 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 4 
CKCNJ4), mRNA 


NM 0051^6 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 1 
(KCNE2), mRNA 


TsJM" 0O49R0 

JLN1VA uun^Ov 


Homo sapiens potassium voltage-gated channel, Shal-related subfamily, member 
3 (KCND3), mRNA 


"NTM 004979 

xNlVA \J\J i -ry / -7 


Homo sapiens potassium voltage-gated channel, Shal-related family, member 1 
(KCND1), mRNA 


NM 00497S 


Homo sapiens potassium voltage-gated channel, Shaw-related subfamily, 
member 4 (KCNC4), mRNA 


NM 004977 


Homo sapiens potassium voltage-gated channel, Shaw-related subfamily, 
member 3 (KCNC3), mRNA 


NM 004976 


Homo sapiens potassium voltage-gated channel, Shaw-related subfamily, 
member 1 (KCNC1), mRNA 


NM 004975 


Homo sapiens potassium voltage-gated channel, Shab-related subfamily, member 
1 (KCNB1), mRNA 


NM 004969 


Homo sapiens insulin-degrading enzyme (DDE), mRNA 


NM 005143 


Homo sapiens haptoglobin (HP), mRNA 


NM 004965 


Homo sapiens high-mobility group (nonhistone chromosomal) protem 14 
(HMG14), mRNA 


NM 005130 


Homo sapiens heparin-binding growth factor binding protem (HBP 17), mRNA 


NM 004963 


Homo sapiens guanylate cyclase 2C (heat stable enterotoxin receptor) 
(GUCY2C), mRNA 


NM 005100 


Homo sapiens A kinase (PRKA) anchor protein (gravm) 12 (AKAP12), mRNA 


NM 005113 


Homo sapiens golgi autoantigen, golgin subfamily a, 5 (GOLGA5), mRNA 


NM 005145 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 7 
(GNG7), mRNA 


NM 005142 


Homo sapiens gastric intrinsic factor (vitamin B synthesis) (GIF), mRNA 


NM 005110 


Homo sapiens glutamine-fructose-6-phosphate transaminase 2 (GFPT2), mRNA 


NM_004960 


Homo sapiens fusion, derived from t(12;16) malignant hposarcoma (FUS), 
mRNA 


NM_004959 


Homo sapiens nuclear receptor subfamily 5, group A, member 1 (NR5A1), 
mRNA 


NM 004957 


Homo sapiens folylpolyglutamate synthase (FPGS), mRNA 
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NM 004956 


Homo sapiens ets variant gene 1 (ETV1), mRNA 


NM_004955 


Homo sapiens solute carrier family 29 (nucleoside transporters), member 1 
(SLC29A1), mRNA 


NM 005107 


Homo sapiens endonuclease G-like 1 (ENDOGL1), mRNA 


NM_004953 


Homo sapiens eukaryotic translation initiation factor 4 gamma, 1 (EIF4G1), 
mRNA 


NM 004952 


Homo sapiens ephrin-A3 (EFNA3), mRNA 


NM 004944 


Homo sapiens deoxyribonuclease I-like 3 (DNASE1L3), mRNA 


NM 004938 


Homo sapiens death-associated protein kinase 1 (DAPK1), mRNA 


NM_005127 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, superfamily member 2 (activation-induced) (CLECSF2), mRNA 


NM 004935 


Homo sapiens cyclin-dependent kinase 5 (CDK5), mRNA 


NM 004931 


Homo sapiens CD8 antigen, beta polypeptide 1 (p37) (CD8B1), mRNA 


NM 005125 


Homo sapiens copper chaperone for superoxide dismutase (CCS), mRNA 


NM_005093 


Homo sapiens core-binding factor, runt domain, alpha subunit 2; translocated to, 
2 (CBFA2T2), mRNA 


NM_004930 


Homo sapiens capping protein (actin filament) muscle Z-line, beta (CAPZB), 
mRNA 


NM 005139 


Homo sapiens annexin A3 (ANXA3), mRNA 


NM 000664 


Homo sapiens acetyl-Coenzyme A carboxylase alpha (ACACA), mRNA 


NM 002108 


Homo sapiens histidine ammonia-lyase (HAL), mRNA 


NM 001718 


Homo sapiens bone morphogenetic protein 6 (BMP6), mRNA 


NM 001154 


Homo sapiens annexin A5 (ANXA5), mRNA 


NM 001153 


Homo sapiens annexin A4 (ANXA4), mRNA 


NM 004817 


Homo sapiens tight junction protein 2 (zona occludens 2) (TJP2), mRNA 


NM 004736 


Homo sapiens xenotropic and polytropic retrovirus receptor (XPR1), mRNA 


NM_004628 


Homo sapiens xeroderma pigmentosum, complementation group C (XPC), 
mRNA 


NM 004627 


Homo sapiens tryptophan rich basic protein (WRB), mRNA 


NM_004183 


Homo sapiens vitelliform macular dystrophy (Best disease, bestrophin) (VMD2), 
mRNA 


NM_004664 


Homo sapiens Vertebrate LIN7 homolog 1, Tax interaction protein 33 (VELI1), 
mRNA 


NM 004679 


Homo sapiens variable charge, Y chromosome (VCY), mRNA 


NM 004182 


Homo sapiens ubiquitously-expressed transcript (UXT), mRNA 


NM 004651 


Homo sapiens ubiquitin specific protease 1 1 (USP1 1), mRNA 


NM_004181 


Homo sapiens ubiquitin carboxyl-terminal esterase LI (ubiquitin thiolesterase) 
(UCHL1), mRNA 


NM 004223 


Homo sapiens ubiquitin-coniugating enzyme E2L 6 (UBE2L6), mRNA 


NM 004623 


Homo sapiens tetratricopeptide repeat domain 4 (1TU4), mRNA 


NM 004622 


Homo sapiens translin (TSN), mRNA 


NM 004236 


Homo sapiens thyroid receptor interacting protein 15 (TRIP 15), mRNA 


NM 004909 


Homo sapiens taxol resistance associated gene 3 (TRAG3), mRNA 


NM 004295 


Homo sapiens TNF receptor-associated factor 4 (TRAF4), mRNA 


NM_004179 


Homo sapiens tryptophan hydroxylase (tryptophan 5-monooxygenase) (TPH), 
mRNA 


NM_004195 


Homo sapiens tumor necrosis factor receptor superfamily, member 18 
(TNFRSF18), mRNA 


NM 004202 


Homo sapiens thymosin, beta 4, Y chromosome (TMSB4Y), mRNA 


NM 004616 


Homo sapiens transmembrane 4 superfamily member 3 (TM4SF3), mRNA 


NM 004615 


Homo sapiens transmembrane 4 superfamily member 2 (TM4SF2), mRNA 


NM 004865 


Homo sapiens TBP-like 1 (TBPL1), mRNA 
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NM 004613 


Homo sapiens transglutaminase 2 (C polypeptide, protein-glutamme-gamma- 
glutamyltransferase) (TGM2), mRNA 


Tsnvf 004612 

Xt 1VX UvTUlAi 


Homo sapiens tTansforming growth factor, beta receptor I (activm A receptor 
type H-like kinase, 53kD) (TGFBR1), mRNA 


NM 004708 


Homo sapiens programmed cell death 5 (PDCD5), mRNA 


NM 004918 


Homo sapiens T-cell leukemia/lymphoma IB (TCL1B), mRNA 


NM 004609 


Homo sapiens transcription factor 15 (basic hehx-loop-hehx) (TCF15), mRNA 


NM 004780 


Homo sapiens transcription elongation factor A (SII)-like 1 (TCEALl), mRNA 


NM 004783 


Homo sapiens thousand and one amino acid protein kinase (TAOl), mRNA 


>JM 004606 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase II, A, 250kD (TAF2A), mRNA 


NM 004710 


Homo sapiens synaptogyrin 2 (SYNGR2), mRNA 


NM 004711 


Homo sapiens synaptogyrin 1 (SYNGR1), mRNA 


NM_004605 


Homo sapiens sulfotransferase family, cytosolic, 2B, member 1 (SULT2B1), 
mRNA 


NM 004853 


Homo sapiens syntaxin 8 (STX8), mRNA 


tsik/t nn^fin^ 

1N1YI WtDUj 


Homo saniens svntaxin 1 A (brain) (STX1 A), mRNA 


NM 004217 


Homo sapiens serine/threonine kinase 12 (STK12), mRNA 


jn ivi__u \JH d y y 


Knmn aniens sterol reeulatorv element binding transcription factor 2 (SREBF2), 
mPNA 


xnv/f nnzii7^ 
rNivi uuh i / 1> 


Homo saniens sterol reeulatorv element binding transcription factor 1 (SREBF1), 
mRNA 


NM 000SR2 

IN 1VX UVvJ OZ. 


Homo sapiens secreted phosphoprotein 1 (osteopontin, bone sialoprotein I, early 
T-lymphocyte activation 1) (SPP1), mRNA 


NM 004189 

1 N 1VX W*TXO.X 


Homo sapiens SRY (sex determining region Y)-box 14 (SOX 14), mRNA 


NM 004596 


Homo sapiens small nuclear ribonucleoprotein polypeptide A (SNRPA), mRNA 


TsTM 004782 

1N1VX Vu t r / Ox. 


Homo sapiens synaptosomal-associated protein, 29kD (SNAP29), mRNA 


NM 004595 


Homo sapiens spermine synthase (SMS), mRNA 


"NJ1V4 004^04 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 5 
(SLC9A5), mRNA 


XNIVX Uvt 1 / J> 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 4 (SLC7A4), mRNA 


1N1V1 Uunx, i 1 


Wnmn qanien«; solute carrier family 6 (neurotransmitter transporter, glycine), 
member 5 (SLC6A5), mRNA 


IN 1V1 \J v/H- O O 


Homo saniens solute carrier familv 4, sodium bicarbonate cotransporter, member 
8 (SLC4A8), mRNA 


Tvjtv/T 004797 


Homo saniens solute carrier familv 24 (sodium/potassium/calcium exchanger), 
member 1 (SLC24A1), mRNA 


NM 004172 


Homo saniens solute carrier familv 1 (glial high affinity glutamate transporter), 
member 3 (SLC1 A3), nuclear gene encoding mitochondrial protein, mRNA 


NM 004171 


Homo saniens solute carrier family 1 (glial high affinity glutamate transporter), 
member 2 (SLC1 A2), nuclear gene encoding mitochondrial protein, mRNA 


NM 0047^1 

XN1V1 UVJH / J> 1 


Homo saniens solute carrier familv 1 6 (monocarboxylic acid transporters), 
mpmVipr 7 ^ST.Cl 6A7 1 ml^NA 


TsTM 00469S 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 5 (SLC16A5), mRNA 


NMJ)04207 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 3 (SLC16A3), mRNA 


NM 004870 


Homo sapiens mannose-P-dolichol utilization defect 1 (MPDU1), mRNA 


NM 004768 


Homo sapiens splicing factor, arginine/serine-rich 11 (SFRS11), mRNA 


NM_004636 


Homo sapiens sema domain, immunoglobulin domam (Ig), short basic domain, 
secreted, (semaphoring 3B (SEMA3B), mRNA 
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NM 004753 ] 


rT - ^ _ 0 "U/-\-r+ /-»V\oi-rk #r?/»VkA7H-rr\cTf»TiaQp/T*efiiicta.sc 1 rSDRl ). mRNA 

□Lomo sapiens snort-cnain aenyaru geiia a c/ic*Aux/tao w ». ^ux/ivi;, uuvl^>. 




NM_004168 


Homo sapiens succinate dehydrogenase complex, subunit A, flavoprotein (Fp) 

/"ctmt a \ nn^io/ir non a An r»r\r!i Tier TY"M tf*f*VinnH"ri ?il nrotem. inRNA 
j ha.), nuclear gene encoding iiiilul/iiajiiu.i iai piv/ivixi } 


NM 004713 


Homo sapiens serologically defined colon cancer antigen 1 (SDCCAG1), mRNA 


NM_004591 


TT „_,„n ;«riii^'uifl /*iH-i^irinp QiilvPamilv A fOvs-Ovs\ member 20 

Homo sapiens small maucioie cyioKinc &uu±aimiy rv vvj 0 °/' "* ^ 

(otl J\2A)), mJtsJN/Y ^ — 


NM_004590 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 16 
(bCYAlo), mKJNA .._ — — 


NM.004588 


Homo sapiens sodium channel, voltage-gated, type II, beta polypeptide 
(SCN2B), mRNA 


NM 004165 


Homo sapiens Ras-related associated with diabetes (RRAD), mRNA 


NM_004755 


Homo sapiens nbosomal protein 5>o Kinase, yuicu, poiypepuuc j ^ivjrovxvj-k-v, 
mRNA 


NM_004586 


Homo sapiens nbosomal proiem oo Kinase, :/ukj_^, puiypcpmat ~> v xvj - 

_T> "XT A 

mRNA — 


NM_004790 


t t ~ -^i.uo oorripr foT-niK/^ 99 forcranir, anion transoorterF. member o 

1-lomo sapiens solute earner iamny ^uigamo aAAi * jAl uauo^un-vi;, 

(SLC22A6), mRNA 


NM 004259 


Homo sapiens ivecv^ protein-nice ^ ^ive^v-l-*- } j> 11 "^^^ 


NM 004260 


Homo sapiens Kecvj protein-iiKe ^jxjz,^^j_,h;, iiuvln^ 


NM 004583 


Homo sapiens KAdjL, memoer kao oncogene idimiy yr^r^^y^h 


NM 004582 


Homo sapiens xvao geranyigeranyiuranbiciciisc, ucw &uuuim \^xvi-vi-»vj'^j a^/, 


NM_004581 


Homo sapiens xcao geranyigeranyiirdnbicrci&c, aiiyna auuuim ^^^-u^^»v_» v> 
mKJNA — 


NM 004251 


rr A « rt c»^,c- 1? A T5Q mpmV»pr P A *s nnrnaPTiP familv fRAB9\ mRNA 

Iriomo sapiens k^tVJj^, memoer xvrvo uxiuugciic iauui_y ^ivru^^/, 


-v TTV K f\f\ A 1 ZTO 

NM 004162 


Tj ftmrt noni^no "r at^^ A TYipmV^pr R AS oncoffene familv (RAJB5AV mRNA 
riomo sapiens ia^jjd inciiiuci jvrvu viivugwiu muuij ^x-tx^^j.*./, — 


-VTA K f\C\ A CTC 

NM_00457o 


TT/MTiA co^pnc "P AR4 TYipmVipr R A Si nncoffene familv (RAB4Y mRNA 

rlOmO Sapiens Jl\ADH, lliciliuci Jivrvo ^^^b xc*j.x.i.AAjf y-»-^ "-^ »/> . 


"KTTV A" C\f\ A C\ 1 A 

NM 004914 


Uatma oonipnc P A"R*^^ mpmhpr RAS oncogene familv (RAJB36), mRNA 

jtiOxxiq sapiens jcvrvD^vj, inwiiiu^i ^ iiv/v -'b vi - Lv w^w /; , — 


NM 004580 


u"™-^ P „ n ; Ar ,o p AR97 A mpmhpr P AS onoopene familv (RAB27A), mRNA 

JnLomO Sapiens IV-rViDZ. / /\, iiichhjci JVfVu vjiAwv/^V'i-i-V' i.<*xaaxi. y ^xvt 


NM 004663 


Homo sapiens RAB11A, member RAS oncogene family (RAB1 1 A), mRNA 


-v -t-» >r r\r\ A 1 /T C\ 

NM 004160 


Homo sapiens pepnae i i yr i x ^, ituxin/y 


NM 004103 


j-lomo sapiens protein tyrosine Kuidac ~ ucw v x ±x^*i->j> iALLVA Njr *- 


NM 004158 


Homo sapiens persephin (PSPN), mRNA 


NM 004577 


Homo sapiens pnospnosenne pnospnatase ^rornj, xruvi^^ 


NM_004159 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 8 (large 
multiiunctional protease /) ^roivit>o;, mxuN/\ — 




NM 004917 


Homo sapiens kallikrein 4 (prostase, enamel matrix, prostate) (KLK4), mRNA 




NM_004157 


Homo sapiens protein kinase, c/viviJr-aepenaenL, reguiaiuiy, type xx, <iipxia. 
(PRKAR2A), mRNA 




NM_004758 


Homo sapiens penpneral oenzoaiazepine recepior-abbu^iaLcu. piuiwu j. v a a>-*^v 

1 \ T* XT A 

1), mRNA 




NMJ304576 


Homo sapiens protein pnospnatase z ^iormeny z/v, reguiaLuiy &uuuim v x AV 

rO\ "L_ a_ ;nAfArm /T>"PP9P 9T}^ TYlPlSTA 

jz), beta iSOtorm (rrrZlxZJDj, mrsaN/A. . — 




NM__004156 


Tj„„- ^_ „ «T>A*oin T^hricWhQtsicf* 9 ^fWrrrif^rlv 9 catalvtic subunit. beta 
Homo sapiens protein pnospnatase ^lurriiciiy Zr^-v^, ^atai^y ouuuiai, i^^w. 

iCAfnrm /PPP9r i Tl^ mP7\J A 

lSOIOrm \rrrZ,\^±5 ), rnivL>ir\ . 




NM 000942 


Homo sapiens peptidylprolyl isomerase B (cyclophihn B) (PPIB), mRNA 




-K.fn.jr rtA/ICTC 

NM 004D/D 


UrtTviA „ Q «; /iT , c , pnTT Hrvmcnn rla^c 4 trfln^rnHntion factor 2 rPOU4F2). mRNA 




NM 004573 


Homo sapiens phospholipase C, beta 2 (PLCB2), mRNA 




NM 004572 


Homo sapiens plakophilin 2 (PKP2), mRNA 




NM 004571 


Homo sapiens PBX/knotted 1 hoemobox 1 (PKNOX1), mRNA 




NM_004203 


Homo sapiens membrane-associated tyrosine- and threonine-specific cdc2- 
inhibitorv kinase fPKMYTl), mRNA 




NM 004910 


Homo sapiens phosphatidylinositol transfer protein, membrane-associated | 
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(PITPNM), niRNA 


NM 004278 


Homo sapiens phosphatidylinositol glycan, class L (PIGL), mRNA 


NM 004569 


Homo sapiens phosphatidylinositol glycan, class H (PIGH), mRNA 


NM 004855 


Homo sapiens phosphatidylinositol glycan, class B (PIGB), mRNA 


NM 004862 


Homo sapiens LPS-induced TNF-alpha factor (PIG7), mRNA 


NM 004878 


Homo sapiens prostaglandin E synthase (PTGES), mRNA 


NM 004S67 


Homo sapiens 6-phosphofructo-2-kinase/fructose-2 5 6-biphosphatase 4 
(PFKFB4), mRNA 


NM_004566 


Homo sapiens e-phosphofructo^-kinase/fructose^^-biphosphatase 3 
fPFKJTtt) mRNA 


NM_004836 


Homo sapiens eukaryotic translation initiation factor 2-alpha kinase 3 
(EIF2AK3), mRNA 


NM 004716 


Homo sapiens proprotein convertase subtilisin/kexin type 7 (PCSK7), inRNA 


NM 0004^7 


Homo sapiens platelet-activating factor acetylhydrolase 2 (40kD) (PAFAH2), 
mRNA 


>JM 0041 QQ 

lNiVl UUH 1 7y 


Homo sapiens procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4- 
hvdroxvlase^ aloha polypeptide 11 (P4HA2), mRNA 


"MAyf 0041 S4 


Homo sapiens ovrimidinergic receptor P2Y, G-protein coupled, 6 (P2RY6), 
mRNA 


NM_004280 


Homo sapiens eukaryotic translation elongation factor 1 epsilon 1 (EEF1E1), 
mRNA 


NM 004741 


Homo sapiens nucleolar phosphoprotein pi 30 (PI 30), mRNA 


NM 004802 


Homo sapiens otoferlin (OTOF), mRNA 


NM 00485? 


Homo sapiens one cut domain, family member 2 (ONECUT2), mRNA 


NM 004^54 


Homo sapiens solute carrier family 22 (organic anion transporter), member 8 
(SLC22A8), mRNA 


NM 004298 


Homo sapiens nucleoporin 155kD (NUP155), mRNA 


NM 004560 


Homo sapiens receptor tyrosine kinase-like orphan receptor 2 (ROR2), mRNA 


NM 004822 


Homo sapiens netrin 1 (NTN1), mRNA 


NM 004796 


Homo sapiens neurexin 3 (NRXN3), mRNA 


NM 004558 


Homo sapiens neurturin (NRTN), mRNA 


NM 004688 


Homo sapiens N-myc (and STAT) interactor (NMI), mRNA 


NM 004148 


Homo sapiens ninjurin 1 (NHSTJ1), mRNA 


NM 004S5? 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 5 (15kD) 
(NADH-coenzyme Q reductase) (NDUFS5), mRNA 


NM_004551 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 3 (30kD) 
(NADH-coenzyme Q reductase) (NDUFS3), mRNA 


NM 004550 

J. > JLVA \J\J~ *J *J \J 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 2 (49kD) 
(NADH-coenzyme Q reductase) (NDUFS2), mRNA 


NM 004540 


Homo sapiens neural cell adhesion molecule 2 (NCAM2), mRNA 


NM 004644 


Homo sapiens adaptor-related protein complex 3, beta 2 subunit (AP3B2), 
mRNA 


NM 004538 


Homo sapiens nucleosome assembly protein 1-like 3 (NAP1L3), mRNA 


NM 004145 


Homo sapiens myosin DOB (MY09B), mRNA 


NM 004294 


Homo sapiens mitochondrial translational release factor 1 (MTRF1), mRNA 


NM 004923 


Homo sapiens metallothionein-like 5, testis-specific (tesmm) (MTL5), mRNA 


NMJ)04143 


Homo sapiens Cbp/p300-interacting transactivator, with Glu/ Asp-rich carboxy- 
terminal domain, 1 (CITED 1), mRNA 


NM 004279 


Homo sapiens peptidase (mitochondrial processing) beta (PMPCB), mRNA 


NM 004531 


Homo sapiens molybdenum cofactor synthesis 2 (MOCS2), mRNA 


NM 004244 


Homo sapiens CD 163 antigen (CD 163), mRNA 


NM 004528 


Homo sapiens microsomal glutathione S-transferase 3 (MGST3), mRNA 
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NM_004225 


Homo sapiens MFH-amplified sequences with leucine-rich tandem repeats 1 

/A /TACT 1 \ W D "KT A 

(MAbLlJ, mKJNA 


NM 002372 


riomo sapiens mannosiaase, aipna, ciass z/\, nieiiiuci i \iv±j^x\^i^i), iiirsj-N-rv. 


NM_004721 


riomo sapiens mitogen-actrvateG proxem Kinase Kuidbc Kinase x j ^ivinrjj\ij;, 
mRNA 


NM_002332 


riomo sapiens low aensity npoproxeiTi-reiaieu protein 1 ^<iipim-z,-iiid.oiugiuuuiui 
receptor j ^rvr i ), nuvi>j/\ 


NM 004793 


riomo sapiens protease, serine, ij ^rivooijj, mrvTN/\. 


NM 004789 


riomo sapiens i^iivi nomeoDOX proxem z ^juri^vz.j, miviN^v i 


NM_004863 


Homo sapiens serine paimnoyiixansierase, long cnain uase buuumi z. ^ojt i^z.;, 

-rviT?XT A 


NM 004737 


Homo sapiens like-glycosyltransferase (LARGE), mRNA 


NM 004795 


rlomo sapiens KJotno ^js^lj, mr\JN/\ 


NM 004521 


Homo sapiens kinesin family member 5B (KIF5B), mRNA 


NM_004520 


rlomo sapiens Kinesin neavy cnain memoer z ^rvirzj, rrirviN^v 


NM 004920 


Homo sapiens apoptosis-associated tyrosine kinase (AATK), mRNA 


NM_004700 


Homo sapiens potassium voltage-gated channel, Jv^ 1 -nice suDiamiiy , memoer ^ 
(KCNQ4), mRNA 


NMJ)04519 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 3 
(KCNQ3), mRNA 


NM_004518 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 2 

/T r i"v t ✓ — v r\ \ "VTA 

(KCN02), mRNA 


NM_004137 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, beta member 1 (KCNMril), ttlKJN A 


NM__004732 


Homo sapiens potassium voltage-gated cnannei, snaKer-reiaiea suoiamny, oeia 
member 3 (jtv^JNArSJ j, mKiN/v 


NM 004693 


rlomo sapiens cyxo Keratin type 11 ^ivorLr ) y 1111x1 n i\ i 


NM_004791 


rlomo sapiens integrum, Deta-iiKe 1 ^wixn xivjx , -njve repeat uuxnaixio^ ^iiudiji;, 


NM 0040 1 / 


riomo sapiens integrin-iinK.cu Kinase ^uLrivj, iiij\j.n/-v 


NM 004!) 14 


riomo sapiens mxeneuKin ennancer Dinumg lactoi i v s i J -' jr i /j liJJVINjri - 


JNIVI UU4o33 


Jntomo sapiens mierieuKin 1 receptor, type ju ^uu i ss^. j, iwsj.\r\. 


NM U04513 


riomo sapiens mierieuKin 10 ^lyrnprioL/yic vxiciiiua-LiictL/iciiiL lauiui ^ ^ll»iu^, 


JNiVI UU'OIZ 


T_Ti^v-«-v-\/-y ooniotic -i-fiT-^r-l ilrin 1 1 T"/^r > F»T"\f q1t»V\ci ( \ T 111? A 1 ttVR7\FA 

nomo sapiens intcricuKiii 1 1 ic^cpuji, dipiia ixvtvi, nixviN^~v. 


JNiVI UU^tZjo 


riorno sapiens 1iTiiTju.110g1ijuu.1111 oupcn<iiiiiiy, iiicniu&i z» ^ivjui nu^^^- 


JNJYL UU^+IJD 


U/\tm/\ cfa*-»-J/irio icrvpi+ratp rl^Vw/r^TrAfTf^ncJ CP ^ ^XJAT^-t-^ CTJITTl'm?! ill J rT t(t 1 TYlR TNJA 

riorno sapiens isoeiirciic ticiiyu.iL?gciio.oc j ^lNrvu * ) g«a.iiiiii<i v j - l/xj - ,vj /j uuvi^n 


XTA/f (\C\A*\ 1A 
JNiVI UU^lO^ 


riorno sapiens neat snooK /ukjj protein 7D ^iiioi taini-^^ j^^xjj, xin^xyr^. 


JNIVI UU^-oy / 


rr A1 -nn con : pric PT?P/l/Q'Tl<r AA7T> cr\lir*inCT fa Ar ^fflPPP4P^ mRNA 
rlOlTlO sapiens rr\Jr*T/olJSJ vv lj splicing id-otoi ^nrisx i tr j, iih.vj.n^v 


NM 004698 


Homo sapiens U4/U6-associated RNA splicing factor (HPRP3P), mRNA 


NM 004503 


Homo sapiens nomeo box uo vrivJys.^o ttlkin/y 


NM 004502 


Homo sapiens homeo box B7 (HOXB7), mRNA 


-K TX If f\f\ A /I AH 

NM 004497 


Homo sapiens hepatocyte nuclear tactor 3, gamma (rllNr3vjj, mrviN/Y 


NM 004496 


Homo sapiens hepatocyte nuclear factor 3, alpha (HNF3A), mRNA 


NM_004712 


Homo sapiens hepatocyte growth iactor-regulated tyrosine Kinase suDstrate 
(Hob), mRJNA 


NM_004834 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 4 


NM_004494 


Homo sapiens hepatoma-derived growth factor (high-mobility group protein 1- 
like) (HDGF), mRNA 


NM 004876 


Homo sapiens zinc finger protein 254 (ZNF254), mRNA 


NM_004493 


Homo sapiens hydroxyacyl-Coenzyme A dehydrogenase, type II (HADH2), 
mRNA 
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NM_004904 i 


Homo sapiens cAMP response element-binding protein CRE-BPa 
(H GS165L15.1), raRNA 


NM 004893 


Homo sapiens H2 A histone family, member Y {tizj\r x ), rruuN a 


NM 004130 


Homo sapiens glycogenm (CjYCj), mKJNA 


NM 004286 


Homo sapiens GTP binding protein 1 {Kjirnr ij, ituuna 


NM_004128 


Homo sapiens general transcription tactor iir, polypeptide z ^ukl> s>uduiui/ 
(GTF2F2), mRNA 


NM 004491 


Homo sapiens glucocorticoid receptor jjjna omamg iactor 1 ^vjusx,r ij, uumn/\ 


NM 000826 


Homo sapiens glutamate receptor, ionotropic, AMPA 2 (GRIA2), mRNA 


NM 004490 


Homo sapiens growth factor receptor-bound protein 14 (UKtsi4), mKJNA 


NM 004810 


Homo sapiens GRB2-related adaptor protem z (ijrKArz;, huuna 


NM 004224 


Homo sapiens G protein-coupled receptor 50 (GPR50), mRNA 


NM 004871 


Homo sapiens golgi SNAP receptor complex member 1 (UUbKi), mKJNA 


NM_004487 


Homo sapiens golgi autoantigen, golgin subfamily b, macrogolgin (with 
transmembrane signal), 1 (GOLGB1), mKJNA 


NM 004126 


Homo sapiens guanine nucleotide binding protein 1 1 ^oinoi 1 hiking 


NM_004297 


Homo sapiens guanine nucleotide binding protein (u protein), aipna i*» 
(GNA14), mRNA 


NM 004246 


Homo sapiens glucagon-hke peptide 2 receptor (GLrzK), mKJNA 


NM 004123 


Homo sapiens gastric inhibitory polypeptide (GIF), mKJNA 


NM 004121 


Homo sapiens gamma-glutamyltransferase-like activity 1 (GGTLA1), mRNA 


NM 004837 


Homo sapiens geranylgeranyl diphosphate synthase 1 (GGrbl), mKJNA 


NM_004188 


Homo sapiens growth factor independent IB (potential regulator 01 uuisjn u\, 
translocated in CML) (GFI1B), mRNA 


NM 004293 


Homo sapiens guanine deaminase (GDA), mRNA 


NM_004751 


Homo sapiens glucosaminyl (N-acetyl) transterase i, mucin type (UUJN 1 jj, 
mRNA 


NM 004193 


Homo sapiens golgi-specific brefeldm A resistance iactor 1 (utsr 1), mKiNA 


NM 002030 


Homo sapiens formyl peptide receptor-like 2 (JrFKLz), mKJNA 


NM_004476 


Homo sapiens folate hydrolase (prostate-specitic membrane antigen; i iruuiij, 
mRNA 


NM 004119 


Homo sapiens fms-related tyrosine kinase 3 (FLT3), mRNA 


NM 004475 


Homo sapiens flotilhn 2 (FLOT2), mKJNA 


NM 004472 


Homo sapiens forkhead box Dl (FUXDl), mKINA 


NM 004471 


Homo sapiens forkhead box G1A (rCJALji aj, mKiNA 


NM 004474 


Homo sapiens forkhead box D2 (FUAiJz;, mKJNA 


NM_004469 


Homo sapiens c-fos mduced growth tactor (vascular enaotneiiai growtn iactor u) 
(FIGF), mRNA 


NM 004468 


Homo sapiens iour and a halt LUVl domains j (rui^ j, misj.N/\ 


NM 004462 


Homo sapiens farnesyl-diphospnate iarnesyitransierase 1 ^ri^r i lj, mrsa.N/\ 


NM 004107 


Homo sapiens rc tragment 01 lgvj, receptor, transporter, aiprui ^r^vjxvx^, iiitxin^ 


NM 004104 


Homo sapiens fatty acid synthase (rAoJNj, mKJNA . 


NM 004461 


Homo sapiens phenylalanine-tRNA synthetase-like (FARSL), mRNA 


NM 004101 


Homo sapiens coagulation iactor 11 (tnrombin) receptor-nice z ^rzKi^z-j, mtviN/^ 


NM 004235 


Homo sapiens Kruppel-hke factor 4 (gut) (KUM), mKJNA 


NM 004455 


Homo sapiens exostoses (multiple)-like 1 (EXTL1), mRNA 


NM 004454 


Homo sapiens ets variant gene z> ^ets-reiaieu moieuuic^ \n* j. v jj, nuviNrv 


NM 004453 


Homo sapiens electron-transferring-flavoprotein dehydrogenase (ETFDH), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 004452 


Homo sapiens estrogen-related receptor beta (ESRRB), mRNA 


NM_00491 1 


Homo sapiens protein disulfide isomerase related protein (calcium-binding 
protein, intestinal-related) (ERP70), mRNA 
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_ , r\f\ A A A 1 "! 

NM_004447 


fT ^„ n««ionc Ani^prmai rrrrkAxr^Vi factor receiptor nathwav substrate 8 fEPS8), 
tiomo sapiens epiaermai growixi idtuuui ic^piui paiuvvu; " v 

mRNA 


NM 004446 


rr^. rriiito-mA/i tP"MA svnthetase fEPRSl, mRNA 

rlomo sapiens giutamyi^proiyi-iJtvrNjri byiiui^taov^ -^^-v? mxv.i ^ 


NM 004431 


Homo sapiens EphA2 (EPHA2\ mRNA 


NM_004099 


Homo sapiens erytnrocyie memorane proiem uowu / ^oiajihoxui/ v*-^ 1 

mRNA 


NM_0Q4437 | 


Homo sapiens erythrocyte memDrane proiem Ddiiu 1. 1 ^ciiiptu^i-voio ±, i^.* 
linked) (EPB4 1), mRNA 


NM_004435 


tt • _ „ ^j/v^.rtianna /THKrriorv\ -r»nr*lp»nr cr^ne pneodint? mitochondrial 
Homo sapiens endonuclease vj ^j^iNUvjorj, nuciear gene cii^uuiiig umwuuwuimi 

protein, mRNA : 


NM_004434 


Homo sapiens ecninouerm microtuouie-associdicu. piutcm iuve ^x-rivA^-u. 
mRNA 


NM_004433 


tt r _ T7'7/i p o /-» f ^ rlrkmQiTi tr5in<if > Ti < ntio'n factor enitrielial- 

Homo sapiens Jb/4-iiKe iactor 3 \cxs aomdin u<ni&uii|jtivii i^^i, opuivnuA 

specilic J ^xii^r^j, mjvLN^v 


NMJ304096 


x^oxno sapiens euKaryonc iransiauon ithliciliuii i^v ikji u/xiiviah^ f* v 

(bir4xirSrZ) ? HIKIN/V 


NMJ304095 


tt a ^„ r,o«ia«r r» fronci^tion initijitioTi factor 4E fomQins Drotein 1 
j^omo sapiens euKaryonc iransiaiiun miudiiuii muiui -rx^> L/uiumg t 71 w 

(Jblr^-riJji I)., iTirsJLN/v — — 


NM 004430 


xlomo sapiens eany growtn rcopunac d ^.cajxvjj, nuviin 


MM 004093 


Homo sapiens ephrin-B2 (EFNB2), mRNA _ — 


NM 004429 


Homo sapiens epnnn-rs 1 ^uriNU 1 7, mixiN/^ 


NM 004428 


Homo sapiens epnrm-/\i ^xiriN/\ij, iiuuna _ 


NM 004867 


Homo sapiens integral memorane prutcm ^r\. iux*~m± _ — 


NM 004415 


Homo sapiens aesmopiaKin yuri, urix) v- 1 - 701 liAA ^ L ^' rx — 


NM_004760 


IT AWrt c-£»r*i-r»*»/t'h-r**n'ni-n<a IrrnnQP 1 7fl ^flr>OntOsis-ind.U.Cin2 1 (SXK17A), 

j^lomo sapiens serine/ tnreomnc isaiiiioc i / a v^Jr P umuvii*^ y? 

^,T> XT A 

mKTsA 


NM 004413 


Homo sapiens dipeptidase 1 (renal) (DPEP1) 5 mRNA 


NM 004088 


tt ~ ^„ • ^ j _ (-.1 £»/-vf i r^A^I fx*aT-»cfp»T*Q cf=» terminal /T*)N' I" I 1 TtlRNA 

Homo sapiens aeoxynucieoxiayiLranbicrabc, Lciimiiai \i-/i^ a a^, uuvi,i v 


NM 004412 


tt_- „ r^xT a ^r»A/frkcirif>--S-\-TnetViv1 transferase 2 fDNlVlT2\ mRNA 

jtiomo sapiens urs/\ ^uy iomiic- j / iiicLiiy iu. aiioiv^i ao^ v ^-^^^ 


NM 004411 


tt««,«. /^^moi-n ^rtAnkcmip iTit^TTnRdi atp t>o1 vneotide 1 (T3NCJ11 ), mlvNA 
Homo sapiens ciynein, cyxopiasmic, micrmcuiat^ ^uijh^f uu ^ x v-^-^^^/? — 


NM 004407 


Homo sapiens dentin matrix acidic phosphoprotein (DMP1), mRNA 


NM_004746 


tt,. _ ^ nrt «4o« r. i4-jo/-»o i or />a /T^i-r^orkT^Viilci^ Virvmol op- associated orotein 1 
Homo sapiens oiscs, large ^urosopnudj iiuiiiuiug aMuuiaiuu p viwua 

(DLGAPl), mRNA 


NM 004747 


Homo sapiens qiscs, large ^urobopniid.^ nuin^ivjg -> ^ }■> aij -^ > ^ _ 


NM 004087 


Homo sapiens discs, large (Drosophila) homolog 1 (DLG1), mRNA 


NM_004900 


Homo sapiens pnoroolin ^similar to aponpoprotem d iiuu^n. ^uiiiiig F ivivu v 
(DJ742C19.2), mRNA 


NM_004404 


tt ♦ _ „ i -„a ml - Pr .f ^oii pvnrpccpri Hp*a/p1 otittipti tfl 1 1 v oowii-reffiilateQ 

Homo sapiens neural precursor ceil expressed, aeveiuLmicman^ uuwu l^maivu 

5 (NEDD5) 3 mRNA . 


\T\ !{ f\f\ A A AO 

NM_0U44U2 


Tj ATTin cc , n i PnC j dna frncrmentation factor 40 kD, beta polypeptide (caspase- 
activatea ursasej yLJrrD), misJiN^v _ ____ 


NM_004401 


Homo sapiens DNA fragmentation factor, 45 kD, alpha polypeptide (DFfrA), 
mKNA 


NM 004083 


Homo sapiens DNA-damage-inducible transcript 3 (DD1T3), mRNA 


NM 004734 


Homo sapiens aouoiecortin ana v^aivi iana&c-iijvc 1 vx/^navixv^i;, nu\i^». 


NM 004394 


Homo sapiens aeatn-associatea proiem {\jf\r j, iiuvln-tv 




Homo sapiens dystroglycan 1 (dystrophin-associated glycoprotein 1) (DAG1), 
mRNA 


NM_004229 


Homo sapiens cofactor required for Spl transcriptional activation, subumt z 
( 150kD) (CRSP2), mRNA 


NM 004079 


Homo sapiens cathepsin S (CTSS), mRNA . . 


NM 004390 


Homo sapiens cathepsin H (CTSH), mRNA 
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NM 004388 


Homo sapiens chitobiase, di-N-acetyl- (CTBS), mRNA 


NM 004387 


Homo sapiens cardiac-specific homeo box (CSX), mRNA 


NM_004861 


Homo sapiens cerebroside (S'-phosphoadenylylsulfatergalactosylceramide 3') 
sulfotransferase (CST), mRNA 


NM 004078 


Homo sapiens cysteine and glycine-rich protein 1 (CSRP1), mRNA 


NM 004386 


Homo sapiens chondroitin sulfate proteoglycan 3 (neurocan) (CSPG3), mRNA 


NM 004385 


Homo sapiens chondroitin sulfate proteoglycan 2 (versican) (CSPG2), mRNA 


NM 004384 


Homo sapiens casein kinase 1, gamma 3 (CSNK1G3), mRNA 


NM 004383 


Homo sapiens c-src tyrosine kinase (CSK), mRNA 


NMJ)04075 


Homo sapiens cryptochrome 1 (photolyase-like) (CRY1), mRNA 


NM 004778 


Homo sapiens G protein-coupled receptor 44 (GPR44), mRNA 


NM 004750 


Homo sapiens cytokine receptor-like factor 1 (CRLF1), mRNA 


NM 004382 


Homo sapiens corticotropin releasing hormone receptor 1 (CRHR1), mRNA 


NM 004379 


Homo sapiens cAMP responsive element binding protein 1 (CREB1), mRNA 


NM 004377 


Homo sapiens carnitine palmitoyltransferase I, muscle (CPT1B), mRNA 


NM 004748 


Homo sapiens cell cycle progression 8 protein (CPR8), mRNA 


NM 004074 


Homo sapiens cytochrome c oxidase subunit VIII (COX8), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 004766 


Homo sapiens coatomer protein complex, subunit beta 2 (beta prime) (COPB2), 
mRNA 


NM_004645 


Hnmo sapiens coilin (COIL), mRNA 


NM 000614 


Homo sapiens ciliary neurotrophic factor (CNTF), mRNA 


NM 004368 


Homo sapiens calponin 2 (CNN2), mRNA 


NM 004072 


Homo sapiens chemokine-like receptor 1 (CMKLR1), mRNA 


NM 004071 


Homo sapiens CDC-like kinase 1 (CLK1), mRNA 


NM 004362 


Homo sapiens calmegin (CLGN) ? mRNA 


NM 004070 


Homo sapiens chloride channel Ka (CLCNKA), mRNA 


NM 004804 


Homo sapiens WD40 protein Ciaol (CIAOl), mRNA 


NM_004267 


Homo sapiens carbohydrate (chondroitin 6/keratan) sulfotransferase 2 (CHST2), 
mRNA 


NM 004067 


Homo sapiens chimerin (chimaerin) 2 (CHN2), mRNA 


NM_004284 


Homo sapiens chromodomain helicase DNA binding protein 1-like (CHD1L), 
mRNA 


NM_004364 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), alpha (CEBPA), 
mRNA 


NM 004065 


Homo sapiens cerebellar degeneration-related protein (34kD) (CDR1), mRNA 


NM 004233 


Homo sapiens CD83 antigen (activated B lymphocytes, immunoglobulin 
superfamily) (CD83), mRNA 


NM_004356 


Homo sapiens CD81 antigen (target of antiproliferative antibody 1) (CD81), 
mRNA 


NM 004357 


Homo sapiens CD151 antigen (CD151), mRNA 


NM 004350 


Homo sapiens runt-related transcription factor 3 (RUNX3), mRNA 


NM_004349 


Homo sapiens core-binding factor, runt domain, alpha subunit 2; translocated to, 
1; cyclin D-related (CBFA2T1), mRNA 


NM 004345 


Homo sapiens cathelicidin antimicrobial peptide (CAMP), mRNA 


NM_000722 


Homo sapiens calcium channel, voltage-dependent, alpha 2/delta subunit 1 
(CACNA2D1), mRNA 


NM 004334 


Homo sapiens bone marrow stromal cell antigen 1 (BST1), mRNA 


NM_004887 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 14 
(BRAK) CSCYB14), mRNA 


NM_004333 


Homo sapiens v-raf murine sarcoma viral oncogene homolog Bl (BRAF), 
mRNA 
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JNJVL UU4jZ:7 


u nrnn Qo n i> n c hone mornhopenetic nrotein receptor, type IA (BMPR1 A), mRNA 


NM_004827 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 2 
f ARfYr^ mRNA 


TvTA/T AA/119^ 1 
JNJVl UIKWZO 


tr^mn ccinipriQ T*-ce11 PT T 71 vmnhoma 9 (BCL9). mRNA 


XTA A AA/t9£^ 
JNJVl UU4/CO 


Wnmn conipnc PUeell CI T /lvrnnhorna 7C fBCL7C). mRNA 


JNiVl UU4JZ4 


TTrkmrt cnnipnc "RPT 9-a^oriateH X nrotein (BA30 mRNA 


NM_004656 


Homo sapiens BRCA1 associated protein- 1 (ubiquitin carboxy-terminal 

Vix/rlr-rVI c» c*A (XK A P 1 ^ mP "NT A 

nyoroiasej ^jd/vt i j 9 iiu\±yr\. 


NM 004048 


Homo sapiens beta-2-microglobulin (B2M), mRNA 


NJVL uU4oj!> 


TJrt-mA coniATic Qvin 9 f f»AA Hi ir»tir» avi!^ f A^SfTW?^ mRl^JA 
XlOmO Sapiens cLa.HL ^ ^uUIlLlUXvLxll, dAJXj ^-rwvn > y ? ixxx\d^x~v 


NM 004321 


Homo sapiens axonal transport of synaptic vesicles (ATSV), mRNA 


NM_004boo 


tt._ ■*_->-». ____ J ATPoop TT_i_ 4-ro r\ c t-» r\T*ti ti cr 1\7CACOma1 ^vacuolar nroton TjUITTDI 

xiomo sapiens /VXx ase, xi. i xransporimg, iyououiii<ti ^vatuuiai piuiun puiiipy, 
member J (ATP6J), mRNA 


NM__004047 


rlomo sapiens Airase, ri^ transporting, lysobomdi ^vd^uuicii piutuu yuiuyj 


xni if aa/1A/1/C 

NM_00404o 


xlomo sapiens /vijt syninase, n > udnspurung, iiimjuiiunuiiai x 1 uuiii^i^a, cii Jr ilC4 

StlDi-iniL, ISOlOrm 1, s^cilKJLlcLK/ IIlUoOic ^Air jai j 9 1 1 u. vj. ^ rv 


NM_UUl053 


XJattia roniAnc ATPocp PoJ — }- trQ a ca Arti n O" n1fl«ima TTi PTTi bran e 2 f ATP2B2 K 
xiomo sapiens nirdaCj v^d » < LidiiojpuiLiiig, piaMiia iiit-iiiL/A«.ii^ ^ v 

rrusjLN/-v „ 


"KTA/T (\(\A'X 1 /I 


14nmn cnniptiQ a P>P_riHn^v1 transferase 1 ( ART1 ^ mRNA 


"KP\/f AAA^ 1 ^ 


TTataa Qfi-nien<5 arre<itin iSeta 2 ( ARRB2^ mRNA 


JNIVL UlWOlZ 


u nrnn oanipTiQ arrest in ^ retinal fX-arrestin^ TARR3^ mRNA 


JNIVL \j\)H3 1 L 


TJ nTYin ca-AipAc A "DP -riKn aviation factor-like 3 TARL3^ mRNA 


JNJVl UU4u/2> 


14r\mA o Q-rii (=>n c tqc Vi atyi a1 a gt crene familv mem ner T TARHli mRNA 


JNJVl UU4J 1U 


Urvmn coni C too VlArYlAlAO - CTP-Tif^ familv TnPTllhpT TT ( ARHH 1 nXRNA. 

noino sapient) idb iioiiilho^ gene Laiiiiiy , nit^iiiut-i ±± v- ru,VXAAA /> ixxx-^j.^^ 


~KT\A AA/l'JnQ 

JNJVL UU4JU7 


PTrkmrk canine PV»a GDP rlissnriatinn inbibitor CGDD alnha fARHGDIA), mRNA 


TVTTVyf AA/f}AQ 

JNJVl UU4^UcS 


Mr>Ti-irk c5ir»i<»Ac T?V»a frTPaQp aetivatincr nrntein 1 fARHGAPl^ mRNA 


JNJVl UU4U4U 


"HTrw-mr* ccir\ipn c rac liAmnl act crf^ne familv member B f ARHB ) ITlRNA 


jNivi sjVH^yyj 


llrtmn QQTvifM-iQ riACr fi ncrpr nrntein 14- rRNPl4^i mRNA 


XTA/T AAA7Q7 
INLVl UUH/7/ 


T^Taa-ia Qaniens aHinn^e mnst abundant gene transcriDt 1 fAPlVIl mRNA 


xnv/f aa/ia,«q 


Wnmn cani pn q annPYin A9 f A7vT5C A 2^ mRNA 


NM 004306 


Homo sapiens annexin A13 (ANXA13), mRNA 


iNJVl UU4U.50 


"PTrk-mrk ounipTic nmvlncp al^Via 1 A' salivarv ( AlVTS^l A^ TTlRNTA 
JTlOnivJ odpiCllo dliiyidoC, dipila 1A, od.llva.i_y ^ruvi i xi~i,j 9 xlix^x ^x x 


JNJVl WhjVD 


X3r\mr\ cnnipnc KriHcri a cr lAteoratAr 1 fBTT\T1 ^ TTlRNA 

XxOIlHJ OdpiCllkJ Ul IClglllg, lllLCgldHJl 1 ^JL>XX> xy, XlXXVX'tx^. 


XTA/T aa/iq<7 
JN1V1 UU450 / 


Watyia ennipne A lriAac<=» rPRlirA^ anehnr rvrotein 5 TAKAP5I mRNA 


JNJVl UU4oj3 


XTOiXIU odpiCllis dUoCIlt 111 XllCidllUlIld Z, ^x^JLIVX^^, i i ix vj. ^ n. 


"NTTV/f HA/19 HQ 
JN 1V1 UU4Z U 5 


Unmn caAi<=»AQ nrnorflmmpH eell Heatli R ^anoTitosis-ind.ucino' factor^ rPH)CD8), 
m P"lsJA 




TTattia QanienQ interferon recnilatorv factor 2 CIRF2 1. ITlRNA 


NM 001569 


Homo sapiens interleukin-1 receptor-associated kinase 1 (IRAKI), mRNA 


xnv/r aai<;a7 

INxVl UUl->0/ 


Unmn QanienQ inositol nolvnVin<;nViate nhosnbatase-lilve 1 (INFFL1 j« mRNA 


ATA A AA9 1 OA 
INLVl UU/1^4 


"Homo QanienQ inositol -no1vnhoc:niiate-1 -nbosnbatase flNPPl^ mRNA 

XX KJli. 1U Od piWl lO lllVJol LvJl IjKjiy LJllL/OjJllCXLt' X L/J.X»^/kJ|-'AAC*l,«.LJV^ ^Ai^AA A /5 - LA '*-»-»-t *■ 


NM 002111 


Homo sapiens huntingtin (Huntington disease) (HD), mRNA 


"X TTV A AAA 1 iC C 


W/^tvi/\ ca-r\if^n c rton inn^iAn nrntpin dl-nVia 1 4^1c"D ( COnneVIA ( (~rT A 1 1 TTlRNA 

Jul 01x10 sapienb gap junction proiem, dipiid 1, *+jisj-/ ^v\jixii^a.iii ^ujai;, uuvnii. 




TJT/-\mrk conipnc ^iVM-illin 9 ( r*r\m n-p'-nit^l f»AAtraeriiral araennoflaetviv 1 ^T**RN2l 
XTOITIO bdpicnb Ilurillin ^COngCnildl u^JIILI dL/LUi di didv^iiiiv^vxdV-/L_yi_y j y± xjx^^*^, 


NM 001937 


Homo sapiens dermatopontin (DPT), mRNA 

S_ L_ 1^ V A> — ■ 


NMJ)01381 


Homo sapiens docking protein 1, 62kD (downstream of tyrosine kinase 1) 
(DOK1), mRNA 


NM 000729 


Homo sapiens cholecvstokinin (CCK), mRNA 


NM 000486 


Homo sapiens aquaporin 2 (collecting duct) (AQP2), mRNA 


NM 001520 


Homo sapiens general transcription factor H1C, polypeptide 1 (alpha subunit, 
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220kD ) (GTF3C1), mRNA 


NM 002097 


Homo sapiens general transcription factor IHA (GTF3A), mRNA 




Homo sapiens transcription factor 12 (HTF4, helix-loop-helix transcription 
factors 4) (TCF12), mRNA 


NM 000440 


Homo sapiens phosphodiesterase 6A, cGMP-specific, rod, alpha (PDE6A), 
mRNA _ 


NM 000806 


Homo sapiens gamma-aminobutyric acid (GAB A) A receptor, alpha 1 
(GABRA1), mRNA 


NM 001809 


Homo sapiens centromere protein A (17kD) (CENPA), mRNA 


NM 000439 


Homo sapiens proprotein convertase subtilisin/kexin type 1 (PCSK1), mRNA 


NM 002529 


Homo sapiens neurotrophic tyrosine kinase, receptor, type 1 (NTKK1), mKNA 


NM 003417 


Homo sapiens zinc finger protein 264 (ZNF264), mRNA 


NM 000395 


Homo sapiens colony stimulating factor 2 receptor, beta, low-affinity 
(granulocyte-macrophage) (CSF2RB), mRNA 


NM 000065 


Homo sapiens complement component 6 (C6), mRNA 


NM 000252 


Homo sapiens myotubular myopathy 1 (MTM1), mRNA 




TTomo ^aniens lecithin-cholesterol acvltransferase (LCAT), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 000224 


Homo sapiens keratin 18 (KRT18), mRNA 


"NA/f 000911 


TTotno qanien^ inteprin beta 2 (antieen CD 18 (t>95\ lymphocyte function- 
associated antieen 1" macrophage antigen 1 (mac-1) beta subunit) (ITGB2), 
mRNA 


NM 000908 


Homo <?aniens insulin receptor 0NSR\ mRNA 


NM_000206 


Homo sapiens interleukin 2 receptor, gamma (severe combined 
immunodeficiencv^ (TL2RGY mRNA 


NM 000416 


Homo <>aniens interferon eamma receptor 1 (TFNGR1), mRNA 


NM_000201 


Homo sapiens intercellular adhesion molecule 1 (CD54), human rhinovirus 
receptor (TCAMl^ mRNA 


NM_000350 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 4 
f ABCA4"> mRNA 


NM 000110 


Homo saoiens dihvdropyrimidine dehydrogenase (DPYD), mRNA 


NM 000175 

JLN1VJL VyUV J / ^ 


Homo sapiens uroporphyrinogen III synthase (congenital erythropoietic 
porphyria") CUROS), mRNA 


NM 000459 


Homo sapiens TEK tyrosine kinase, endothelial (venous malformations, multiple 
cutaneous and mucosal) (TEK), mRNA 


NM 001053 


Homo sapiens somatostatin receptor 5 (SSTR5), mRNA 


NM 001052 


Homo sapiens somatostatin receptor 4 (SSTR4), mRNA 


NM 001051 


Homo sapiens somatostatin receptor 3 (SSTR3), mRNA 


NM 001050 


Homo sapiens somatostatin receptor 2 (SSTR2), mRNA 


NM 001049 


Homo sapiens somatostatin receptor 1 (SSTR1), mRNA 


NM 000348 


Homo sapiens steroid-5-alpha-reductase, alpha polypeptide 2 (3-oxo-5 alpha- 
steroid delta 4-dehydrogenase alpha 2) (SRD5A2), mRNA 


NM 000340 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 2 
(SLC2A2") mRNA 


NM 000338 


Homo sapiens solute carrier family 12 (sodium/potassium/chloride transporters), 
member 1 (SLC12A1), mRNA 


NMJ)00231 


Homo sapiens sarcoglycan, gamma (35kD dystrophin-associated glycoprotein) 
(SGCG), mRNA 


NM 001034 


Homo sapiens ribonucleotide reductase M2 polypeptide (RRM2), mRNA 


NM 000448 


Homo sapiens recombination activating gene 1 (RAG1), mRNA 


NM 000303 


Homo sapiens phosphomannomutase 2 (PMM2), mRNA 


NM 000302 


Homo sapiens procollagen-lysine, 2-oxoglutarate 5-dioxygenase (lysine 
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nydroxylase, xsnlers-uanios synorome type vij \r i^x^isj, mtu^n. 


NM.000282 


Homo sapiens propionyl Coenzyme A carboxylase, alpha polypeptide (PCCA), 
nuclear gene encoding mitochonanai proiem, nus^N ^ 


NM_000281 


Homo sapiens 6-pyruvoyl-tetrahydroptenn synthase/dimerization cofactor of 
hepatocyte nuclear tactor 1 alpha ( i L,r i) yrK^DU), imsaN^ 


NM 000277 


Homo sapiens phenylalanine Hydroxylase ^r/vxi;, mrviN^ 


NM_000436 


Homo sapiens 3-oxoacid Co A transierase nuoicdr gene cnouuuig 
iiuxocrioii(-iri<*i pmicin, ixixvin^v . 


NM_000274 


Homo sapiens ornithine aminotransferase (gyrate atrophy) (OAT), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 000273 


Homo sapiens ocular albinism l {jNeuiesnip-rdiis>j uix\a>-rv 


NM 000272 


Homo sapiens nephronophthisis 1 (iuvenile) (NPHP1), mRNA 


NM 000271 


Homo sapiens Niemann-Pick disease, type Li UNr^i j, ituun/v 


NM_000269 


Homo sapiens non-metastatic cells 1, protein ^iniviz^a; cxprc^^cu m v^ivu^iy, 
mRNA 


NM 000268 


Homo sapiens neurofibromin 2 (bilateral acoustic neuroma) (NF2), mRNA 


NM_000267 


Homo sapiens neurofibromin 1 (neuron oromatosis, von KecKimgndu&cn uiacd&c, 

■jt t , J • _\ /X TT7 1 \ _^_T> "\.T A 

Watson disease) (NJrl), mKJNA 


NM 000434 


Homo sapiens sialidase 1 (lysosomal siahdase) (NEU1), mRNA 


NM 000266 


Homo sapiens Nome disease (pseudogiiomaj <JNur ), nu^i\/\ 


NM_000265 


Homo sapiens neutrophil cytosolic factor 1 (47kD, chronic granulomatous 
disease, autosomal 1) (NCFl), mRNA 


NM 000262 


Homo sapiens N-acetylgalactosaminidase, alpha- (NAGA), mRNA 


NM_000261 


Homo sapiens myocihn, trabecular meshwork inducible giucocorucoia response 
(MYOC), mRNA 


NM_000258 


Homo sapiens myosin, light polypeptide 3, alkali, ventricular, sKeieiai, siow 
(MYL3), mRNA 


NM_000432 


Homo sapiens myosin, light polypeptide 2, regulatory, cardiac, slow (MYL2), 
mRNA 


NM_000257 


Homo sapiens myosin, heavy polypeptide 7, cardiac muscle, beta (MYH7), 
mRNA 


NM 000431 


Homo sapiens mevalonate kinase (mevalonic aciduria) (MVK), mRNA 


NM_000255 


Homo sapiens methylmalonyl Coenzyme A mutase ym\J l j, nuciear gene 
encoding mitochondrial protein, mRNA 


NM__000254 


Homo sapiens 5-methyltetrahydroiolate-nomocysteme meinynransierabc ^ivl j. jv^, 
mRNA 


NM_000253 


Homo sapiens microsomal triglyceride transier proiem ^iarge puiypcpnuc, oom/; 
(MTP), mRNA 


NM_000250 


Homo sapiens myeloperoxidase (MPO), nuclear gene encoding mitochondrial 
protein, mRNA . 


NM 000248 


Homo sapiens micropntnaimia-associd.Lcu LidiiooiipLiuii iov/lui v^ viaia y> aajj.^^*. 


NM 000247 


Homo sapiens JVLriC class 1 poiypepnue-reiaiea sequence ^ ^iviiv^rv^, 


NM 000246 


Homo sapiens MHC class H transactivator (MHC2TA), mRNA 


NM_000245 


Homo sapiens met proto-oncogene (nepatoc^e growtn iacxor recepiorj ^ivxx^i^, 
mRNA 


NM 000244 


Homo sapiens multiple endocrine neoplasia I (MEN1), mRNA 


1N1V1 \J\J\J ^^~-> 


Homo <5anien«? Merliterranean fever CMEFV), mRNA 


NM_000242 


Homo sapiens mannose-binding lectin (protein C) 2, soluble (opsonic defect) 
(MBL2), mRNA 


NM 000429 


Homo sapiens methionine adenosyltransferase I, alpha (MAT1A), mRNA 


NM_000240 


Homo sapiens monoamine oxidase A (MAOA), nuclear gene encoding 
mitochondrial protein, mRNA 
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IN 1VL_U U U *+Z o 


Wrm-in ^aniens latent transformine erowth factor beta binding protein 2 (LTBP2), 
mRNA 


NM 000238 


Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), 
member 2 (KCNH2) mRNA 


tsim" 00.0917 

lNlvi \J\J\JJ*J 1 


Wnmo ^aniens lipoprotein lipase (LPL), mRNA 


NM 000427 


Homo sapiens loricrin (LOR), mRNA 


IN IVI UUUZJJO 


T-Tnmn caTvien<; linage hepatic (LJPC). mRNA 


NM_000235 


Homo sapiens lipase A, lysosomal acid, cholesterol esterase (Wolman disease) 

\i-iLSn\) 9 IIJUCVlN/i- 


NM 000234 


Homo sapiens ligase I, DNA, ATP-dependent (LIG1), mRNA 


NM_0U 1)233 


Uatma cor\i»nc int<=»ini'7ino Vir*iTTir*Ti< : */f'Vin'riop'n'nadotror)in receptor (JLlrlC^GRj. 
xiomo sapiens luieiuiziiig nuiiiiuuc/ uuui luguiiauuu v^u* i vvw^wi ^iA^v^A^, 

mRNA 


NM_00022o 


Urvmn c«or^^«o UiniTiin K^+o 1 /"nirpin H 9VkT)^ kalinin (\ 40kD^ BM600 
liomo sapiens xaminm, oeia ~> ^iiioeiii ^iz^kj-^/, ivo-nnm v 1 ^vr^is j y jjiviuuu 

M9<;i/nY* rr am^^ m"RM A 


IN JVL_UU U4Z o 


Unmn conipnc l^minin alWha 9 fmero^in congenital muscular dvstrophv) 

JLTOIIIO SdX/lCilo Idlllllllll, Cil^JllCL \YXl\sX\JZiXXX^ \s\JXAQ t \sXXX\.**X A*.*fc*UVM-A«*A vt^ uu. vj/x^ y 

(LAMA2), mRNA 


JNlVl_UUUZZO 


Wrvmn conipnc Vera tin 0 fpniderrnolvtic oalmoplantar kerato derma) (KRT9), 
mRNA 


JN1V1 UUUHZZ 


PTr\mrk csi-mpnc Vpratin 17 fKRTl 7^ mRNA 


NM 000223 


Homo sapiens keratin 12 (Meesmann corneal dystrophy) (KRT12), mRNA 


NM_JJUU4z 1 


UriTvir» co«iAnc V/a-rotin in ( f*T\\r\(*rtY\r\\\rt\c livriprkeratosis" keratosis nalmaris et 
xiorno sapiens Keratin iu ^cpiLiciiiwjiyLi^ jvwi. aiuoio, xv *- /i utv^io punuuno wv 

plantaris) (KRT10), mRNA 


"x TTV A AAA"*) O O 

NM_000222 


tt . _ -n^ianc tr t-i t WoT-rlA/ *7i i r» V^T-mQn A fpliTip <5flrrnma viral oncogene homoloff 

nOUlO Sapiens V -Kit rial U.y-Z^liv-/lvCI Ulan *t iciuic aaiuuina v .u. cii wiivvjguiiv iiviuw*w^ 

(KIT), mRNA 


NM 00021& 


Tjr^___ noniarkc r\Atocoi'nm -t r^i+o rr ct^ t^H pViannpl TC ("^T-l 1 Vp, qi lDTarni 1 v member 1 
rlomo sapiens potassium voiiage-gaieu unaiuici, rv.v^x ouL/xaiiiiijr, mwuuvi 


NM_000219 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 1 


NM_000217 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 

mpniKpr 1 (e> nicnHir atflYi?! witn mvokvmia^ nCCNAl\ mRNA 


NM 000216 


Homo sapiens Kallmann syndrome 1 sequence (KALI), mRNA 


JNJV1_UUUZ 13 


U/\rvirt cortipnc Tcinnc I'inQcp "\ ( nrnfpiTi tvrn^iine kinase leukocvte^ TJAK3). 

llOnlO Sapiens J dllUo KlIld.bC D \cL piuiciii lyiucsiu.y* ivixio-a^, ivujxuvjr ^2 
mT?M A 


1NJV1_UUUZ IZ 


u nrnn cnnipriQ intpcrrin beta % Tnlatelet fflvconrotein Ilia, antigen CD61) 
/'TTriR^^ mRNA 


IN lvi_UU u zu y 


u n mA Qanipn<5 insulin nrnmoter factor 1 homeodomain transcription factor 
rTPFn. mRNA 


MM 000207 

1 N 1VJL \J\J\J £*\J I 


Homo sapiens insulin (INS), mRNA 


NM 000418 


Homo sapiens interleukin 4 receptor (IL4R), mRNA 


NM 000417 


Homo sapiens interleukin 2 receptor, alpha (IL2RA), mRNA 


NM 001551 


Homo sapiens immunoglobulin (CD79A) binding protein 1 (IGBP1), mRNA 


ATM 000901 


XJ/-\T-nr» Qanipn^ idiirnnida<;p alrvba-T.- TIDUAV mRNA 


IN lVl \J\J\) L t L D 


Unmn <?ar»ien^ islet amvloid nolvnentide flAPP), mRNA 


1N1V1 UVJUZUU 


Homo saniens histatin 3 rHTN3") rnRNA 

XXvJll I v i3ClJ-/lwlli3 11 iOlL4-l_I.il ~J ^illliJ ililvl li »■ _ 


MM OOI^IR 


Unmo saniens heat shock transcription factor 4 (HSF4), mRNA 


MM 000RSQ 


Homo saniens 3-hvdroxv-3-methvlelutarvl-Coenzyme A reductase (HMGCR), 
mRNA 


NM 001527 


Homo sapiens histone deacetylase 2 (HDAC2), mRNA 


NM 001525 


Homo sapiens hypocretin (orexin) receptor 1 (HCRTR1), mRNA 


NM 001524 


Homo sapiens hypocretin (orexin) neuropeptide precursor (HCRT), rnRNA 


NM 001510 


Homo sapiens glutamate receptor, ionotropic, delta 2 (GRJD2), rnRNA 


NM 000829 


Homo sapiens glutamate receptor, ionotrophic, AMPA 4 (GRIA4), mRNA 
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NM 001496 


Homo sapiens GDNF family receptor alpha 3 (GFRA3), mRNA 


NM 001486 


Homo sapiens giucoKinase ^nexoKinase *+j icguicuuiy piuicm ^vjv^xvxv;, hi±vx^j-v 


NM 000820 


Homo sapiens growth arrest-specific 6 (GAS6), mRNA 


NM 000155 


Homo sapiens galactose- l-phospnate unayiyicransierdbe \ysf^^)^ xiuvin^v 


NM 000153 


Homo sapiens galactosylceramidase (Krabbe disease) (GALC), mRNA 


NMJ)00816 


Homo sapiens gamma-ammobutyric acia ^ajjaj a receptor, gamma a 
(GABRG2), mRNA 


NM_000815 


Homo sapiens gamma-ammobutync acid (OABA) A receptor, aeita <oa-b.kl>;, 
mRNA 


NM 000811 


Homo sapiens gamma-aminobutync acid (CrABA) A receptor, aipna o 
(GABRA6), mRNA 


NM_000809 


Homo sapiens gamma-ammobutync acid (GABA) A receptor, alpna 4 
(GABRA4), mRNA 


NM_000808 


Homo sapiens gamma-ammobutyric acid (GABA) A receptor, alpna 3 
(GABRA3), mRNA 


NM_000S07 


Homo sapiens gamma-ammobutyric acid (CjABA) a receptor, aipna z 
(GABRA2), mRNA 


NM_000151 


Homo sapiens glucose-o-pnospnatase, catalytic ^glycogen storage uibca&c iyy^ i 5 
von Gierke disease) ((jrorC), mKJNA 


NM 001452 


Homo sapiens toricnead box rz (r<J-rvrZj, iukina 


NM 000138 


Homo sapiens tibrillin l (Marian synaromej ^rjoiNi;, miviN/^ 


NM 000136 


Homo sapiens ranconi anemia, complementation group ^ ^r^viM^v^;, iiuvi^^v. 


NM 001445 


Homo sapiens tatty acid binding protem o, neai ^gastrotropm^ \ri*>sirv), nus^^r^ 


NM 001442 


Homo sapiens tatty acid binding protem aaipocyte ^r/vDxrH-^, intvi^^v 


NM 001443 


Homo sapiens fatty acid binding protein 1, liver (FABP1), mRNA 


NM 001441 


Homo sapiens fatty acid amide hydrolase (FAAH), mRNA 


NM 000401 


Homo sapiens exostoses (multiple) 2 (iiXlz), mKJNA 


NM 000127 


Homo sapiens exostoses (multiple) 1 (hAl 1 ), mKJNA 


NM 001433 


Homo sapiens ER to nucleus signalling 1 (h,KJNl), mKJNA 


NM_000122 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 3 (xeroderma pigmentosum group r> compiciiiciitiiig^ 

/T7T> ppo\ -«T)\TA 

(ERCC3), mKJNA 


"X TTV K f\f\f\ 1 O 1 

NM 000121 


Homo sapiens erytnropoietin receptor ^jDJrijJtvj, mxsjLNrv 


NM 000120 


Homo sapiens epoxide nyuroiase 1, microsomal v aciiouiuuli ^x^jrxiyvi^, njrvi^r-L 


NM 000119 


Homo sapiens erytnrocyte memurane protein uaiiu h.z. ycr d*-*^ j, iiuxj. 


NM 001429 


Homo sapiens El A binding protein p300 (EP300), mRNA 


NM 000H8 


Homo sapiens endoglm (vjsier-K.enau-weDer synarome i) ycwKj), iijxsj.^^. 


NM 000H7 


Homo sapiens emerin (Emery-Dreifuss muscular dystrophy) (EMD), mRNA 


NM 001422 


Homo sapiens E74-lilce factor z> (ets domain transcription iactor^ ^ci^rj;, ujxv-ln^v 


NM 000114 


Homo sapiens endothelin 3 (EDN3), mRNA 


NM_001393 


Homo sapiens extracellular matrix protein 2, female organ and adipocyte specific 
(ECM2), mRNA 


NM_000112 


Homo sapiens solute carrier family 26 (sulfate transporter), member 2 
(SLC26A2), mRNA 


NM_001382 


Homo sapiens dolichyl-phosphate (UDP-N-acetylglucosamine) N- 
acetylglucosaminepnospnotransterase 1 (LrlciNAc-i-r transierasej ^jjmvjii;, 

rn"R>J A 

1IJLI\J.>I^V 


NM 001365 


Homo sapiens discs, large (Drosophila) homolog 4 (DLG4), mRNA 


NM 000792 


Homo sapiens deiodinase, iodothyronine, type I (DIOl), mRNA 


NM_001358 


Homo sapiens DEAD/H (Asp-Glu-Ala- Asp/His) box polypeptide 15 (DDX15), 
mRNA 


NM 000107 


Homo sapiens damage-specific DNA binding protein 2 (48kD) (DDB2), mRNA 
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1NJYL UU IJj'+O 


Homo sapiens death-associated protein kinase 3 (DAPK3), mRNA 


"MAyT 000101 


Homo sapiens cytochrome b-245, alpha polypeptide (CYBA), mRNA 


NM_001081 


Homo sapiens cubilin (intrinsic factor-cobalamin receptor) (CUBN), mRNA 


xnv/f 001^4 


Homo sapiens cathepsin O (CTSO), mRNA 


NM 001328 


Homo sapiens C-terminal binding protein 1 (CTBP1), mRNA 


xnv/r 000^^4 


"W/vmr* csn-vipriQ r.rvnp-rnH hnmeohox fCRXV mRNA 


TvJA/T OOOOQ^ 


T-Trvmn canipTiQ renilonlamnin (ferroxidase 1 fCPl» mRNA 


NM_000095 


Homo sapiens cartilage oligomeric matrix protein (pseudoachondroplasia, 

*»TviY\hi/c/=»a1 rK/ctilacin 1 miiltinle^ fC^OTVTP^ mRNA 
epipnyseai viyspieioici i, niuiiipit/y ^v^wivaa nixN-i^^i- 




tr^r-«rt conipnc ATP TvmHino raQQette Qiib-familv C (CFTR/MRF) member 2 

rlOmO Sapieno AIT -UllKUllg oao&CLL&j auu iaiini^ ^— ' yy^x iivimvi aixwAXiuv* 

(ABCC2), mRNA 


jnjvl uuuuoj> 


riorno sapiens oniuriLic ^iiaiinci xvu ^i^viiivu^, im-va. > 


NM_000084 


Homo sapiens chloride channel 5 (nephrolithiasis 2, X-linked, Dent disease) 


NM 001279 


Homo sapiens cell death-inducing DFFA-like effector a (CIDEA), mRNA 


TvTTl X AAAAOA 

NM_0000oU 


Homo sapiens cnonnergic recepior, iiil/lhiiiiu, cpanun jjuiy^t^Liu.^ ^iiivi^i--/, 
mRNA 


NM_00075 1 


riomo sapiens cnonnergic receptor, mcoiiniu, uciui puiyjjtpLnae ^v^xaxvxna^, 
niKiNA 


NM_00(J /4 / 


riomo sapiens cnonnergic rcccpLui, inc-utiniw', ucia pui^pt-puu^ j. v 
^v^JrllxlNxj i rTjJ.viN/-v 


XTTV/f AAAA'VQ 


TT^rv-,^ co-r*i*»v»e r«Vi/^1 in^rcri r* rprpntnr nipotinin alnha Dol\nientide 1 (muscle) 

rlOmO Sapienb L/llOllIlCIglw iCuC^Jtui, inv/tJUJ.ii^/ ? aipua j^vAj|^^j^/Livi.v j. v ^ 

(CHRNA1), mRNA 


KT\A 00107^ 


Hnmn car<if>n<! r-lirnTni-)flnTnflin helicase DNAbindine nrotein 4 fCHD4\ mRNA 


xnv/r 001971 


Wnmn Q5»r^ien<5 rhrnmndomain helicase DNA bindins nrotein 2 (CJhLL)2), mRNA 


TsTN/f 001 970 


Wr»mn c?irvif»nc pViromndnmain helicase DNA bindine; nrotein 1 fCHDO, mRNA 


NM 000078 


Homo sapiens cholesteryl ester transfer protein, plasma (CETP), mRNA 


TvTA/f AAn07^ 

JNlVl_UUUU /o 


iT nT v, A cQnipnc f»\/f»lin-rlf»npnrlf*nt Vinfl^e inhibitor 1C (~dS7 KiD2^ fCDKNlC). 
mRNA 


JNM UUIZjo 


TT^rr./s cortipnc r»-\/r , 1in-Hf»"n< :ik nHpnt l<rina<2P ^ ( OT~)TC mRNA 


NM 001251 


Homo sapiens CD68 antigen (CD68), mRNA 


JNM_0UUU /4 


riomo sapiens rumor necrosis idoior ^iigctiiu.^ j>u.pd±<u.iuiy, lutiiiyt/i ^ ^n_yj-/wi a & i,,a 
syndrome) (TNFSF5), mRNA 


"TvTTV /I AAAATT 


riomo sapiens \~>ljd\j anugen, gainmd. poiypcpuuc ^iu-> ^uinpit-^^ ^v^a-/_^vj^, 
mRNA 


XTA/f AAIO/IQ 

JNJVl_UUlz4y 


TT^nn C oni c ppfrvnnpl pnciHp tn'-nVin^Tihafp di"nhosr)hohvdrolase 5 fEN l'l'OS ). 
mRNA 


"VTA A A A A OAQ 


u Amrv canipnc pr>trkniir>1pnci'Hp trinVinQ-nViatp HiDhn^nhohvdrolase 3 fFTsl I PD3\ i 
riomo sapiens ct/Lontivieosioc tiipiujDpiidi.c- u.ip±iwojL/i.iv^iijr\j.iv/i<*ow u yx^x^ a a j^^y, 

mT? XT A 
mJvTN/\ 


XTN/f AAIO/1/^ 

JN1VI_UU1Z40 


tT^Tttrt canipnc pptnnnplpnciHp trinHn^tihate diohosnhohvdrolase 2 fENTPD2\ 
mRNA 


JN1V1_UUUU /Z 


u ATnn C A n i PT1 r r^'Ti'^^ Qnticrpn fpnllficrpTi tvne T recentor thrombosnondin recentor f 


NM 000591 


Homo sapiens CD14 antigen (CD14), mRNA 


XJTV/T AAAA7 1 


TTr\"mr\ canipnc p\/ct?itnirminp-nptp-Q.VTithflSe (CBS) mRjNA. 


IN 1V1_UUU j 0 0 


iinmn sanien? r?i1pinm-«!pn<;incr recentor Thvoocalciuric hvoercalcemia 1, severe 
neonatal hyperparathyroidism) (CASR), mRNA 


NM 000070 


Homo sapiens calpain 3, fp94) (CAPN3), mRNA 


NMJ)00069 


Homo sapiens calcium channel, voltage-dependent, L type, alpha IS subunit 
(CACNA1 S), mRNA 


NM 001215 


Homo sapiens carbonic anhydrase VI (CA6), mRNA 


NM 000067 


Homo sapiens carbonic anhydrase II (CA2), mRNA 
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NM 000606 


rr„w, rt ^^Tvir%i^TY>^r»t r» Am-nnnf*rit 8 ffamma nolvDeutide mKJN A 

tlOinO S3.pl CHS COITlplClTlCIll OUIIlUOllGllt O, gmiuim pv/ijr pw^».iv*w V^ 1 -'^-*/5 


NM 000066 


U/\TMA coniAnc pnmnlpmpnt r nrrrn on en t 8 beta DOlVDCDtlQe ( CoB ), mRNA 


x TFi ft nnn<^') 
NM OOUdoz 


xir\TY>r\ comVnc prunnlpment comnonent 8. alpha polypeptide (C8A), mRNA 


InjVL UUUjo/ 


14 Am a canipnQ mmnlement comnonent 7 (C7), mRNA 


\t\ jt r\r\r\c\ /Z. A 

NM 000064 


tjatvia conipnc pnmnlpmpTit r.nmnonent 3 fC3\ mRNA 


NM 000061 


Tj^rk conipno "Rti it aa s» aflmma cflobulinemia tvrosiiie kinase 03TK), mRNA 


NM 001206 


tt awa nonipnc v*ocia tr^ a QrrmtH on element bindin e nrotein 1 (BTEB1), mRNA 


■vrt yr AAAA^A 

NM 000060 


xiomo sapiens piotiniadbc \dlxj) 9 imvi^x-v. _______ — 


H. TTi JT AA1 <~\ l\ 1 

NM 001201 


tT rt «,A r>n-n-tA«^o m at*aVi a ct*=»ti f»ti r* ■nrAtein ^ f osteogenics f KA / li J 3 ). mRJNA 
Horno sapiens Done m.orpiiugciicLiv piuLtm _> ^uoiv^wnv; ^ A tj^ ^ j-> 


NM 001200 


Homo sapiens bone morphogenetic protein 2 (BMP2), mRNA 


NM 000386 


Homo sapiens bleomycin hydrolase (BLMH), mRNA 


NM 000057 


Homo sapiens Bloom syndrome (j3l.nl), mKiN/\ 


NM 001198 


tt ~ ■ _„ _ t>t> rirtrv«oin AAntoimTiff 1 wifTi TTnTF H AmaiA rPRTDM[l^ mRNA 
Homo sapiens r lv aomam coniammg 1, wiin ^i^r uuuwui v x ±iax> ^ ^ v 


NM 001196 


Homo sapiens x5H3 interacting aomdin ucdtn <iguiii&i ^usj, hum^a 


NM_000056 


Homo sapiens branched chain keto acid dehydrogenase El, beta polypeptide 

/• i ^ j - _ ^ _\ /T) /"^x^ t^ttr ^ nnrlp^r crf*Af» pripAHinff Tnitnchondrial 
(maple syrup urine disease) ^Jd^J^JJ^ld), nuciear gene cnuuuiug iiiituuj.i\jnviiiai 

protein, mRNA ■ — 


NM 000465 


Homo sapiens BRCA1 associated RING domain 1 (BARD1), mRNA 


NM 000705 


Homo sapiens ATPase, H+/K+ exenangmg, oeta poiypepnae {j\±rHr>), iiuvin^ 


NMJ)00049 


Homo sapiens aspartoacylase (ammoacyiase z, ^.anavan aiseabe; ^ort^j 9 
mRNA — - — 


NM 000046 


Homo sapiens aryisuliatase t> v/\Jvor>j, mtviN/\ 


NM_000639 


Homo sapiens tumoi necrosis lactor ^nganu^ t>upciiaimiy, iuou»uw \* v aj -^ a ^ a v /? 
mRNA 


■K TT* K f\f\f\f\ /I A 

NM 000042 


tt _ _ o*>^l-i^-»/^TM-rkt^iA W ^Af= k t5i-'^-o r 1vf'nnrotein TAPOH^ mRNA 
rlomo sapiens apoiipoproiem. n ^ocLa-— giyv^upiwtcm v"- 1 ^ /> 


\t» ir r\f\t~\ (~\ A 1 

NM 000041 


rlomo sapiens apoiipoproiem yi\r\jjz,j 9 nira^A 


\r» /r AAAAyiA 

NM 000040 


jtiomo sapiens apoiipopruicui v_^-iu. ^nx^w;, j - ij - lvx>z v 


NM 000039 


Homo sapiens apolipoprotein A-I (APOA1), mRNA 


NM 000038 


Homo sapiens adenomatosis poiypo^ib uun ^nx^;, nir^i^rx 


NM 001157 


Homo sapiens annexm All ^/vln-a^vi l), rnxviN^ 


NM 00H47 


Homo sapiens angiopoietm z ^/vLNor'izj, mrsj.N/^ 


NM 001145 


tt„„,„ r,rt-*-k^ck*-»o ot-trr-irkfTPkn-t-n vi AAAllplRflQf* T? CP A familv 5 ( ANG). IXIR-Tn A 

_tiomo sapiens angiogemn, riDonuuic<it>c 5 ra^aac r^. j.ainAi_y, ^ 


NM_000036 


Homo sapiens adenosine monophosphate deaminase 1 (isoformM) (AMPD1), 
mRNA 


NM 001141 


Homo sapiens arachidonate 15-lipoxygenase, second type (ALOX15B), mRNA 


NM 000035 


Homo sapiens aldolase rJ, tructose-Dispnospnaie ^/ibL/uDj, iiuxin^ 


NM 000034 


Homo sapiens aldolase A, tructose-Dispnospnaie ^/vL/i^^^j, huxj-n/^. 


NM_000032 


Homo sapiens aminoievulinate, aeita-, syntnase z ^biuciuuid&ii^/iiypv^iuuimw 

., ... i n> /at a c o^ niinionr rr#»r»#» ^»nAArliAO" mitAnhnndnal nrotein. niR-NA. 
anemia) ( Ai ^/Vozj, nuciear gene entouuig miiu^nuiiui piw^iu, inj.>j.iii. 


NM_000030 


tt«^«. ' „„ „ nio-nino rriTrrt-viriof^ ciTni a Atr5» AQ"fiprfl <ip ( oxalosis 1* hvDeroxaluna ll 
j^iomo sapiens aianme-giyoxyiate amino uraiioicia&c ^uAoiuoia a, iij^wu/iaiuiiu a, 

-r»K r/-.^14 /-.-i /lur-i a ♦ cprinp r^^ml■^^c^t^* nmiAAiTaA^ferase^ TAGXT^. mRNA 

^lycoiicaciQUiia, ocnric-pyi u.vctic diiiiii^n anoi^i a.a\^j v- 4 


NM 001126 


TjArwrv caniA-nc c»Hf»A\r1 nci tr« A-iA5itf* QVTltba^e fADSS L rnlvlN A. 


TvTTV /T f\r\f\ /TO /I 

WM 000684 


TTnvvirv cor\iAnc d A r a n c».t- m* r» Af>t^_ 1 _ TPPPAtOT ( ADRH1\ mRNA. 

xiomo sapiens aoicncrgic, ucia-i-, ic/^^ptvji ^ruyi>xn/} 


NM 001125 


Homo sapiens ADP-ribosylarginine hydrolase (ADPRH), mRNA 


NM 001116 


rlomo sapiens aaenyiate cyclase y hiim^a 


NM 001115 


rlomo sapiens auenyiate cyclase o yui<xni) x °/> . 


NM 001114 


Homo sapiens adenylate cyclase 7 (ADCY7), mRNA 


NM 001109 


Homo sapiens a disintegrin and metalloproteinase domain 8 (ADAMS), mRNA 


NM_001110 


Homo sapiens a disintegrin and metalloproteinase domain 10 (ADAM 10), 
mRNA 


NM 001108 


Homo sapiens acylphosphatase 2, muscle type (ACYP2), mRNA 


NM 001107 


Homo sapiens acylphosphatase 1, erythrocyte (common) type (ACYP1), mRNA 
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NM 001104 


Homo sapiens actmin, alpha 3 (AC1 JNJ), mKJN/\ 


NM 001086 


Homo sapiens arylacetamide deacetyiase ^esterase j ^^v^jj/^v^^, iiuvin^v 


NM_001043 


Homo sapiens solute carrier tamiry o ^neurotransmitter irdu&punci, 
noradrenalm), member z (^ia^oazj, mxUN/v 


NM_000532 


Homo sapiens propionyl coenzyme A carooxyiase, ueia puiypcpuuc ^jt^v^d;, 
nuclear gene encoding mitochondrial protein, mRNA 


NM 002579 


Homo sapiens paralemmin (r ALlvl), rnisJN/v 


NM 002443 


tt * Lj_x^_i-i-i.--n--i-j-Lim-t 1^^4-/i f TV AT CIV A U i rvi T? ^VT A 

Homo sapiens microsemmoprotem, beta- iwi£>ivix>j, mruN/\ 


NM 002418 


Homo sapiens motilin (MJLJN ), mKJN A 


NM 002300 


Homo sapiens lactate dehydrogenase B (LDHB), mRNA 


NM_002243 


Homo sapiens potassium mwardly-rectirying cnannei, suDiarruiy j, memoer id 
(KCNJ15), mRNA 


NM 001534 


Homo sapiens nomeo box 1 1-liKe l QJtiujvi ili miviN/\ 


NM 001454 


Homo sapiens iorkneaa box J 1 (rUAJ i;, mKJN/v 


NMJ)04001 


Homo sapiens rc fragment 01 IgCj, low aiiiniry jjld, receptor ior 
(FCGR2B), mRNA 


NM 001276 


Homo sapiens chitinase 3-like 1 (cartilage glycoprotem-39) (CHI3L1), mRNA 


NM 001752 


Homo sapiens catalase (CAT), mRNA 


NM 001610 


Homo sapiens acid phosphatase 2, lysosomal (ACrzj, mKJN/v 


NM 003461 


Homo sapiens zyxm (ZYX), mRNA 


NM 003460 


Homo sapiens zona pellucida glycoprotein z (.sperm receptor; (z,rzj 9 mt^iN/\ 


NM_003459 


Homo sapiens solute carrier tamily 30 (zinc transporter ), memoer ^ ^^j^^^u/\^; 5 
mRNA 


NM 003430 


Homo sapiens zinc linger protein yi ^xifr /, nir iuj ^ZviNr^ij, niM^n 


NM 003429 


Homo sapiens zinc finger protein 85 (HPF4, HTF1) (ZNF85), mRNA 


NM 003428 


Homo sapiens zinc linger protein b4 (Hrrz) (/.iNrd^), rtiKJN/\ 


NM 003416 


Homo sapiens zinc ringer protein / (KvJA 4, clone .tir.ioj ^ZviNr / >, miaNA 


NM 003427 


Homo sapiens zinc finger protein 76 (expressed in testis) (ZNF76), mRNA 


NM 003426 


Homo sapiens zinc finger protein 74 (Cos52) (Z,NJe /4), mKJNA 


NM_003425 


Homo sapiens zinc finger protein 45 (a Kruppel-associatea box (.r^Ax^; aomam 
polypeptide) (ZNF45), mRNA 


NM 003423 


Homo sapiens zinc linger protein 4 J (niroj ^zjNr^oj, mru.N/\ 


NM_003422 


Homo sapiens zinc linger protein 4Z ^myeioiu-specmc rcunuiL/ <tt/iu- ic&punaivc; 

/"TXTT? /I 0\ ^^.T> \T A 

(ZNF42), mKJNA 


NM 003420 


Homo sapiens zinc linger protein dd ^cione nr.iuj {Asiyroj), 


NM 003458 


Homo sapiens bassoon (presynaptic cytomatrix protemj v^^mv? iiitu.n^v 


NM 003456 


Homo sapiens zinc nnger protein zvd {£,isrz\)j), mtuN/\ 


NM 003453 


Homo sapiens zmc linger protein lyo ^zjxr lyo), mi^j.N/\ 


NM 003450 


Homo sapiens zmc nnger protein 1/4 y/jsr i /4j 9 mKiN/\ 


NM 003447 


Homo sapiens zmc linger protein idj ^zoNr iojj, miviN/\ 


NM 003446 


Homo sapiens zmc linger protein ij / ^nzwrzz; vz- iNr lD 1 )-> ffliUNn 


NM 003443 


Homo sapiens zmc nnger protein iji ^pnz^-o/ ; ^iNr ui;, ulcsj.>)^ 


NM 003442 


Homo sapiens zmc tinger protein lhd ^ioncpn^i-17 yz^i\r ihj j, iiuxiNrx 


NM 003441 


Homo sapiens zmc tinger protein 14 1 ^cione pn^-*w) ^z>rNr hi;, niru.N^ 


-v Til K /"\ f~\ O A A r\ 

NM 003440 


Homo sapiens zmc linger protein 14U ^cione pn/^-Dy) y/^rtr ihuj, iiuvin^ 


NM 003438 


Homo sapiens zmc linger protein id/ ^cione pri/^-jv) ^isr ld / )> nixu-Nrv 


xnvyf f\f\1A1H 
InJVI y)\) J*iJ 1 


u^mA conipnc fin crf»r TYmtHn 1^6 ^clone nH 7.-20^ f/.Nhl36 > i mRNA 
jnLomo sapiens zmc iin^ci pivj^ciii ± v tlUilt j ^1^1 i^vy, imvui ». 


NM 003436 


Homo sapiens zinc finger protein 135 (clone pHZ-17) (ZNF135), mRNA 


NM 003435 


Homo sapiens zinc finger protein 134 (clone pHZ-15) (ZNF134), mRNA 


NM 003434 


Homo sapiens zinc finger protein 133 (clone pHZ-13) (ZNF133), mRNA 


NM 003433 


Homo sapiens zinc finger protein 132 (clone pHZ-12) (ZNF132), mRNA 


NM 003431 


Homo sapiens zinc finger protein 124 (HZF-16) (ZNF124), mRNA 
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NM 003411 


Homo sapiens zmc finger protein, Y-linked (ZFY), mRNA 


MM 003410 


Homo sapiens zinc finger protein, X-linked (ZFX), mRNA 


NM_003405 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, eta polypeptide (YWHAH), mRNA 


NM_003404 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, beta polypeptide (YWHAB), mRNA 


NM_000380 


Homo sapiens xeroderma pigmentosum, complementation group A (XrA), 
mRNA 


NM 003931 


Homo sapiens WAS protein family, member 1 (WASF1), mRNA 


NM 003384 


Homo sapiens vaccinia related kinase 1 (VRK1), mRNA 


NM 003383 


Homo sapiens very low density lipoprotein receptor (VLDJLR), mRNA 


NM 003382 


Homo sapiens vasoactive intestinal peptide receptor 2 (VTPR2), mRNA 


NM 003381 


_ _ . . . n , • -J y^r »YTV\ T"» "VTA 

Homo sapiens vasoactive intestinal peptide (VIP), mRJNA 


NM 003380 


Homo sapiens vimentin (VIM), mRNA 


NM 003377 


Homo sapiens vascular endothelial growth factor B (VEGFB), mRNA 


NM 003376 


Homo sapiens vascular endothelial growth factor (VEGF), mRNA 


NM 000376 


Homo sapiens vitamin D (1,25- dihydroxyvitamm D3) receptor (VDR), mRNA 


NM 003375 


Homo sapiens voltage-dependent anion channel 2 (VDAC2), mRNA 


NM 003374 


Homo sapiens voltage-dependent anion channel 1 (VDAC1), mRNA 


NM 003371 


Homo sapiens vav 2 oncogene (VAV2), mRNA 


NM 003370 


Homo sapiens vasodilator-stimulated phosphoprotein (VASP), mRNA 


NM 003762 


Homo sapiens vesicle-associated membrane protein 4 (VAMP4), mRNA 


NM 003369 


Homo sapiens UV radiation resistance associated gene (UVRAG), mRNA 


NM_003577 


Homo sapiens undifferentiated embryonic cell transcription factor 1 (UTF1), 
mRNA 


NM_003470 


Homo sapiens ubiquitin specific protease 7 (herpes virus-associated) (USP7), 
mRNA 


NM 003481 


Homo sapiens ubiquitin specific protease 5 (isopeptidase T) (USPS), mRNA 


NM 003363 


Homo sapiens ubiquitin specific protease 4 (proto-oncogene) (USP4), mRNA 


NM 003368 


Homo sapiens ubiquitin specific protease 1 (USP1), mRNA 


NM 003940 


Homo sapiens ubiquitin specific protease 13 (isopeptidase T-3) (UbP13), mRJNA 


NM 003367 


Homo sapiens upstream transcription factor 2, c-fos interacting (USF2), mRNA 


NM_003366 


Homo sapiens ubiquinol-cytochrome c reductase core protein II (UQCRC2), 
mRNA 


NM_003365 


Homo sapiens ubiquinol-cytochrome c reductase core protein I (UQCRC1), 
mRNA 


NM 003364 


Homo sapiens uridine phosphorylase (UP), mRNA 


NM_003361 


Homo sapiens uromodulin (uromucoid, Tamm-Horsfall glycoprotein) (UMOD), 
mRNA 


NM 003709 


Homo sapiens Kruppel-like factor 7 (ubiquitous) (KLF7), mRNA 


NM_003360 


Homo sapiens UDP glycosyltransferase 8 (UDP-galactose ceramide 
galactosyltransferase) (UGT8), mRNA 


NM_001074 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B7 (UGT2B7), 
mRNA 


NM_001077 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B17 (UGT2B17), 
mRNA 


NM_001076 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B 15 (UGT2B15), 
mRNA 


NM_001075 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B10 (TJGT2B10), 
mRNA 


NM 003359 


Homo sapiens UDP-glucose dehydrogenase (UGDH), mRNA 


NM 003358 


Homo sapiens UDP-elucose ceramide glucosyltransferase (UGCG), mRNA 
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NM 003357 


Homo sapiens uteroglobin (UGB), mRNA 


XT1V/T OO^S? 


Wfvmn saTripn"? lihiauitin-like 1 fsentrin) (TJBL1\ mRNA 


xnvA nn^47 


Homo saniens ubiauitin-coniueatine: enzvuie B2L 3 (UBE2L3), mRNA 


rsivi uujjj/ 


Wnmn ^aniens nhicruitin-coniu^atine: enzvme E2B fRA£)6 homoloe) (U.BE2JB), 

JLILJ11 1U Ouplvllo LIU/1VJ Ul till vuilj 14. go 111 ig wix^rfjr ' ' »*.» \ A O/ V V 

mRNA 


1N1V1 \J\JJ J J\J 


Homo saniens ubiauitin-coniueating enzyme E2A (RAD6 homolog) (UBE2A), 
iriRNA 




Homo sapiens ubicjuitin-activating enzyme El -like (UBE1L), mRNA 


NM 000550 


Homo sapiens tyrosinase-related protein 1 (TYRP1), mRNA 


"NM 000372 


Homo sapiens tyrosinase (oculocutaneous albinism IA) (TYR), mRNA 


NM 001071 


Homo sapiens thymidylate synthetase (TYMS), mRNA 


NM 003331 

INlVx \J\J ~J -J ~J 1 


Homo sapiens tyrosine kinase 2 (TYK2), mRNA 


NM 003330 


Homo sapiens thioredoxin reductase 1 (TXNRD1), mRNA 


NM 003329 

1 N IVX \J\J *J J 


Homo sapiens thioredoxin (TXN), mRNA 


NM 00332R 


Homo saniens TXK tyrosine kinase (TXK\ mRNA 


NM 003324 


Homo saniens tubby like Drotein 3 (TULP3), mRNA 


NM 003323 


Homo sapiens tubby like protein 2 (TULP2), mRNA 


xnv/f nn^39i 


ITrvmn Qarnpn^ T11 translation elongation factor mitochondrial (TUFJV1), mRNA 


IN IYI \}\J lu fVJ 


Unmn ^anipriQ tubulin cram ma 1 ^TTJBCtI^ mRNA 

XHJXXIV^ od|Jldl& LLXLIullll^ gulilLlia l y x. wi-'VJ ±- J 5 * x u.n—l ^ x v 


"NTM O0 1 O^Q 
1N1V1 UU 1 UD7 


TTriTno ^aniens nibnlin beta nolvnentide fTTJBB^ mRNA 


XTTV/f 000^71 


"Hnmn ^ani^ns transtbvretin rnrealbumin amyloidosis tVT>e I) (TTIR^, mKNA 


"MM 000^70 


TTnmn ^aniens toronherol ^alnha^ transfer nrotein ( ataxia rFriedreich-like^ with 
vitamin F deficiencv^ CTTPA^ mRNA 

V 1 VCX. 1X1111 1 1 Uvllwlvllwj' J yJL 1 1 i l^j UUu 


NM 003319 


Homo saniens titin CTTlSn mRNA 

_L XVJ111\J Ou[/lwlliJ lltlli v ' / j lll*vl li * 


NM 0033 1R 


TTomo saniens TTK nrotein kinase (^TTK^ mRNA 


NM 003317 

INlVx \JKJDD l I 


UAmA Qaniens tbvroid transcrintion factor 1 fTITFlV mRNA 


NM 003315 

IN IV 1 \J\J ~J U L ~J 


Homo saniens tetratriconentide reneat domain 2 fTTC2\ mRNA 

J, X VI* m\J OUpl wllO IW^ll till lUV/pvpllUV I upvUk uvyiiiuiii \^ * 


NM 003314 


Homo sapiens tetratricopeptide repeat domain 1 (TTC1), mRNA 


NM 00331 1 


Homo saniens tumor sunnressine subtransferable candidate 3 (TSSC3V mRNA 


NM 003310 


Homo sapiens tumor suppressing subtransferable candidate 1 (TSSC1), mRNA 


NM 000369 

INlVx 


Homo saniens thvroid stimulating hormone receptor fTSHR), mRNA 


NM 000549 


Homo sapiens thyroid stimulating hormone, beta (TSHB), mRNA 


NM 00^406 


Wrvmr* canipn q tran^formation/tTanscrintion domain-associated nrotein (IRRAP), 
mRNA 

1 1 1-1. v J. N JT*. 


NM 003301 


Homo saniens thvrotronin-releasinff hormone recentor fTRHRV mRNA 


NM 003299 


Homo saniens tumor reiection antieen f2r>96^ 1 fTRAlV mRNA 


NM_003298 


Homo sapiens nuclear receptor subfamily 2 5 group C, member 2 (NR2C2), 
mRNA 


NM 003296 

AN IV J. 


Homo saniens testis snecific Drotein 1 fnrobe H4-1 n3-l) fTPXl), mRNA 


NM 003295 


Homo sapiens tumor protein, translationally-controlled 1 (TPT1), mRNA 


NM 003^0S 


Rr»mn ccir>if»nc tvroQvlnrotein sulfotransferase 2 TTPST^^ mRNA 

_i_ XvJi-llVJ otipiciio lyiuoy ipi\jLviii ouiiu u aiioi^i aov ^ 11 ui—y) i^".^ *■ 




u nrnn eonipnc tranclrkPateH nromoter recHon ^to activated 1VFET onco&ene) (TPRi. 
mPNA 

lllXVLN^V 


NM 003291 


TTomo saniens Irinentidvl nentidase H fTPP2^ mRNA 


NM 000547 


Unmn canipnc tVivroid neroxidase TTPO^ nuclear aene encodinfi mitochondrial 

nrntp 1 n TTll? TSl A 
JJ1 VJLt'lllj llllvliik 


NM 003290 


Homo sapiens tropomyosin 4 (TPM4), mRNA 


NM 003289 


Homo sapiens tropomyosin 2 (beta) (TPM2), mRNA 


NM 000366 


Homo sapiens tropomyosin 1 (alpha) (TPM1), mRNA 


NM 000365 


Homo sapiens triosephosphate isomerase 1 (TPI1), mRNA 


NM 003288 


Homo sapiens tumor protein D52-like 2 (TPD52L2), mRNA 


NM 003287 


Homo sapiens tumor protein D52-like 1 (TPD52L1), mRNA 



513 



BNSDOCID: <WO 0307465<A2_I_> 



WO 03/074654 



PCT/US03/05028 



NM 003935 


TT ' . _ _ ■ „ /r\\T A \ 1 I T Isain / V TY""^"D 1 "D "\ mD\T A 

Homo sapiens topoisomerase (DNA) ILL beta (iKJtr3&) 9 mKJNA 


NM 001067 


Homo sapiens topoisomerase (DNA) 11 alpha (1 /kjkd) (lUriA), mKJNA 


NM 003285 


Homo sapiens tenascm R (restnctin, janusm) (INK), mKJNA 


NM_003284 


Homo sapiens transition protein 1 (during histone to protamine replacement) 
(TNP1), mRNA 


NM 000364 


Homo sapiens troponin 12, cardiac (1N1N iz), mKJNA 


NM 003283 


Homo sapiens troponin 1 1, skeletal, slow (IJNjn i ij, mKJNA 


NM 000363 


Homo sapiens troponin 1, cardiac (1JNJN13), mKJNA 


NM 003282 


Homo sapiens troponin I, skeletal, fast (TNNI2), mRNA 


NM 003281 


Homo sapiens troponin I, skeletal, slow (1NN11), rnKNA 


NM_003279 


Homo sapiens troponin C2, fast (TNNC2), mRNA 


NM 003280 


Homo sapiens troponin C, slow (TNNC1), mRNA 


NM 003985 


Homo sapiens tyrosine kinase, non-receptor, 1 (TNK1), mRNA 


NM_001244 


Homo sapiens tumor necrosis factor (hgand) superfamily, member 8 (TNFSF8), 
mRNA 


NM_001252 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 7 (TNFSF7), 
mRNA 


NM_003326 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 4 (tax- 
transcriptionally activated glycoprotein 1, 34kD) (TNFSF4), mRNA 


NM_003808 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 13 
(TNFSF13), mRNA 


NM_003809 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 12 
(TNFSF12), mRNA 


NM_003810 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 10 
(TNFSF10), mRNA 


NM_001243 


Homo sapiens tumor necrosis factor receptor superfamily, member 8 
(TNFRSF8). mRNA 


NM_001242 


Homo sapiens tumor necrosis factor receptor superfamily, member 7 
(TNFRSF7), mRNA 


NM_000043 


Homo sapiens tumor necrosis factor receptor superfamily, member 6 
(TNFRSF6), mRNA 


NM_003327 


Homo sapiens tumor necrosis factor receptor superfamily, member 4 
(TNFRSF4), mRNA 


NM_001066 


Homo sapiens tumor necrosis factor receptor superfamily, member IB 
(TNFRSF1B), mRNA 


NM_001065 


Homo sapiens tumor necrosis factor receptor superfamily, member 1 A 
(TNFRSF1A), mRNA 


NMJ301192 


Homo sapiens tumor necrosis factor receptor superfamily, member 17 
(TNFRSF17), mRNA 


NM_003820 


Homo sapiens tumor necrosis factor receptor superfamily, member 14 
(herpesvirus entry mediator) (TNFRSF14), mRNA 


NM_003790 


Homo sapiens tumor necrosis factor receptor superfamily, member 12 
(translocating chain-association membrane protein) (TNFRSF12), mRNA 


NM_002546 


Homo sapiens tumor necrosis factor receptor superfamily, member 1 lb 
(osteoprotegerin) (TNFRSF11B), mRNA 


NM_003839 


Homo sapiens tumor necrosis factor receptor superfamily, member 11a, activator 
or JNrrsJD (liNrKor 1 I A), mKJNA 


NM_003840 


Homo sapiens tumor necrosis factor receptor superfamily, member 10d 5 decoy 
with truncated death domain (TNFRSF10D), mRNA 


NM_003842 


Homo sapiens tumor necrosis factor receptor superfamily, member 10b 
(TNFRSF10B), mRNA 


NM 003844 


Homo sapiens tumor necrosis factor receptor superfamily, member 10a 
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/rrrfc ii ■ i > fiT" « 1 V\ A \ . - TT^ XT A 

(TNFRSF10A), mRNA 


NM 003276 


Homo sapiens thymopoietin (TMPO), mKJNA 


NM 003275 


Homo sapiens tropomodulin (TMOD), mRNA 


NM 003274 


Homo sapiens transmembrane protein 1 (TMEM1 ), mKJNA 


NM_003692 


Homo sapiens transmembrane protein with EGF-hke ana two tolnstatin-iiKe 

t i /m« rf 1 ''I -1 1 \ T">*X.T A 

domains 1 (TMEFF1), mRNA 


NM 003273 


Homo sapiens transmembrane 7 supertamuy member z (lJVi/orzj, iiikina 


NM_003272 


Homo sapiens transmembrane 7 superfamily member 1 (upregulated in kidney) 
(TM7SF1), mRNA 


NM 003271 


Homo sapiens transmembrane 4 supertamuy member / (iJYMDr / j, itikina 


NM 003270 


Homo sapiens transmembrane 4 superfamily member o (lM4M 4 o), mKJNA 


NM 003963 


Homo sapiens transmembrane 4 superfamily member 5 ( IJVL4MO), mKJNA 


NM_003269 


Homo sapiens nuclear receptor subiamily 2, group h,, member 1 (JNKZfei J, 
mRNA 


NM 003266 


Homo sapiens toll-like receptor 4 (TLR4), mKJNA 


NM 003265 


Homo sapiens toll-like receptor 3 (ILKi), mKJNA 


NM 003264 


Homo sapiens toll-like receptor 2 (TLR2), mRNA 


NM 003263 


Homo sapiens toll-like receptor 1 (TLR1), mRNA 


NM 003258 


Homo sapiens thymidine kinase 1, soluble (TK1), mKJNA 


NM 003257 


Homo sapiens tight junction protein 1 (zona occludens 1) (iJr 1), mKJNA 


NM 003256 


Homo sapiens tissue inhibitor of metalloproteinase 4 (TIMP4), mRNA 


NM_003254 


Homo sapiens tissue inhibitor of metalloproteinase 1 (erythroid potentiating 
activity, collagenase inhibitor) (TIMP1), mRNA 


NM 003597 


Homo sapiens TGFB inducible early growth response 2 (TEB02), mKJNA 


NM 003253 


Homo sapiens T-cell lymphoma invasion and metastasis 1 (11AM1), mKJNA 


NM_000460 


Homo sapiens thrombopoietin (myeloproliferative leukemia virus oncogene 
ligand, megakaryocyte growth and development iactor) ( i turuj, mKJN a 


NM 003249 


Homo sapiens thimet oligopeptidase 1 (lHUr 1), mKJNA 


NM 003248 


Homo sapiens thrombospondm 4 (ll±Bb4), mKJNA 


NM 003247 


Homo sapiens thrombospondin 2 (THBS2), mRNA 


NM 003246 


Homo sapiens thrombospondin 1 (THBS1), mRNA 


NM 000361 


Homo sapiens thrombomodulin (THBD), mRNA 


NM 000360 


— 1 1 1 /TTT\ T»\T A 

Homo sapiens tyrosine hydroxylase (TH) 5 mRNA 


NM 003241 


Homo sapiens transglutaminase 4 (prostate) (TGM4), mRNA 


NM_003245 


Homo sapiens transglutaminase 3 (E polypeptide, protein-glutamine-gamma- 
glutamyltransferase) (TGM3), mRNA 


NM_000359 


Homo sapiens transglutaminase 1 (K polypeptide epidermal type I, protein- 
glutamme-gamma-glutamyl transferase) (TGM1), mKJNA 


NM_003243 


Homo sapiens transforming growth factor, beta receptor III (betaglycan, 300kD) 
(TGFBR3), mRNA 


NM_003242 


Homo sapiens transforming growth factor, beta receptor 11 (/U-SUKU) 
(TGFBR2), rnRNA 


NM 000358 


Homo sapiens transforming growth tactor, beta-inaucea, osjcjj (iwdij, mtuNA 


NM 003239 


Homo sapiens transtorming growth iactor, beta 3 (i^Jriij;, ttiklna 


NM 003238 


Homo sapiens transforming growth factor, beta 2 (TGFB2), mRNA 


NM 003236 


Homo sapiens transforming growth tactor, alpha (lorAj, mKJNA 


NM 003234 


Homo sapiens transiernn receptor (pyu, k^l> i l) (itkuj, iiiivin^ 


NM 003227 


Homo sapiens transferrin receptor 2 (TFR2), mRNA 


NM 003226 


Homo sapiens trefoil factor 3 (intestinal) (TFF3), mRNA 


NM_003225 


Homo sapiens trefoil factor 1 (breast cancer, estrogen-inducible sequence 
expressed in) (TFF1), mRNA 


NM 003224 


Homo sapiens ADP-ribosylation factor related protein 1 (ARFRP1), mRNA 
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NM 003219 


Homo sapiens telomerase reverse transcriptase ( 1 bKl), mJKJN A 


NM 003673 


Homo sapiens titin-cap (telethonin) (TCAP), mRJNA 


NM 003217 


Homo sapiens testis enhanced gene transcript (TEGT), mRNA 


NM 003216 


Homo sapiens thyrotrophic embryonic factor (TEF), mRNA 


NM 003213 


Homo sapiens TEA domain family member 4 (TEAD4), mRNA 


NM 003211 


Homo sapiens thymine-DNA glycosylase (TDG), mRNA 


NM 003608 


Homo sapiens G protein-coupled receptor 65 (GPR65), mRNA 


NM 000355 


Homo sapiens transcobalamin II; macrocytic anemia (TCN2), mRNA 


NM_001062 


Homo sapiens transcobalamin I (vitamin B 1 2 binding protein, R binder family) 
(TCN1), mRNA 


NM 003202 


Homo sapiens transcription factor 7 (T-cell specific, HMG-box) (TCF7), mRNA 


NM_003201 


Homo sapiens transcription factor 6-like 1 (mitochondrial transcription factor 1- 
like) (TCF6L1), mRNA 


NM 003199 


Homo sapiens transcription factor 4 (TCF4), mRNA 


NM 003206 


Homo sapiens transcription factor 21 (TCF21), mRNA 


NM_000545 


Homo sapiens transcription factor 1, hepatic; LF-B1, hepatic nuclear factor 
(HNF1), albumin proximal factor (TCF1), mRNA 


NM_00319S 


Homo sapiens transcription elongation factor B (SHI), polypeptide 3 (1 lOkD, 
elongin A) (TCEB3), mRNA 


NM 001060 


Homo sapiens thromboxane A2 receptor (TBXA2R), mRNA 


NM 003194 


Homo sapiens TATA box binding protein (TBP), mRNA 


NM 003192 


Homo sapiens tubulin-specific chaperone c (TBCC), mRNA 


NM_000116 


Homo sapiens tafazzin (cardiomyopathy, dilated 3A (X-linked); endocardial 
fibroelastosis 2; Barth syndrome) (TAZ), mRNA 


NM_000353 


Homo sapiens tyrosine aminotransferase (TAT), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 003191 


Homo sapiens threonyl-tRNA synthetase (TARS), mRNA 


NM 003190 


Homo sapiens TAP binding protein (tapasin) (TAPBP), mRNA 


NM 003189 


Homo sapiens T-cell acute lymphocytic leukemia 1 (TALI), mRNA 


NM_003188 


Homo sapiens mitogen-activated protein kinase kinase kinase 7 (MAP3K7), 
mRNA 


NM_003487 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase II, N, 68kD (RNA-binding protein 56) (TAF2N), mRNA 


NM_003187 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase II, G, 32kD (TAF2G), mRNA 


NM 001057 


Homo sapiens tachykinin receptor 2 (TACR2), mRNA 


NM 003180 


Homo sapiens synaptotagmin 5 (SYT5), mRNA 


NM 003895 


Homo sapiens synaptojanin 1 (SYNJ1), mRNA 


NM 003490 


Homo sapiens synapsin III (SYN3), mRNA 


NM 003178 


Homo sapiens synapsin II (SYN2), mRNA 


NM 003177 


Homo sapiens spleen tyrosine kinase (SYK), mRNA 


NM 003176 


Homo sapiens synaptonemal complex protein 1 (SYCP1), mRNA 


NM 003172 


Homo sapiens surfeit 1 (SURF1), mRNA 


NM_003167 


Homo sapiens sulfotransferase family, cytosolic, 2A, dehydroepiandrosterone 
(DHEA) -preferring, member 1 (SULT2A1), mRNA 


NM_001056 


Homo sapiens sulfotransferase family, cytosolic, 1C, member 1 (SULT1C1), 
mRNA 


NM_001054 


Homo sapiens sulfotransferase family, cytosolic, 1 A, phenol-preferring, member 
2(SULTlA2),mRNA 


NM_001055 


Homo sapiens sulfotransferase family, cytosolic, 1 A, phenol-preferring, member 
1 (SULT1A1), mRNA 


NM 003165 


Homo sapiens syntaxin binding protein 1 (STXBP1), mRNA 
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JNM Ulolto 


XJTrvmA corvine c\mtnYin \ TK KTY 1 ml^NA 


>vTA yf rvAl 1 CO 

JNM UUilSy 


XJ^-rvsz-k conipnc c*»r"in*»/rVvr*»fYrnnf» Vinacp Q f\^TtC Q 1 mTx TN A 

riOITlO Sa.piGIlo oCIUlC/lIUCUIllIlC IvlllcioC y v 0X-rv.-7y, 1 1 ^ jr^. ^ 


JNJVl UUjIjo 


xriorno sapicno ooiiiic/iiucuiiiiic isjiicioc; u ^ o x ivu j , iijj.xj.^,t^. 


JNJVL UU31j/ 


ilOlIlO bdpiCIlo aCllUC/ till CUl 111 1C IvlllaoV^ ^JilVfc^j ij.jo.xj. "w x 


JNM UU30UU 


UATT^rv o or\i on c cpri'np/tntPrtnmp V"i tiQCP 1 S iSTlvl Si TTlrviNlA 
JTlOIllO ou-PlCIlo oCl 111C/ IIU CUI1111C IVllldoC^ 1 lixi^/^} iiixnj.^^x 


NM 003160 


Homo sapiens serine/threonine kinase 13 (aurora/IPLl-like) (STK13), mRNA 


NM 003156 


Homo sapiens stromal interaction moiecuie i v oij-i.v±i;, nuviNrv 


NM 003155 


Homo sapiens stanniocalcin 1 (STC1), mRNA 


NM 003877 


Homo sapiens olAl mauced olAl innibitor-z ^i/viizj, mrcjN/\ 


NM 003154 


Homo sapiens statnerm (SI AIM), mJKJNA 


NM_003153 


Homo sapiens signal transducer and activator of transcription 6, interleukin-4 
induced (STAlo), mKJNA 


NM_003152 


Homo sapiens signal transducer and activator 01 transcription di\ ^oi/iij/v;, 
mRNA 


NM 003151 


xlomo sapiens signal transducer and activator 01 transcripuon ^omi h-^, huvin^i 


NM_003150 


Homo sapiens signal transducer and activator of transcription 3 (acute-phase 
response tactor) ( d 1 A 1 3 ), mKJNA 


NM 000349 


Homo sapiens steroidogenic acute regulatory protein (STAR), mRNA 


NM_003473 


Homo sapiens signal transducing adaptor molecule (SH3 domain and 1 1 AM 
motii) 1 (S 1 AM), mKJNA 


NM_003149 


Homo sapiens src homology three (SH3) and cysteine rich domain (STAC), 
mKJNA 


NM 001048 


Homo sapiens somatostatin (SST), mRNA 


NM 003146 


Homo sapiens structure specific recognition protein 1 (SSRP1), mRNA 


NM 003745 


tt„ ■ „ TAT/' Ai-**.** /CCT 1 \ «viD\T A 

Homo sapiens J Alv binding piotein (bol-l mKJNA 


NM 001080 


Homo sapiens aldehyde dehydrogenase D iarmiy, memoer ai (succinate- 
semialdenyde dehydrogenase j (/vli^jIjai j, mKiN/v 


NM_003139 


JHLomo sapiens signal recognition panicle receptor ^ aocKing protein ) \&ssjts^), 
mRNA 


NM 003138 


Jriomo sapiens orKo protein Kinase z (»3x^ris.zj, miviN/Y 


NM 003135 


Homo sapiens signal recogninon particle lyicu (orsJriyj, itlcsjn/\ 


NM 003132 


Homo sapiens spermidine synthase (SRM), mRNA 


NM 003130 


Homo sapiens sorcin (SRI), mRNA 


NM_001047 


Homo sapiens steroid- s-alpha-reductase, aipna poiypeptiae i ^j-oxoo aipna- 
steroid aeita -f-aenyurogenase aipna i ) ^oi\jl/^/ili j 7 iiuvin^v 


NM 003/43 


xlomo sapiens nuciear receptor coactivator i ^inv^^/\i j, iiuvln/\ 


NM 003128 


Homo sapiens spectrin, beta, non-erythrocytic 1 (SPTBN1), mRNA 


NM_003127 


Homo sapiens spectrin, alpha, non-erythrocytic i (aipna-ioarmj ^ri/\iNij, 

mivlN/\ 


XTN* AA1 1 

NM 003126 


Homo sapiens spectrin, aipna, erythrocytic i ^eiiipiocyiubi& jl) ^ori ai;, niisaN^v 


NM 003125 


Homo sapiens small proline-rich protein IB (cornifm) (SPRR1B), mRNA 


"X. Tlv X AA1 11/1 

NM_003124 


Homo sapiens sepiaptenn reductase (/,o-dinyaroDiopienn.iN/vur^ 
oxidoreductase) (SPR), mRNA 


NM 003123 


Homo sapiens siaiophonn (gpLJ l!>, leuKosiann, ^oriNj, ituvln/v 


NM 003121 


Homo sapiens Spi-B transcription factor (Spi-l/PU.l related) (SPIB), mRNA 


NM_003l20 


Homo sapiens spleen focus forming virus (SFFV) proviral integration oncogene 
<sni1 fSPin mRNA 

Dpi 1 ^OI 11 Jy lli-lNJ-N^V 


NM_003ll9 


Homo sapiens spastic paraplegia 7, paraplegin (pure and complicated autosomal 
recessive) (SPG7), mRNA 


NM_003ll8 


Homo sapiens secreted protein, acidic, cysteine-rich (osteonectin) (SPARC), 
mRNA 


NM 003 1 12 


Homo sapiens Sp4 transcription factor (SP4), mRNA 
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NM 003107 


Homo sapiens oivx v^sex aeterminmg regiun i ;-uua t ^ua-t;, uuM^n 


NM 003108 


riomo sapiens oKi ^sex aeterminmg rcgiuii 1 j wa. h v 1 ,j ^- rvA a /j iiuu ^ 


NM 003104 


Homo sapiens sorbitol dehydrogenase (SORD), mRNA 


NM 003102 


Homo sapiens superoxide oismutase j 9 exir<H/Ciiiu<ii ^owi^j;, hix\j.>x^ 


NM 003794 


Homo sapiens sorting nexin 4 (SNX4), mRNA 


NM 003100 


Homo sapiens sorting nexm z (bJNXz), mKJNA 


NM 003094 


Homo sapiens small nuclear ribonucleoprotein polypeptide E (SNRPE), mRNA 


NM_003092 


Homo sapiens small nuclear ribonucleoprotein polypeptide & (^JNKrtfz 
mRNA 


NM_003090 


Homo sapiens small nuclear ribonucleoprotein polypeptide A 1 (SNRPA1), 
mRNA 


NM_003089 


Homo sapiens small nuclear ribonucleoprotein 70kD polypeptide (RNP antigen) 
(SNRP70), mRNA 


NM 003498 


Homo sapiens stannin (SNN), mRNA 


NM_003087 


Homo sapiens synuclein, gamma (breast cancer-specific protein 1) (SNCCi), 
mRNA 


NM_003083 


Homo sapiens small nuclear RNA activating complex, polypeptide 2, 45kD 
(SNAPC2), mRNA 


NM_003082 


Homo sapiens small nuclear RNA activating complex, polypeptide 1, 43kD 
(SNAPC1), mRNA 


NM 003081 


Homo sapiens synaptosomal-associated protein, 25kD (SNAP25), mRNA 


NM_003078 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily d, member 3 (SMARCD3), mRNA 


NM_003077 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily d, member 2 (SMARCD2), mRNA 


NM_003076 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator oi 
chromatin, subfamily d, member 1 (SMARCD1), mRNA 


NM_003075 


Homo sapiens SWI/SNF related, matrix associated, actm dependent regulator oi 
chromatin, subfamily c, member 2 (SMARCC2), mRNA 


NM_003074 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator oi 
chromatin, subfamily c, member 1 (SMARCC1), mRNA 


NM_003073 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily b, member 1 (SMARCB1), mRNA 


NM_003601 


Homo sapiens SWI/SNF related, matrix associated, actm dependent regulator oi 
chromatin, subfamily a, member 5 (SMARCA5), mRNA 


NM_003071 


Homo sapiens SWI/SNF related, matrix associated, actm dependent regulator oi 
chromatin, subfamily a, member 3 (SMARCA3), mRNA 


NM_003070 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator oi 
chromatin, subfamily a, meniber 2 (SMARCA2), mRNA 


NM_003069 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator oi 
chromatin, subfamily a, member 1 (SMARCA1), mRNA 


NM_003982 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 7 (SLC7A7), mRNA 


NM_003046 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 2 (SLC7A2), mRNA 


NM_003045 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system^, memoer i yois\~> / rvi j, iiuvln-tv 


NM_003043 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, taurine), 
member 6 (SLC6A6), mRNA 


NM_001045 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, serotonin), 
member 4 (SLC6A4), mRNA 


NM 001044 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, dopamine), 
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member 3 (SLC6A3), mRNA 




Homo sapiens solute carrier family 6 (neurotransmitter transporter, GABA), 
member 1 (SLC6A1), mRNA 


xtn/t 003044 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, 
betaine/GABA), member 12 (SLC6A12),mRNA 


xnv>f oooa^i 


Homo saniens solute carrier family 5 (sodium iodide symporter), member 5 
(SLC5A5), mRNA 


XTNyf oo^O/ii 
JNlVl_lMJJ>U*t 1 


Homn saniens solute carrier family 5 (sodium/glucose cotransporter), member 2 
(SLC5A2), mRNA .. .. 


JN IV1_UU U J H J 


Homo <?aniens solute carrier family 5 (sodium/glucose cotransporter), member 1 
(SLC5A1), mRNA 


NM_003040 


Homo sapiens solute carrier family 4, anion exchanger, member 2 (erythrocyte 
mpmhrstip nrotein band 3-like 1) (SLC4A2), mRNA 


NM_000342 


Homo sapiens solute carrier family 4, anion exchanger, member 1 (erythrocyte 
mpmhrane nrotein band 3 Dieeo blood group) (SLC4A1), mRNA , 


NM_000341 


Homo sapiens solute carrier family 3 (cystine, dibasic and neutral ammo acid i 
tr«nQr»nrter«; activator of cvstine. dibasic and neutral amino acid transport), 
member 1 (SLC3A1), mRNA 


JN1V1_UU 1 oOU 


Wnmn saniens solute carrier family 31 (copper transporters), member 2 
(SLC31A2),mRNA 


xr\/f 001 r^q 

IN 1VI_UU 1 OJ7 


n nmn saniens solute carrier family 31 (copper transporters), member 1 
(SLC31Al),mRNA 


xr\/r oo^o^q 

JN 1V1__U UjU J 17 


Wnmn saniens solute carrier familv 2 (facilitated glucose transporter), member 5 
(SLC2A5), mRNA 




Homo saniens solute carrier family 2 (facilitated glucose transporter), member 4 

\_ WjY a. WJ OA|_/JLwXAw OvlUlv villi iwi x *■ \ » ». — — O A e ' 

(SLC2A4), mRNA 


xnv/r 00170^ 
JNlVL_UUO /uz> 


Wnmn saniens solute carrier family 25 (mitochondrial carrier, Aralar), member 
12 (SLC25A12), mRNA 


xnv/T oo^o^o 

IN JVI_UU jUOU 


Wnmn saniens solute carrier familv 22 (organic cation transporter), member 5 
(SLC22A5), mRNA 


xnv/f oo^o^r 


"Hnmn saniens solute carrier familv 22 (organic cation transporter), member 2 

_|_ \_ \J x A iKJ OClUivllO OV/ A LA L w vlUllvl lulling *^ \ AT / ' 

(SLC22A2), mRNA 


xnv/f ooio*\7 


Womo saniens solute carrier familv 22 (organic cation transporter), member 1 
(SLC22A1), mRNA 


IN 1V±__UU -J JO^ 


Homo sapiens solute carrier family 25 (mitochondrial carrier; oxoglutarate 
carrier), member 1 1 (SLC25A1 1), mRNA 


xr\/f oo^o^s 


Wnmo saniens solute carrier familv 1 (glutamate/neutral amino acid transporter), 
member 4 (SLC1A4), mRNA 


lNiVI uUjUjO 


Womo saniens solute carrier familv 19 (folate transporter), member 1 
(SLC19A1), mRNA 


IN1V1 WjuJJ 


Homo sapiens solute carrier family 1 8 (vesicular acetylcholine), member 3 
(SLC18A3), mRNA 




Homo sapiens solute carrier family 1 8 (vesicular monoamine), member 2 
(SLC18A2), mRNA 


1NJ.V1 \J\JJ\J*> J 


Homo sapiens solute carrier family 18 (vesicular monoamine), member 1 
(SLC18Al),mRNA 


NM_003052 


Homo sapiens solute carrier family 34 (sodium phosphate), member 1 
(SLC34A1), mRNA 


NM_003051 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 1 (SLC16A1), mRNA 


NM_003984 


Homo sapiens solute carrier family 13 (sodium-dependent dicarboxylate 
transporter), member 2 (SLC13A2), mRNA 
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NM_000339 


rr ^ n ~^ A ~*e* Prtinff* r»oi-r-i<at- -foTviiHr 19 ( cnHii im/diloTicic transporters^, member 3 

tiomo sapiens soiute earner iamiiy iz ^buuiuiii/wiuv^ii*-*^ uon^unuo;, AAAv ' AAiL> ^ 

(SLC12A3), mRNA 


■v r» jt AA1 f\ A f 

NM_00l046 


tt «n«.;atie c/Vhit*» f*cki-ri(*r fa-miiA/ l? AuiHiiiTn/notassium/chloride transporters), 
Homo sapiens soiute carrier iamiiy iz. ^auuium/ puwooiui*!/ vmui i«v n u^^ui ^ /5 

meniDer z ^ol-.^i^/^-^-Jj ulivin/a. . 


NM_000452 


Homo sapiens solute carrier family 10 (sodium/bile acid cotransporter tanuly), 
member 2 OlA-,iu/\zj 5 mrUN/\ . . 


NM_003049 


tt~_~, ~ n rt «in^fi prti^+p r»am'pr f^miiif in f cndiiim/hilft acid cotransnorter iaroilvK 
Jtiomo sapiens soiuic earner iamiiy iu ^ovjui uni/ uui/ ovm vuuauu^viiwi ./ / j 

member 1 (SLC10A1), mRNA 


NM 003037 


Homo sapiens signaling iympnocyxic dciivcuiuii muic^m^ v k -' j - ,jr *- ivA / ? aaaj ^ 


NM_0036l6 


Homo sapiens survival 01 moxor neuron protein miciav^iaii^ ^jj.\j^ixi x v uia a /j 

,--T> XT A 

ITlKJN/V. — 


NM UU303D 


TTrtrr.n ennipne TAT 1 f^CT ^ i nteiruntine locus (SIL\ mRNA 


NM_003032 


Urtwrt ponionc ci'aK/itT'cinQfpraQP 1 fhf ta-cral actoside alr>tia-2,6-sialvtransferase) 
rlorno sapiens siaiyitraiioieid.L>c i ^uda gdia^tuoiuv ai F iiu ^? w ^* *j •»».».•»» y 

1 IIlXSJLN^V — 


NM 001041 


Homo sapiens sucrase-isomaltase (SI), mRNA 


NM 003027 


u A « A otto j^ni- r;x?T^9 liVp ^ f^R^OT 1} mRNA 

Homo sapiens ori^-Qomain oxvoz-nivc d v onjvji-rj;, iiiivi^^-v 


NM 003026 


Homo sapiens SH3-domain GRB2-like 2 (SH3GL2), mRNA 


NM 003025 


Homo sapiens ^rl3~aomam Liivr>z-iiKe i pnjuLij, iiuvln^ 


NM 003023 


Homo sapiens SH3 -domain binding protein 2 (SH3BP2), mRNA 


NM_003022 


Homo sapiens SH3 domain bmaing glutamic acia-ncn proteui nxc ^oiuuu^;, 
mRNA 


NM_000199 


Homo sapiens N-suiioglucosamme sunonyaroiase ^buiidiiuud&ci ^o^oxxy, 
mRNA 


NM_003020 


Homo sapiens secretory granule, neuroenaoenne proiem 1 piui^iii^ 
(SGNE1), mRNA 


NM_000337 


tt ^ - ^ poroAfrK/PQTi rlf*1t5» ^ ^VT^ HvcfrnTil iiti-a^sociated fflvcoorotein) 

jtiomo sapiens sarcogiycan, aciid. v.-^jkj-' uyauupum ooouviaLvu gij^vsyj.^^**.*; 

(SCjCD), mKJN A . 


NM_000232 


Homo sapiens sarcogiycan, ocid ^hjmj uyauujjimi aaouv/iai^u gv^r 1 "^ 1 "/ 

(oLjL^o ), mivLN/Y 


NM 003019 


n AmA oo-r>itf>no onrfopt^nt tm i1mnnfirv-fl ^^ociated nrotein D (Si* 1P1J)» mRNA 


NM UUiUio 


Urtmn conipnc ci irfartaTit milmonarv-associated orotein C (SFTPC), mRNA 


NM 000542 


Tj rt «,A onnion c cnrfaftcint nnlmfinnrv-fl c^nci ated nrotein B TSFTPBK mRNA 
rlorno sapiens suriaci<iiii, puiiiiuii<n y aoouL-iai^u piuivui »~» / ? 


NM 003011 


Homo sapiens SET translocation (myeloid leukemia-associated) (SET), mRNA 


NM 003010 


Homo sapiens mitogen-activated protein kinase kinase 4 (MAP2K4), mRNA 


NM 003009 


Homo sapiens seienoproxem w, 1 v^ JC '- r vv i Js uuu^a 


NM 003008 


Homo sapiens semenogelin II (SEMG2), mRNA 


NM 003007 


Homo sapiens semenogelin 1 (bxiJVLOi), mruN/v 


NM_003966 


Homo sapiens sema domain, seven tnromDosponuui icpc«iL£> v l jf c 1 ^jH^ 1 
liKe), transmembrane oomam ^livi^ ana t>non cyu»piaaiiii^ uuuiaiu, ^^ iAici H AAvji "v 
5 A (SEMA5A), mRNA 


NM 003002 


Tj/Nvv,ft o/inidnc cTipr>ina^p ripTix/Hmcrpn^ cp rTiTTiTilpx ciiV)iinit D inte&ral membrane 
Homo sapiens succinate acnyurtigciiaoc L/^iiipi^vv, owuuu.au. j-^, im-vgiai t * x ^ w 

protein (SDHD), nuclear gene encoding mitochondrial protein, mRNA 


NM OOzyyy 


TT „ nonionc C\m/4pr»On A. C QTTTT^Vlt Cr1v/P5in TVTI lfl OfiJlTl 1 ( ^13^-4 K m KN A 

rlomo sapienb oynucoau 4 ^ainpiiigijr^«.ii3 ijruuuvaii; /' ^ x 


NM 002997 


Homo sapiens syndecan 1 (SDC1), mRNA 


NM_002996 


Homo sapiens sman inoucioie cytoKine bUDidiimy u v^j 0 ^j°/y "iw""^* 
(fractalkine, neurotactin) (SCYD1), mRNA 


lNlVl__UU J 1 / D 


Homo sapiens small inducible cytokine subfamily C, member 2 (SCYC2), 
mRNA 


NM_002993 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 6 
(granulocyte chemotactic protein 2) (SCYB6), mRNA 


NM_002994 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 5 
(epithelial-derived neutrophil-activating peptide 78) (SCYB5), mRNA 
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NM 002985 


Homo sapiens small inducible cytokine A5 (RANTES) (SCYA5), mRNA 


TsTM 002991 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 24 
(SCYA24), mRNA 


NTVf 002990 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 22 
(SCYA22), mRNA 


NA/T 007989 


Hnmn <;ar>ien<; small inducible cytokine subfamily A (Cvs-CvsV member 21 
(SCYA21), mRNA 




ITomo saniens small inducible cvtokine subfamilv A (Cvs-CvsV member 18, 
pulmonary and activation-regulated (SCYA18), mRNA 


NM 002987 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 17 
(SCYA17), mRNA 


NM 002986 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 1 1 
(eotaxin) (SCYA1 1), mRNA 


NM 002979 


Homo sapiens sterol carrier protein 2 (SCP2), mRNA 


NM 001039 


Homo sapiens sodium channel, nonvoltage-gated 1, gamma (SCNN1G), mRNA 


NM 002978 


Homo saniens sodium channel nonvoltaee-eated 1. delta fSCNNID), mRNA 


NM 001038 


Homo sapiens sodium channel, nonvoltage-gated 1 alpha (SCNN1 A), mRNA 


nm nn?077 


Wnmn sarriens sodium channel vo1tai?e-£ated tvne IX aloha DolvoeDtide 
(SCN9A), mRNA 


NM 007Q76 


PTnmn saniens sodium channel voltat?e-£rated tvne VI alDha DolvoeDtide 
(SCN6A), mRNA 


NM 000^4 


Homo saniens sodium channel voltace-eated tvne IV. aloha polvDCptide 
CSCN4A^ mRNA 


NM_001037 


Homo sapiens sodium channel, voltage-gated, type I, beta polypeptide (SCN1B), 
mRNA 


NM_002975 


Homo sapiens stem cell growth factor; lymphocyte secreted C-type lectin 
fSCGF^ mRNA 


NM 003843 


Homo sapiens sciellin (SCEL), mRNA 




Tlomo saniens sninocerehellar ataxia 2 folivonontocerebellar ataxia 2. autosomal 
dominant ataxin 2^ ( SCAD mRNA 


NM_000332 


Homo sapiens spinocerebellar ataxia 1 (olivopontocerebellar ataxia 1, autosomal 
dominant ataxin 1^ fSCAll mRNA 


NM 0(P971 


Homo sapiens special AT-rich sequence binding protein 1 (binds to nuclear 
matrix/scaffold-associating DNA's) (SATB1), mRNA 


NM 002970 


Homo sapiens spermidine/spermine Nl-acetyltransferase (SAT), mRNA 


NM 003870 


Homo sapiens IQ motif containing GTPase activating protein 1 (IQGAP1), 
mRNA 


NM 002967 


Homo sapiens scaffold attachment factor B (SAFB), mRNA 


NM 000331 


Homo sapiens serum amyloid Al (SAA1), mRNA 


NM 001036 


Homo sapiens ryanodine receptor 3 (RYR3), mRNA 


NM 001035 


Homo sapiens ryanodine receptor 2 (cardiac) (RYR2), mRNA 


NM 002956 


Homo sapiens restin (Reed-Steinberg cell-expressed intermediate filament- 
associated protein) (RSN), mRNA 


NM 001033 


Homo sapiens ribonucleotide reductase Ml polypeptide (RRM1), mRNA 


NM 0(P955 


Homo sapiens ras responsive element binding protein 1 (RREB1), mRNA 


NM 003942 


Homo saniens ribosomal nrotein S6 kinase 90kD. Dolvoentide 4 (RJPS6KA4), 
mRNA 


NM_002953 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 1 (RPS6KA1), 
mRNA 


NM 002951 


Homo sapiens ribophorin II (RPN2), mRNA 


NM 002950 


Homo sapiens ribophorin I (RPN1), mRNA 


NM 000329 


Homo sapiens retinal pigment epithelium-specific protein (65kD) (RPE65), 
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mRNA 


NM 002947 


xiomo sapiens replication protein j\.~> {lh&j-jj AAixvi ^ x 


NM 002946 


tt _ ^n^vi^r-kc T><»iVli/-»ciTirm -nrr»tf>i-n A 9 f ^ 9 VD^ fRP A2^ ITlRNA 

.Homo sapiens replication protein /v^ \d£isxj ) ■ c *^*/i "^ i,n ' 


NM 002945 


jHLomo sapiens replication protein V'Ukjl^ v-tv-*- uuu^n 


NM 000328 


Homo sapiens retinitis pigmentosa vjt liaoc lcguidLui v- 1 ^- 1 UA V) hua-l^^* 


NM 002943 


Homo sapiens Jtv/vtv-reiaiea orpnan reuepiur r\ A1AXVA ^- r ^ 


NM 000327 


Homo sapiens retinal outer segment membrane protein 1 (ROM1), mRNA 


NM 003799 


Homo sapiens KJNA (^guanine- /-) metnyitransierase ^j\j.nivij.j, hu\in/\ 


NM 002939 


Homo sapiens ribonuclease/angiogenin inhibitor (RNH), mRNA 


NM 003800 


Homo sapiens RNA guanylyltransferase and 5 '-phosphatase (RNGTT), mRNA 


NM 002938 


Homo sapiens ring finger protein 4 (KJNr4 / ), rnKJNA 


NM_002940 


Homo sapiens ATP-binding cassette, sub-family E (OABP), member 1 
(ABCE1), mRNA 


NM 002936 


_ T . -i -i tti /DMA CT7U1 \ _~,"DXT A 

Homo sapiens nbonuclease HI (RNAbbHl), mKJNA 


NMJ)02935 


Homo sapiens nbonuclease, RNase A iamily, 3 (eosmopmi canonic protein; 
(RNASE3), mRNA 


NM_002934 


Homo sapiens nbonuclease, RNase A iamily, Z Oliver, eosmopnii-aerivea 
neurotoxin) (RNASE2), mRNA 


NM 003796 


Homo sapiens RPB 5 -mediating protein (Kivir;, itlkin/\ 


NM 003821 


tLomo sapiens receptor-mteraenng serine-Lnrconiric js^naac ^ v- rvjJ - ^^/j iiii^^-f*- 


NM 003687 


Homo sapiens 1JJVL domain protein ^.kjli^, mruN/\ 


NM 002929 


Homo sapiens rnodopsm Kinase (K±i<JJs.j, mrUN/v 


NM 000324 


Homo sapiens Knesus blood group-as sociaxeu glycoprotein ^ivru-vvj^, iiuvl>^ 


NM 003835 


Homo sapiens regulator 01 ij-protein signalling y vivooyj, iiuvln/^ 


NM 003617 


Homo sapiens leguiator oi o-proxein signanmg d ^xsajoj j, iiuvin/^ 


NM 002923 


Homo sapiens regulator oi vj-protem signalling z, zh-kj^ yjs.\ja^), iiitvin^v 


NM 002922 


Homo sapiens regulator oi ia-protem signalling i ^ivvjroi^, hxixin^x 


NM 002928 


Homo sapiens regulator of G-protein signalling 1 6 (RGS 1 6), mRNA 


NM 002926 


TT " ~ — „ ^,1 + _ X* / ' M «. n .4-A«'M riifmnlliTirr 1 9 / "I? /"^-CI 1 9 1 fill* ^Xl A 

Homo sapiens regulator oi O-protein signalling iz v jK.vjr^iz;, mrxj.N/Y 


NM 003834 


Homo sapiens regulator of G-protein signalling 1 1 (RGS1 1), mRNA 


NM 002921 


Homo sapiens retinal G protein coupled receptor v KvjKJ, rnKJN/v 


NM 000538 


Homo sapiens regulatory tactor X-associated protein ^KJr^vAr ), rnruN/\ 


NM_003721 


Homo sapiens regulatory tactor X-associated ariKyrin-containing protein 

m rV A XTT/"\ _TD XT A 

(RFXANK), mRNA 


NM_00291S 


Homo sapiens regulatory factor X, l (influences HLA class II expression) 

/~r\ t~ < "X7" 1 \ T> "KT A 

(RFX1), mRNA 


NM 002916 


Homo sapiens replication factor C (activator 1) 4 (37kD) (RFC4), mRNA 


NM 002915 


Homo sapiens replication factor C (activator 1)3 v 3okjj; ^k^l.j;, m±u\y\ i 


NM 002914 


Homo sapiens replication factor C (activator 1) 2 (40kD) (RFC2), mRNA 


NM_003704 


Homo sapiens gene with multiple splice variants near HD locus on 4pl6.3 
(RES4-22), mRNA 


NM_002908 


Homo sapiens v-rel avian reticuloendotneliosis viral oncogene nomoiog v ivc.j-/j, 
rnRJNA 


NMJ)02909 


Homo sapiens regenerating islet-derived 1 alpha (pancreatic stone protein, 
pancreatic tnread protem) v KJbvji/v;, mxsJN/\ 


NM 000322 


Homo sapiens retinal degeneration, slow (retinitis pigmentosa 7) (RDS), mRNA 


JNM. UUzyUJ 


pr OTY in cnTTi^nc r<=»tinr*l Hf*li\/Hmaf*na«iP 5 (\ 1 -cisand 9-cis^ fRDH5^ mRNA 


NM 002903 


Homo sapiens recoverin (RCV1), mRNA 


NM_002902 


Homo sapiens reticulocalbin 2, EF-hand calcium binding domain (RCN2), 
mRNA 


NM_002901 


Homo sapiens reticulocalbin 1, EF-hand calcium binding domain (RCN1), 
mRNA 
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NM DO/oVo 


Tj^rMA ooniAnc T>xj A Kjnriirio motif nrntein 4 rRBM4). mRNA 

rlOlTlO Sapiens XxrN.rV Ullllllllg niUlil piuu^iiA ~ V- L ^-*-'- LY - 1 ^ T /3 


NM yJvZbyj 


Unmn oom'pnc rptirirkhla Qtrirna-lilcp 1 fr)107^ fRBLl). TTlRNA 


NM UUUizl 


■pT^mrv conipnc r^rinnhlaQtnrnfl 1 f including osteosarcoma) (RBI), mRNA 


NM 000966 ! 


Homo sapiens retinoic acid receptor, gamma (RARG), mRNA 


NM 000954 


TTrktvift conionc? rAfinnir qpiH rpppntrvr flllVhfl (R ARAi TTLrviN A. 

nomo sapiens retinoid dv^iu. icc-cijiui, aipna. \^±\^r^±\~r^j , imvux ». 


NM 002ob5 


UftmA PowanoPAPI fVTPcicp ^rfivatina "nrntein 1 fRAPlGAl)* mRNA 
riOmO Sapiens Iv-rYx 1 , uirdac dun vdLiii^ jjiuL^iii 1 v Avru lvJIli /> 


"X TTV /f AAOOO/1 

NM UUzbo4 


Unmr\ conipnc *R API A ttt prnhpr nf Iv AS oncogene familv fRAPlA), mRNA 
nomo sapiens j\-f\± i^a., mciiiud %jl x\~rvo v^hv^vj^^ii^ j.cj.i*AAijf v. - **^ ✓ » 


NM 002883 


tt _ -ft-iono T? ott riTPocp Qr»tivatino nrntpin 1 AT^JCt AP 1 ^ mRNA 

riomo sapiens Jtvan vjrijrase actrvdtuig piuicm 1 v iv - r *- L> VJ - r *- L x j> iiiA ^ L ^ x 


NM_002881 


TTft^n on-rxiAvio ir roi cimiQ-n l f>i lVpmi q viml AnrAffpne Homol op - B (ras related i 
nomo sapiens v-rai simidn icuk.ciiii<i viiai uu^i^gc-iit iiv/mv^-iv-r^ *-» v a 1+0 * viu,,w ") 

0 1 Jr Dinaing protein; \j\ja±^d j, iiixvin^ . , 


NM 0028/1 


TJ^rvirk onnionc 1? A "R lTVt^TQ ^tlTl fcmtOT fTJ A R 1 H 1 TTlRNA 

nomo sapiens xvjtvd interdicting i<jvuji v iv/ * j -' ax /j iiij - N - L >< - r »- 


XTTV A AAIOOQ 

NM 003929 


Tjr»Tnn cor»if>nc "R A"R7 mpmiSpr "RAS nncneene familv-like 1 fRAB7Ll\ mRNA 

XlOmO Sapiens IV/VD/, IHCI11L/CI IVrvO Uliv^vj l^v^iiv^ lanuiy A11VV/ A V^-^ 4 "-^ /' 


NM 002869 


tt___ „ c^^o^o 1? A mpmlrpr ~R A S AnrnffPTIP f^TTiilv CR. A mRNA 

nomo sapiens jv/vdo, incniuci xvrvo vjiiuugc/iit^ Laumy v ^^-^ *- L ^ ^ / ? 


NM OUZoob 


Tjrtrvin nnnionr T? ATi^"R mpmVtpr PAS nnrnapnp familv TRAB5B\ mRNA 


NM 002867 


Homo sapiens RAB3B, member RAS oncogene family (RAB3B), mRNA 


NM 002866 


rlomo sapiens t\J\jjjJ\., memoer ivrvo oncogene lamiiy ^jaauj^, ^ 


NM 002870 


Homo sapiens RAB13, member RAS oncogene family (RAB13), mRNA 


NM 000320 


Homo sapiens qumoid ainyaropteriaine reaucxase wtLjrr^), iiirviNrt 


NM 002864 


Homo sapiens pregnancy-zone protein (PZP), mRNA 


NM_002863 


Homo sapiens phospnorylase, glycogen, liver friers aisease, glycogen storage 
disease type VI) (rYuL), rnKJN A 


NM_002862 


Homo sapiens pnospnorylase, glycogen, Dram x vjrsj, nuciedr gene ciu/uumg 
mitochondrial protein, mRNA 


NM_002860 


Homo sapiens pyrro line- j -car Doxyiaie synineiase ^giui<unciLc gduuna 
semialdehvde synthetase) (PYCS), mRNA 


NM 000319 


rlomo sapiens peroxisome receptor i ^jrvvrvij, nuviN^rv 


NM 002859 


Homo sapiens paxiinn ^rAJN i, rnj\j.N/\ 


NM 002857 


Homo sapiens peroxisomal farnesylated protein (PXF), mRNA 


NM 002854 


rlomo sapiens parvaiDumin (rvALDj, mxsj.N/^ 


NM_002852 


rlomo sapiens pentaxm-reiaLeu gene, idpiuiy muutcu uy ±x^ i u&w x^v^y, 
mKJNA 


XTTV K t\f\t\^ 1 "7 

NM 000317 


Jriomo sapiens o-pyrnvoyiierranyaropierin synuidic yr x o^, iiuxj.^^-v 


NM_002851 


Homo sapiens protein lyrosine pnospnaiase, reccpioi-Lypc, z-» puij^^pLi^^ a 

(r lrKZ,l J, mKJN/Y 


XTTV vT AATOCA 

NM 002850 


rlomo sapiens protein tyrosine pnospnaid.be, icucptui lypc., o A AVij y5 Aiuvt,i *■ 


NM UU2o4o 


XJ/^i-»-ir> roviipnc r»rAfpin t-\/Tr\ciTTF» rvrrncniS^t^QP TPPPTitor 1~VT)P N TPTPRN). llllvNA 

nomo sapiens proLciii tyiubinc pxiuo|jiiaua&v^ 4 icvvcpLvn tvpv, v a x - l a>j - /> Ai 


JNM UU2845 


TT „ PQT .: A „ C -rvT-rkt^in K/t-octttf» nVirvcrviSatn^P rPPPntflT tVT>P iVI rPXPR^VO . mRNA 

nomo sapiens protein tyiobixic piwjopii£tia.i>Cr, i^^^ijtxji. i,yij\^, j.yx \x a A> - ATA y> " 


INIV1 UUZo4^f 


Tj r . rY1A nonipnc -n-rrvfpin hn'ndnp TiVirii<:nriatJiQP TPCentor tTVDe K fPXPRK 1, mRNA 

riOmO St*PlCrifc> iJIIJLCIII lyiv/olllC JJAJV-fojJIIcILooVw, i\s\s\siji,\J'- j-^v-, AV, -V5 


JNM UUZo43 


IT/\mr» oortipnc nrrktpin tArrocTTTf* nVinQTrtlrJltaQP TPPPTitor tVT)P J (PTPRJ K nTRNA. 

nomo sapiens protein tytuoinc piiv»£>jjiia.La.ot;, it-v^t/^iLwi. v.vpv>, ^ v a a ^ / » 


XTTV/f AAOQ/IO 

JNJVI UUZo^tZ 


TTrkTviri co-n-i^rrc rvmtpiri tvrn<5inp "nho^nhatfl^p receiptor tvoe H (PTPRH), mRNA 


XTTV/f AAOC/1A 

JNM UU2o4U 


UAivirv conipnc nrnfpin h^HCinp nHo^rvrratnQP rppPTitOT tVDe F 1PTPRF1. TTuvNA. 

jtxorno sapiens pioLcm lyivjoiiic pnu&iJii<aL«.oc;, i ^\j\jvj iui uj^^v^, x ^ -»- ^vi. y, nuun »- 


JNM UUzoiy 


TTnmA pofiipnc nrAtpin 'HrrrkCiTiP nrrincnVmtJicp TPPPTitOT tVDE 1 J (HI PKJJ) ^ TIlKN A 

nomo sapiens proicm tyioomc piius>piiaiaoc, ic^/t/pLv^i i-yp^j ^ \± )■> n«vi 1^ ». 


JNM UU2824 


nomo sapiens pdr<itnyinvjoiii \^r xivloj, iijjvin^\. 


JNM UUzo23 


nomo sapiens protnymooin, ctipiid ^&ciic bcmj-cuv^c; ^,oy v.x ax^vj ii,, - , - va ». 


JNM UUU31D 


TTnmn rnnionc r<orotV\\/r^i H Ir arm r\TT rppPTTitr>T* 1 rPTrntv 1 1 TTT rv IN A. 

nomo sapiens pdrdinyioiu, iiuiiii^jiic ic^cpivji 1 v r 1 ihm.^ uuvi^i 


XTTV/f AAOQOA 

JN1V1 UUZoZU 


TJrtmA ponipnc <-»o-r q flrvrrrvi H rr rvrrTi r*n P-l i trp Vr r\Tm frTT P rPTnLHl. rTlrvNA. 

nomo sapiens pdxdtiiyioiu. ih»iiihjhc-iiiv.c iivjuiiuiivi v x iii^n;, xhx^-lu.*. 


NM 000^15 


Homo sapiens parathyroid hormone (PTH), mRNA 


NM 000960 


Homo sapiens prostaglandin 12 (prostacyclin) receptor (IP) (PTGIR), mRNA 


NM 000959 


Homo sapiens prostaglandin F receptor (FP) (PTGFR), mRNA 


NM 000958 


Homo sapiens prostaglandin E receptor 4 (subtype EP4) (PTGER4), mRNA 


NM 000957 


Homo sapiens prostaglandin E receptor 3 (subtype EP3) (PTGER3), mRNA 


NM 000955 


Homo sapiens prostaglandin E receptor 1 (subtype EP1), 42kD (PTGER1), 
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mRNA 


xr» jt r\r\f\c\ c A 

NM 000954 


Homo sapiens prostaglandin uz syntnase ^imj, orainj ^riuuoj, inrLLN/\ 


NM_000314 


Homo sapiens phosphatase and tensin homolog (mutated in multiple advanced 
cancers i ) (r l xsin itikjna. 


NM 000952 


Homo sapiens platelet-activating factor receptor (PTAFR), mRNA 


NM 00281b 


Homo sapiens proteasome (prosome, macropain j acuvaior suounit z. \r±\^L<b oeia^ 
(PSME2), mRNA ! 


NM_0028 1 1 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 7 
(Mov34 homolog) (PSMD7), mRNA 


NM_002806 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 6 
(PSMC6), mRNA 


NM_002805 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 5 
(PSMC5),mRNA 


NM_002804 


Homo sapiens proteasome (prosome, macropain) 26 S subunit, ATPase, 3 
(PSMC3), mRNA 


NM_002803 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 2 
(PSMC2),mRNA 


NM_002802 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 1 
(PSMCl),mRNA 


NM_002800 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 9 (large 
multifunctional protease 2) (PSMB9), mRNA 


NM_002799 


Homo sapiens proteasome (prosome, macropam) subunit, beta type, / (rbMtS/.), 
mRNA 


NM_002797 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 5 (rbMB5), 
mRNA 


N1VI_002796 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 4 (PSMB4), 
mRNA 


NM_002795 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 3 (PSMB3), 
mRNA 


NM 002794 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 2 (PSMB2), 
mRNA 


NM_002793 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 1 (PSMB1), 
mRNA 


NM_002801 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 1 0 
(PSMB10), mRNA 


NM 002790 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 5 

(JrblVl/Vj J, mKjNA 


"KTTVyr AAT7CQ 
NM_002 /oo 


rlomo sapiens proteasome (prosome, macropamj suDunit, aipna type, j 

^JrolVLAo J, mKJN A 


NMJ)02786 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 1 

(r olVJLA.1 J, mKJNA 


NM UUZ/oJ 


riomo sapiens pregnancy specmc ueia-i -glycoprotein / (rou/j, niiviN/\ 


NM 002 /ol 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 5 (PSG5), mRNA 


NM 002 /oU 


riomo sapiens pregnancy specmc oeta-i -glycoprotein yro\j**) 9 nu\iN/\ 


iNM_002 /od 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 1 1 (Note redefinition of 
symooij v.r^»3vji l mivLN/\ 


NM 002784 


• Homo sapiens pregnancy specific beta- 1 -glycoprotein 9 (PSG9), mRNA 


NM 002779 


Homo sapiens pleckstrin and Sec7 domain protein (PSD), mRNA 


NM 002776 


Homo sapiens kallikrein 10 (KLK10), mRNA 


NM 002774 


Homo sapiens kallikrein 6 (neurosin, zyme) (KLK6), mRNA 


NM 002773 


Homo sapiens protease, serine, 8 (prostasin) (PRSS8), mRNA 


NM 002770 


Homo sapiens protease, serine, 2 (trypsin 2) (PRSS2), mRNA 
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NM 002769 


Homo sapiens protease, serine, 1 (trypsin 1) (PRSS1), mRNA 


mm 003619 


Homo sapiens protease, serine, 12 (neurotrypsin, motopsin) (PRSS12), mRNA 


NM 002775 


Homo sapiens protease, serine, 1 1 (IGF binding) (PRSS1 1), mRNA 


NM 002767 ' 


Homo sapiens phosphoribosyl pyrophosphate synthetase-associated protein 2 
(PRPSAP2), mRNA 


NM 002766 


Homo sapiens phosphoribosyl pyrophosphate synthetase-associated protein 1 
(PRPSAP1), mRNA 


NM 002765 


Homo sapiens phosphoribosyl pyrophosphate synthetase 2 (PRPS2), mRNA 


NM 002764 


Homo sapiens phosphoribosyl pyrophosphate synthetase 1 (PRPS1), mRNA 


NM 003891 


Homo sapiens protein Z, vitamin K-dependent plasma glycoprotein (PROZ), 
mRNA 


NM 002763 


Homo sapiens prospero-related homeobox 1 (PROX1), mRNA 


NM 000313 


Homo sapiens protein S (alpha) (PROS1), mRNA 


NM 000312 


Homo sapiens protein C (inactivator of coagulation factors Va and Villa) 
(PROC), mRNA 


NM 002762 

llJ.il WArf / KfJmf 


Homo sapiens protamine 2 (PRM2), mRNA 


NM 002761 


Homo sapiens protamine 1 (PRM1), mRNA 


NM 000949 


Homo sapiens prolactin receptor (PRLR), mRNA 


NM 000948 


Homo sapiens prolactin (PRL), mRNA 


NM 002759 


Homo sapiens protein kinase, interferon-inducible double stranded RNA 
dependent (PRKR), mRNA 


NM 002756 

1 1 XV J. \J\J 1 ~s\J 


Homo sapiens mitogen-activated protein kinase kinase 3 (MAP2K3), mRNA 


NM 002749 


Homo sapiens mitogen-activated protein kinase 7 (MAPK7), mRNA 


NM 002745 

A^IATA \J\J 1 w 


Homo sapiens mitogen-activated protein kinase 1 (MAPK1), mRNA 


NM 002751 


Homo sapiens mitogen-activated protein kinase 1 1 (MAPK1 1), mRNA 


NM 002753 


Homo sapiens mitogen-activated protein kinase 10 (MAPK10), mRNA 


NM 002743 


Homo sapiens protein kinase C substrate 80K-H (PRKCSH), mRNA 


NM 002742 


Homo sapiens protein kinase C, mu (PRKCM), mRNA 


NM 007741 


Homo sapiens protein kinase C-like 1 (PRKCL1), mRNA 


NM 002740 


Homo sapiens protein kinase C, iota (PRKCI), mRNA 


NM 002738 


Homo sapiens protein kinase C, beta 1 (PRKCB1), mRNA 


NM 002737 


Homo sapiens protein kinase C, alpha (PRKCA), mRNA 


MM 0077^6 

IN IVI UUl./ JU 


Homo ^aniens nrotein kinase cAMP-dependent, regulatory, type II, beta 
(PRKAR2B), mRNA 


NM 002734 


Homo sapiens protein kinase, cAMP-dependent, regulatory, type I, alpha (tissue 
specific extinguisher 1) (PRKAR1 A), mRNA 


NM 002733 

1>J1VX \J\J ^ 1 J Jf 


Homo sapiens protein kinase, AMP-activated, gamma 1 non-catalytic subunit 
(PRKAG1), mRNA 


NM 002731 


Homo sapiens protein kinase, cAMP-dependent, catalytic, beta (PRKACB), 
mRNA 


NM 002730 


Homo sapiens protein kinase, cAMP-dependent, catalytic, alpha (PRKACA), 
mRNA 


NM 000947 


Homo sapiens primase, polypeptide 2 A (58kD) (PRIM2A), mRNA 


NM 000946 


Homo sapiens primase, polypeptide 1 (49kD) (PRJM1) ? mRNA 


NM 0027^8 


Homo sapiens proteoglycan 2, bone marrow (natural killer cell activator, 
eosinophil granule major basic protein) (PRG2), mRNA 


NM 002727 


Homo sapiens proteoglycan 1, secretory granule (PRG1), mRNA 


NM 002726 


Homo sapiens prolyl endopeptidase (PREP), mRNA 


NM_002725 


Homo sapiens proline arginine-rich end leucine-rich repeat protein (PRELP), 
mRNA 


NM 002723 


Homo sapiens proline-rich protein BstNI subfamily 4 (PRB4), mRNA 


NM 002722 


Homo sapiens pancreatic polypeptide (PPY), mRNA 
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NM_000310 


Homo sapiens palmitoyl-protcm tnioesierase i ^ceroiu-iipuiu&umu&ia, ncwuuai x, 
infantile) (PPT1), mRNA 


NMJ302720 


Homo sapiens protein pnospnatase ^ jjormeriy j^j, u<it£iiy suuuiiu v A * x ^w? 
mRNA 


NMJ)02719 


Homo sapiens protein pnospnatase z, regulatory buuuim j-> vjjjv/, gcmm-ia 
isoiorm (PPP2R5C), mKJNA - 


NM_002715 


Homo sapiens protein pnospnatase z ^iormcriy ^rv/, ^aiaiyn^ auuuu ^) 
isoform (PPP2CA), mRNA 


NM_002713 


Homo sapiens protein pnospnatase i, regulatory ^mniDitui^ auuuuii o v x x A aa ^-v> 
mRNA 


NM 002712 


Homo sapiens protein pnospnatase 1, regulatory suoumt / \rrsr i jv/ uu\i>i-v 


NM 002714 


Homo sapiens protein phosphatase 1, regulatory subunit 10 (PPP1R10), mRNA 


NM_002710 


Homo sapiens protein pnospnatase l, catalytic suounit, gamma lbuiuim 

(PPP l CC), mRNA 


NM_002709 


Homo sapiens protein phosphatase I, catalytic subunit, beta isoform (PPP1CB), 

Tk\T A 

mRNA . — _ 


NMJ)02708 


Homo sapiens protein pnospnatase i, caiaiync suounu, dipiict louiuim v A A - 1 xv ^- r ^/? 
mRNA 


NM 000309 


Homo sapiens protoporphyrinogen oxidase (PPOX), mRNA 


NM_002706 


Homo sapiens protein phosphatase lrs (iormeny z^j, magnesium-uepciiucui, 
beta isoform (PPM IB), mRNA 


NM 002705 


Homo sapiens penpiakm (PPL), mKJN j\ 


NM 000943 


Homo sapiens peptiaylprolyl isomerase ^ ^cyciopnum v_^; ^rxriv^;, nirvi>i^ 


NMJ)00308 


Homo sapiens protective protein ior oeta-gaid.ctobiu<ti>c ^g<"<i^'^oA< a * A *^ , -' oA " 3 / 
(PPGB), mKJNA 


NM 002703 


tt aM n -i-kVfc^Act-4VirfcviV»r*o - \/'i •r»\/T*f\T%riricr^Vi5it'p ?imiflotTa.Tisicrase (PPA.1 1- hiRjNA 

nomo sai3iens pnospnonuobyi pynjjjiiviojjii<itv ainiuuuauoiviaov v-^ a / 5 


NM 003712 


Tjo«-irt pnnio«« -r^V»<^c-r\Viati rl i r* qpiH < nVif^<5 , nViataGP tvne ^C! rPPAP2C ). mRNA 

Jrlomo sapiens pnospnd.tiu.iL/ dx-iu. jpii\jupiAa.iaoc» ij^p^ v x x x ^ *-^- , /5 


NM 003713 


TTA-rt/v oo«i£mr -»-kV»/-vot-*Vi o f i rlir- opifl r\ Vir\crVh?lt?l Qf* tvT>P rPPAP2B) mRNA 

Homo sapiens pnospnanoic aciu piio&piiauijsc type x ^-u. »■ 


NM 003711 


Homo sapiens pnospnatiaic aciu pnobpiiauiac type ^r\. \\. a ^vj. uiavi 


NM 002702 


it ^ nn^atin "DOT T i-?r\Tvic»in place fx tvCiT\ QPT*1 nt\ OTI factor 1 HPOU6F 1 f. mRNA 

JtJLoiXlO Sapiens rUU QOmalll, Claoo U, UalloCiipLUJii la^LVJi j. \a a / 5 


NM 002701 


Homo sapiens POU domain, class 5, transcription factor 1 (POU5F1), mRNA 


NM 002700 


tt„ • „ u/^TT rlnrMoiti r»1acc A iVa-n cnriT^Ti r*n fciptnr ^ fPOU4P3^^ ITlRNfA 

Homo sapiens Jr uu aomam, ciass udiibL/riptiuii itx^ivi j v A v-/w-Ti ~>j, 


NM 000307 


Homo sapiens rUU domain, ciass transcnpuoii idutui *t v^^ r ^ , - jA ^y» AAXAV ^^^ 


NM 002699 


Homo sapiens POU domain, class 3, transcription factor 1 (POU3F1), mRNA 


NM 002697 


Homo sapiens POU domain, class 2, transcription factor 1 (POU2F1), mRNA 


NM_000306 


Homo sapiens POU domain, class i, transcription iactor 1 i^iti, giuwui iiuiiiujii^ 
factor 1) (POU1F1), mRNA 


NM 000446 


Homo sapiens paraoxonase 1 (PON1), mRNA 


NM__000939 


Homo sapiens proopiomelanocortin ^aurenoconicotropin/ octet npuuupuy ai p» fl 
melanocyte stimulating hormone/ beta-melanocyte stimulating hormone/ beta- 
endorphin) (POMC), mKJNA 


NM_002693 


Homo sapiens polymerase (UNA airecteaj, gamma {rvjnj) 9 nuuicai gene 
encoding mitocnonanai protein, niKJN/\ 


NM 002692 


it ^ „^ • ...^ — r-vl, /T^"NIA rlivp»r , +f i H^ <=»r\cilr\n *^ /"POT F-2V mRNA. 

Homo sapiens polymerase ^jjina airectcu^, cpbiiuii z. ^ryji-fi^^j, i-xi*.^^*^ 


NM 002691 


tt ^^Un-npracfi ^T^XTA Hir^rtf»H^ delta 1 ofltalvtic subunit f 125kD) 
Homo sapiens polymerase ^uin/y uirct/tcu^, uciui i, eaiaiyti^ ou.uFi*Aix t ^^iw; 

/'DAT -,T)\T A 


NM 0(P690 


Homo sapiens polymerase (DNA directed), beta CPOLB), mRNA 


NM 003967 


Homo sapiens putative neurotransmitter receptor (PNR), mRNA 


NM 002686 


Homo sapiens phenylethanolamine N-methyltransferase (PNMT), mRNA 


NM 002677 


Homo sapiens peripheral myelin protein 2 (PMP2), mRNA 


NM 000304 


Homo sapiens peripheral myelin protein 22 (PMP22), mRNA 


NM 002676 


Homo sapiens phosphomannomutase 1 (PMM1), mRNA 
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NM 002674 


Homo sapiens pro-meianin-conceniTaLirig iiunm-mc' \x ±vxv_^xx^, hum-^/t. 


NM_002668 


Homo sapiens proteoiipiu protein z ^colonic cpiuicuuiii cmic-n^iay \x x-,x 

HlKJNA , 


NM_000935 


TjArMA oiniAnc i-vr r*r« r\i 1 ^ crpn -1 vQin p 9-nxopliita.rate 5-dioxvcenase f lysine 
xiomo sapiens prucoiiagcii-iyoiiic, ^- uAugiuioiaiv ^ ^^nuuv 

hydroxylase) 2 (PLOD2), mRNA 


NM 002667 


Homo sapiens pnospnoidniDdii ^-r jui> iiuxj.>.n. 


NM 002666 


Homo sapiens pemipm ^riju\ij, uuvLNrv 


NM 002665 


rlomo sapiens piasminogen-iiiic l^kji^j, iiiru.N,rv 


NM 000301 


Homo sapiens plasminogen (PLG), mRNA 


NM_000445 


Homo sapiens plectin 1, mtenneaiaie iiiameni omuing proicm, juuiso^ ^jtx^x^v^x^, 
mRNA 


NM 002663 


Homo sapiens pnospnonpase uj. ^ri^LJZ), mruNA 


NM 002662 


Homo sapiens pnospnonpase ui, pnopnduu.yiL'iiuiiiic ajjc^/ixiv/ ^x x^x-zxy, uuvi^n. 


NM_002661 


Homo sapiens pnospnonpase v^, gamma z ^pnubpnaiiuyiiiiu&iL^i ap&nnu; 

/T>T r^i~~l1\ *-rtT?XTA 

I^v^LjZ ), mtsJNA. — — 


NM_002660 


Homo sapiens pnospnonpase v^, ganuTid. i v.JLvJ llilCiA j auui^pt A ^°/ v A 

niKJN/V 


NM 000933 


Homo sapiens phospholipase C, beta 4 (PLCB4), mRNA 


NM 002659 


Homo sapiens plasminogen aciivator, uroKinobc icocpLui i^r^yjr^j, uix^x^jtl 


NM 002658 


Homo sapiens plasminogen activator, urokinase (PLAU), mRNA 


NM 002655 


Homo sapiens pleiomorpnic adenoma gene i {tj-^aji mrviN/\ 


NM 000929 


Homo sapiens phospholipase Az, group v ^ri^/vzoDj, mr>j.N/\ 


NM_003706 


Homo sapiens phospholipase Ai, group lvL (cytosonc, caicium-maepcnucni; 
(rLA2vj4C), mJKJNA 


NM_000300 


Homo sapiens phospholipase A2, group HA (platelets, synovial fluid) 
(JtJLAJZCjZAJ, nuclear gene encoding mixov/iiuriuiiai piuicm, iiixvix-rk 


NM 003561 


Homo sapiens phospholipase A2, group X (PLA2G10), mRNA 


NM 002654 


Homo sapiens pyruvate kinase, muscle (PKM2), mRNA 


NM 003691 


Homo sapiens senne/tnreonme Kinase 10 ^ljvio;, mxvLN/^ 


NM_000296 


Homo sapiens polycystic Kiuney aisease i ^duiobuiiicii uuumwm; ^rruyi;, 
mKJNA 


NM_003607 


TjrtTv»rv potion o Q<=kr- nrVit- nm tf>in Vinncp r<*l nteH to t Vtp mvotomc clvstroohv Drotein 
jtiomo sapiens oer-inr proicm iviiiaoc icmicu lu tuv m^y v^t^niv/ ujouu^nj' k x ^^^^ 

kinase (PK428), mRNA 


NM 003o/o 


U/M-orv ponipnc rr^n<» frnm XTP 9 /TTiprt i*n <Ti nma rpcri on of*22al2 rPK1.3^. mRNA 
xlOniO sapiens gene lruin iNj^z./xiiciiiiignjiiiti i&^iv/xx vi z-^vjii< v- 1 - x • -v > 


NM 000325 


Homo sapiens paired-like homeodomain transcription factor 2 (PITX2), mRNA 


NM 002653 


Homo sapiens pairea-UKe nomeoaomain uaiibwiipuuii la^tui 1 ^rnyvi;, nuvi^^. 


NM 002652 


Homo sapiens proiacnn-inuuceu proiem ^rir j, uuu>n. 


NM_003558 


Homo sapiens pnospnanayiinosiioi-^-pnubpii<iic j-iviiia&c, iyp^> x, u^ux 
(PEP5K1B), mRNA 


NM_003557 


Homo sapiens pnospnatiayiinositoi- z i---pnospnaic d -Kindle, iypc x, aipua 

rniDCF 1 a A r^DM A 
(Jrir JlvlAJ, mKJNA 


NM 003746 


Homo sapiens oynein, cyiopiasmic, nguL pui^p^jjuuc yrxi^j, ixxxxx><rx 


NM 002648 


Homo sapiens pim-1 oncogene (PHVI1), mRNA 


NM_00265 1 


XJnrw/-\ pontine -t-iV»/-\or>Vio-h /-K/1in^C"i tr\l A-VlT151 QP PafalvtlP V>Pta TlOl VDftntidC 

Homo sapiens pnospnauayunosiioi iviiici&c, ^dLaiy li^ 5 ucw p^ajf^f^^*- 


NM 002643 


xiomo sapiens pnospnanayimosnoi giy^an, uiao^ x v, A xvjx j, niivi>n 


NM 00^642 


Homo sapiens phosphatidylinositol glycan, class C (PIGC), mRNA 


NM 002638 


Homo sapiens protease inhibitor 3, skin-derived (SKALP) (PI3), mRNA 


NM 000294 


Homo sapiens phosphorylase kinase, gamma 2 (testis) (PHKG2), mRNA 


NM 000293 


Homo sapiens phosphorylase kinase, beta (PHKB), mRNA 


NM 000292 


Homo sapiens phosphorylase kinase, alpha 2 (liver) (PHKA2), mRNA 


NM 002637 


Homo sapiens phosphorylase kinase, alpha 1 (muscle) (PHKA1), mRNA 
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NM 000926 


Homo sapiens progesterone receptor (PGR), mRNA 


NM 002633 


Homo sapiens phosphoglucomutase 1 (PGM1), mKJN A 


NM 000291 


Homo sapiens phosphoglycerate kinase 1 (PGK1), mKJNA 


NM_002632 


Homo sapiens placental growth factor, vascular endothelial growth factor-related, 
protein (PGF), mRNA 


NM 002631 


Homo sapiens phosphogluconate dehydrogenase (PGD), mRNA 


NM 002630 


Homo sapiens progastricsin (pepsinogen C) (PGC), mRNA 


NM 000290 


Homo sapiens phosphoglycerate mutase 2 (muscle) (PGAM2), mRNA 


NM 002629 


Homo sapiens phosphoglycerate mutase 1 (brain) (PGAM1), mRNA 


NM 000289 


Homo sapiens phosphofructokinase, muscle (PFKM), mRNA 


NM 002626 


Homo sapiens phosphofhictokinase, liver (PFKL), mRNA 


NM_002625 


Homo sapiens 6-phosphofhicto-2-kinase/fixictose-2,6-biphosphatase 1 
(PFKFB1), mRNA 


NM 002621 


Homo sapiens properdin P factor, complement (PFC), mRNA 


NM 002620 


Homo sapiens platelet factor 4 variant 1 (PF4V1), mRNA 


NM 002619 


Homo sapiens platelet factor 4 (PF4), mRNA 


NM 000288 


Homo sapiens peroxisomal biogenesis factor 7 (PEX7), mRNA 


NM 000287 


Homo sapiens peroxisomal biogenesis factor 6 (PEX6), mRNA 


NM 003630 


Homo sapiens peroxisomal biogenesis factor 3 (PEX3), mRNA 


NM 000466 


Homo sapiens peroxisome biogenesis factor 1 (PEX1), mRNA 


NM 002618 


Homo sapiens peroxisome biogenesis factor 13 (PEX13), mRNA 


NM_000442 


Homo sapiens platelet/endothelial cell adhesion molecule (CD3 1 antigen) 
(PECAM1), mRNA 


NM 002614 


Homo sapiens PDZ domain containing 1 (PDZK1), mRNA 


NM_003477 


Homo sapiens Pyruvate dehydrogenase complex, lipoyl-containing component 
X; E3-binding protein (PDX1), mRNA 


NM 002613 


Homo sapiens 3-phosphoinositide dependent protein kmase-1 (PDPK1), mRNA 


NM 002612 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 4 (PDK4), mRNA 


NM 000925 


Homo sapiens pyruvate dehydrogenase (lipoamide) beta (PDHB), mRNA 


NM 000284 


Homo sapiens pyruvate dehydrogenase (lipoamide) alpha 1 (PDHA1), mRNA 


NM 000924 


Homo sapiens phosphodiesterase IB, calmodulin-dependent (PDE1B), mRNA 


NM 002606 


Homo sapiens phosphodiesterase 9A (PDE9A), mRNA 


NM_002602 


Homo sapiens phosphodiesterase 6G, cGMP-specific, rod, gamma (PDE6G), 
mRNA 


NM_002601 


Homo sapiens phosphodiesterase 6D, cGMP-specific, rod, delta (PDE6D), 
mRNA 


NM 000921 


Homo sapiens phosphodiesterase 3A, cGMP-inhibited (PDE3A), mRNA 


NM 002598 


Homo sapiens programmed cell death 2 (PDCD2), mRNA 


NM 002594 


Homo sapiens proprotein convertase subtihsm/kexm type 2 (PCSK2), mRNA 


NM 002592 


Homo sapiens proliferating cell nuclear antigen (PCNA), mRNA 


NM 002591 


Homo sapiens phosphoenolpyruvate carboxykmase 1 (soluble) (PCK1), mRJNA 


NM 002586 


Homo sapiens pre-B-cell leukemia transcription factor 2 (PBX2), mKJNA 


NM 002585 


Homo sapiens pre-B-cell leukemia transcription factor 1 (PBX1), mRNA 


NM 002583 


Homo sapiens PRKC, apoptosis, WT1, regulator (PAWR), mRNA 


NM_002582 


Homo sapiens poly(A)-specific ribonuclease (deadenylation nuclease) (PARN), 
mRNA 


NM 003631 


Homo sapiens poly (ADP-ribose) glyconyarolase (JFAKUrj, mtUNA 


NM 002580 


Homo sapiens pancreatitis-associated protein (PAP), mRNA 


NM 000919 


Homo sapiens peptidylglycine alpha-amidating monooxygenase (PAM), mRNA 


NM 002578 


Homo saDiens p21 (CDKN 1 A)-acti vated kinase 3 (PAK3), mRNA 


NM 002574 


Homo sapiens peroxiredoxin 1 (PRDX1), mRNA 


NM 002573 


Homo sapiens platelet-activating factor acetylhydrolase, isoform lb, gamma 
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subunit (29\cD) (TAFAH1B3), mRNA 


NM_002572 


Homo sapiens platelet-activating factor acetylhydrolase, isoform lb, beta subunit 
ttOVTO (TAT 7 AHlR2y mRNA 


vtn/t nno^ 71 


Wnmn <;aniens nroeestaeen-associated endometrial protein (placental protein 14, 
pregnancy-associated endometrial alpha-2-globulin, alpha uterine protein) 
(PAEP), mRNA 


NM_002569 


Homo sapiens paired basic amino acid cleaving enzyme (furin, membrane | 
associated recentor protein) (PACE), mRNA 


NM 002570 


Homo sapiens paired basic amino acid cleaving system 4 (PACE4), mRNA 


INJLV1 UUj^UU 


TJnmn dflnien*; <;eauestosome 1 fSOSTMl), mRNA 


NM_000918 


Homo sapiens procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4- 
hvdroxvlase^ beta nolvneotide ( protein disulfide isomerase: thyroid hormone 

ViinHina nrotein r>5^ (P4HRY mRNA 


NM_000917 


Homo sapiens procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4- 
VivHrnwlase^ aVnha nolvneotide I fP4HAl\ mRNA 


NM_002565 


Homo sapiens pyrimidinergic receptor P2Y, G-protem coupled, 4 (P2RY4), 


NM 002564 


Homo sapiens purinergic receptor P2Y, G-protein coupled, 2 (P2RY2), mRNA 


IN 1V1__U UZjOO 


Mnmn <?flnien<3 nurinereic recentor P2Y. G-protein coupled, 1 1 (P2RY11), 
mRNA 


IN ivl_U U Z J OZ 


TTniTko Q^nip-n^ -nnrinermc recentor P2X lieand-eated ion channel, 7 (P2RX7), 
mRNA 


JNJV1_UUZDD1 


u nrnn cani^n<j rmHneroic recentor P2X lieand-eated ion channel, 5 (P2RX5), 


iNlVl UUZDOU 


TTn-mn Qaniens nurinereic recentor P2X. lieand-eated ion channel, 4 (P2RX4), 
mRNA 


IN 1V1_U \Jz.Djy 


Homo qnr>ien<; Tuirinerffic receDtor P2X. lieand-eated ion channel, 3 (P2RX3), 
mRNA 


VTN/f 

INlVl VVJZ, J_J\J 


Hnmo ^aniens oxvsterol bindine nrotein (OSBP), mRNA 


NM 000608 


Homo sapiens orosomucoid 2 (ORM2), mRNA 


"MTV/T On^£Q£ 
rNivi \jv/oo-70 


TTomo <?anien^ olfactorv recentor familv 6, subfamily A, member 1 (OR6A1), 
mRNA 


MM 00?SS0 

1N1V1 \J\JjL~> ~>\J 


Homo sapiens olfactory receptor, family 3, subfamily A, member 1 (OR3A1), 
mRNA 


NM 002548 


Homo sapiens olfactory receptor, family 1, subfamily D, member 2 (OR1D2), 
mRNA 


NM 000914 


Homo saniens opioid receptor, mu 1 (OPRM1), mRNA 


NM 000912 


Homo sapiens opioid receptor, kappa 1 (OPRK1), mRNA 


NM 000911 


Homo sapiens opioid receptor, delta 1 (OPRD1), mRNA 


NM 002544 

iNJtVX \J\J £*~J • 1 


Homo sapiens oligodendrocyte myelin glycoprotein (OMG), mRNA 


NM 0CP543 


Homo sapiens oxidised low density lipoprotein (lectin-like) receptor 1 (OLR1), 
mRNA 


NM 003485 


Homo sapiens G protein-coupled receptor 68 (GPR68), mRNA 


NM 002540 


Homo sapiens outer dense fibre of sperm tails 2 (ODF2), mRNA 


NM 00^533 


Homo sapiens nuclear VCP-like (NYL), mRNA 


NM 002531 


Homo sapiens neurotensin receptor 1 (high affinity) (NTSR1), mRNA 


NM 002530 


Homo sapiens neurotrophic tyrosine kinase, receptor, type 3 (NTRK3), mRNA 


NM 002526 


Homo sapiens 5' nucleotidase (CD73) (NT5), mRNA 


NM_003580 


Homo sapiens neutral sphingomyelinase (N-SMase) activation associated factor 
(NSMAF), mRNA 


NM_003633 


Homo sapiens ectodermal-neural cortex (with BTB-like domain) (ENC1), 
mRNA 
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NM 003872 


Homo sapiens neuropnin z ^iNivrz j, ituvln/a. 


NM 003873 


rlomo sapiens neuropnm i ^inxvt i ) y ituxin/v 


NM 003489 


Homo sapiens nuclear receptor interacting proxem i ^rNrsjx L )> iiuviNrv 


NM 002525 


Homo sapiens nardilysin (N-arginine dibasic convertase) (NRD1), mRNA 


NM 000905 


Homo sapiens neuropeptide Y (JNr Y), mKJNA 


NM 000910 


Homo sapiens neuropeptide Y receptor Y2 (NPY2R), mRNA 


NM 000909 


Homo sapiens neuropeptide Y receptor Y 1 (NrY IK), mKJNA 


NM 002522 


Homo sapiens neuronal pentraxm 1 (NrlAl), mKJNA 


NM_000908 


Homo sapiens natriuretic peptide receptor C/guanyiate cyclase (amonatnureuc 
peptide receptor C) (NPR3), mRNA 


NM_000906 


Homo sapiens natriuretic peptide receptor A/guanyiate cyclase a ^atnonatnureuc 
peptide receptor A) (NPR1), mKJNA 


NM 002521 


Homo sapiens natriuretic peptide precursor r> (JNrr'rsj, mKJNA 


NM 002519 


Homo sapiens nuclear protein, ataxia-telangiectasia locus (NP AT), mRNA 


NM 002518 


Homo sapiens neuronal PAS domain protein 2 (NPAbz), mKJNA 


NM 002517 


Homo sapiens neuronal PAS domain protein 1 (NPAS1), mRNA 


NM 002514 


Homo sapiens nephroblastoma overexpressed gene (NOV), mRNA 


NM 003787 


Homo sapiens nucleolar protein 4 (NOL4), mRNA 


NM_003946 


Homo sapiens nucleolar protein 3 (apoptosis repressor with CARD domain) 

-r ^*^TT X "VTA 

(NOL3), mRNA 


NM_003551 


Homo sapiens non-metastatic cells 5, protein expressed in (nucleoside- 
diphosphate kinase) (NME5), mRNA 


NM 002513 


Homo sapiens non-metastatic cells 3, protein expressed in (NME3), mRNA 


NM_002512 


Homo sapiens non-metastatic cells 2, protein (NM23B) expressed in (NME2), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 002511 


Homo sapiens neuromedin B receptor (NMBR), mRNA 


NM 002510 


Homo sapiens glycoprotein (transmembrane) nmb (GPNMB), mKJNA 


NM_003954 


Homo sapiens mitogen-activated protein kinase kinase kinase 14 (IvlAi'JKl^), 
mRNA 


NM 002508 


Homo sapiens nidogen (enactin) (NID), mRNA 


NM_002507 


Homo sapiens nerve growth factor receptor (TNFR superfamily, member 16) 
(NGFR), mRNA 


NM 002506 


Homo sapiens nerve growth factor, beta polypeptide (NGFB), mRNA 


NM_002503 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
inhibitor, beta (NFKBIB), mRNA 


NMJ302502 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
2 (p49/pl00) (NFKB2), mRNA 


NM_002501 


Homo sapiens nuclear factor l/X (CCAAl-bmamg transcnpnon iactorj ^iNri^.;, 
mRNA 


NM 002500 


Homo sapiens neurogenic dinerentiation 1 (NfcUKUUi;, mKJNA 


NM 002497 


Homo sapiens NIMA (never in mitosis gene a)-related kinase 2 (NEK2), mRNA 


NM_002496 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 8 (23kD) 
(NADH-coenzyme Q reductase) (NDUFS8), mRNA 


NM_002495 


vv " "VTA T-vT Tt-* t /"I" " \ 1 / _^ O ^ „ _^ J * A /I 01 1 \\ 

Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 4 (18kD) 
(NADH-coenzyme Q reductase) (NDUFS4). mRNA 


NMJ)02494 


Homo sapiens NADH dehydrogenase (ubiquinone) 1, subcomplex unknown, 1 
^OKU, rsjc x i) \rvLJ\jr\^>i ), mtsJNA 


NM.002490 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 6 
(14kD, B 14) (NDUFA6), mRNA 


NM_002488 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 2 (SkD, 
B8) (NDUFA2), mRNA 


NM 003635 


Homo sapiens N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 2 
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(NDST2), mRNA 


NM 001543 


Homo sapiens N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 1 
(NDST1), mRNA 


NM 003581 


Homo sapiens NCK adaptor protein 2 (NCK2), mRNA 


NM 002486 


Homo sapiens nuclear cap binding protein subumt 1, 80kD (NCBP1), mRNA 


NM 0024R3 

XN1VJL UULtOJ 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 6 (non- 
specific cross reacting antigen) (CEACAM6), mRNA 


TSnVT 000662 


Homo sapiens N-acetyltransferase 1 (arylamine N-acetyltransferase) (NAT1), 
mRNA 


NM_000263 


Homo sapiens N-acetylglucosaminidase, alpha- (Sanfilippo disease IliB) 
(NAGLU), mRNA 


NM 003871 


Homo sapiens myelin transcription factor 2 (MYT2), mRNA 


NM 003803 


Homo sapiens myomesin 1 (skelemin) (185kD) (MYOM1), mRNA 


NM 002479 

X > 1YX VUZ<^ / 


Homo saniens mvoeenin ( myogenic factor 4) (MYOG), mRNA 


NM 007472 


Homo sapiens myosin, heavy polypeptide 8, skeletal muscle, perinatal (MYH8), 
mRNA 


NM 002469 


Homo sapiens myogenic factor 6 (herculin) (MYF6), mRNA 


NM 002468 


Homo sapiens myeloid differentiation primary response gene (88) (MYD88), 
mRNA 


NM 002460 


Homo sapiens interferon regulatory factor 4 (IRF4), mRNA 


NM 002457 


Homo sapiens mucin 2, intestinal/tracheal (MUC2), mRNA 


NM 00^456 


Homo sapiens mucin 1, transmembrane (MUC1), mRNA 


NM 0074SS 


Homo ^aniens metaxin 1 fMTXIV mRNA 


NM_002453 


Homo sapiens mitochondrial translational initiation factor 2 (MTIF2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM_002452 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 1 
fNTJDTlY mRNA 


NM 00^450 


Homo sapiens metallothionein 1L (MT1L), mRNA 


NM 00^447 


Homo sapiens macrophage stimulating 1 receptor (c-met-related tyrosine kinase) 
(MST1R), mRNA 


NM_002446 


Homo sapiens mitogen-activated protein kinase kinase kinase 10 (MAP3K10), 
mRNA 


NM 002445 


Homo sapiens macrophage scavenger receptor 1 (MSR1), mRNA 


NM 002444 


Homo sapiens moesin (MSN), mRNA 


NM 003879 


Homo sapiens CASP8 and FADD-like apoptosis regulator (CFLAR), mRNA 


NM 000530 


Homo sapiens myelin protein zero (Charcot-Marie-Tooth neuropathy IB) 
(MPZ), mRNA 


NM (KP437 


Homo sapiens MpV17 transgene, murine homolog, glomerulosclerosis 
(MP VI 7), mRNA 


NM 001932 


Homo sapiens membrane protein, palmitoylated 3 (MAGUK. p55 subfamily 
member 3) (MPP3), mRNA 


NM 002435 


Homo sapiens mannose phosphate isomerase (MPI), mRNA 


NM 002434 


Homo sapiens N-methylpurine-DNA glycosylase (MPG), mRNA 


NM 003829 


Homo sapiens multiple PDZ domain protein (MPDZ), mRNA 


NM 003824 


Homo sapiens Fas (TNFRSF6)-associated via death domain (FADD), mRNA 


NM 002432 


Homo sapiens myeloid cell nuclear differentiation antigen (MNDA), mRNA 


NM 002431 


Homo sapiens menage a trois 1 (CAK assembly factor) (MNAT1), mRNA 


NMJ)02430 


Homo sapiens meningioma (disrupted in balanced translocation) 1 (MN1), 
mRNA 


NMJ)00901 


Homo sapiens nuclear receptor subfamily 3, group C, member 2 (NR3C2), 
mRNA 


NM 003482 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia 2 (MLL2), mRNA 
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NM_002419 


Homo sapiens mitogen-activated protein kinase kinase kinase 1 1 (MAP3K1 1), 

__T> XT A 


XTX Jf AA^ /I 1 H 

NM_002417 


Homo sapiens antigen ldenuiiea Dy monocionai anuoouy jvi-o / \iviisao / j> 

ITLKiNA 


ISIM 0uz41o 


U/\*vi/\ rnnionc TYi/-\TH-*t'-i'n» in/lllPP/l fYQTYITn^ IT^tPTTrMVYTl 1 IVI It T 1 TTlRlNA 

Homo sapiens monoKine lnuuceu. oy gannna. iiiiciicujn \jyx±\jj 9 uuun/\ 


NM_0UZ41 j 


Homo sapiens macropnage migration lninuiiuiy la^Lui ^giyL/uayiauiuii imnuiuug 

foofr*^ /TV/ITTA mT? "MA 

iactorj v^ivLLr », mixXN-rY 


NM 002413 


Homo sapiens microsomal glutathione S-transferase 2 (MGST2), mRNA 


XTX A AAAftAA 

NM 000900 


Homo sapiens matrix <jria protein \ iviOJrj, iiu\j.n/\ 


\TX Jf AAO yl 1 O 

NM 002412 


Homo sapiens \J-o-metnyiguanme-.L/iNA mexnyiiransierase v ivikjivi x j , iiuvln/^ ; 


XTX Jf AAO/IA1 

NM 002407 


Homo sapiens mammagiODm z ^vkxdzj, iruvTNA | 


NM 002411 


Homo sapiens mammaglobin 1 (MGB1), mRNA 


NM_002397 


Homo sapiens MAJDo box transcription ennancer ractor z, poiypepnue ^ 
(myocyte enhancer factor 2C) (MEF2C), mRNA 


NM 002391 


Homo sapiens midKine (neurite growtn-promoting iactor z) ^ivjulfjs.^ mjviN/\ 


NM 002387 


Homo sapiens mutated in colorectal cancers (MCC), mRNA 


■v ta k r\r\f\ tz <~\c\ 

NM_000529 


Homo sapiens melanocortin 2 receptor ^aarenocorticoiropic nonnone; ^iviv^ziv^, 
mKJNA 


NM_002386 


Homo sapiens meianocomn i receptor ^aipna meianocyic bLiiiiuictuii^ iiuiiiiuiic 
receptor) (MC1R), mRNA 


XTX K AAOTOC 

NM 002385 


Homo sapiens myelin basic protein ^jvldJtj, injKiN/v 


-V TA if AA^ O O O 

NM 002382 


Homo sapiens MAa protein ^jvlajxJ, mKJNA 


NM 002378 


Homo sapiens megakaryocyte-associated tyrosine kinase (MATK), mRNA 


XTTV Jf AATOT/f 

NM 002376 


Homo sapiens MAJr/microtUDuie aitinity-reguiatmg Kinase 3 ^lvi/vtuv^j, miviN^v 


\T» /f AAAOAO 

NM 000898 


Homo sapiens monoamine oxidase t> ^ivLA^Jrsi, nuciear gene encoding 
mitocnonQTiai protein, mtsjN a 


InM UU348U 


xiomo sapiens iviicroiiDni-associaieu giycoproicin-z yi\Lr\\j± ^j, imviM-rv. 


vr\/f AnT3^7 
NM UUzJo/ 


rlomo sapiens melanoma ami gen, iamny xj, h- ^ ivi/a.v_jiz/0 h j , uirviN^ 


JNiVI UUZjoj 


jnLomo sapiens melanoma anugen, iamny jj, j ^vj^rvvjErDjj, iiitvln^y 


NM 002364 


Homo sapiens melanoma antigen, family B, 2 (MAGEB2), mRNA 


NM 0UZ363 


Homo sapiens melanoma anugen, iamny jd, i ^ivi^o\E,r> i ^, iiuvin/^ 


NM 002362 


TT-^ -v ^-v ^, — 1 n n wtnln^nmn -»-» + 4 n- a -mrviiKr A /I /TV/I A / -2- 1—4 A /I 1 tYI Vc TVl A 

Homo sapiens melanoma antigen, iamny a, h- ^iviAvjii/^j, mxsj.N/\ 


XTX if AAO/TOO 

NM 003682 


Homo sapiens iviajt -Kinase activating aeatn aomain ^ivi/\i>»j_ii, mrviN^v 


NM 002357 


Homo sapiens maa dimenzation protein ^vlaiji, mtuN a 


NM_00235U 


Homo sapiens v-yes- 1 y amagucni sai coma virai reiaieu oncogene noinuiug 

yL> x IN J, miviN J\ 


XTTv/T Cift^lAQ 
JN1VI UUZJH-y 


fioinu sapiens lympnouyic aiiiigcii / ~> \x-f i iiixnjl^^v 


1N1V1 UUZJH/ 


Wi^mn c Qr\i f*r\ c 1 a/tttt\ rrrkr^ATT^* onfiorpTi PHTTinl py lrvpi i c T-I fl ^ff\\~f\ ITlT^N^A 
XiUIIlU bapiCHo lyilipilUL'y IC aIllJ.gCi.1 V ^Ullipit/Aj ivj^ no xi A VJ - LA /s iiuviin 


NM 002346 


Homo sapiens lymphocyte antigen 6 complex, locus E (LY6E), mRNA 


JNM UUZ34D 


riomo sapiens lumican ^i^uivii, mixj.N/\ 


NM 002344 


Homo sapiens leukocyte tyrosine kinase (LTK), mRNA 


NM 002343 


Homo sapiens lactotransterrin (i^lrj, hikjna 


XTK /f AAAOm 

NM 000897 


Homo sapiens leukotnene U4 syntnase ^jliv^^oj, mKJNA 


NM_003573 


Homo sapiens latent transforming growth factor beta binding protein 4 (LTBP4), 


NM_0007d2 


Homo sapiens leukotnene d4 receptor ^cnemoKine receptor-iiKe i ) ^juio^fxs.;, 
mRNA 


NM 000895 


Homo sapiens leukotriene A4 hydrolase (LTA4H), mRNA 


NM_002340 


Homo sapiens lanosterol synthase (2,3-oxidosqualene-lanosterol cyclase) (LSS), 
mRNA 


NM 002338 


Homo sapiens limbic system-associated membrane protein (LSAMP), mRNA 


NM 002337 


Homo sapiens low density lipoprotein-related protein-associated protein 1 
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(alpha-2-macroglobulin receptor-associated protein 1) (LRPAP1), mRNA 




Homo sapiens low density lipoprotein receptor-related protein 6 (LRP6), mRNA 


NM 002319 


Homo sapiens leucine-rich neuronal protein (LRN), mRNA 


lNlVI UUX,J 1 / 


Homo sapiens lysyl oxidase (LOX), mRNA 


J.N1YI uua»J i VJ 


Homo sapiens LEVI homeobox transcription factor 1, beta (LMX1B), mRNA 


KTM" 00931 S 


Homo sapiens LHVI domain only 1 (rhombotin 1) (LMOl), mRNA 




Homo sapiens ligase IV, DNA, ATP-dependent (LIG4), mRNA 


xnv/r 009306 


Homo sapiens lectin, galactoside-binding, soluble, 3 (galectin 3) (LGALS3), 
mRNA 


NM 002303 


Homo sapiens leptin receptor (LEPR), mRNA 


XTNyf 009309 


Unmn canipnc; leukocvte cell-derived chemotaxin 2 (LECT2), mRNA 


xnv/r no 19 on 


TTnmn «?anien«; T.TM domain bindine 2 fLDB2), mRNA 


xnv/r no^RQ3 

iNlVl UUj07j 


TTrvmn <;arnen<; T TN/f domain bindine 1 rLDBl\ mRNA 


XT\/f 0099QQ 


TTrvmn sarvien*; lactase (LOT) mRNA 


lMA/f 0099Q7 


Hnmn <tanien<=i linocalin 1 (nrotein migrating faster than albumin, tear 
nrealhiimirA (LCN1\ mRNA 


ISlA/f 0099Q6 


RnmA <;aniens lamin B receDtor fLBR), mRNA 




Homo <saniens laminin beta 1 (LAMB1), mRNA 


XTIV/T 00998Q 


T-Tomn ^aniens lactalbumin. aloha- fLALBA), mRNA 


vnur 009973 

1NJLVJL UWZ-C / J 


Homo <;aniens keratin 8 (KRT8V mRNA 


NM 002276 


Homo sapiens keratin 19 (KRT19), mRNA 


xnv/i 00997^ 


"Hnmn <;ar>ien<; keratin 15 CKRT15^ mRNA 


XTTV/T 009974 
IN XVI UUZZ 


TTnmn caniens keratin 13 (TCRT13Y mRNA 


NM 002265 


Homo sapiens karyopherin (importin) beta 1 (KPNB1), mRNA 


xnv/r 0099^7 

INlVl UUZZO / 


TTnmn <:ar>ien«? karvonherin aloha 3 fimDortin alpha 4) (KPNA3), mRNA 


NM_002266 


Homo sapiens karyopherin alpha 2 (RAG cohort 1, importin alpha 1) (KPNA2), 

IIIi\J/N.rV _ _ 


XTA/T OOOJiQ^ 


XJnTYin coT>if»nc ViniTincrpn HCNCr^ mRNA 


in ivi_uu d 0 / y 


ti Amn cciniP'-nQ Vrmiirpnine 3-monooxveenase (kvnurenine 3 -hydroxylase) 
(KMO), mRNA 


XT\/T 0099^ £ 
INlVl UUZZjo 


n nmn caniens Iciller cell lectin-like receotor subfamily B, member 1 (KLRB1), 
mRNA 


xnv/f 0099^7 


TTnmn ^aniens kallikrein 1 renal/Dancreas/salivary 0KLLK1), mRNA 


NM 002256 


Homo sapiens KiSS-1 metastasis-suppressor (KISS1), mRNA 


XTN/f 0099^^ 
IN 1VI_U U Z Z J Z> 


Mnmn car»ipn«; killer cell immunoerlobulin-like receptor, two domains, long 
cytoplasmic tail, 4 (KIR2DL4), mRNA 


XTN/f 0079^A 
1N1V1 VVJZZDH 


Tlnmn c^riipTiQ kinp<?in famil v member 3C (TdF3C^. mRNA 


NM 003958 


Homo sapiens ring finger protein (C3HC4 type) 8 (RNF8), mRNA 


iNJVl__UU3DoD 


TTrkTYin cQ-nif^n c TCPT-rvne «?nlirina repiilatorv nrotein fFUSE bindins protein 2) 
(KHSRP), mRNA 


IN IV1_U UZ Z 3 Z 


ti nTnn cQ-nienQ r»nta<;<;iiim vnlta cre-pated channel delaved-rectifier, subfamily S, 
member 3 (KCNS3), mRNA 


xtnvt Arm^n 
JNJ\l_UUzz!)U 


TT/^Tnr* ccit^iVtkj r»ntaQ<;iiim intermerliate/^mall conductance calcium-activated 

channel, subfamily N, member 4 (KCNN4), mRNA 


XTN/f OA99AQ 
IN 1V1_U uz z*+ y 


TJnTnrk canienc: nnta«;<sinm intermediate/^mall conductance calcium-activated 
channel, subfamily N, member 3 (KCNN3), mRNA 


NM_002247 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, alpha member 1 (KCNMA1), mRNA 


NM__002244 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, inhibitor 1 
(KCNJN1), mRNA 


NM_002240 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 6 
(KCNJ6), mRNA 
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NM_002239 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 3 
(KCNJ3), mRNA 


NM_000891 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 2 
(KCNJ2), mRNA 


NM_002241 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 10 
(KCNJ10), mRNA 


NM_002238 


Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), 
member 1 (KCNH1), mRNA 


NM_002237 


Homo sapiens potassium voltage-gated channel, subfamily G, member 1 
(KCNG1), mRNA 


NM_002236 


Homo sapiens potassium voltage-gated channel, subfamily F, member 1 
(KCNF1), mRNA 


NM_003636 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, beta 
member 2 (KCNAB2), mRNA 


NM_003471 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, beta 
member 1 (KCNAB1), mRNA 


NM_002235 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 6 (KCNA6), mRNA 


NM_002234 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 5 (KCNA5), mRNA 


NM_002233 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 4 (KCNA4), mRNA 


NM_002232 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 3 (KCNA3), mRNA 


NM 002229 


Homo sapiens iun B proto-oncogene (JUNB), mRNA 


NM 003666 


Homo sapiens basic leucine zipper nuclear factor 1 (JEM-1) (BLZr 1), mKJNA 


NM 002227 


Homo sapiens Janus kinase 1 (a protein tyrosine kinase) (JAK1), mRNA 


NM 003024 


Homo sapiens intersectin 1 (SH3 domain protein) (ITSN1), mRNA 


NM 002224 


Homo sapiens inositol 1,4,5-triphosphate receptor, type 3 (ITPR3), mRNA 


NM 002223 


Homo sapiens inositol 1,4,5-triphosphate receptor, type 2 (ITPR2), mRNA 


NM 002221 


Homo sapiens inositol 1,4,5-trisphosphate 3-kinase B (ITPKB), mRNA 


NM 002220 


Homo sapiens inositol 1,4,5-trisphosphate 3-kinase A (ITPKA), mRNA 


NM 002219 


Homo sapiens integral membrane protein 1 (ITM1), mRNA 


NM_002218 


Homo sapiens inter-alpha (globulin) inhibitor H4 (plasma Kallikrein-sensitive 
glycoprotein) (ITffl4), mRNA 


NM 002216 


Homo sapiens inter-alpha (globulin) inhibitor, H2 polypeptide (ITIH2), mRNA 


NM 002215 


Homo sapiens inter-alpha (globulin) inhibitor, HI polypeptide (ITIH1), mRNA 


NM 000889 


Homo sapiens integrin, beta 7 (ITGB7), mRNA 


NM 002212 


Homo sapiens integrin beta 4 binding protein (ITGB4BP), mRNA 


NM 000213 


Homo sapiens integrin, beta 4 (ITGB4), mRNA 


NM_002211 


Homo sapiens integrin, beta 1 (fibronectin receptor, beta polypeptide, antigen 
CD29 includes MDF2, MSK12) (ITGB1), mRNA 


NM_002210 


Homo sapiens integrin, alpha V (vitronectin receptor, alpha polypeptide, antigen 
CD51) (ITGAV), mRNA 


NM_002209 


Homo sapiens integrin, alpha L (antigen CD1 1A (p!80), lymphocyte function- 
associated antigen 1; alpha polypeptide) (ITGAL), mRNA 


NM 002206 


Homo sapiens integrin, alpha 7 (ITGA7), mRNA 


NM_002205 


Homo sapiens integrin, alpha 5 (fibronectin receptor, alpha polypeptide) 
(ITGA5), mRNA 


NM 003749 


Homo sapiens insulin receptor substrate 2 (IRS2), mRNA 


NM 001571 


Homo sapiens interferon regulatory factor 3 (IRF3), mRNA 


NM 002198 


Homo sapiens interferon regulatory factor 1 (IRF1), mRNA 
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xnv/f no 9 10^ 


Homo sapiens insulinoma-associated 1 (INSM1), mRNA 


tvttv/t nn9iQ^ 


Hnmr> «ar»ie.Tis insulin-like 4 folacenta) (1NSL4), mRNA 


IN IVi__v UlJUJ 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 10 
(SCYB10), mRNA 


Xnvyf A09 1 Q? 

inivi_uuz l y£ 


Homo sapiens inhibin, beta A (activin A, activin AB alpha polypeptide) 
(TNHBA), mRNA 


XNiVl UUIjOH 


Homo sarriens inhibitor of prnwth family, member 1 -like (TNG1L), mRNA 


1N1V1 UUjOU7 


Unmn saniens inac/rivation escape 1 (TNF1Y mRNA 


IN1VL VUuOO*t 


Homo saniens IMP (inosine monophosphate) dehydrogenase 2 (IMPDH2), 
mRNA 


IN 1V1 U vv OOJ 


Homo sapiens IMP (inosine monophosphate) dehydrogenase 1 (IMPDH1), 
mRNA 


INIVI / 


Homo sapiens interleukin 8 receptor, beta (IL8RB), mRNA 


1N1V1 


Wrvmn cam ens interleukin 8 receptor, alpha (DL8RA), mRNA 


IN IV1 UvZ lOJ 


Hnmo ^aniens interleukin 7 receptor (EL7R), mRNA 


rsivi uuuoou 


u nrnr , c aniens interleukin 7 (TL7), mRNA 


xnv/r nn9 1 RA 


Homo saniens interleukin 6 signal transducer (gpl30, oncostatin M receptor) 
fiT 6ST^ mRNA 


xnv/r onn^/nS 

1N1V1 UVJU^OJ 


Womo saniens interleukin 6 recentor (IL6R), mRNA 


INivi uuuo / y 


Homo sam>n* interleukin 5 (colonv-stimulating factor, eosinophil) (TL5), mRNA 




Homo sapiens interleukin 4 (DL4), mRNA 


JLN1V1 UvUJOO 


Homo sapiens interleukin 3 (colony-stimulating factor, multiple) (IL3), mRNA 


XTM" 000R7R 

1NIVX UuvO / O 


Homo sapiens interleukin 2 receptor, beta (IL2RB), mRNA 


>JM 00^854 

1>XV1 \J\J -J V~J^ 


Homo sapiens interleukin 1 receptor-like 2 (BL1RL2), mRNA 


NM 002182 


Homo sapiens interleukin 1 receptor accessory protein (EL1RAP), mRNA 


1N1V1 ULFl/O / / 


Homo sapiens interleukin 1 receptor, type I (IL1R1), mRNA 


xnv/r nn^R^^ 

1N1V1 UujOJJ 


Homo sapiens interleukin 18 receptor accessory protein (IL18RAP), mRNA 


xnv/r oo^rss 
iNivi wjodj 


Homo saniens interleukin 18 receptor 1 (IL18R1), mRNA 


IN IV! UZ, 


Homo sapiens interleukin 18 (interferon-gamma-inducing factor) (IL18), mRNA 


NM_002190 


Homo sapiens interleukin 17 (cytotoxic T-lymphocyte-associated serine esterase 
CILIT^ mRNA 


NM 002189 


Homo sapiens interleukin 15 receptor, alpha (IL15RA), mRNA 


TSJIV/T HH91RR 


Homo saniens interleukin 13 (ELI 3), mRNA 


"MA/f A0 1 ^ Q 
INIVI \J\JlDDy 


Homo saniens interleukin 12 receptor, beta 2 (IL12RB2), mRNA 


XTA/T 009 1 R7 


Homo saniens interleukin 12B (natural killer cell stimulatory factor 2, cytotoxic 
lymphocyte maturation factor 2, p40) (EL12B), mRNA 


"NXN/f finfl£R9 
JN JV1_UUU ooZ 


Homo saniens interleukin 12A (natural killer cell stimulatory factor 1, cytotoxic 
lymphocyte maturation factor 1, p35) (IL12A), mRNA 


INIVI UUUOZo 


Homo saniens interleukin 10 receptor, beta (EL 1 ORB), mRNA 


JNIVL UUlJJO 


u nTtin ^aniens interleukin 10 receptor alpha (EL10RA), mRNA 


INIVI UujUJ7 


Homo sapiens inhibitor of kappa light polypeptide gene enhancer in B-cells, 
kinase gamma (IKBKG), mRNA 


NM 001640 


Homo sapiens inhibitor of kappa light polypeptide gene enhancer in B-cells, 
kinase complex-associated protein (IKBKAP), mRNA 


NM 001542 


Homo sapiens immunoglobulin superfamily, member 3 (1GSF3), mRNA 


NM 001555 

1/NlYA \J\J k +J ~J 


Homo sapiens immunoglobulin superfamily, member 1 (IGSF1), mRNA 


NM 002180 


Homo sapiens immunoglobulin mu binding protein 2 (IGHMBP2), mRNA 


NM 001553 


Homo sapiens insulin-like growth factor binding protein 7 (IGFBP7), mRNA 


NM 000598 


Homo sapiens insulin-like growth factor binding protein 3 (IGFBP3), mRNA 


NM 000596 


Homo sapiens insulin-like growth factor binding protein 1 (IGFBP1), mRNA 


NM 001554 


Homo sapiens cysteine-rich, angiogenic inducer, 61 (CYR61), mRNA 


NM 000876 


Homo sapiens insulin-like growth factor 2 receptor (IGF2R), mRNA 
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NM 001550 


Homo sapiens interferon-related developmental regulator 1 (IFRD1), mRMA 


NM 002177 


Homo sapiens interferon, omega 1 (Ufc^NWi), mRNA 


NM 002176 


Homo sapiens interferon, beta 1, fibroblast (UbNBl), mRNA 


NM 000874 


Homo sapiens interferon (alpha, beta and omega) receptor 2 (UKNAKZ), mKJNA 


NM 002170 


Homo sapiens interferon, alpha 8 (IFNA8), mRNA 


NM 002169 


Homo sapiens interferon, alpha 5 (IFNA5), mRNA 


NM 002175 


Homo sapiens interferon, alpha 21 (IFNA21), mRNA 


NM 002173 


Homo sapiens interferon, alpha 16 (IFNA16), mRNA 


NM 002172 


Homo sapiens interferon, alpha 14 (IFNA14), mRNA 


NM 002171 


Homo sapiens interferon, alpha 10 (IFNA10), mRNA 


NMJ301549 


Homo sapiens interferon-induced protein with tetratricopeptide repeats 4 (IFIT4), 
mRNA 


NM_001548 


Homo sapiens interferon-induced protein with tetratricopeptide repeats 1 (EFITl), 
mRNA 


NM_003641 


Homo sapiens interferon induced transmembrane protein 1 (9-27) (TFITM1), 
rrfRNA 


NM 000204 


Homo sapiens I factor (complement) (IF), mRNA 


NM^.002168 


Homo sapiens isocitrate dehydrogenase 2 (NADP+), mitochondrial (IDH2), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_001546 


Homo sapiens inhibitor of DNA binding 4, dominant negative helix-loop-helix 
protein (ID4), mRNA 


NM_002166 

- 


Homo sapiens inhibitor of DNA binding 2, dominant negative hehx-loop-helix 
protein (ID2), mRNA 


NM_002165 


Homo sapiens inhibitor of DNA binding 1, dominant negative helix-loop-helix 
protein (DDI), mRNA 


NM 002160 


Homo sapiens hexabrachion (tenascin C, cytotactm) (HXB), mRNA 


NM 000871 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 6 (HTR6), mRNA 


NM 000869 


Homo sapiens 5-hydroxytiyptamine (serotonin) receptor 3A (HTR3A), mKJNA 


NM 000868 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 2C (HTR2C), mRNA 


NM 000867 


Homo sapiens 5-hydroxytryptamme (serotonin) receptor 2B (HTR2B), mRNA 


NM 000865 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor IE (HTR1E), mRNA 


NM 000864 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor ID (HTR1D), mRNA 


NM 000863 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor IB (HTR1B), mRNA 


NM 000524 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 1 A (HTR1A), mRNA 


NM 002159 


Homo sapiens histatin 1 (HTN1), mRNA 


NM 002158 


Homo sapiens human T-cell leukemia virus enhancer factor (HTLF), mRNA 


NM 001541 


Homo sapiens heat shock 27kD protein 2 (HSPB2), mRNA 


NM 002155 


Homo sapiens heat shock 70kD protein 6 (HSP70B') (HSPA6), mRNA 


NM 001539 


Homo sapiens heat shock protein, DNAJ-like 2 (HS J2), mRNA 


NM_000198 


Homo sapiens hydroxy-delta-5 -steroid dehydrogenase, 3 beta- and steroid delta- 
isomerase 2 (HSD3B2), mRNA 


NM_000862 


Homo sapiens hydroxy-delta-5 -steroid dehydrogenase, 3 beta- and steroid delta- 
isomerase 1 (HSD3B1), mRNA 


NM 000414 


Homo sapiens hydroxysteroid (17-beta) dehydrogenase 4 (HSD1 /B4), mRNA 


NM 002153 


Homo sapiens hydroxysteroid (17-beta) dehydrogenase 2 (HSD17B2), mRNA 


NM 000413 


Homo sapiens hydroxysteroid (17-beta) dehydrogenase 1 (HSD17B1), mRNA 


NM 000196 


Homo sapiens hydroxysteroid (1 1-beta) dehydrogenase 2 (HbDi 1B2), mRNA 


NM 002151 


Homo sapiens hepsin (transmembrane protease, serine 1) (HPN), mRNA 


NM 000860 


Homo sapiens hydroxyprostaglandin dehydrogenase 15-(NAD) (HPGD), mRNA 


NM 002150 


Homo sapiens 4-hydroxyphenylpyruvate dioxygenase (HPD), mRNA 


NM 002143 


Homo sapiens hippocalcin (HPCA), mRNA 


NM 002148 


Homo sapiens homeo box D10 (HOXD10), mRNA 
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NM 002147 


Homo sapiens homeo box B5 (HOXB5), mRNA 


NM 002146 


Homo sapiens homeo box B3 (HOXB3), mRNA 


NM 002145 


Homo sapiens homeo box B2 (HOXB2), mRNA 


NM 002144 


Homo sapiens homeo box Bl (HOXB1), mRNA 


NM 002142 


Homo sapiens homeo box A9 (HOXA9), mRNA 


NM 002141 


Homo sapiens homeo box A4 (HOXA4), mRNA 


NM 0005^ 

X N XV X V/Uv Jwxj 


Homo sapiens homeo box A13 (HOXA13), mRNA 


NM 002139 


Homo sapiens RNA binding motif protein, X chromosome (RBMX), mRNA 


>JM 0004S7 


Homo saniens heoatocvte nuclear factor 4, alpha (HNF4A), mRNA 


NMJ)02135 


Homo sapiens nuclear receptor subfamily 4, group A 5 member 1 (NR4A1), 
mPNA 


NM 002133 


Homo sapiens heme oxygenase (decycling) 1 (HMOX1), mRNA 


KTK/f 0071^1 


Homo ^aniens hieh-mobilitv exout) (nonhistone chromosomal) protein isoforms I 

1 I V.J X 1 1 W OdL/lwllO 1X1 till lllV/L/llIt Y v/vip ^iivin** | ^»'W**v v m. A-*, w y 

and Y rHMGIY^ mRNA 


xnv/f no? 1^0 

IN 1V1 UUZ. LD\J 


tfnmn <?ar»iens 3-hvdroxv-^-methvlelutarvl-Coenzvme A synthase 1 (soluble) 
(HMGCS1), mRNA 


MTV/I 009 19R 


TTomn Qanien<i hieh-rnohilitv oroun (nonhistone chromosomal) protein 1 
fFTMG 1 Y mRNA 


NM 000190 


Homo sapiens hydroxymethylbilane synthase (HMBS), mRNA 




TTnmn «?anien«; henatic leukemia factor (HLF), mRNA 


NM_001531 


Homo sapiens major histocompatibility complex, class I-like sequence 
rpu at Si mRNA 


M1VT 009197 


TTomo ^aniens HLA-G histocompatibility antigen, class L G (HLA-G), mRNA 


NM_002123 


Homo sapiens major histocompatibility complex, class 13, DQ beta 1 (HLA- 
DORH mRNA 


iNJTVT 001 S^O 


Homo qaniens hvnoxia-inducible factor 1* alpha subunit (basic helix-loop-helix 
transcrintion factor^ (HJF1 A). mRNA 


NM 001528 

X > 1VX \J\JX~/4*Kj 


Homo sapiens HGF activator (HGFAC), mRNA 


NM 000187 


Homo sapiens homogentisate 1,2-dioxygenase (homogentisate oxidase) (HGD), 
mRNA 


NM 000410 


Homo sapiens hemochromatosis (HFE), mRNA 


NM 000186 


Homo sapiens H factor 1 (complement) (HF1), mRNA 


NM 003865 


Homo sapiens homeo box (expressed in ES cells) 1 (HESX1), mRNA 


NM 002112 


Homo sapiens histidine decarboxylase (HDC), mRNA 


TSFM 0021 10 


Homo ^aniens hemopoietic cell kinase (HCK), mRNA 


NM 003642 


Homo sapiens histone acetvltransferase 1 (HAT1), mRNA 


NM 001523 


Homo sapiens hyaluronan synthase 1 (HAS1), mRNA 


~KT\A 0001 
JNxVL__UUl/ Ioj 


PTrvmr* c^nipnc li\Mrnwarv1-roeTi7vme A dehvdroo:enase/3-ketoacYl -Coenzyme 
A tmo1a<je/pnov1-Coen7vme A hvdratase (trifunctional protein), beta subunit 
(HADHR^ mRNA 


NM 0001 S'? 

X N XV A \J\J\s X 


Homo saniens hvdroxvacvl-Coenzyme A dehydrogenase/3 -ketoacyl-Coenzyme 
A thiolase/enoyl-Coenzyme A hydratase (trifunctional protein), alpha subunit 
(HADHA), mRNA 


NM 003548 


Homo sapiens H4 histone, family 2 (H4F2), mRNA 


NM 003547 


Homo sapiens H4 histone family, member L (H4FL), mRNA 


NM 003544 


Homo sapiens H4 histone family, member I (H4FI), mRNA 


NM 003493 


Homo sapiens H3 histone family, member T (H3FT), mRNA 


NM 003537 


Homo sapiens H3 histone family, member L (H3FL), mRNA 


NM 003534 


Homo sapiens H3 histone family, member H (H3FH), mRNA 


NM 003532 


Homo sapiens H3 histone family, member D (H3FD), mRNA 


NM 003531 


Homo sapiens H3 histone family, member C (H3FC), mRNA 


NM 003530 


Homo sapiens H3 histone family, member B (H3FB), mRNA 
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NM 003529 


rlomo Sapiens lxd lubiunc larniiy, iiicmuci /o. ^iui 


MM 002107 


rlomo sapiens Jti^ nistone, iamny ja ^jurj/i;, 


MM 0U352© 


Ti AiriA conipnc POR Viictone f^milv member O n~[2BF01. mRNA 
riOinO Sapiens Jnz^o iii&iAjiic id.11j.11y, iiiciiiuwi >c-/5 14 »■ 


NM 003526 


UrvTiirt Por»iptic UOP Vii ctr\r><=» familv mpmhpr T n*T2BFL^ TTlRNA 

rlomo Sapiens x±zd nisiuric laiiiiiy, ihciiiugi i-» ixuvi^x i. 


NM 003525 


Um^n conipnc TT9R Vii^tnTip familv mpmhpr TC fH2BFIO mRNA 
xiomo Sapiens XlZ.O Illoiuiio laiuiiy, iiicinuti x^- v A *v9 HU.VJ. *. 


MM 003524 


rlomo sapiens rizr5 nistone iamiiy, inciiiuci j ^xiz-jjj/jy, uuu^n 


NM 003523 


rlomo sapiens jizjd nisvone iamny, meniuci n yxi^x^>± a±^ 3 uuu^n. 


NM 003522 


Homo sapiens xizts nisxone iamiiy, nicmDcr vj ^jtl^x>i. vj^ 5 nuy^i^r^. 


NM 003518 


Homo sapiens H2B histone family, member A (H2BFA), mRNA 


NM 002106 


rlomo sapiens rlZA nistone iamny, memoer ^nz/vr^, huvin^v 


NM 003516 


Homo sapiens H2A histone family, member O (H2AFO), mRNA 


NM 003513 


Homo sapiens H2A nistone iamiiy, memoer ivi ^±x<i/\rivi;, nuviN^ 


NM 003512 


Homo sapiens Hz A nistone iamiiy, memoer jl ^riz/vrL>;, mru.N/\ 


NM_003612 


Homo sapiens sema domain, immunoglobulin aomain \i&) 9 anu ^ rA iucmuidiic 
anchor, (semaphonn) 7 A (bJbMA/A; 5 hikjna 


NM_002104 | 


Homo sapiens granzyme Jv (serine protease, granzyme uryptasc 111 ^u^ivia;, 
mRNA 


NM 002103 


Homo sapiens glycogen synthase 1 (muscle) (GYS1), mRNA 


NM 002102 


Homo sapiens glvcopnonn b (UYrliJ, mKJNA 


NM 000181 


Homo sapiens glucuronidase, beta (uukxJj, mKJNA 


NM 000858 


Homo sapiens guanylate kinase 1 (LrUis.i;, mKiN/\ 


NM 001522 


Homo sapiens guanylate cyclase zb, retinal (kjU^xzv), mruN/\ 


NM_000180 


Homo sapiens guanylate cyclase zl>, memorane ^reuna-speciiicj ^uuu i 
mRNA 


NM 000857 


Homo sapiens guanylate cyclase 1, soluble, beta d {kju^i iJ5^; 5 mrvrs/\ 


NM 000856 


Homo sapiens guanylate cyclase 1, soluble, alpha 3 (GUCY1A3), mRNA 


NM 000855 


Homo sapiens guanylate cyclase 1, soluble, alpxia z ^tau^i i/vz», mr^iN/\ 


NM 000409 


Homo sapiens guanylate cyclase activator 1A (retina) (GUCA1 A), mRNA 


NM_001517 


Homo sapiens general transcription tactor ilrl, poiypeptiae i^dzku suounu; 
(GTF2H4), mRNA 


NM_002096 


Homo sapiens general transcription lactor llr, poiypeptiae i {/hku suduijil; 
(GTF2^ , 1 ), niRJN A 


NM_002095 


Homo sapiens general transcription tactor lib, poiypeptiae z ^oeia suounn, 
34kD) (OlrZriZ), mKJNA 


NM_001513 


Homo^sapiens giutatnione transierase zeia 1 ^maicyiaucioaociiiLc it>uiiici<x^^ 

(Cjo 1Z/1 ), mKJNA 


NM 000o53 


rlomo sapiens giutaimone o-rransierase incut 1 ^uoi a i iijxsj-njo. 


X TTV K AAAOC 1 

NM 000851 


rlomo sapiens giuxainione o-transierdse lvld ^uoimj;, iiLru.>yo. 


NM 000850 


rlomo sapiens giutatnione o-transierase ivih ^vjoiivih-^, iiitvin^ 


NM 000649 


rlomo sapiens giutatnione o-transierdac ivij \ui<xnxj ^\jjhvu;, AAj - LV± ^- r *- 


NM 000848 


rlomo sapiens giutatnione o-transierase iviz ^mut>uc; liyx^j, iiuvj.N^. 


XTTV Jf f\f\ 1 C 1 O 

NM 001512 


rlomo sapiens giutatnione o-transierase /vh x ^**7 9 iiunj-n^o. 


\t» if r\r\r\o a s~ 

NM 000846 


rlomo sapiens giutatnione o-transierase /\z ^uoim.', huun/\ 


NM 000178 


Homo sapiens glutathione synthetase (GSS), mRNA 


XTTA M AAO AA A 

NM 002094 


rlomo sapiens ui to o pnase transition i vvjoir 1 1 », 111x^1x^0. 


XTTV X r\f~\(~\ 1 "70 

NM 000177 


Homo sapiens geisonn ^amyioiaosis, nnnisn typc^ ^^oi^;, iiuvi>i-n 


NM 0fP093 


Homo sapiens glycogen synthase kinase 3 beta (GSK3B), mRNA 


NM 002092 


Homo sapiens G-rich RNA sequence binding factor 1 (GRSF1), mRNA 


NM 002091 


Homo sapiens gastrin-releasing peptide (GRP), mRNA 


NM 002090 


Homo sapiens GR03 oncogene (GR03), mRNA 


NM 002089 


Homo sapiens GR02 oncogene (GR02), mRNA 


NM 001511 


Homo sapiens GROl oncogene (melanoma growth stimulating activity, alpha) 
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(GROl), mRNA 


NM 002087 


Homo sapiens granulin (GRN), mRNA 


NM 000845 


Homo sapiens glutamate receptor, metabotropic 8 (GRM8), mRNA 


*N!TvT 000844 


Homo sapiens glutamate receptor, metabotropic 7 (GRM7), mRNA 


>0M 000841 


Homo saniens glutamate recentor, metabotropic 4 (GRM4), mRNA 


NM 000840 


Homo sarriens elutamate receptor, metabotropic 3 (GRM3), mRNA 


NM_000176 


Homo sapiens nuclear receptor subfamily 3, group C 5 member 1 (NR3C1), 
mRNA 


NM 000831 


Homo sapiens glutamate receptor, ionotropic, kainate 3 (GRIK3), mRNA 


NM 000830 


Homo sapiens glutamate receptor, ionotropic, kainate 1 (GRJK1), mRNA 


TsTM 002086 


Homo sapiens growth factor receptor-bound protein 2 (GRB2), mRNA 


NM 007085 


Homo sapiens glutathione peroxidase 4 (phospholipid hydroperoxidase) (GPX4), 
mRNA 


NM 002083 


Homo sapiens glutathione peroxidase 2 (gastrointestinal) (GPX2), mRNA 


NM 0020S2 


Homo sapiens G protein-coupled receptor kinase 6 (GPRK6), mRNA 


NM 001504 


Homo sapiens G protein-coupled receptor 9 (GPR9), mRNA 


"NM 001508 


Homo sapiens G protein-coupled receptor 39 (GPR39), mRNA 


NM 001507 


Homo sapiens G protein-coupled receptor 38 (GPR38), mRNA 


NM 001 S06 

1N1V1 \J\J 1 ^vFU 


Homo <?aoiens G Drotein-couoled receptor 32 (GPR32), mRNA 


NM 001 ^OS 


Homo saniens G nrotein-counled receptor 30 (GPR30), mRNA 


xnvr ooi so^ 

IN 1VI_UU 1JVJ 


Homo sapiens glycosylphosphatidylinositol specific phospholipase Dl (GPLD1), 

mRNA 


"MlVf 00040 R 


Homo saniens fflvcerol-3-Dhostthate dehydrogenase 2 (mitochondrial) (GPD2), 
mRNA 


NM 001448 


Homo sapiens glvpican 4 (GPC4), mRNA 


"MM" 0090R1 


Womo <;anien<; crlvnican 1 fGPClY mRNA 


NM 000174 


Homo sapiens glycoprotein DC (platelet) (GP9), mRNA 


KTM" 00017^ 
INlYl UUU I / J 


Homo ^aniens elvconrotein lb f platelet), alpha polypeptide (GP1BA), mRNA 


NM_002080 


Homo sapiens glutamic-oxaloacetic transaminase 2, mitochondrial (aspartate 
aminotransferase 2) (GOT2 ). nuclear gene encoding mitochondrial protein, 
mRNA 


NM_002079 


Homo sapiens glutamic-oxaloacetic transaminase 1, soluble (aspartate 
aminotransferase 1) CGOT1), mRNA 


NM_002076 


Homo sapiens glucosamine (N-acetyl)-6-sulfatase (Sanfilippo disease 111D) 
fOMStt mlRNA 


NM 001501 


Homo sapiens gonadotropin-releasing hormone 2 (GNRH2), mRNA 


MlVf nooses 


TTomo ^aniens ponadotrooin -releasing hormone 1 (leutinizing-releasing 
hormone) (GNRH1), mRNA 


IsTM 009075 


u nmn caniens guanine nucleotide binding protein (G protein), beta polypeptide 3 
(GNB3), mRNA 


NM 002073 


Homo sapiens guanine nucleotide binding protein (G protein), alpha z 
polypeptide (GNAZ), mRNA 


KTKA 00017? 


Wrm-in cnrnpne: cnianine nucleotide binding orotein (G protein), alpha transducing 
activity polypeptide 1 (GNAT1), mRNA 


NM 00907? 


Homo sanipn*; cnianine nucleotide bindine nrotein ( G protein), q polypeptide 
(GNAQ), mRNA 


NM_002071 


Homo sapiens guanine nucleotide binding protein (G protein), alpha activating 
activity polypeptide, olfactory type (GNAL), mRNA 


NM_002070 


Homo sapiens guanine nucleotide binding protein (G protein), alpha inhibiting 
activity polypeptide 2 (GNAI2), mRNA 


NMJ)02068 


Homo sapiens guanine nucleotide binding protein (G protein), alpha 15 (Gq 
class) (GNA15), mRNA 
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NM_002067 


W/^mr\ oa-rn^nc mmninp nnrlentide hindinff protein (G protein), alpha 1 1 (Gq 
nlac^ rrn<rA 1 1 ^ mTxN A 


NM 0U3o/-> 


ti ArnA ocrrvifM-iQ imqnirte rnorinliosnhate synthetase (GMPS), mRNA 


•k ttv k aaoa/C£ 


Usvmrh canif»n«: OPT anchored molecule like protein (GML), mRNA 


JNM UulDUU 


TT ArnA cQTvif»nQ (TnP-rnarmo^e 4 6-dehvdratase (GMJJS), mRNA 


NM 002065 


Homo sapiens glutamate-ammonia ligase (glutamme synthase) (GLUL), mRNA 


NM UUZUo4 


Tirvmri cQnipnc aliitarpdoxin f thiol transferase) fGLRX), mRNA 


NM 000824 


Homo sapiens glycine rcocpiui, ucw \ \j±^x^j-fj, uuviin. — 


NM 002U53 


UnmA cQ-nipnc crK/p-inp rpppntnr alnVia 2 fGLRA^2 ). mRNA 


NM 002062 


Homo sapiens glucagon-like peptide 1 receptor (GLP1R), mRNA 


NM_000170 


TT-^rt -^a-c rrW rr>vrtp> d^"h\/drAapnaQp f dpcarhoxvlatintr clvcine decarboxylase, 
rlomo sapiens glycine uenyurugciiaoc ^utv/ai u\js^j ich.ii±^, ^ ? 


NM 000169 


TT^^>/» oom'onc rrol or^+r^cirlcicp oltVhn lirT.A 1 TTlTvN A 


JN1YL uuuio/ 


T-TnmA Q?»riipn«? plvcerol kinase (GK). mRNA 


\tx jt r\r\f\ 1 

NM_0001oo 


u Atri „ COT ,: PT , c fT^^ iimrtinn rvrntpin heta 1 32kD fconnexin 32, Charcot-Marie- 
rlOino sapiens gdp jtuiui-iviii pi vj Lt/ju.i 3 uuio a, «^^ivx-^ v > 

TAAtli TTRnrnnatViv X-linked) fGJBl). mRNA 


NM UUZUoU 


Uz-vm^ oQnipnc aan innrtinn nrotein alr>ha 4. 37kD fconnexin 37) (GJA4), mRNA 


XTTV vf AAA1 fLA 

NM UUU104 


ti ftTnrk conipnc rroofrip in riihitorv TiolvDentide receptor TGEPR), mRNA 


NM 00Uo23 


T-jr>r-n^ oonipnc ornwtli h nrm one releasing hormone receptor fGHRHR), mRNA 


NM 000163 


U^-M-»rt canipnc rrrrk\x/+!l Vl Arm ATT P TPftPntOT 1 ClTiR I mRNA 


NM 000821 


TJnwA f.Ayvio«p ftnmmQ _rr1i ifo PCITAAWia^ft i CtCtC^_X_). TT> rv. N A 

jtiomo sapiens gamma -giuLainyi v/aiuuA^iaat ^vjvjwi.;, nu.^ *• 


NM 001495 


Homo sapiens GDNF family receptor alpha 2 (GFRA2), mRNA 


NM 002055 


Homo sapiens glial normaiy aciuic piuiciii ^vjjr/^jr j, hixvj.>^-v 


NM 003943 


Homo sapiens genethonin 1 (GENX-3414), mRNA 


NM 000514 


Homo sapiens glial ceil cenveo neuroxropxiic/ laouui ^vji-zina uu\i^n 


NM 001493 


rlomo sapiens kjDjc uissociauon lnniuiLur 1 yyjLsiLj, liuxi^^ 


NM_00l49l 


Homo sapiens giucosammyi ^lN-aceiyij tranbicidbc 1 ukxii^iihi^ ^h^yhiv 

(Ljv_IN 1 ZJ, mrs-lN/v 


XTTV Jf AA 1 AC\f\ 

NM__ 001490 


Tj AtY . n co-nipnc crliirAcaTninvl rM-acetvl^ transferase 1 core 2 fbeta-l,o-N- 

flOinO SaplCIlo glLH/L?o<lillllljfl a^V/Ljri^ uaiioiviwov A 5 wv* w w v 3 
n/-»«a-r-»/1 fTlii/^/^caTnin\/1trancfVTaQP^ ^ CtON'VI 1 rtlRNA. 

acetyigiucoaaiiniiyiiia.iioiciciao^ ^v_j\_>-i>i a i », hxj.>j.^^». 


vnv/r r\nm Art 
NM UUUiOU 


Uaitia conipnc crlnpaoAn T"Pf".pntnT* 1 CtC]GR). mRNA 


NM 002054 


Homo sapiens glucagon (GCG), mRNA 


NM 001485 


Homo sapiens gastrulation brain homeo box 2 (GBX2), mRNA 


"X T"fc K AA1 A 0 1 

NM 001483 


TJ^rviA no^ianr rrl -i rvKl o ctArtl C» d TYinl 1 "fl Prl QPflllPTlCe TOR AS^ rtlRNA 

Homo sapiens giiooiasiomd. ampinicu &c4uwjo& 111x^1^^ 


NM 002048 


Homo sapiens growrn arresi~spcciiic i i j, imvi>A 


vr* Jf AA1 >1 0 1 

NM 001481 


Homo sapiens growxn arresL-speoinu 1 1 ^unoi 17, iiixvi^^-i. 


NM_000S19 


UrtwA noT\ianc t-*V»/^ot**V»/-iT'iV*rkO\/l cr1\/r"iTi a TTI1 AP TiTi'TTTl'vl traTI STPTaSG . 

nomo sapiens pnospnoriuooyigiyc'iiia-iiiiut/ iui ni y iu au^i vi aov, 
r^r»crVhoT~i>>nc\/l crWrinami Hp «;vnthetase nhosphoribosvlaminoimidazole 
oxmtVif>t?»cp /TtAPTi mPNA 


XTTV/f 

JN1V1 UUZU*fD 


u nrnn canipnc: ornwth a«;<;ociated nrotein 43 (GAP43), mRNA 


TvTA/T A AO 1/1 

NM 00 Jo 14 


TJattia ccinipnc o-alnnin TPPPntAr ^ ( f™T A T ,Tv 3 ) TITivN A. 


XTA A~ AAA1 Z.A 

NM 000 1j4 


T-TrfcTrirfc cc*ni#»nc o-Qlnr'toVinaQP 1 TO AT. TC IV TTtRNA 


XTTV A AA1 /IT7 

NM 00147/ 


T-T/vmrfc cQ-m'pnc fr nnticypn 71^ (CrA CjT*HT^\ mRNA 


XTA /f AA1 

NM 0014/O 


TTnTYin Ciinipnc C± onti aPTT fi ArTr^^ mRNA 


NM 001475 


Homo sapiens G antigen 5 (GAGES), mRNA 


NM 001474 


Homo sapiens o anugen h ^vjr/wjxi^Tj, nuvL^r-w 


NM 001473 


Homo sapiens G antigen 3 (GAGE3), mRNA 


NM 001472 


Homo sapiens G antigen 2 (GAGE2), mRNA 


NM 001468 


Homo sapiens G antigen 1 (GAGED, mRNA 


NM_000818 


Homo sapiens glutamate decarboxylase 2 (pancreatic islets and brain, 65kD) 
(GAD2), mRNA 


NM 002043 


Homo sapiens gamma-aminobutyric acid (GABA) receptor, rho 2 (GABRR2), 
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mRNA 


MM 002042 


Homo sapiens gamma-aminobutyric acid (GABA) receptor, rho 1 (GABRR1), 
mRNA 


NM 000402 

1 iItjl vw rv.** 


Homo sapiens glucose-6-phosphate dehydrogenase (G6PD), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 001469 


Homo sapiens thyroid autoantigen 70kD (Ku antigen) (G22P1), mRNA 


NM 002037 


Homo sapiens FYN oncogene related to SRC, FGR, YES (FYN), mRNA 


NM 002036 


Homo saniens Duffy blood eroup (FY), mRNA 


NM 002035 


Homo sapiens follicular lymphoma variant translocation 1 (FVT1), mRNA 


KT\A 0001 SO 


Homo ^aniens fucosvltransferase 6 (alpha (1,3) fucosyltransferase) (FUT6), 
mRNA 


NA/T 0020^4 


Homo sapiens fucosyltransferase 5 (alpha (1,3) fucosyltransferase) (FU IS), 
mRNA 


NM_002033 


Homo sapiens fucosyltransferase 4 (alpha (1,3) fucosyltransferase, myeloid- 
specific^ (FUT4), mRNA 


"NA/f 000149 


Homo sapiens fucosyltransferase 3 (galactoside 3(4)-L-fiicosyltransferase, Lewis 
blood group included) (FUT3), mRNA 


NM 000511 


Homo sapiens fucosyltransferase 2 (secretor status included) (FUT2), mRNA 


NM 000148 


Homo sapiens fucosyltransferase 1 (galactoside 2-alpha-L-fucosyltransferase, 
Bombay phenotype included) (FUT1), mRNA 


NM 000147 


Homo sapiens fucosidase, alpha-L- 1, tissue (FUCA1), mRNA 


NM 002032 


Homo sapiens ferritin, heavy polypeptide 1 (FTH1), mRNA 


NM 000145 


Homo sapiens follicle stimulating hormone receptor (FSHR), mRNA 


NM 000510 


Homo sapiens follicle stimulating hormone, beta polypeptide (FSHB), mRNA 


NM 001463 


Homo sapiens frizzled-related protein (FRZB), mRNA 


NM 000144 


Homo sapiens Friedreich ataxia (FRDA), mRNA 


NM 001462 


Homo sapiens formyl peptide receptor-like 1 (FPRL1), mRNA 


NM 002029 


Homo sapiens formyl peptide receptor 1 (FPR1), mRNA 


NM 003838 


Homo sapiens fiicose-1 -phosphate guanylyltransferase (FPGT), mRNA 


NM 002027 


Homo sapiens farnesyltransferase, CAAX box, alpha (FNTA), mRNA 


NM 002025 


Homo sapiens fragile X mental retardation 2 (FMR2), mRNA 


NM 002024 


Homo sapiens fragile X mental retardation 1 (FMR1), mRNA 


NM 001461 


Homo sapiens flavin containing monooxygenase 5 (FM05), mRNA 


NM 002022 


Homo sapiens flavin containing monooxygenase 4 (FM04), mRNA 


NM 001460 


Homo sapiens flavin containing monooxygenase 2 (FM02), mRNA 


NM 002021 


Homo sapiens flavin containing monooxygenase 1 (FMOl), mRNA 


NM 002020 


Homo sapiens fins-related tyrosine kinase 4 (FLT4), mRNA 


NM 001459 


Homo sapiens fms-related tyrosine kinase 3 ligand (FLT3LG), mRNA 


NM 002019 


Homo sapiens fms-related tyrosine kinase 1 (vascular endothelial growth 
factor/vascular permeability factor receptor) (FLT1), mRNA 


NM 001455 


Homo sapiens forkhead box 03 A (FOX03 A), mRNA 


NM 001453 


Homo sapiens forkhead box CI (FOXC1), mRNA 


NM 001451 


Homo sapiens forkhead box Fl (FOXF1), mRNA 


NM 001450 


Homo sapiens four and a half LIM domains 2 (FHL2), mRNA 


NM 001449 


Homo sapiens four and a half LEVI domains 1 (FHL1), mRNA 


NM 00201'' 


Homo sapiens fragile histidine triad gene (FH1T ), mRNA 


NM 000143 


Homo sapiens fumarate hydratase (FH), mRNA 


NM_002002 


Homo sapiens Fc fragment of IgE, low affinity II, receptor for (CD23A) 
(FCER2), mRNA 


NM_002001 


Homo sapiens Fc fragment of IgE, high affinity I, receptor for; alpha polypeptide 
(FCER1 A), mRNA 


NM 002000 


Homo sapiens Fc fragment of IgA, receptor for (FCAR), mRNA 
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NM 003837 


iomo sapiens jTUctose-i,o-Dispnospnaiase jl ^rr>r^), nixviNrx 


NM 001998 


Homo sapiens iibuhn z (rrJlJNz), mKJN/v . _ 


NM 003923 


iomo sapiens torlcneaa dox rii {rvju\rii), iiuvin^v. — 


NM 003950 


Homo sapiens coagulation factor II (thrombin) receptor-like 3 (F2RL3), mRNA 


NM 003975 


tt « otto /l rt *«oi« «i-Afam OA ( QT49T)9 mRNA 

Homo sapiens SH2 domain protein za ^dxizj_^z/\j, mruN/^ 


NM 001440 


Homo sapiens exostoses (multiple)-liKe 3 ^caiio,;, ihiuna 


NM 001988 


Homo sapiens envoplakm (bvrL,), mKJN/v — 


NM 001985 


Homo sapiens electron-transfer-flavoprotein, beta polypeptide (ETFB), mRNA 


NM_000126 


Homo sapiens electron-transfer-flavoprotein, alpha polypeptide (glutaric aciduria 
IT) (ETFA), nuclear gene encoding mitochondrial protein, mRNA 


NM 001438 


Homo sapiens estrogen-related receptor gamma (ESRRG), mRNA 


NM 000125 


Homo sapiens estrogen receptor 1 (ESR1), mRNA 


NM_000123 


Homo sapiens excision repair cross-complementing rodent repair aenciency, 
complementation group 5 (xeroderma pigmentosum, complementation group o 
(Cockayne syndrome)) (ERCC5), mRNA 


NM_001983 


Homo sapiens excision repair cross-complementing rodent repair aenciency, 
complementation group 1 (includes overlapping anusense sequence; {hxw^^lj, 
mRNA 


NM 000502 


Homo sapiens eosinophil peroxidase (JbrX), mKlN A 


NM_001981 


Homo sapiens epidermal growth lactor receptor patnway suostrate iz> ^rou;, 
mRNA 


NM 000799 


Homo sapiens erythropoietin (EPO), mRNA 


NM 001980 


Homo sapiens epimorphm (EPIM), mRNA 


NM 001431 


Homo sapiens erythrocyte membrane protein Dana h.i-iikc z, ^rDHiLz,;, 11LCV - L>jr ^ 


NM 001430 


Homo sapiens endothelial FAb domain protein i ^nrA^ij, nusdN/v 


NM 001977 


Homo sapiens glutamyl ammopeptidase (^armnopeptiaase j\) {nnr cr j, uusa.^^ 


NMJKH974 


Homo sapiens egf-like module containing, mucm-iiKe, normone reccptui 
sequence 1 (EMR1), mRNA 


NM 001425 


Homo sapiens epithelial membrane protein 5 (JbJMr^;, iiikjna 


NM 001424 


Homo sapiens epithelial membrane protein z ^liiVLrz;, mruN/\ 


NM 001423 


Homo sapiens epithelial membrane protein 1 (b,Nlrl), hiktma 


NM 001421 


Homo sapiens E74-like factor 4 (ets domain transcription factor) (ELF4), mRNA 


NM_001419 


Homo sapiens ELAV (embryonic lethal, abnormal vision, L>rosopniia;-iiK:e i (.nu 
antigen R) (ELAVL1), mRNA 


NM 001972 


Homo sapiens elastase 2, neutrophil (bLA2), mKINA 


NM 001970 


Homo sapiens eukaryotic translation initiation iactor dj\ ^mro/v, mr^iN/^ 


NM_00141S 


Homo sapiens eukaryotic translation initiation factor 4 gamma, 2 (EIF4G2), 
mRNA 


NM_003732 


Homo sapiens eukaryotic translation initiation factor 4E binding protein 3 
(EIF4EBP3), mRNA 


NM 001968 


Homo sapiens eukaryotic translation initiation factor 4E (EEF4E), mRNA 


NM_001416 


Homo sapiens eukaryotic translation initiation iactor 4A, isoiorm l (fcir^Aij, 
mRNA 


NM_003753 


Homo sapiens eukaryotic translation initiation factor 3, subunit 7 (zeta, bo/b/KU) 
(EIF3S7), mRNA 


NM_00156S 


Homo sapiens eukaryotic translation initiation factor 3, subunit 6 (48KU) 

^JD'rJOO^, IIllvlN/A. 


NM_003754 


Homo sapiens eukaryotic translation initiation factor 3, subunit 5 (epsilon, 47kD) 
(EDF3S5), mRNA 


NM 003757 


Homo sapiens eukaryotic translation initiation factor 3, subunit 2 (beta, 36kD) 
(EIF3S2), mRNA 


NM 003750 


Homo sapiens eukaryotic translation initiation factor 3, subunit 10 (theta, 
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NM_001415 1 


150/170kD) (EIF3S10), mRNA 

Homo sapiens eukaryotic translation initiation factor 2, subumt 3 (.gamma, dzkjj; 
fEEF2S3"), mRNA 


NM_003908 


Homo sapiens eukaryotic translation initiation factor 2, subumt 2 (beta, 38kD ) 
AEIF2S2), mRNA 


NM_001966 
MM 001964 


Homo sapiens enoyl-Coenzyme A, hydratase/3-hydroxyacyl Coenzyme A 
dehydrogenase (EHHADH), nuclear gene encoding mitochondrial protein, 

mRNA . _ 

Homo sapiens early growth response 4 (EGR4), mRNA 
Homo sapiens early growth response 1 (EGR1), mRNA 


xta/t on 1 A(\fi 

IN IVl UU I H\JO 

NM 001962 
NM 001405 
NM 001961 


Homo sapiens ephrin-B3 (EFNB3), mRNA 
Homo sapiens ephrin-A5 (EFNA5), mRNA 
Homo sapiens ephrin-A2 (EFNA2), mRNA 

Homo sapiens eukaryotic translation elongation factor 2 (EEF2), mRNA 


KTKA 001 O^R 
INIVI Uu 1 7JO 


Homo sapiens eukaryotic translation elongation factor 1 alpha 2 (EEF1 A2), 
mRNA 


"NTM" 001 

1N1VJL \J\J i.y ■JKJ 


Homo sapiens endothelin 2 (EDN2), mRNA 


NM 001955 

1N1V1 UUJ> I 1 J 


Homo sapiens endothelin 1 (EDN1), mRNA 

Homo sapiens endothelial differentiation, G-protem-coupled receptor 6 (fcJJUOJ, 

mPlSTA 


NM 001399 


Homo sapiens ectodermal dysplasia 1, anhidrotic (EDI), mRNA 


TsJA/T 001^07 


Homo sapiens endothelin converting enzyme 1 (ECE1), mRNA 


JN 1V1_U U D ZhK) 


Homo sapiens endometrial bleeding associated factor (left-right determination, 
factor A; transforming growth factor beta superfamily) (EBAF), mRNA 


XTA/f 00 1 QA8 


Hrttnn Q^niens dTITP nvrophosphatase (DUT), mRNA 


xnv/r oo 1 04^ 

1N1V1_UU 1 jpMO 


Homo sapiens diphtheria toxin receptor (heparin-binding epidermal growth 
factor like crowth factor) (PTF), rnRNA 


NM 001939 


Homo sapiens dystrophin related protein 2 (DRP2), mRNA 


xnwr noio^R 

IN1VL^_UU 17JO 


Homo sapiens down-regulator of transcription 1, TBP-bmdmg (negative cofactor 
2) (DR1), mRNA 


JNiVI UUIJo/ 


Wnmn <3nr>ifn<; dihvdronvrimidinase-like 3 (DPYSL3), mRNA 


IN IVl UUl->oJ 


Homo saniens dihvdronvrimidinase (HPYS), mRNA 


INIVI \J\J 1 7JJ 


Homo saniens dipeptidylpeptidase IV (CD26, adenosme deaminase complexmg 
protein 2) (T»PP4) mRNA 


NM 003863 


Homo sapiens dolichyl-phosphate mannosyltransferase polypeptide 2, regulatory 
subunit (DPM2), mRNA 


NM 001380 


Homo sapiens dedicator of cyto-kinesis 1 (DOCK1), mRNA 


NM 001379 


Homo sapiens DNA (cytosine-5-)-methyltransferase 1 (DNMT1), mRNA 


TsJA/T 001^75 


Homo sapiens deoxyribonuclease II, lysosomal (DNASE2), mRNA 


NM 001374 


Homo sapiens deoxyribonuclease I-like 2 (DNASE1L2), mRNA 


NM 001934 


Homo sapiens distal-less homeobox 4 (DLX4), mRNA 


vnvyf 001 Q33 


Homo sapiens dihydrolipoamide S-succmyltransferase (E2 component of 2-oxo- 
glutarate complex) (DLST), mRNA 


NM 001362 


Homo sapiens deiodinase, iodothyronine, type III (DI03), mRNA 


"WA/f 001^/^0 

INIVI UU1-3DVJ 


Homo sapiens 7-dehydrocholesterol reductase (DHCR7), mRNA 


NM_003670 


Homo sapiens basic helix-loop-helix domain containing, class B, 2 (BHLHB2), 
mRNA 


NM_001354 


Homo sapiens aldo-keto reductase family 1, member C2 (dihydrodiol 
dehydrogenase 2; bile acid binding protein; 3-alpha hydroxysteroid 
dehydrogenase, type ffl) (AKR1 C2), mRNA 


NM_000790 


Homo sapiens dopa decarboxylase (aromatic L-ammo acid decarboxylase) 
(DDC), mRNA 
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NM_000789 


Homo sapiens dipeptidyl carboxypeptidase 1 (angiotensin i convening enzyme; 
(ACE), mRNA 


NM 001920 


Homo sapiens decorin (DCN), mRNA 


NM 000788 


Homo sapiens deoxycytidine kinase (DCK), mKNA 


NM_001919 


Homo sapiens dodecenoyl-Coenzyme A delta isomerase (3,2 trans-enoyl- 
Coenzyme A isomerase) (DCI), mRNA 


NM.001918 


Homo sapiens dihydrolipoamide branched chain transacylase (E2 component of 
branched chain keto acid dehydrogenase complex; maple syrup urine msease; 
(DBT), mRNA 


NM_001352 


Homo sapiens D site of albumin promoter (albumin D-box; Dmaing protein 
(DBP), mRNA 


NM 001351 


Homo sapiens deleted in azoospermia-hke (DAZL), mKJNA 


NM 001350 


Homo sapiens death-associated protein 6 (DAaa), mKJN a 


NM 001344 


Homo sapiens defender against cell death 1 (DAD1), mRNA 


NM 003472 


Homo sapiens DEK oncogene (DNA binding) (DbK), mKJN A 


NM_000776 


Homo sapiens cytochrome P450, subfamily IIIA (niphedipme oxidase;, 
polypeptide 3 (CYP3 A3), mRNA 


NM 001916 


Homo sapiens cytochrome c-1 (CYC1), mRNA 


NM_001914 


Homo sapiens cytochrome b-5 (CYB5), nuclear gene encoding mitocnonanai 
protein, mRNA 


NM 003928 


Homo sapiens CAAX box 1 (CXX1), mRNA 


NM 003611 


Homo sapiens chromosome X open reading irame d {(^J^KJt^rj ), mtwi\ 


NM 003467 


Homo sapiens chemokme (C-X-C motitj, receptor 4 <iusm; ^jsa^is>+;, huvln^ 


NM 001338 


Homo sapiens coxsackie virus and adenovirus receptor ^7u\ut^), miviN/v 


NM 003478 


Homo sapiens cullin 5 (CUL5), mRNA 


NM 003591 


Homo sapiens cullin 2 (CUL2), mRNA 


NM 001336 


Homo sapiens cathepsm Z (CTSZ), mKJN A 


NM 001335 


Homo sapiens cathepsm W (lymphopain) (tlbw), mKJN A 


NM 001912 


Homo sapiens cathepsm L (CTSL), mRNA 


NM 001333 


Homo sapiens cathepsm L2 (CTSL2), mKJN A 


NM 000396 


Homo sapiens cathepsm K (pyenodysostosis) (CI bis.), mKJN A 


NM 001911 


Homo sapiens cathepsm G (CTSCj), mKJN A 


NM 001910 


Homo sapiens cathepsm E (Clbb), mKJN A 


NM 001909 


Homo sapiens cathepsm D (lysosomal aspartyi protease; ^ i oi^j, uus^n/\ 


NM 001814 


Homo sapiens cathepsin C (CTSC), mRNA 


NM 001908 


Homo sapiens cathepsin B (CTSB), mRNA 


NM 001907 


Homo sapiens chymotrypsin-like (CTRL), mRNA 


NM 001906 


Homo sapiens chymotrypsinogen Bl (CTRB1), mKJN A 


NM 001905 


Homo saoiens CTP synthase (CTPS), mRNA 


NM_001904 


Homo sapiens catenin (cadherm-associated protem), beta 1 (8SkD) (C1NJNB1), 
mRNA 


NM_003798 


Homo sapiens catenin (cadherm-associated protein), alplia-iiKe i (^ijninaui;, 
mRNA 


NM_001903 


Homo sapiens catenm (cadherm-associated protein), alpna 1 ^iuzku; 
(CTNNA1), mRNA 


NM 001902 


Homo sapiens cystathionase (cystathionine gamma-iyase; ^ixa;, mi^iNA 


XTA/f CiC\ 1 on 1 

iNivi w iyv i 


rr r4TriA canipnc fnnnprtivp ti«;<;iie QTOWth factor (CTGF), ITlKNA 


NM 001330 


Homo sapiens cardiotrophin 1 (CTF1), mRNA 


NM 000100 


Homo sapiens cystatin B (stefm B) (CSTB), mRNA 


NM 003650 


Homo sapiens cystatin F (leukocystatin) (CST7), mRNA 


NM 001323 


Homo sapiens cvstatin E/M (CST6), mRNA 


NM 001900 


Homo sapiens cystatin D (CST5), mRNA 
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NM 001899 

1> XVX \J\J X Kj *r S 


Homo sapiens cystatin S (CST4), mRNA 


NM 000099 

XN XVX \J\J\J\J \s \s 


Homo sapiens cystatin C (amyloid angiopathy and cerebral hemorrhage) (CST3), 
mRNA 


NM 001322 


Homo sapiens cystatin SA (CST2), mRNA 


NM 001898 


Homo sapiens cystatin SN (CST1), mRNA 


NM 001321 

1 X^CXYX V/\/X»y^X 


Homo sapiens cysteine and glycine-rich protein 2 (CSRP2), mRNA 


NM 001S96 


Homo sapiens casein kinase 2 5 alpha prime polypeptide (CSNK2A2), mRNA 


NM 001 R95 

IN IV J. Vy V/ X o y 


Homo sapiens casein kinase 2, alpha 1 polypeptide (CSNK2A1), mRNA 


NM 001894 


Homo sapiens casein kinase 1, epsilon (CSNK1E), mRNA 


"MM 001 RQ^ 


Homo sapiens casein kinase 1, delta (CSNK1D), mRNA 


NM 001 892 


Homo sapiens casein kinase 1, alpha 1 (CSNK1 Al), mRNA 


NM 001891 


Homo sapiens casein, beta (CSN2), mRNA 


xnv/f on i rqo 

] lNlVl \J\J Loyvj 


"Homo ^aniens casein aloha (CSN1), mRNA 


vnvyf 000760 
1NIV1_UUU / OU 


Homo saniens colonv stimulating factor 3 receptor (granulocyte) (CSF3R), 
mRNA 


NM 000759 


Homo sapiens colony stimulating factor 3 (granulocyte) (CSF3), mRNA 


NM 00075R 


Homo sapiens colony stimulating factor 2 (granulocyte-macrophage) (CSF2), 
mRNA 


NM 000757 

1 > XVX VyV/V/ 1 -J 1 


Homo sapiens colony stimulating factor 1 (macrophage) (CSF1), mRNA 


NM 003651 

l x >( jlvx. *y vy «j vy *j x 


Homo sapiens cold shock domain protein A (CSDA), mRNA 


NM 001315 

| XN XVX Vy \y a j i «y 


Homo sapiens mitogen-activated protein kinase 14 (MAPK14), mRNA 


NM 001884 

| X N XVX \y \J X vJ U ~ 


Homo sapiens cartilage linking protein 1 (CRTL1), mRNA 


"KIM 001313 

I 1 N J.YJL UV U A _y 


Homo sapiens collapsin response mediator protein 1 (CRMP1), mRNA 


NM_001312 


Homo sapiens cysteine-rich protein 2 (CRIP2), mRNA 


I 1N1VX uu X J 1 1 


Homo sapiens cysteine-rich protein 1 (intestinal) (CR1P1), mRNA 


NM 000756 


Homo sapiens corticotropin releasing hormone (CRH), mRNA 


NM 001881 


Homo sapiens cAMP responsive element modulator (CREM), mRNA 


KOV/T OO^R51 


Homo ^aniens cellular reoressor of ElA-stimulated genes (CREG), mRNA 


NM_001310 


Homo sapiens cAMP responsive element binding protein-like 2 (CREBL2), 
mRNA 


NM 001880 


Homo sapiens activating transcription factor 2 (ATF2), mRNA 


XTtV/f 00^805 
IN i.vl_U \J D O U Z> 


Homo ^aniens CASP? and RIPK1 domain containing adaptor with death domain 
(CRADD), mRNA 


XTKyf 001 R77 


Homo <janien<? comnlement component (3d/Epstein Barr virus) receptor 2 (CR2), 
mRNA 


XIA/T OOOOOR 


Homo <;anipn<s carnitine nalmitovltransferase II (CPT2\ nuclear gene encoding 
mitochondrial protein, mRNA 


XTM" 001 R76 


Homo ^aniens carnitine nalmitovltransferase L liver (CPT1 A), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 001 R75 


Homo sapiens carbamoyl-phosphate synthetase 1 5 mitochondrial (CPS1), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 000097 

j X N XVX \J\J\J\J S 1 


Homo sapiens coproporphyrinogen oxidase (coproporphyria, harderoporphyria) 
(CPO),mRNA 


NM 001871 


Homo sapiens carboxypeptidase Bl (tissue) (CPB1), mRNA 


NM 001870 


Homo sapiens carboxypeptidase A3 (mast cell) (CP A3), mRNA 


NM 001869 


Homo sapiens carboxypeptidase A2 (pancreatic) (CPA2), mRNA 


NM 001868 


Homo sapiens carboxypeptidase Al (pancreatic) (CPA1), mRNA 


NM 003571 


Homo sapiens beaded filament structural protein 2, phakinin (BFSP2), mRNA 


NM 001302 


Homo sapiens cortistatin (CORT), mRNA 


NM 003832 


Homo sapiens phosphoserine phosphatase-like (PSPHL), mRNA 


NM 001843 


Homo sapiens contactin 1 (CNTN1), mRNA 


| NM 001842 


Homo sapiens ciliary neurotrophic factor receptor (CNTFR), mRNA 
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NM 001839 


Homo sapiens calponin 3, acidic (CNN3), mRNA 


NM 001299 


tt — r^^. -." ■»-. 1 Unpin rmnnfli mi 1 cr*l ( f* 1 T\1N^ 1 ^ TTlRNA 

Homo sapiens calponin l, basic, smoom muscie ^v^ini^i^, auxi^n. 


NM 001297 


Homo sapiens cyclic nucleotide gated channel oeia 1 ^invxdij, huvl>/\ 


NM 001298 


Homo sapiens cyclic nucleotide gated channel alpha 3 (CNGA3), mRNA 


NM 000087 


Homo sapiens cyclic nucleotide gated channel alpha 1 (CNGA1), mRNA 


NM_003570 


_ _ . i* i 1 j XT «A^i«>1«iAiit*n'rMtMi/> r\ (\ \w r/4rAV17 loop 

Homo sapiens cytidme monophosphate-N-acetylneurammic acid Hydroxylase 
(CMP-N-acetylneuraminate monooxygenase) (CMAH), mRNA 


NM 001836 


Homo sapiens chymase 1, mast cell (CMA1 ), mRNA 


NM_001831 


Homo sapiens clusterin (complement lysis inhibitor, SP-40,40, sulfated 
glycoprotein 2, testosterone-repressed prostate message 2, apolipoprotein j; 
(CLU), mRNA 


NM_001294 


Homo sapiens cleft lip and palate associated transmembrane protein 1 
(CLPTM1), mRNA 


NM_003476 


Homo sapiens cysteine and glycine-nch protem 3 (cardiac luyi protemj 
(CSRP3), mRNA 


NM 001293 


Homo sapiens chloride channel, nucleotide-sensitive, 1A (CLNS1 A), mRNA 


NM_003277 


Homo sapiens claudm 5 (transmembrane protein deleted in veiocardioiaciai 
syndrome) (CLDN5), mRNA 


NM 001306 


Homo sapiens claudm 3 (CLDN3), mRNA 


NM 001829 


Homo sapiens chloride channel 3 (CLCN3), mRNA 


NM_001284 


Homo sapiens adaptor-related protem complex 3, sigma i suounit ^ooi;, 
mRNA 


NM 001827 


Homo sapiens CDC28 protein kinase 2 (CKS2), mRNA 


NM 001826 


Homo sapiens CDC28 protein kinase 1 (CKS1), mKJNA 


NM 001824 


Homo sapiens creatine kinase, muscle (CKM), mKJNA 


NM 001823 


Homo sapiens creatine kinase, brain (CKB), mRNA 


NM 001281 


Homo sapiens cytoskeleton-associated protein 1 (CKArl), mKJNA 


NM_003613 


Homo sapiens cartilage intermediate layer protein, nucleotide 
pyrophosphohydrolase (CILP), mRNA 


NM 001278 


Homo sapiens conserved helix-loop-helix ubiquitous kinase (CHUK), mRNA 


NM_003654 


Homo sapiens carbohydrate (chondroitin 6/keratan) sullotransierase l {viiai ij, 
mRNA 


NM_000750 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 4 [f^tXKSta*), 
mRNA 


NM_000749 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide j (UUKJNtJ j;, 
mRNA 


NM_000748 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 2 (neuronal) 
(CHRNB2), mRNA 


NM_000746 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide / (U*ikjna/j, 
mRNA 


NM_000745 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide d (i_h_kjnajj, 
mRNA 


NM_000744 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 4 ^iakjna^, 
mRNA 


NM_000743 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 5 j*_,hjsjn/v3j, 
mRNA 


NJVL_UUU /4Z 


TJ/-\m^i corki^TiQ r^lnrilin^rcnr' rprpntnr riicotlTlic aloha DOlVDCDtide 2 (neuronal) 

JTlOnlvJ bdUlvllo wllUllllCl glV^ 1 tVt'^-'lV-Fi , li.it/Vf iiiixv', Lii^ti« r^ J ^w^nuv M v / 

(CHRNA2), mRNA 


NM 000741 


Homo sapiens cholinergic receptor, muscarinic 4 (CHRM4), mRNA 


NM 000740 


Homo sapiens cholinergic receptor, muscarinic 3 (CHRM3), mRNA 


NM 000739 


Homo sapiens cholinergic receptor, muscarinic 2 (CHRM2), mRNA 


NM 000738 


Homo sapiens cholinergic receptor, muscarinic 1 (CHRM1), mRNA 
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NM 001822 


Homo sapiens chimerin (chimaerin) 1 (CHN1), mRNA 


NM 001821 

JL > 1YX W X A 


Homo sapiens choroideremia-like (Rab escort protein 2) (CHML), mRNA 


NM 001S19 


Homo sapiens chromogranin B (secretogramn 1) (CHGB), mRNA 


Tsjivr 001969 


Homo sapiens chromosome condensation 1 (CHC1), mRNA 


NM 001267 


Homo sapiens chondroadherin (CHAD), mRNA 


"NTA/T O0 1 £ 1 7 


Wnmo ^aniens carcinoembryonic antigen-related cell adhesion molecule 4 
(CEACAM4), mRNA 


xnvf 001R16 

iNlvl Uu 1 O 1 U 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 8 
(CEACAM8), mRNA 




Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 3 
fCEACAJVH) mRNA 


NM 003663 


Homo sapiens CGG triplet repeat binding protein 1 (CGGBP1), mRNA 


XITV/T 001 81 ^ 


Homo sapiens centromere protein E (312kD) (CENPE), mRNA 


XllV/f 001 R0R 


Homo sapiens carboxyl ester lipase-like (bile salt-stimulated lipase-like) (CELL), 
mRNA 


KTM" 00 1 807 


Homo sapiens carboxyl ester lipase (bile salt-stimulated lipase) (CEL), mRNA 


vnwi 001 80S 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), epsilon (CEBPE), 
mRNA 




Homo sapiens caudal type homeo box transcription factor 2 (CDX2), mRNA 


"MA/f 001 S04 

1N1V1 VJv/ 1 Out 


Homo sapiens caudal type homeo box transcription factor 1 (CDX1), mRNA 


"NFM 00180^ 

1>1V1 \J\J I OV/J 


Homo sapiens CDW52 antigen (CAMPATH-1 antigen) (CDW52), mRNA 


7\TM 001 ">64 


Homo sapiens corneodesmosin (CDSN), mRNA 


>jivr ooi96^ 


Homo sapiens CDP-diacylglycerol synthase (phosphatidate cytidylyltransferase) 
1 (CDSl), mRNA 


KT\A 001 R01 

1NJLV1 \J\J 1 Ou 1 


tTntnr* ^aniens cvsteine dioxveenase, type I (CDOl), mRNA 


MM" 001769 


Homo saoiens CD9 antigen (p24) (CD9), mRNA 


NM 001768 


Homo sapiens CD8 antigen, alpha polypeptide (p32) (CD8A), mRNA 


"NTK/f 00^874 


Homo sapiens CD84 antigen (leukocyte antigen) (CD84), mRNA 


TMVT 001781 


Homo saniens CD69 antigen (p60, early T-cell activation antigen) (CD69), 
mRNA 


"MM 001780 

INIVJ. \J\J x f \J\J 


Homo sapiens CD63 antigen (melanoma 1 antigen) (CD63), mRNA 


NM_001779 


Homo sapiens CDS 8 antigen, (lymphocyte function-associated antigen 3) 
fmSRi mRNA 


NM 001778 


Homo sapiens CD48 antigen (B-cell membrane protein) (CD48), mRNA 


KT\A HO 1 777 
±N1VL__UU kill 


Homo <5flnien<; CD47 antieen fRh-related antigen, integrin-associated signal 
transducer) (CD47), mRNA 


xnvyf noo7^^ 

1N1V1 UUU / JJ 


Hnmn <ianipn<? CD3F antisen. eDsilon polypeptide (TiT3 complex) (CD3E), 


"NTM" 0007^9 


Homo sapiens CD3D antigen, delta polypeptide (TiT3 complex) (CD3D), 
mRNA 


■mm 001776 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 1 (ENTPD1), 
mRNA 


NM 001775 


Homo sapiens CD38 antigen (p45) (CD38), mRNA 


NM 001774 


Homo sapiens CD37 antigen (CD37), mRNA 


NM 001773 


Homo sapiens CD34 antigen (CD34), mRNA 


NM 003830 


Homo sapiens sialic acid binding Ig-like lectin 5 (SIGLEC5), mRNA 


NM 001245 


Homo sapiens sialic acid binding Ig-like lectin 6 (SIGLEC6), mRNA 


NM 001772 


Homo sapiens CD33 antigen (gp67) (CD33), mRNA 


NM 001767 


Homo sapiens CD2 antigen (p50), sheep red blood cell receptor (CD2), mRNA 


NM 001771 


Homo sapiens CD22 antigen (CD22), mRNA 


NM 001766 


Homo sapiens CD1D antigen, d polypeptide (CD ID), mRNA 


NM 001765 


Homo sapiens CD1C antigen, c polypeptide (CD1C), mRNA 
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NM 001764 


Homo sapiens CD IB antigen, D polypeptide ^^j, nirvi^rv 


NM 001838 


Homo sapiens chemokine (C-L, motiij receptor / ^A^rw hits^-ty 


NM 001837 


Homo sapiens cnemoKine (^u-c motiij receptor d ^v^av-v, 


NM_001758 


Homo sapiens cyclin Dl (PRAD1 parathyroid adenomatosis 1) (CCND1), 
mRNA . - 


NM 000731 


Homo sapiens cholecystokinin B receptor (CCKBR), mRNA 


NM 000730 


Homo sapiens cholecystokinin A receptor (UCJs-fVKj, hiking 


NM 001757 


Homo sapiens carbonyl reductase 1 (CBKl), tiikjna 


NM_001754 


Homo sapiens runt-related transcription factor 1 (acute myeloid leukemia 1; 
amll oncogene) (RUNX1), mRNA 


NM_003688 


Homo sapiens calcium/calmoaulm-dependent senne protein Kindbc ^ivi^vvjwjv 
family) (CASK), mRNA - — 


NM 001747 


Homo sapiens capping protein vactin inamentj, geibuuu iu^e y\sf^ \~*j 9 uum^ 


NM_001744 


Homo sapiens calcium/calmodulin-dependent protein kinase IV (CAMK4), 
mRNA 


NM 001743 


Homo sapiens calmodulin 2 (phosphorylase kinase, delta) (CALM2), mRNA 


NM 001742 


Homo sapiens calcitonm receptor (CALCR), mRNA 


NM 001741 


Homo sapiens calcitonin/calcitonin-related polypeptide, alpha (CALCA), mRNA 


NM_000727 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 1 
(CACNG1), mRNA 


NM_000726 


Homo sapiens calcium channel, voltage-dependent, beta 4 suounix ^ai^lnbh;, 
mRNA 


NM_000725 


Homo sapiens calcium channel, voltage-dependent, beta 3 subumt (CA<_ jnujj, 
mRNA 


NM_000724 


Homo sapiens calcium channel, voltage-dependent, beta 2 subunit ^aojnbz;, 
mRNA 


NM_000723 


Homo sapiens calcium channel, voltage-dependent, beta l subunit ^a^jnuij, 
mRNA 


NM_000721 


Homo sapiens calcium channel, voltage-dependent, aipna its suounit 
(CACNA1E), mRNA 


NM_000720 


Homo sapiens calcium channel, voltage-dependent, L, type, aipna iu suoumi 
(CACNA1D), mRNA 


NM_000719 


Homo sapiens calcium channel, voltage-dependent, L, type, aipna suounn 
(CACNA1C), mRNA 


NM_000718 


Homo sapiens calcium channel, voltage-dependent, type, aipna it* suounit 
(CACNA1B), mRNA 


NM_001739 


Homo sapiens carbonic annydrase va, mitocnononai nuuicdi gene 
encoding mitochondrial protein, mRNA 


NM 001738 


Homo sapiens carbonic annydrase i ^LAij, ihxsj.n/\ 


NM 001737 


Homo sapiens complement component y \y^y), niru^^ 


NM 001736 


Homo sapiens complement component d receptor i ii^diiu^ w^^s^lj, iiixvj.^^-v 


NM 001735 


Homo sapiens complement component ^ v^-v? iniu\n 


NM 003956 


Homo sapiens cholesterol ZD-nyaroxyiase ^n^jn;, 11UMm 


NM 001734 


Homo sapiens complement component i , s suocornponciiL ^v_, 10;, nuvi^-rv. 


NM 001733 


Homo sapiens complement component 1, r subcomponent (C1R), mRNA 


NM 001732 


Homo sapiens butyrophilin, subtamily i, memoer /\i hm i/vij, nuu>*A 


1N1VL Uu I / Ji 


Wnmn Qflnip.ns H-r.p1l translocation ffene 1. anti-proliferative (BTG1), mRNA 


NM 001729 


Homo sapiens betacellulin (BTC), mRNA 


NM 001728 


Homo sapiens basigin (BSG), mRNA 


NM_003742 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 1 1 
(ABCB11), mRNA 


1 NM 001727 


Homo sapiens bombesin-like receptor 3 (BRS3), mRNA 
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NM 000059 


Homo sapiens breast cancer 2, early onset (BRCA2), mRNA 


NM 001725 


Homo sapiens bactenciaai/permeaDiiity-increasing pruiciu vrxrx;, iiirvi-s^ 


NM 001724 


Homo sapiens z,3-Dispnospnogiycerate muidke ^Drrvjivij, iiu>j.n^-v 


NM 001723 


Homo sapiens duiious pempnigoia. antigen i z.*tvisj-/ y .rvvj iy, nuvixn. 


NM 001717 


Homo sapiens basonuclin (BNC), mRNA 


NM_001722 


Homo sapiens JdJNM (oriJS^zi ) temperature sensmvity compiemeiuing ^-di^i 
mRNA 


NM 001721 


Homo sapiens JdJVIA. non-receptor tyrosine Kinase ^jdivjlaj, inr\j.N/-v 


NM 001203 


Homo sapiens Done morpno genetic protein receptor, type jx> ^jpivrrrvxxjy, nuu^n 


NM_001720 


Homo sapiens bone morphogenetic protein 8 (osteogenic protein 2) (BMP8), 
mRNA 


NM_001719 


Homo sapiens bone morpnogenetic protein / ^osteogenic proicm lj voivjjt /j, 
mRNA 


NM 001202 


Homo sapiens bone morphogenetic protein 4 (BMP4), mRNA 


NMJ300713 


Homo sapiens biliverdin reductase B (iiavm reductase {in j\LJrx±)) ^dlv ivd;, 
mRNA 


NM 000712 


Homo sapiens biliverdin reductase A (BLVRA), mRNA 


NM 001713 


Homo sapiens betame-nomocysteme metnyltransierase {DruvLL), iiuuna 


NMJXH712 


Homo sapiens carcinoembryonic antigen-related cell aanesion moiecuie 1 
(biliary glycoprotein) (UJbAUAJVLl j 5 mKJNA 


NM 001711 


Homo sapiens biglycan (BLrJN ), rn±<JNA 


NM_000711 


Homo sapiens bone gamma-carboxyglutamate (,gia; protein ^osteocalcin; 
(BGLAP), mRNA 


NM 001709 


Homo sapiens brain-denved neurotropnic iactor ^isi^iNr;, mt^iN/\ 


NM 000710 


Homo sapiens bradyKmin receptor r>i ^r>ujsj\j3 1 ), mrsj.N/\ 


NM_001707 


rlomo sapiens r>-ceii ^i^i^/iympnoma /r> ^dv^l /dj, iiixsj.n^ 


NM 001706 


rlomo sapiens ±5-cen i^JLrJ-y/iympnoma o ^ziiic linger piutom o lj v jjv ^ j - /W /5 AAtivj -^^ 


NM 003921 


rlomo sapiens o-cen ^i^iv/iympnoina iu ^rjv^i^iuj, nuuNn 


NM 003657 


Homo sapiens breast carcinoma amplified sequence 1 (BCAS1), mRNA 


NM 001188 


Homo sapiens rSL.l^Z-antagonist/Kiiier i ^o/uvij, mrviN^Y 


NM 001704 


Homo sapiens brain-specific angiogenesis inhibitor 3 (BAD), mRNA 


NM 001703 


Homo sapiens brain-specific angiogenesis inhibitor 2 (BAI2), mRNA 


NM 001702 


Homo sapiens bram-specitic angiogenesis lnnibitor l ^rs/vii mrUN/v 


NM_001186 


Homo sapiens Blri and UiNC homology i, basic leucine zipper iranscripuun 
factor 1 (BACH1), mRNA 


NM_001701 


Homo sapiens bile acid Coenzyme A ammo acid iN-acyitransierase ^glycine in 
choloyltransferase) (BAAT), mRNA 


NM 001185 


Homo sapiens alpna-2-glycoprotem 1, zinc (A£<jrl J l) s mKJN/v 


NM 001184 


Homo sapiens ataxia telangiectasia and Rad3 related (ATR), mRNA 


NM_000053 


Homo sapiens ATPase, Cu++ transporting, beta polypepnae ^wnson aisease; 
(ATP7B), mRNA 


NM_003945 


Homo sapiens ATPase, H+ transporting, lysosomal (^vacuolar proton pump; ^ku 
(ATP6H), mRNA 


NM_001696 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump ) 
3 lkD (ATP6E), mRNA 


NM_001693 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump;, oeta 
poiypepncie, ju/ jojsx/, i&uiuiiii>^ i r kj±j ~ ) , 1 1 iavj. > -^^ 


NM_001692 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), beta 
polypeptide, 56/58kD, isoform 1 (ATP6B1), mRNA 


NM_001691 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 
alpha polypeptide, 70kD, isoform 2 (ATP6A2), mRNA 


NM 001690 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 
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alpha polypeptide, 70kD, isoform 1 (ATP6A1), mRNA 


NM_001697 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, O 
subunit (oligomycin sensitivity conferring protein) (ATP50), mRNA 


NM_001686 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, beta 
polypeptide (ATP5B), nuclear gene encoding mitochondrial protein, mRNA 


NM 000704 


Homo sapiens ATPase, H+/K+ exchanging, alpha polypeptide (ATP4A), mRNA 


NM_0016S4 


Homo sapiens ATPase, Ca++ transporting, plasma membrane 4 (ATP2B4), 
mRNA 


NM_0016S2 


Homo sapiens ATPase, Ca++ transporting, plasma membrane 1 (ATP2B1), 
mRNA 


NM_001681 


Homo sapiens ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 
(ATP2A2), mRNA 


NM 001679 


Homo sapiens ATPase, Na+/K+ transporting, beta 3 polypeptide (ATP1B3), 
mRNA 


NM_001678 


Homo sapiens ATPase, Na+/K+ transporting, beta 2 polypeptide (ATP1B2), 
mRNA 


NM_001677 


Homo sapiens ATPase, Na+/K+ transporting, beta 1 polypeptide (ATP1B1), 
mRNA 


NM_000703 


Homo sapiens ATPase, Na+/K+ transporting, alpha 3 polypeptide (ATP 1 A3), 
mRNA 


NM_000702 


Homo sapiens ATPase, Na+/K+ transporting, alpha 2 (+) polypeptide (ATP1 A2), 
mRNA 


NM_000701 


Homo sapiens ATPase, Na+/K+ transporting, alpha 1 polypeptide (ATP1A1), 
mRNA 


NM_000051 


Homo sapiens ataxia telangiectasia mutated (includes complementation groups 
A, C and D) (ATM), mRNA 


NM_001675 


Homo sapiens activating transcription factor 4 (tax-responsive enhancer element 
B67) (ATF4), mRNA 


NM 001673 


Homo sapiens asparagine synthetase (ASNS), mRNA 


NM 000048 


Homo sapiens argininosuccinate lyase (ASL), mRNA 


NM_001670 


Homo sapiens armadillo repeat gene deletes in velocardiofacial syndrome 
(ARVCF), mRNA 


NM 001179 


Homo sapiens ADP-ribosyltransferase 3 (ART3), mRNA 


NM 000047 


Homo sapiens arylsulfatase E (chondrodysplasia punctata 1) (ARSE), mRNA 


NM_001178 


Homo sapiens aryl hydrocarbon receptor nuclear translocator-like (ARNTL), 
mRNA 


NM 001668 


Homo sapiens aryl hydrocarbon receptor nuclear translocator (ARNT), mRNA 


NM 001667 


Homo sapiens ADP-ribosylation factor-like 2 (ARL2), mRNA 


NM_001176 


Homo sapiens Rho GDP dissociation inhibitor (GDI) gamma (ARHGDIG), 
mRNA 


NM 001665 


Homo sapiens ras homolog gene family, member G (rho G) (ARHG), mRNA 


NM 001661 


Homo sapiens ADP-ribosylation factor 4-like (ARF4L), mRNA 


NM 001659 


Homo sapiens ADP-ribosylation factor 3 (ARF3), mRNA 


NM_001657 


Homo sapiens amphiregulin (schwannoma-derived growth factor) (AREG), 
mRNA 


NM_001654 


Homo sapiens v-raf murine sarcoma 3611 viral oncogene homolog 1 (ARAF1), 
mRNA 


NM 001169 


Homo sapiens aquaporin 8 (AQP8), mRNA 


NM 001651 


Homo sapiens aquaporin 5 (AQP5), mRNA 


NM 001648 


Homo sapiens kallikrein 3, (prostate specific antigen) (KLK3), mRNA 


NM 000484 


Homo sapiens amyloid beta (A4) precursor protein (protease nexin-II, Alzheimer 
disease) (APP), mRNA 
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TsjA/T nn 1 6A1 


TTrvmn ^aniens anolrnonrotein D ( APOD), mRNA 


NM 001646 


Homo sapiens apolipoprotein C-IV (APOC4), mRNA 


INlVi UUUJOn 


Wnmn danienq anolinonrotein B ( including Ae(x) antigen) (APOB), mRNA 


NM 001643 


Homo sapiens apolipoprotein A-II (APOA2), mRNA 




u nmn Qnr ,i PnQ hnniloviral TAP reneat-containine 5 (survivin) (BIRC5), mRNA 


NM 001167 


Homo sapiens baculoviral LAP repeat-containing 4 (BIRC4), mRNA 


XTTV K AA1 1 C A 

NM_001 164 


ijAtnn eonipnc omvlniH Heta ( A4^ nrecursor nrotein-bindine. family B, member 1 


XTN/f 0.01 1 6J\ 


Wnmn Qnnif»n«5 amvloid beta (A4) precursor protein-binding, family A, member 1 
OH 1 ( APR A 1 ^ mRNA 


rsivi_uu 1 1 o i 


TTnmn <;arvieri<; nudix (nucleoside diphosphate linked moiety X)-type motif 2 
(NUDT2), mRNA 


NM 001637 


Homo sapiens acyloxyacyl hydrolase (neutrophil) (AOAH), mRNA 


JNM UUIOJU 


iTrtmA conipnc anrpYiTi AS f AlV^CAR^ mRNA 


NM 003568 


Homo sapiens annexin A9 (ANXA9), mRNA 


NM 000700 


Homo sapiens annexin Al (ANXA1), mRNA 


NM_001152 


tt^^,- «««; a «o n^info PorriAr fomilv 9*> ( rr\\\c\cY\cw\ ririal earner* adenine nucleotide 
riorno sapiens soiuxe carrier larniiy ^iiiiluwiiviiuiio.i ^ainw, auwiuuw nuwivuuww 

translocator), member 5 (SLC25A5), nuclear gene encoding mitochondrial 
protein, mRNA 


NM_001151 


Tj.^- - prti^tf, /n.r>-r-ri^>r fVarml-u 9 ^ f mitochondrial carrier* adenine nucleotide 
riomo sapiens soiute earner laimiy wani^ij auvimiv AAM.wiwvi.ww 

+i-o*-»c-i^r»o+™A Tv>^t-»-iKf»r A f^!T f"^?*** A4^ nuclear t?ene encoding mitochondrial 
rransiocaior ) ? lricrnDcr *t ^ojjvZiJa-t^, nuwi&oi g,v_a iw uiwumg nuivwuwuw iwi 

protein, mRNA 


NM_001150 


Urtrwrv oonionr olonA/l A-n^-mlvrnnf*! aminnTipntifia^p (aminor>eDtidase N. 
xiomo sapiens aianyi ^niciiiuiaiicj aiiumjjjt'jjiiuaa^ v* 1111 jt p * 

aminopeptidase M, microsomal aminopeptidase, CD13, pi 50) (ANPEP), mRNA 


XTTV K f\C\ 11/1^ 

NM UU1140 


riomo sapiens arigiopoicini i ^rvi> vjx a 17, nu^^r-i. 


INM uuuoyy 


u AniA conipnc »mv1»Qp alnVia 7 A " nancreatic rA A /Tx r 2Ay mRNA 


XTTVyT AAA/101 

iNM_UUU4o 1 


tj atma cam'pnc ^rriirinTTietVivltra'n < sfera<;e ( fflvcine cleavase system protein T) 
mRNA 

^rvLVJ. 1 ^, lliJCNJLN^rv 


IN ivi_UU \J*t o U 


T4omn cnniPTiN adenosine mononhosnhate deaminase (isoform E) (AMPD3), 

m"R>J A 


xnv>r nn 1 1 aa 


Wnmn «:ariien<; autocrine motility factor receptor ( AMFR), mRNA 


xnv/r nni 1 41 

INiYl UU I 1 H- J 


UnmA ^aniens ameloeenin CY chromosome) ( AMELY), mRNA 


NM 001633 


Homo sapiens alpha- 1-microglobulin/bikunin precursor (AMBP), mRNA 


INIVI UUUOi/O 


Wnmn Qanien*; arachidonate 5-linoxveenase ( ALOX5), mRNA 


NM 001140 


Homo sapiens arachidonate 15 -lipoxygenase (ALOX15), mRNA 


TvTA/f nn 1 1 

JN1V1 UU1 1j7 


TTrkmn Qar»if*n<; arachidonate l^-linoxveenase, 12R type (ALOX12B), mRNA 


xttv/t nnn/£Q*7 
JNJVi uuuoy / 


T4nTYir\ cn-nieriQ arachiHonate 1 ^-linoxv&enase TALOX12V mRNA 


NM_001628 


Homo sapiens aldo-keto reductase family 1, member Bl (aldose reductase) 

fATCR 1R1^ mRNA 


JN IVL_U u u o ^ o 


Tj nmn Po n ipnc aldehvde dehvdroeenase 9 feamma-aminobutyraldehyde 

/"pVivfirnaptiasp iciorvme^ TAT DH9^ mRNA 


xnv/r 000/^09 


Wnmn Qanien^ aldehvde dehydrogenase 5 f ALDH5), mRNA 


NM_003748 


Homo sapiens aldehyde dehydrogenase 4 (glutamate gamma-semialdehyde 
/i/*Vi\/rlrr\o^Tiace* nvrrolmp-S-carhoxvlate dehydrogenase) ( ALDH41, iriRNA 


NM 000690 


Homo sapiens aldehyde dehydrogenase 2, mitochondnal (ALDH2), mRNA 


xTTv 4 nan/: pa 


TJ/\Ti-irk car»if>nQ alHphvHe HpV>vHrocrpna<;e 1 soluble f AT .PHI V mRNA 


NM 001627 


Homo sapiens activated leucocyte cell adhesion molecule (ALCAM), mRNA 


NM_000688 


Homo sapiens aminolevulinate, delta-, synthase 1 (ALAS1), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_003689 


Homo sapiens aldo-keto reductase family 7, member A2 (aflatoxm aldehyde 
reductase) (AKR7A2), mRNA 


NM 003886 


Homo sapiens A kinase (PRKA) anchor protein 4 (AKAP4), mRNA 
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NM 003488 


Homo sapiens A kinase (PRKA) anchor protein 1 (AKAP1), mRNA 


NM 001622 


Homo sapiens alpha-2-HS-glycoprotein (AHSG), mRNA 


NM 003659 


Homo sapiens alkylglycerone phosphate synthase (AGPS), mRNA 


NM 001133 


Homo sapiens afamin (AFM), mRNA 


NM 001131 


Homo sapiens acidic epididymal glycoprotein-like 1 (AEGL1), mRNA 


NM_003938 


Homo sapiens adaptor-related protein complex 3, delta 1 subunit (AP3D1), 
mRNA 


NM_001127 


Homo sapiens adaptor-related protein complex 1, beta 1 subunit (AP1B1), 
mRNA 


NM 000676 


Homo sapiens adenosine A2b receptor (ADORA2B), mRNA 


NM 000674 


Homo sapiens adenosine Al receptor (ADORA1), mRNA 


NM 001124 


Homo sapiens adrenomedullin (ADM), mRNA 


NM 001120 


Homo sapiens tetracycline transporter-like protein (TETRAN), mRNA 


NM_001118 


Homo sapiens adenylate cyclase activating polypeptide 1 (pituitary) receptor 
type I (ADCYAP1R1), mRNA 


NM 000666 


Homo sapiens aminoacylase 1 (ACY1), mRNA 


NM 001613 


Homo sapiens actin, alpha 2, smooth muscle, aorta (ACTA2), mRNA 


NM 001097 


Homo sapiens acrosin (ACR), mRNA 


NM 003501 


Homo sapiens acyl-Coenzyme A oxidase 3, pristanoyl (ACOX3), mRNA 


NM_003500 


Homo sapiens acyl-Coen2yme A oxidase 2, branched chain (ACOX2), mRNA 


NM_001098 


Homo sapiens aconitase 2, mitochondrial (AC02), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 001096 


Homo sapiens ATP citrate lyase (ACLY), mRNA 


NM_001609 


Homo sapiens acyl-Coenzyme A dehydrogenase, short/branched chain 
(ACADSB), nuclear gene encoding mitochondrial protein, mRNA 


NM 001608 


Homo sapiens acyl-Coenzyme A dehydrogenase, long chain (ACADL), mRNA 


NM 001093 


Homo sapiens acetyl-Coenzyme A carboxylase beta (ACACB), mRNA 


NM_001089 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 3 
(ABCA3), mRNA 


NM_000663 


Homo sapiens 4-aminobutyrate aminotransferase (ABAT), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 001605 


Homo sapiens alanyl-tRNA synthetase (AARS), mRNA 


NM 021123 


Homo sapiens G antigen 7 (GAGE7), mRNA 


NM 006994 


Homo sapiens butyrophilin, subfamily 3, member A3 (BTN3A3), mRNA 


NM 001812 


Homo sapiens centromere protein C 1 (CENPC1), mRNA 


NM 015983 


Homo sapiens ubiquitin-conjugating enzyme HBUCE1 (LOC51619), mRNA 


NM_009590 


Homo sapiens amine oxidase, copper containing 2 (retina-specific) (AOC2), 
transcript variant 2, mRNA 


NM 001159 


Homo sapiens aldehyde oxidase 1 (AOX1), mRNA 


NM_007326 


Homo sapiens diaphorase (NADH) (cytochrome b-5 reductase) (DIA1), nuclear 
gene encoding mitochondrial protein, transcript variant S, mRNA 


NM_005158 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 2 (arg, 
Abelson-related gene) (ABL2), transcript variant a, mRNA 


NM 004441 


Homo sapiens EphBl (EPHB1) mRNA 


NM 004089 


Homo sapiens delta sleep inducing peptide, immunoreactor (DSIPI), mRNA 


NM_004077 


Homo sapiens citrate synthase (CS), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 003890 


Homo sapiens IgG Fc binding protein (FC(GAMMA)BP) mRNA 


NM_003582 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 3 
(DYRK3) mRNA 


NM_001396 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 1 
(DYRK1) mRNA 
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CLAIMS 

What we claim is: 

1. A double-stranded short interfering nucleic acid (siNA) molecule that down- 
regulates expression of an endogenous mammalian target gene, wherein said siNA 

5 molecule comprises one or more chemical modifications and each strand of said 

double-stranded siNA comprises about 21 nucleotides. 

2. The siNA molecule of claim 1, wherein said siNA molecule comprises no 
ribonucleotides. 

3. The siNA molecule of claim 1, wherein said siNA molecule comprises 
10 ribonucleotides. 

4. The siNA molecule of claim 1, wherein one of the strands of said double-stranded 
siNA molecule comprises a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion 
thereof, and wherein the second strand of said double-stranded siNA molecule 

15 comprises a nucleotide sequence substantially similar to the nucleotide sequence 

of the endogenous mammalian target gene or a portion thereof. 

5. The siNA molecule of claim 4, wherein each strand of the siNA molecule 
comprises about 19 to about 23 nucleotides, and wherein each strand comprises at 
least about 19 nucleotides that are complementary to the nucleotides of the other 

20 strand. 

6. The siNA molecule of claim 1, wherein said siNA molecule comprises an 
antisense region comprising a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion 
thereof, and wherein said siNA further comprises a sense region, wherein said 

25 sense region comprises a nucleotide sequence substantially similar to the 

nucleotide sequence of said endogenous mammalian target gene or a portion 
thereof. 

7. The siNA molecule of claim 6, wherein said antisense region and said sense 
region each comprise about 19 to about 23 nucleotides, and wherein said antisense 

30 region comprises at least about 19 nucleotides that are complementary to 

nucleotides of the sense region. 
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8. The siNA molecule of claim 1, wherein said siNA molecule comprises a sense 
region and an antisense region and wherein said antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA 
encoded by the endogenous mammalian target gene or a portion thereof and said 
sense region comprises a nucleotide sequence that is complementary to said 
antisense region. 

9. The siNA molecule of claim 6, wherein said siNA molecule is assembled from 
two separate oligonucleotide fragments, wherein one fragment comprises the 
sense region and the second fragment comprises the antisense region of said siNA 
molecule. 

10. The siNA molecule of claim claim 6, wherein said sense region is connected to 
the antisense region via a linker molecule. 

11. The siNA molecule of claim 10, wherein said linker molecule is a polynucleotide 
linker. 

12. The siNA molecule of claim 10, wherein said linker molecule is a non-nucleotide 
linker. 

13. The siNA molecule of claim 6, wherein pyrimidine nucleotides in the sense 
region are 2 , -0-methyl pyrimidine nucleotides. 

14. The siNA molecule of claim 6, wherein purine nucleotides in the sense region are 
2-deoxy purine nucleotides. 

15. The siNA molecule of claim 6, wherein the pyrimidine nucleotides present in the 
sense region are 2 , -deoxy-2'-fluoro pyrimidine nucleotides. 

16. The siNA molecule of claim 9, wherein the fragment comprising said sense region 
includes a terminal cap moiety at the 5-end, the 3'-end, or both of the 5 f and 3* 
ends of the fragment comprising said sense region. 

17. The siNA molecule of claim 16, wherein said terminal cap moiety is an inverted 
deoxy abasic moiety. 

18. The siNA molecule of claim 6, wherein the pyrimidine nucleotides of said 
antisense region are 2 l -deoxy-2 , -fluoro pyrimidine nucleotides. 



554 



03074654A2J > 



WO 03/074654 



PCT/US03/05028 



19. The siNA molecule of claim 6, wherein the the purine nucleotides of said 
antisense region are 2 f -Omethyl purine nucleotides. 

20. The siNA molecule of claim 6, wherein the purine nucleotides present in said 
antisense region comprise 2 f -deoxy- purine nucleotides. 

5 21. The siNA molecule of claim 18, wherein said antisense region comprises a 
phosphorothioate internucleotide linkage at the 3 ! end of said antisense region. 

22. The siNA molecule of claim 6, wherein said antisense region comprises a glyceryl 
modification at the 3' end of said antisense region. 

23. The siNA molecule of claim 9, wherein each of the two fragments of said siNA 
10 molecule comprise 21 nucleotides. 

24. The siNA molecule of claim 23, wherein about 19 nucleotides of each fragment of 
the siNA molecule are base-paired to the complementary nucleotides of the other 
fragment of the siNA molecule and wherein at least two 3' terminal nucleotides of 
each fragment of the siNA molecule are not base-paired to the nucleotides of the 

1 5 other fragment of the siNA molecule. 

25. The siNA molecule of claim 24, wherein each of the two 3' terminal nucleotides 
of each fragment of the siNA molecule are 2'-deoxy-pyrimidines. 

26. The siNA molecule of claim 25, wherein said 2'-deoxy-pyrimidine is 2'-deoxy- 
thymidine. 

20 27. The siNA molecule of claim 23, wherein all 21 nucleotides of each fragment of 
the siNA molecule are base-paired to the complementary nucleotides of the other 
fragment of the siNA molecule. 

28. The siNA molecule of claim 23, wherein about 19 nucleotides of the antisense 
region are base-paired to the nucleotide sequence of the RNA encoded by the 

25 endogenous mammalian target gene or a portion thereof. 

29. The siNA molecule of claim 23, wherein 21 nucleotides of the antisense region 
are base-paired to the nucleotide sequence of the RNA encoded by the 
endogenous mammalian target gene or a portion thereof. 

30. The siNA molecule of claim 9, wherein the 5 5 -end of the fragment comprising 
30 said antisense region optionally includes a phosphate group. 
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3 1 . The siNA molecule of claim 1 , wherein said mammalian gene is a human gene. 

32. A double-stranded short interfering nucleic acid (siNA) molecule that inhibits the 
expression of an endogenous mammalian target RNA sequence, wherein each 
strand of said double-stranded siNA molecule comprises about 21 nucleotides and 

5 wherein said siNA molecule comprises no ribonucleotides. 

33. The siNA molecule of claim 32, wherein said target RNA sequence is encoded by 
a human gene. 

34. A double- stranded short interfering nucleic acid (siNA) molecule that inhibits the 
expression of an endogenous mammalian target gene, wherein each strand of said 

10 double-stranded siNA molecule comprises about 21 nucleotides and wherein said 

siNA molecule does not require the presence of a ribonucleotide within the siNA 
molecule for the inhibition of expression of an endogenous mammalian target 
gene. 

35. The siNA molecule of claim 34, wherein said mammalian target gene is a human 
15 gene. 

36. The siNA molecule of claim 31 or claim 35, wherein said human gene is vascular 
endothelial growth factor (VEGF). 

37. The siNA molecule of claim 31 or claim 35, wherein said human gene is a 
receptor for VEGF. 

20 38. The siNA of claim 37, wherein said receptor is VEGFR1 . 

39. The siNA of claim 37, wherein said receptor is VEGFR2. 

40. The siNA of claim 37, wherein said receptor is VEGFR3 

41 . The siNA molecule of claim 3 1 or claim 35, wherein said human gene is BCL2. 

42. The siNA molecule of claim 31 or claim 35, wherein said human gene is 
25 HER2/neu. 

43 . The siNA molecule of claim 3 1 or claim 35, wherein said human gene is c-Myc. 

44. The siNA molecule of claim 31 or claim 35, wherein said human gene is PCNA. 

45 . The siNA molecule of claim 3 1 or claim 35, wherein said human gene is REL-A. 
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46. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is PTP1B. 

47. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is BACE. 

48. The siNA molecule of claim 31 or claim 35, wherein said human gene is CHK1. 

49. The siNA molecule of claim 31 or claim 35, wherein said human gene is PKC- 
5 alpha. 

50. The siNA molecule of claim 31 or claim 35, wherein said human gene is EGFR 
(HER1). 

51. A pharmaceutical composition comprising the siNA molecule of claim 1 in an 
acceptable carrier or diluent. 

10 52. Medicament comprising the siNA molecule of claim 1 . 

53 . Active ingredient comprising the siNA molecule of claim 1 . 

54. Use of a double-stranded short interfering nucleic acid (siNA) molecule to down- 
regulate expression of an endogenous mammalian target gene, wherein said siNA 
molecule comprises one or more chemical modifications and each strand of said 

15 double-stranded siNA comprises about 21 nucleotides. 
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Figure 1 
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Figure 18 



A 



5'- 

3'- 



5'- 
3*- 



SENSE STRAND (SEQ ID NO 903) 
ALL PYRIMIDINES = 2'-0-ME OR 2'-FLUORO EXCEPT POSITIONS (N N) 

N s N s N s N S N NNN NNNNN NNN N S N S N S (N S N) 7 3' 
L-(N S N)NNNNNNNNNNNNNNN S N S N S N S N -5' 

ANTISENSE STRAND (SEQ ID NO 904) 
ALL PYR1MIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) 

SENSE STRAND (SEQ ID NO 905) 
ALL PYRIMIDINES = 2'-0-ME OR 2'-FLUORO EXCEPT POSITION'S (N N) 

. N N.N NNNNN NNNNNNNNNNN(NN) '-3' 
L-(NN) NN NNNNNNNNNNNN NNNNN . -5' 

ANTISENSE STRAND (SEQ ID NO' 90S) 
ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N;N) 



c 



'5'- 
3'- 



• SENSE STRAND (SEQ ID NO 907) 
ALL PYRIMIDINES = 2'-0-ME OR 2'-FLUORO EXCEPT POSITIONS (N N) 

B-N NNNNN NNN NNNNNNNNNN(N N)-B 
L-(N S N) NNNNNNNNNNNNNNNN N N N 

ANTISENSE STRAND, (SEQ ID NO 908) 
ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) 



-3' 

-5' 



D 



E 



F 



SENSE STRAND (SEQ ID NO 909) 
2'-FLUORO EXCEPT POSITIONS (N N) AND ALL PURINES = 2'-DEOXY 

3* 



ALL PYRIMIDINES 

5 f - B -NNNNNNN NNNNNNNNNNNN (NN)-B 

3*- L-(N S N) NN N NNNNNNN NN N NN N NNN 



-5' 



ANTISENSE STRAND (SEQ ID NO 910) 
ALL'PYRIMIDINES - 2'-FLUORO AND ALL PURINES = 2'-0-ME EXCEPT POSITIONS (N N) 



5'- 
3'- 



' SENSE STRAND (SEQ ID NO 911) 
ALL PYRIMIDINES « 2'-FLUORO EXCEPT POSITIONS (N N) 

B-N N N NN N N N N N N N N N N N N N N (N N)-B -3' 
L-(N N) NNNNNNN NN N N N N NN N NNN -5' 



ANTISENSE STRAND (SEQ ID NO 912V 
ALL PYRIMIDINES = 2'-FLUORO AND ALL PURINES = 2'-0-ME EXCEPT POSITIONS (N N) 
^ J 

r , > 

\ SENSE STRAND (SEQ ID NO 909) 
ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) AND ALL PURINES = 2'-DEOXY 

5'- R-NI X' X T XT N XT N N N XT XI NJ NT V XT M XT NF XT fV XTVR -3' 



B -N N N N NN NNNNNNNNNNNN N (N N)-B 
3'- L-(N 5 N) NNNNNNNNNNNNNN N N N N N 



-5' 



ANTISENSE STRAND (SEQ ID NO 913) 
l^ALL PYRIMIDINES = 2-FLUORO EXCEPT POSITIONS (N N) AND ALL PURINES = 2'-DEOXY, 



POSITIONS (NN) CAN COMPRISE ANY" NUCLEOTIDE, SUCH AS DEOXYNUCLEOTTDES 
(eg. THYMIDINE) OR UNIVERSAL BASES 

B - ABASIC, INVERTED ABASIC, INVERTED NUCLEOTIDE OR OTHER TERMINAL CAP 

THAT IS OPTIONALLY PRESENT 
L - GLYCERYL MOIETY THAT IS OPTIONALLY PRESENT 
S = PHOSPHOROTHIOATE OR PHOSPHORODITHIOATE 
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Figure 19 
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SENSESTRAND (SEQ ID NO 914) 

us u s u sGs u cuuccAuuccA UsUsG s r s r 
L- J s r A A A cAGAAGGuAAG G s u s A s A s c 

■ ANT1SENSE STRAND (SEQ ID NO 915) 
SENSE STRAND (SEQ ID NO 916). 

uuuGucuucc Au ucc AuiiG TT 
L-JTAA A c AG AAGGu AAGGuAAc 

ANTISENSE STRAND (SEQ ID NO 917) 
. SENSE STRAND (SEQ ID NO 918) 

iB-u uuGucuuccAuuccAuuGr J-iB 
L-r s TAA Ac AG A AG Gu A AG GuAAc 

ANT I SENSE STRAND (SEQ ID NO 919) 



SENSE STRAND (SEQ ID NO 920) ' 

iB>-w uuGucuuccAuuccAuuGT TAB 
L-r s 7.aaacagaagguaagguaac 

■ • t ANTISENSE STRAND (SEQ ID NO 921)/ 
SENSE STRAND (SEQ ID NO 922) 

iB-u uuGucuucc Aunc c AuuG T 7MB 
L-77aa a c ag a agg u a agguaac 

ANTISENSE STRAND (SEQ ID NO 923) 
SENSE STRAND (SEQ ID NO 920) 

iB-u nuGuc uu c c Au u c c A uu G T T-iB 
L-T S TAA Ac AG AAGGu AAGGuAAc 

ANTISENSE STRAND (SEQ ID NO 924) 



-3' y 

-5' 

-\ 

-y 

-5' > 



-3'. 
-5' > 



s 



-3' 
-5' 



-3' 
-5' 



J 

-3' 
-5' > 



lower case = 2'-0-Methy! or 2 , -deoxy-2'-fluoro; 
italic lower case - 2'-deoxv-2'-fIuoro 
ITALIC UPPER CASE - DEOX)' 



B = INVERTED DEOXYABASIC 
L = GLYCERYL MOIETY OPTIONALLY PRESENT 
S = PHOSPHOROTHIOATE OR 
PHOSPHORODITHIOATE 
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